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Their use in vaccines and in screening methods is also
described.
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STREPTOCOCCUS PNEUMONIAE
PROTEINS AND NUCLEIC ACID
MOLECULES

[0001] This application is a divisional of U.S. patent appli-
cation Ser. No. 10/873,528, filed Jun. 23, 2004, which is a
divisional of U.S. patent application Ser. No. 09/769,787,
filed Jan. 26, 2001, now U.S. Pat. No. 6,936,252, which is a
continuation of PCT/GB99/02451, filed Jul. 27, 1999, which
claims benefit of U.S. Provisional Application No. 60/125,
164, filed Mar. 19, 1999, and which also claims benefit of
United Kingdom 9816337.1, filed Jul. 27, 1998, the disclo-
sures of which are all hereby incorporated by reference.

[0002] The present invention relates to proteins derived
from Streptococcus pneumoniae, nucleic acid molecules
encoding such proteins, the use of the nucleic acid and/or
proteins as antigens/immunogens and in detection/diagnosis,
as well as methods for screening the proteins/nucleic acid
sequences as potential anti-microbial targets.

[0003] Streptococcus pneumoniae, commonly referred to
as the pneumococcus, is an important pathogenic organism.
The continuing significance of Streptococcus pneumoniae
infections in relation to human disease in developing and
developed countries has been authoritatively reviewed (Fiber,
G.R.,Science, 265:1385-1387 (1994)). That indicates that on
a global scale this organism is believed to be the most com-
mon bacterial cause of acute respiratory infections, and is
estimated to result in 1 million childhood deaths each year,
mostly in developing countries (Stansfield, S. K., Pediatr.
Infect. Dis., 6:622 (1987)). In the USA it has been suggested
(Breiman et al., Arch. Intern. Med., 150:1401 (1990)) that the
pneumococcus is still the most common cause of bacterial
preumoniae, and that disease rates are particularly high in
young children, in the elderly, and in patients with predispos-
ing conditions such as asplenia, heart, lung, and kidney dis-
ease, diabetes, alcoholism, or with immunosuppressive dis-
orders, especially AIDS. These groups are at higher risk of
pneumococcal septicaemia and hence meningitis and there-
fore have a greater risk of dying from pneumococcul infec-
tion. The pneumococcus is also the leading cause of otitis
media and sinusitis, which remain prevalent infections in
children in developed countries, and which incur substantial
Costs.

[0004] The need for effective preventative strategies
against pneumococcal infection is highlighted by the recent
emergence of penicillin-resistant pneumococci. It has been
reported that 6.6% of pneumoccal isolates in 13 US hospitals
in 12 states were found to be resistant to penicillin and some
isolates were also resistant to other antibiotics including third
generation cyclosporins (Schappert, S. M., FVital and Health
Statistics of the Centres for Disease Control/National Centre
for Health Statistics, 214:1 (1992)). The rates of penicillin
resistance can be higher (up to 20%) in some hospitals
(Breiman et al, J. Am. Med. Assoc., 271: 1831 (1994)). Since
the development of penicillin resistance among pneumococci
is both recent and sudden, coming after decades during which
penicillin remained an effective treatment, these findings are
regarded as alarming.

[0005] For the reasons given above, there are therefore
compelling grounds for considering improvements in the
means of preventing, controlling, diagnosing or treating
pneumococcal diseases.
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[0006] Various approaches have been taken in order to pro-
vide vaccines for the prevention of pneumococcal infections.
Difficulties arise for instance in view of the variety of sero-
types (at least 90) based on the structure of the polysaccharide
capsule surrounding the organism. Vaccines against indi-
vidual serotypes are not effective against other serotypes and
this means that vaccines must include polysaccharide anti-
gens from a whole range of serotypes in order to be effective
in amajority of cases. An additional problem arises because it
has been found that the capsular polysaccharides (each of
which determines the serotype and is the major protective
antigen) when purified and used as a vaccine do not reliably
induce protective antibody responses in children under two
years of age, the age group which suffers the highest inci-
dence of invasive pneumococcal infection and meningitis.
[0007] A modification of the approach using capsule anti-
gens relies on conjugating the polysaccharide to a protein in
order to derive an enhanced immune response, particularly by
giving the response T-cell dependent character. This approach
has been used in the development of a vaccine against Hae-
mophilus influenzae. There are issues of cost concerning both
the multi-polysaccharide vaccines and those based on conju-
gates.

[0008] A third approach is to look for other antigenic com-
ponents which offer the potential to be vaccine candidates.

BACKGROUND OF THE INVENTION

[0009] In the present application we provide a group of
proteins antigens which are secreted/exported proteins.

BRIEF SUMMARY OF THE INVENTION

[0010] Thus, in a first aspect the present invention provides
a Streptococcus preumoniae protein or polypeptide having a
sequence selected from those shown in Table 2 herein.
[0011] A protein or polypeptide of the present invention
may be provided in substantially pure form. For example, it
may be provided in a form which is substantially free of other
proteins.

[0012] Inapreferred embodiment, a protein or polypeptide
having an amino acid sequence as shown in Table 3 is pro-
vided.

[0013] The invention encompasses any protein coded for
by a nucleic acid sequence as shown in Table 1 herein.

DETAILED DESCRIPTION OF THE INVENTION

[0014] As discussed herein, the proteins and polypeptides
of the invention are useful as antigenic material. Such mate-
rial can be “antigenic” and/or “immunogenic”. Generally,
“antigenic” is taken to mean that the protein or polypeptide is
capable of being used to raise antibodies or indeed is capable
of inducing an antibody response in a subject. “Immuno-
genic” is taken to mean that the protein or polypeptide is
capable of eliciting a protective immune response in a subject.
[0015] Thus, in the latter case, the protein or polypeptide
may be capable of not only generating an antibody response
and in addition non-antibody based immune responses.
[0016] The skilled person will appreciate that homologues
or derivatives of the proteins or polypeptides of the invention
will also find use in the context of the present invention, ie as
antigenic/immunogenic material. Thus, for instance proteins
or polypeptides which include one or more additions, dele-
tions, substitutions or the like are encompassed by the present
invention.
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[0017] Inaddition, it may be possible to replace one amino
acid with another of similar “type”. For instance replacing
one hydrophobic amino acid with another. One can use a
program such as the CLUSTAL program to compare amino
acid sequences. This program compares amino acid
sequences and finds the optimal alignment by inserting
spaces in either sequence as appropriate.

[0018] Tt is possible to calculate amino acid identity or
similarity (identity plus conservation of amino acid type) for
an optimal alignment. A program like BLASTx will align the
longest stretch of similar sequences and assign a value to the
fit. It is thus possible to obtain a comparison where several
regions of similarity are found, each having a different score.
Both types of analysis are contemplated in the present inven-
tion.

[0019] In the case of homologues and derivatives, the
degree of identity with a protein or polypeptide as described
herein is less important than that the homologue or derivative
should retain its antigenicity or immunogenicity to Strepto-
coccus pneumoniae. However, suitably, homologues or
derivatives having at least 60% similarity (as discussed
above) with the proteins or polypeptides described herein are
provided.

[0020] Preferably, homologues or derivatives having at
least 70% similarity, more preferably at least 80% similarity
are provided. Most preferably, homologues or derivatives
having at least 90% or even 95% similarity are provided.

[0021] In an alternative approach, the homologues or
derivatives could be fusion proteins, incorporating moieties
which render purification easier, for example by effectively
tagging the desired protein or polypeptide. It may be neces-
sary to remove the “tag” or it may be the case that the fusion
protein itself retains sufficient antigenicity to be useful.

[0022] In an additional aspect of the invention there are
provided antigenic fragments of the proteins or polypeptides
of the invention, or of homologues or derivatives thereof.

[0023] For fragments of the proteins or polypeptides
described herein, or of homologues or derivatives thereof, the
situation is slightly different. It is well known that is possible
to screen an antigenic protein or polypeptide to identify
epitopic regions, i.e., those regions which are responsible for
the protein or polypeptide’s antigenicity or immunogenicity.
Methods for carrying out such screening are well known in
the art. Thus, the fragments of the present invention should
include one or more such epitopic regions or be sufficiently
similar to such regions to retain their antigenic/immunogenic
properties. Thus, for fragments according to the present
invention the degree of identity is perhaps irrelevant, since
they may be 100% identical to a particular part of a protein or
polypeptide, homologue or derivative as described herein.
The key issue, once again, is that the fragment retains the
antigenic/immunogenic properties.

[0024] Thus, whatis important for homologues, derivatives
and fragments is that they possess at least a degree of the
antigenicity/immunogenicity of the protein or polypeptide
from which they are derived.

[0025] Gene cloning techniques may be used to provide a
protein of the invention in substantially pure form, These
techniques are disclosed, for example, in J. Sambrook et al
Molecular Cloning 2nd Edition, Cold Spring Harbor Labo-
ratory Press (1989). Thus, in a fourth aspect, the present
invention provides a nucleic acid molecule comprising or
consisting of a sequence which is:
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[0026] (i) any of the DNA sequences set out in Table 1 or
their RNA equivalents;
[0027] (ii) a sequence which is complementary to any of
the sequences of (1);
[0028] (iii) a sequence which codes for the same protein
or polypeptide, as those sequences of (i) or (ii);
[0029] (iv) a sequence which is has substantial identity
with any of those of (1), (ii) and (iii);
[0030] (v) a sequence which codes for a homologue,
derivative or fragment of a protein as defined in Table 1.
[0031] In a fifth aspect the present invention provides a
nucleic acid molecule comprising or consisting of a sequence
which is:
[0032] (i) any of the DNA sequences set out in Table 4 or
their RNA equivalents;
[0033] (i) a sequence which is complementary to any of
the sequences of (i);
[0034] (iii) a sequence which codes for the same protein
or polypeptide, as those sequences of (1) or (ii);
[0035] (iv) a sequence which is has substantial identity
with any of those of (1), (ii) and (iii);
[0036] (v) a sequence which codes for a homologue,
derivative or fragment of a protein as defined in Table 4.
[0037] The nucleic acid molecules of the invention may
include a plurality of such sequences, and/or fragments. The
skilled person will appreciate that the present invention can
include, novel variants of those particular novel nucleic acid
molecules which are exemplified herein. Such variants are
encompassed by the present invention. These may occur in
nature, for example because of strain variation. For example,
additions, substitutions and/or deletions are included. In addi-
tion, and particularly when utilising microbial expression
systems, one may wish to engineer the nucleic acid sequence
by making use of known preferred codon usage in the par-
ticular organism being used for expression. Thus, synthetic or
non-naturally occurring variants are also included within the
scope of the invention.
[0038] The term “RNA equivalent” when used above indi-
cates that a given RNA molecule has a sequence which is
complementary to that of a given DNA molecule (allowing
for the fact that in RNA “U” replaces “T” in the genetic code).
[0039] When comparing nucleic acid sequences for the
purposes of determining the degree of homology or identity
one can use programs such as BESTFIT and GAP (both from
the Wisconsin Genetics Computer Group (GCG) software
package) BESTFIT, for example, compares two sequerces
and produces an optimal alignment of the most similar seg-
ments. GAP enables sequences to be aligned along their
whole length and finds the optimal alignment by inserting
spaces in either sequence as appropriate. Suitably, in the
context of the present invention compare when discussing
identity of nucleic acid sequences, the comparison is made by
alignment of the sequences along their whole length.
[0040] Preferably, sequences which have substantial iden-
tity have at least 50% sequence identity, desirably at least
75% sequence identity and more desirably at least 90 or at
least 95% sequence identity with said sequences. In some
cases the sequence identity may be 99% or above.
[0041] Desirably, the term “substantial identity” indicates
that said sequence has a greater degree of identity with any of
the sequences described herein than with prior art nucleic
acid sequences.
[0042] TItshould however be noted that where a nucleic acid
sequence of the present invention codes for at least part of a
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novel gene product the present invention includes within its
scope all possible sequence coding for the gene product or for
a novel part thereof.

[0043] The nucleic acid molecule may be in isolated or
recombinant form. It may be incorporated into a vector and
the vector may be incorporated into a host. Such vectors and
suitable hosts form yet further aspects of the present inven-
tion.

[0044] Therefore, for example, by using probes based upon
the nucleic acid sequences provided herein, genes in Strepto-
coccus pneumoniae can be identified. They can then be
excised using restriction enzymes and cloned into a vector.
The vector can be introduced into a suitable host for expres-
sion.

[0045] Nucleic acid molecules of the present invention may
be obtained from S._preumoniae by the use of appropriate
probes complementary to part of the sequences of the nucleic
acid molecules. Restriction enzymes or sonication techniques
can be used to obtain appropriately sized fragments for prob-
ing.

[0046] Alternatively PCR techniques may be used to
amplify a desired nucleic acid sequence. Thus the sequence
data provided herein can be used to design two primers foruse
in PCR so that a desired sequence, including whole genes or
fragments thereof, can be targeted and then amplified to a
high degree. One primer will normally show a high degree of
specificity for a first sequence located on one strand of a DNA
molecule, and the other primer will normally show a high
degree of specificity for a second sequence located on the
complementary strand of the DNA sequence and being
spaced from the complementary sequence to the first
sequence.

[0047] Typically primers will be at least 15-25 nucleotides
long.
[0048] As a further alternative chemical synthesis may be

used. This may be automated. Relatively short sequences may
be chemically synthesised and ligated together to provide a
longer sequence.

[0049] Inyeta further aspect the present invention provides
an immunogenic/antigenic composition comprising one or
more proteins or polypeptides selected from those whose
sequences are shown in Tables 24, or homologues or deriva-
tives thereof, and/or fragments of any of these. In preferred
embodiments, the immunogenic/antigenic composition is a
vaccine or is for use in a diagnostic assay.

[0050] In the case of vaccines suitable additional excipi-
ents, diluents, adjuvants or the like may be included. Numer-
ous examples of these are well known in the art.

[0051] Tt is also possible to utilise the nucleic acid
sequences shown in Table 1 in the preparation of so-called
DNA vaccines. Thus, the invention also provides a vaccine
composition comprising one or more nucleic acid sequences
as defined herein. The use of such DNA vaccines is described
in the art. See for instance, Donnelly et al, Ann. Rev. Immu-
nol., 15:617-648 (1997).

[0052] As already discussed herein the proteins or polypep-
tides described herein, their homologues or derivatives, and/
or fragments of any of these, can be used in methods of
detecting/diagnosing S. preumoniae. Such methods can be
based on the detection of antibodies against such proteins
which may be present in a subject. Therefore the present
invention provides a method for the detection/diagnosis of S.
preumoniae which comprises the step of bringing into con-
tact a sample to be tested with at least one protein, or homo-
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logue, derivative or fragment thereof, as described herein.
Suitably, the sample is a biological sample, such as a tissue
sample or a sample of blood or saliva obtained from a subject
to be tested.

[0053] In an alternative approach, the proteins described
herein, or homologues, derivatives and/or fragments thereof,
can be used to raise antibodies, which in turn can be used to
detect the antigens, and hence S. preumoniae. Such antibod-
ies form another aspect of the invention. Antibodies within
the scope of the present invention may be monoclonal or
polyclonal.

[0054] Polyclonal antibodies can be raised by stimulating
their production in a suitable animal host (e.g. a mouse, rat,
guinea pig, rabbit, sheep, goat or monkey) when a protein as
described herein, or a homologue, derivative or fragment
thereof, is injected into the animal. If desired, an adjuvant
may be administered together with the protein. Well-known
adjuvants include Freund’s adjuvant (complete and incom-
plete) and aluminium hydroxide. The antibodies can then be
purified by virtue of their binding to a protein as described
herein.

[0055] Monoclonal antibodies can be produced from hybri-
domas. These can be formed by fusing myeloma cells and
spleen cells which produce the desired antibody in order to
form an immortal cell line. Thus the well-known Kohler &
Milstein technique (Nature 256 (1975)) or subsequent varia-
tions upon this technique can be used.

[0056] Techniques for producing monoclonal and poly-
clonal antibodies that bind to a particular polypeptide/protein
are now well developed in the art. They are discussed in
standard immunology textbooks, for example in Roitt et al,
Immunology second edition (1989), Churchill Livingstone,
London.

[0057] In addition to whole antibodies, the present inven-
tion includes derivatives thereof which are capable of binding
to proteins etc as described herein. Thus the present invention
includes antibody fragments and synthetic constructs.
Examples of antibody fragments and synthetic constructs are
given by Dougall et al in Tibtech 12 372-379 (September
1994).

[0058] Antibody fragments include, for example, Fab,
F(ab') and Fv fragments. Fab fragments (These are discussed
in Roitt et al [supra]). Fv fragments can be modified to pro-
duce a synthetic construct known as a single chain Fv (scFv)
molecule. This includes a peptide linker covalently joining V,,
and V| regions, which contributes to the stability of the mol-
ecule. Other synthetic constructs that can be used include
CDR peptides. These are synthetic peptides comprising anti-
gen-binding determinants. Peptide mimetics may also be
used. These molecules are usually conformationally
restricted organic rings that mimic the structure of a CDR
loop and that include antigen-interactive side chains.

[0059] Synthetic constructs include chimaeric molecules.
Thus, for example, humanised (or primatised) antibodies or
derivatives thereof are within the scope of the present inven-
tion. An example of a humanised antibody is an antibody
having human framework regions, but rodent hypervariable
regions. Ways of producing chimaeric antibodies are dis-
cussed for example by Morrison etal in PNAS, 81, 6851-6855
(1984) and by Takeda et al in Nature. 314, 452454 (1985).

[0060] Synthetic constructs also include molecules com-
prising an additional moiety that provides the molecule with
some desirable property in addition to antigen binding. For
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example the moiety may be a label (e.g., a fluorescent or
radioactive label). Alternatively, it may be a pharmaceutically
active agent.

[0061] Antibodies, or derivatives thereof, find use in detec-
tion/diagnosis of S. preumoniae. Thus, in another aspect the
present invention provides a method for the detection/diag-
nosis of S. preumoniae which comprises the step of bringing
into contact a sample to be tested and antibodies capable of
binding to one or more proteins described herein, or to homo-
logues, derivatives and/or fragments thereof.

[0062] In addition, so-called AFFIBODIES may be uti-
lised. These are binding proteins selected from combinatorial
libraries of an alpha-helical bacterial receptor domain (Nord
et al,) Thus, Small protein domains, capable of specific bind-
ing to different target proteins can be selected using combi-
natorial approaches.

[0063] It will also be clear that the nucleic acid sequences
described herein may be used to detect/diagnose S. preuno-
niae. Thus, in yet a further aspect, the present invention pro-
vides a method for the detection/diagnosis of S. preumoniae
which comprises the step of bringing into contact a sample to
be tested with at least one nucleic acid sequence as described
herein. Suitably, the sample is a biological sample, such as a
tissue sample or a sample of blood or saliva obtained from a
subject to be tested. Such samples may be pre-treated before
being used in the methods of the invention. Thus, for example,
a sample may be treated to extract DNA. Then, DNA probes
based on the nucleic acid sequences described herein (i.e.,
usually fragments of such sequences) may be used to detect
nucleic acid from S. preumoniae.

[0064] In additional aspects, the present invention pro-
vides:
[0065] (a) a method of vaccinating a subject against S.

preumoniae which comprises the step of administering
to a subject a protein or polypeptide of the invention, or
a derivative, homologue or fragment thereof, or an
immunogenic composition of the invention;

[0066] (b) a method of vaccinating a subject against S.
preumoniae which comprises the step of administering
to a subject a nucleic acid molecule as defined herein;

[0067] (c)amethod forthe prophylaxis or treatment of S.
preumoniae infection which comprises the step of
administering to a subject a protein or polypeptide of the
invention, or a derivative, homologue or fragment
thereof, or an immunogenic composition of the inven-
tion;

[0068] (d)amethod for the prophylaxis or treatment of S.
preumoniae infection which comprises the step of
administering to a subject a nucleic acid molecule as
defined herein;

[0069] (e) a kit for use in detecting/diagnosing S. preu-
moniae infection comprising one or more proteins or
polypeptides of the invention, or homologues, deriva-
tives or fragments thereof, or an antigenic composition
of the invention; and

[0070] (D) a kit for use in detecting/diagnosing S. preu-
moniae infection comprising one or more nucleic acid
molecules as defined herein.

[0071] Given that we have identified a group of important
proteins, such proteins are potential targets for anti-microbial
therapy. It is necessary, however, to determine whether each
individual protein is essential for the organism’s viability.
Thus, the present invention also provides a method of deter-
mining whether a protein or polypeptide as described herein
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represents a potential anti-microbial target which comprises
inactivating said protein and determining whether S. preu-
moniae is still viable, in vitro or in vivo.

[0072] A suitable method for inactivating the protein is to
effect selected gene knockouts, ie prevent expression of the
protein and determine whether this results in a lethal change.
Suitable methods for carrying out such gene knockouts are
described in Li et al, PN.4.S., 94:13251-13256 (1997).

[0073] In a final aspect the present invention provides the
use of an agent capable of antagonising, inhibiting or other-
wise interfering with the function or expression of a protein or
polypeptide of the invention in the manufacture of a medica-
ment for use in the treatment or prophylaxis of S. preumoniae
infection.

[0074] The invention will now be described with reference
to the following examples, which should not be construed as
in any way limiting the invention. The examples refer to the
figures in which:

BRIEF DESCRIPTION OF THE FIGURES

[0075] FIG. 1: shows the results of various DNA vaccine
trials; and
[0076] FIG. 2: shows the results of further DNA vaccine
trials.

EXAMPLE 1
[0077] The Genome sequencing of Streptococcus pneumo-

niae type 4 is in progress at the Institute for Genomic
Research (TIGR, Rockville, Md., USA). Up to now, the
whole sequence has not been completed or published. On
Nov. 21, 1997, the TIGR centre released some DNA
sequences as contigs which are not accurate reflections of the
finished sequence. These contigs can be downloaded from
their website. We downloaded these contigs and created a
local database using the application GCGToBLAST (Wis-
consin Package Version 9.1, Genetics Computer Group
(GCQG), Madison, USA). This database can be searched with
the FastA and TfastA procedures (using the method of Pear-
son and Lipman (PNAS US4, 85:2444-2448 (1988)).

[0078] Using FastA and TfastA procedures, the local pneu-
mococcus database was searched for putative leader sequence
or anchor sequence features. Relevant sequences were used to
interrogate for comparative novel sequences. These were:

[0079] (i) already described leader sequences of Strep-
tococcus pneumonige (from proteins NanA, NanB,
LytA, PapA, pcpA, PsaA and PspA);

[0080] (ii) the leader sequence of Usp45, a secreted pro-
tein from Lactococcus lactis;

[0081] (ii1) new hypothetical leader sequences derived
from the searches in (i) and (ii);
[0082] (iv) the anchor motif LPXTG (SEQ ID NO: 364),
a feature common to many Gram-positive bacteria sur-
face proteins which are anchored by a mechanism
involving the Sortase complex proteins.
[0083] Provided below is an example of this approach, with
reference to the sequences derived from the database (see
table 1).
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Uspd5 NanA PapA PsaA PspA PrtP
4121.1 41013 41724 4106.1 4346.1 41941 41722 41472
N~
4191.6 41373 41931 41221
4170.8 41753 4187.2 41881 41021
4136.1  4127.1  4191.1
4119.1 4119.2

[0084] The protein leader sequences of different known
exported proteins were used as a starting point for a search of
the local pneumococcus database described above. The hypo-
thetical proteins found with this search were then submitted
to a Blast search in general databases such as NEMBL, Swis-
sprot etc. Proteins remaining unknown in the pneumococcus
are kept and annotated. Then the search is performed again
using the new potential protein leader sequence as a probe,
using the TfastA procedure.

EXAMPLE 2
DNA Vaccine Trials
[0085] pcDNA3.1+ as a DNA Vaccine Vector
pcDNA3.1+
[0086] The vector chosen for use as a DNA vaccine vector

was pcDNA3.1 (Invitrogen) (actually pcDNA3.1+, the for-
ward orientation was used in all cases but may be referred to
as pcDNA3.1 here on). This vector has been widely and
successfully employed as a host vector to test vaccine candi-
date genes to give protection against pathogens in the litera-
ture (Zhang, et al., Kurar and Splitter, Anderson et al.). The
vector was designed for high-level stable and non-replicative
transient expression in mammalian cells. pcDNA3.1 contains
the ColE1 origin of replication which allows convenient high-
copy number replication and growth in £. coli. This in turn
allows rapid and efficient cloning and testing of many genes.
The pcDNA3.1 vector has a large number of cloning sites and
also contains the gene encoding ampicillin resistance to aid in
cloning selection and the human cytomegalovirus (CMV)
immediate-early promoter/enhancer which permits efficient,
high-level expression of the recombinant protein. The CMV
promoter is a strong viral promoter in a wide range of cell
types including both muscle and immune (antigen present-
ing) cells. This is important for optimal immune response as
it remains unknown as to which cells types are most important
in generating a protective response in vivo. A T7 promoter
upstream of the multiple cloning site affords efficient expres-
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sion of the modified insert of interest and which allows in
vitro transcription of a cloned gene in the sense orientation.

[0087] Zhang,D.,Yang, X., Berry,J. Shen, C., McClarty, G.
and Brunham, R. C. (1997) “DNA vaccination with the major
outer-membrane protein genes induces acquired immunity to
Chlamydia trachomatis (mouse pneumonitis) infection”.
Infection and Immunity, 176, 1035-40.

[0088] Kurar, E. and Splitter, G. A. (1997) “Nucleic acid
vaccination of Brucella abortus ribosomal 1.7/1.12 gene elic-
its immune response”. Vaccine, 15, 1851-57.

[0089] Anderson, R., Gao, X.-M., Papakonstantinopoulou,
A., Roberts, M. and Dougan, G. (1996) “Immune response in
mice following immunisation with DNA encoding fragment
C of tetanus toxin”. Infection and Immunity, 64, 3168-3173.

Preparation of DNA Vaccines

[0090] Oligonucleotide primers were designed for each
individual gene of interest derived using the LEEP system.
Each gene was examined thoroughly, and where possible,
primers were designed such that they targeted that portion of
the gene thought to encode only the mature portion of the
gene protein. It was hoped that expressing those sequences
that encode only the mature portion of a target gene protein,
would facilitate its correct folding when expressed in mam-
malian cells. For example, in the majority of cases primers
were designed such that putative N-terminal signal peptide
sequences would not be included in the final amplification
product to be cloned into the pcDNA3.1 expression vector.
The signal peptide directs the polypeptide precursor to the
cell membrane via the protein export pathway where it is
normally cleaved off by signal peptidase I (or signal peptidase
1Tifalipoprotein). Hence the signal peptide does not make up
any part of the mature protein whether it be displayed on the
surface of the bacteria surface or secreted. Where a N-termi-
nal leader peptide sequence was not immediately obvious,
primers were designed to target the whole of the gene
sequence for cloning and ultimately, expression in pcDNA3.
L.

[0091] Having said that, however, other additional features
of proteins may also affect the expression and presentation of
a soluble protein. DNA sequences encoding such features in
the genes encoding the proteins of interest were excluded
during the design of oligonucleotides. These features
included:

1. LPXTG (SEQ ID NO: 364) cell wall anchoring motifs.

2. LXXC ipoprotein attachment sites.

3. Hydrophobic C-terminal domain.

4. Where no N-terminal signal peptide or LXXC was present
the start codon was excluded.

5. Where no hydrophobic C-terminal domain or LPXTG
(SEQ ID NO: 364) motif was present the stop codon was
removed.

[0092] Appropriate PCR primers were designed for each
gene of interest and any and all of the regions encoding the
above features was removed from the gene when designing
these primers. The primers were designed with the appropri-
ate enzyme restriction site followed by a conserved Kozak
nucleotide sequence (in all cases) GCCACC was used. The
Kozak sequence facilitates the recognition of initiator
sequences by eukaryotic ribosomes) and an ATG start codon
upstream of the insert of the gene of interest. For example the
forward primer using a BamHI site the primer would begin
GCGGGATCCGCCACCATG (SEQ ID NO: 365) followed
by a small section of the 5' end of the gene of interest. The
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reverse primer was designed to be compatible with the for-
ward primer and with a Notl restriction site at the 5' end in all
cases (this site is TTGCGGCCGC) (SEQ ID NO:366).

PCR Primers

[0093] The following PCR primers were designed and used
to amplify the truncated genes of interest.

D210
Forward Primer

(SEQ ID NO: 367)
5' CGGATCCGCCACCATGTCTTCTAATGAATCTGCCGATG 3!

Reverse Primer
(SEQ ID NO: 368)
5' TTGCGGCCGCCTGTTTAGATTGCGATATCTGTAAAGACTT 3!

4172 .5
Forward Primer

(SEQ ID NO: 369)
5' CGCGGATCCGCCACCATGGATTTTCCTTCAAATTTGGAGG 3!

Reverse Primer
(SEQ ID NO: 370)
5' TTGCGGCCGCACCGTACTGGCTGCTGACT 3!

ID211
Forward Primer

(SEQ ID NO: 371)
5' CGGATCCGCCACCATGAGTGAGATCAAAATTATTAACGC 3!

Reverge Primer
(SEQ ID NO: 372)
5' TTGCGGCCGCCGTTCCATGGTTGACTCCT 3!

4197 .4
Forward Primer

(SEQ ID NO: 373)
5' CGCGGATCCGCCACCATGTGGGACATATTGGTGGAAAL 3!

Reverse Primer
(SEQ ID NO: 374)
5' TTGCGGCCGCTTCACTTGAGCARACTGAATCC 3!

4122 .1
Forward Primer

(SEQ ID NO: 375)
5' CGCGGATCCGCCACCATGTCACRAAGAAAAAACARAAANTGAA 3!

Reverse Primer
(SEQ ID NO: 376)
5' TTGCGGCCGCATCGACGTAGTCTCCGCC 3!

4126 .7
Forward Primer

(SEQ ID NO: 377)
5' CGCGGATCCGCCACCATGCTGGTTGGAACTTTCTACTATCAAT 3!

Reverge Primer
(SEQ ID NO: 378)
5' TTGCGGCCGCAACTTTCGTCCCTTTITTGG 3!

4188 .11
Forward Primer

(SEQ ID NO: 379)
5' CGCGGATCCGCCACCATGGGCAATTCTGGCGGAA 3!

Reverge Primer
(SEQ ID NO: 380)
5' TTGCGGCCGCTTGTTTCATAGCTTTTTTGATTGTIT 3!

I1D209
Forward Primer

(SEQ ID NO: 381)
5' CGCGGATCCGCCACCATGCTATTGATACGAAATGCAGGG 3!
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-continued

Reverse Primer
(SEQ ID NO: 382)
5' TTGCGGCCGCAACATAATCTAGTAAATAAGCGTAGCC 3!

ID215
Forward Primer

(SEQ ID NO: 383)
5' CGCGGATCCGCCACCATGACGGCGACGAATTTTC 3!

Reverse Primer
(SEQ ID NO: 384)
5' TTGCGGCCGCTTAATTCGTTTTTGAACTAGTTGCT 3!

4170.4
Forward Primer

(SEQ ID NO: 385)
5' CGCGGATCCGCCACCATGGCTGTTTTTCTTCGCTATCATG 3!

Reverse Primer
(SEQ ID NO: 386)
5' TTGCGGCCGCTTTCTTCAACAAACCTTGTTCTTG 3!

4193.1
Forward Primer

(SEQ ID NO: 387)
5' CGCGGATCCGCCACCATGGGTAACCGCTCTTCTCGTAAC 3!

Reverse Primer
(SEQ ID NO: 388)
5' TTGCGGCCGCGCTTCCATCAAGGATTTTAGC 3!

Cloning

[0094] Theinsert along with the flanking features described
above was amplified using PCR against a template of
genomic DNA isolated from type 4 S. pneumoniae strain
11886 obtained from the National Collection of Type Cul-
tures. The PCR product was cut with the appropriate restric-
tion enzymes and cloned in to the multiple cloning site of
pcDNA3.1 using conventional molecular biological tech-
niques. Suitably mapped clones of the genes of interested
were cultured and the plasmids isolated on a large scale (>1.5
mg) using Plasmid Mega Kits (Qiagen). Successful cloning
and maintenance of genes was confirmed by restriction map-
ping and sequencing ~700 base pairs through the 5' cloning
Junction of each large scale preparation of each construct.

Strain Validation

[0095] A strain of type 4 was used in cloning and challenge
methods which is the strain from which the S. preumoniae
genome was sequenced. A freeze dried ampoule of a homo-
geneous laboratory strain of type 4 S. preumoniae strain
NCTC 11886 was obtained from the National Collection of
Type Strains. The ampoule was opened and the cultured re
suspended with 0.5 ml of tryptic soy broth (0.5% glucose, 5%
blood). The suspension was subcultured into 10 ml tryptic soy
broth (0.5% glucose, 5% blood) and incubated statically over-
night at 37° C. This culture was streaked on to 5% blood agar
plates to check for contaminants and confirm viability and on
to blood agar slopes and the rest of the culture was used to
make 20% glycerol stocks. The slopes were sent to the Public
Health Laboratory Service where the type 4 serotype was
confirmed.

[0096] A glycerol stock of NCTC 11886 was streaked on a
5% blood agar plate and incubated overnight in a CO2 gas jar
at 37° C. Fresh streaks were made and optochin sensitivity
was confirmed.

Pneumococcal Challenge

[0097] A standard inoculum of type 4 S. preumoniae was
prepared and frozen down by passaging a culture of pneumo-
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coccus 1x through mice, harvesting from the blood of
infected animals, and grown up to a predetermined viable
count ofaround 10° cfi/ml in broth before freezing down. The
preparation is set out below as per the flow chart.

Streak pneumococeal culture and confirm identity

Grow over-night culture from 4-5 colonies on plate above

Animal passage pneumococcal culture
(i.p. injection of cardiac bleed to harvest)

Grow over-night from animal passaged pneumococcus

Grow day culture (to pre-determined optical density) from over-night of
animal passage and freeze down at -70° C. - This standard minimum

Thaw one aliquot of standard inoculum to viable count

Use standard inoculum to determine effective dose (called
VirulenceTesting)

All subsequent challenges- use standard inoculum te effective dose

[0098] An aliquot of standard inoculum was diluted 500x
in PBS and used to inoculate the mice.

[0099] Mice were lightly anaesthetised using halothane
and then a dose of 1.4x10° cfu of pneumococcus was applied
to the nose of each mouse. The uptake was facilitated by the
normal breathing of the mouse, which was left to recover on
its back.

S. preumoniae Vaccine Trials

[0100] Vaccine trials in mice were carried out by the admin-
istration of DNA to 6 week old CBA/ca mice (Harlan, UK).
Mice to be vaccinated were divided into groups of six and
each group was immunised with recombinant pcDNA3.1+
plasmid DNA containing a specific target-gene sequence of
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interest. A total of 100 pg of DNA in Dulbecco’s PES (Sigma)
was injected intramuscularly into the tibialis anterior muscle
of both legs (50 plin each leg). A boost was carried using the
same procedure 4 weeks later. For comparison, control
groups were included in all vaccine trials. These control
groups were either unvaccinated animals or those adminis-
tered with non-recombinant pcDNA3.1+ DNA (sham vacci-
nated) only, using the same time course described above. 3
weeks after the second immunisation, all mice groups were
challenged intranasally with a lethal dose of S. preumoniae
serotype 4 (strain NCTC 11886). The number of bacteria
administered was monitored by plating serial dilutions of the
inoculum on 5% blood agar plates. A problem with intranasal
immunisations is that in some mice the inoculum bubbles out
of the nostrils, this has been noted in results table and taken
account of in calculations. A less obvious problem is that a
certain amount of the inoculum for each mouse may be swal-
lowed. Ttis assumed that this amount will be the same for each
mouse and will average out over the course of innoculations.
However, the sample sizes that have been used are small and
this problem may have significant effects in some experi-
ments. All mice remaining after the challenge were killed 3 or
4 days after infection. During the infection process, chal-
lenged mice were monitored for the development of symp-
toms associated with the onset of S. preumoniae induced-
disease. Typical symptoms in an appropriate order included
piloerection, an increasingly hunched posture, discharge
from eyes, increased lethargy and reluctance to move. The
latter symptoms usually coincided with the development of a
moribund state at which stage the mice were culled to prevent
further suffering. These mice were deemed to be very close to
death, and the time of culling was used to determine a survival
time for statistical analysis. Where mice were found dead, the
survival time was taken as the last time point when the mouse
was monitored alive.

Interpretation of Results

[0101] A positive result was taken as any DNA sequence
that was cloned and used in challenge experiments as
described above which gave protection against that challenge.
Protection was taken as those DNA sequences that gave sta-
tistically significant protection (to a 95% confidence level
(p<0.05)) and also those which were marginal or close to
significant using Mann-Whitney or which show some protec-
tive features for example there were one or more outlying
mice or because the time to the first death was prolonged. It is
acceptable to allow marginal or non-significant results to be
considered as potential positives when it is considered that the
clarity of some of the results may be clouded by the problems
associated with the administration of intranasal infections.

Results for vaccine trials 2, 7 and 8 {see FIG. 1)

Mean survival times (hours)

Mouse  Unvace ID210  Unvacc 41725  Unvacc ID211 41974 4122.1 4126.7
number control 2)  (2)  control (7)  (7)  control (8)  (8) 8) (8) 8)
1 49.0 55.0 59.6 72.6 451 102.3T  60.1 50.6 60.0
2 51.0 46.5 47.2 67.9 50.8 55.5 54.9 77.2 60.0
3 49.0 49.0 59.6 54.4 60.4 60.6%* 68.4 60.3 54.8
4 55.0 59.0 70.9 75.3 55.2 453 60.1 50.6 52.6
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-continued

Results for vaccine trials 2, 7 and 8 (see FIG. 1)

Mean survival times (hours)

Mouse  Unvace  ID210 Unvace  4172.5  Unvacc D211 41974 41221 41267

number control (2)  (2)  control (7) (7))  control (8)  (8) ®) (8) (8)
5 49.0 55.0 68.6% 70.9 45.1 55.5 54.9 50.6%* 54.8
6 49.0 49.0 76.0 75.3 45.1 102.3T S52.7 449 60
Mean 50.3 523 63.6 69.4 50.2 70.2 58.5 557 57.0
sd 24 48 10.3 79 6.4 25.3 5.7 11.6 34
p value — 03333 — 0.2104 — 0.0215 0.0621 0.4038 (.0833

1

*bubbled when dosed so may not have received full inoculum.

Tterminated at end of experiment having no symptoms of infection.

Numbers in brackets - survival times disregarded assuming incomplete dosing

p value 1 refers to significance tests compared to unvaccinated controls

Statistical Analyses.

Trial 2 - The group vaccinated with ID210 also had a longer mean survival time than the unvaccinated con-
trols but the results are not statistically significant.

Trial 7 - The group vaccinated with 4172.5 showed much greater survival times than unvaccinated controls
although the differences were not statistically significant.

Trial 8 - The group vaccinated with ID211 survived significantly longer than unvaccinated controls. 4197.
4,4122.1 and 4126.7 vaccinated groups showed longer mean survival times than the unvaccinated group
but the results were not statistically significant. The 4197.4 and 4126.7 groups also showed a prolonged
time to the first death and the 4122.1 group showed 1 outlying result.

Results of pneumococcal challenpe DNA vaccination trials 9-11 (see FIG. 2).

Mean survival times (hours)

Unvace Unvace
Mouse  Unvace 4188.11  ID209 control pcDNA3.1+  ID215 4170.4  control pcDNA3.1+ 4193.1
number control (9) 9 9 (10) (10) (10) (10) (11) (11) (11)
1 (985)T 694 €0.2 68.4 58.6 79.2 68.1 60.0 532 54.8
2 534 537 €0.2 59.0 58.6 54.2 58.6 50.0 504 54.8
3 534 512 €0.2 59.0 50.8 (103.2*T 509 60.0 554 68.7*
4 534 750 (98.0)*T  45.1* 58.6 58.8 721 55.0 60.6 54.8
5 70.8 512 €0.2 68.4 46.5 68.3 68.1 60.0 504 68.7
6 534 61.2 529 59.0 48.9 58.8 54.0 50.0 60.6 68.7*
Mean 569 60.3 58.8 39.8 53.6 639 62.0 558 551 61.7
Sd 7.8 10.0 3.3 8.5 5.6 10.0 8.7 5.0 4.6 7.6
p value — 03894  0.2519 — 0.0307 <300 <39.0 — — 0.1837
1
p value — — — — — 0.0168 0.0316 — — 0.0829

2

*bubbled when dosed so may not have received full inoculum.

Tterminated at end of experiment having no symptoms of infection.

Numbers in brackets - survival times disregarded assuming incomplete dosing

p value 1 refers to significance tests compared to unvaccinated controls

p value 2 refers to significance tests compared to pcDNA3.1+ vaccinated controls

Statistical Analyses.

Trial 9 - Althcugh not statistically significant the groups vaccinated with 4188.11 and ID209 did have noticeably higher mean
survival times than unvaccinated controls.

Trial 10 - The unvaccinated control group survived for a significantly longer period than the pcDNA3.1+ vaccinated group. The
groups vaccinated with ID215 and 4170.4 showed statistically significant longer survival times compared to the sham vaccinated

group (p = 0.0168 and 0.031¢) but not compared to the unvaccinated group.
Trial 11 - The group vaccinated with 4193.1 was the most promising and survived an average of 6.5 hours longer than the

pcDNA3.1+ vaccinated group and 6 hours longer than the unvaccinated group although the results were not statistically signifi-
cant.

TABLE 1 TABLE 1-continued
4101.1 CACTCCCCTTCTGATTARATATGCCATGTTTGATAAGAAACAAAAGAGAG
(SEQ. ID. NO. 208) GGTATAAAGAGTCAGCTAAAAAC TTAGCGAATTGGCACTATAATGACAAG
ATGGAAGAGTTAGTGACCTTAGATTGTTTGTTTGACAGAACTAAGATTGA GAGGATAGCTACACACATCCTGATGGCTGGTATTTATCGTTTTCACCATA
AGCCAATGCCAACAAGTATAGTTTTGTGTGGAAGAARACGACAGAGAAAT CCARATATCAGAAAACACAGACAGACTTTCAACAAGAAATCAAGGTTTAC

TCTCCGCCAAACTTTCAAGAACAGATACAGGTCTATTTTCAAGAAGAAAT TACGCCGACGAACCTGAATCAGCCCCTCAAAAGGGACTGTATATGAACGA
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TABLE 1-continued

ACGCTATCAAAACTTGAAAGCTAAAGAATGTCAGGCGCTTTTATCTCCCC
AAGGTAGACAGATTTTCGCTCAACGCAAGATTGATGTGGAACCTGTCTTT
GGGCAGATAAAGGCTTCTTTGGGTTACAAGAGATGTAATCTGAGAGGGAA
GCGTCAAGTGAGAATTGACATGGGATTGGTACTTATGGCCAATAACCTCC
TAAAATATAGTARAATGAAATAA

4101.3
(SEQ. ID. NO. 209)

ATGGGGAAAGGCCATTGGAATCGGARAAGAGTTTATAGCATTCGTAAGTT
TGCTGTGGGAGCTTGCTCAGTAATGAT TGGGACTTGTGCAGTTTTATTAG
GAGGAAATATAGCTGGAGAATCTGTAGTTTATGCGGATGAAACACTTATT
ACTCATACTGCTGAGAAACCTAAAGAGGAAAAAATGATAGTAGAAGAAAA
GGCTGATAAAGCTTTGGAAACTAAAAATATAGTTGAAAGGACAGAACAAA
GTGAACCTAGTTCAACTGAGGCTATTGCATCTGAGAAGAAAGAAGATGAA
GCCGTAACTCCAAAAGAGGAARAALAGTGTCTGCTAAACCGGAAGAARALAGC
TCCAAGGATAGAATCACAAGCTTCARATCAAGAAAAACCGCTCAAGGAAG
ATGCTAAAGCTGTAACAAATGAAGAAGTGAATCAAATGATTGAAGACAGG
AAAGTGGATTTTAATCAAAATTGGTACTTTAAACTCAATGCAAATTCTAA
GGAAGCCATTAAACCTGATGCAGACGTATCTACGTGGAAAAAATTAGATT
TACCGTATGACTGGAGTATCTTTAACGATTTCGATCATGAATCTCCTGCA
CAAAATGAAGGTGGACAGCTCAACGGCTGGGGAAGCTTGGTATCGCAAGAC
TTTCAAACTAGATGAAAAAGACCTCAAGAAAAATGTTCGCCTTACTTTTG
ATGGCGTCTACATGGATTCTCAAGTTTATGTCAATGGTCAGTTAGTGGGG
CATTATCCAAATGGTTATAACCAGTTCTCATATGATATCACCAAATACCT
TCAAAAAGATGGTCGTGAGAATGTGAT TGCTGTCCATGCAGTCAACAAAC
AGCCAAGTAGCCGTTGGTATTCAGGAAGTGGTATCTATCGTGATGTGACT
TTACAAGTGACAGATAAGGTGCATGTTGAGAAAAATGGGACAACTATTTT
AACACCAARACTTGAAGAACAACAACATGGCAAGGTTGAAACTCATGTGA
CCAGCAAAATCGTCAATACGGACGACAAAGACCATGAACTTGTAGCCGAA
TATCAAATCGTTGAACGAGGTGGTCATGCTGTAACAGGCTTAGTTCGTAC
AGCGAGTCGTACCTTAAAAGCACATGAATCAACAAGCCTAGATGCGATTT
TAGAAGTTGAAAGACCAAAACTCTGGACTGTTTTAAATGACAAACCTGCC
TTGTACGAATTGATTACGCGTGTTTACCGTGACGGTCAATTGGTTCATGC
TAAGAAGGATTTGTTTGGTTACCGTTACTATCACTGGACTCCAAATGAAG
GTTTCTCTTTGAATGGTGAACGTATTAAATTCCATGGAGTATCCTTGCAC
CACGACCATGGGGCGCTTGGAGCAGAAGAARACTATAAAGCAGAATATCG
CCGTCTCAAACARATGAAGGAGATGGGAGTTAACTCCATCCGTACAACCC
ACAACCCTGCTAGTGAGCAAACCTTGCAAATCGCAGCAGAACTAGGTTTA
CTCGTTCAGGAAGAGGCCTTTGATACGTGGTATGGTGGCAAGAAACCTTA
TGACTATGGACGTTTCTTTGAAAAAGATGCCACTCACCCAGRAGCTCGAA
AAGGTGAARAATGGTCTGATTTTGACCTACGTACCATGGT CGARAGAGGC
AARAAACAACCCTGCTATCTTCATGTGGTCAATTGGTAATGAAATAGGTGA
AGCTAATGGTGATGCCCACTCTTTAGCAACTGTTAAACGT TTGGTTAAGG
TTATCAAGGATGTTGATAAGACTCGCTATGTTACCATGGGAGCAGATAAA
TTCCGTTTCGGTAATGGTAGCGGAGGGCATGAGAAAATTGCTGATGAACT
CGATGCTGTTGGATTTAACTATTCTGAAGATAATTACAAAGCCCTTAGAG
CTAAGCATCCAARATGGTTGATTTATGGATCAGAAACATCTTCAGCTACC
CGTACACGTGGAAGTTACTATCGCCCTGAACGTGAATTGAAACATAGCAA
TGGACCTGAGCGTAATTATGAACAGTCAGATTATGGAAATGATCGTGTGG
GTTGGGGGAARACAGCAACCGCTTCATGGACTTTTGACCGTGACAACGCT
GGCTATGCTGGACAGTTTTATCTGGACAGGTACGGACTATATTGGTGAAC
CTACACCATGGCACAACCAAAATCARACTCCTGTTAAGAGCTCTTACTTT
GGTATCGTAGATACAGCCGGCATTCCAAAACATGACTTCTATCTCTACCA
AAGCCAATGGGTTTCTGTTAAGAAGAAACCGATGGTACACCTTCTTCCTC
ACTGGAACTGGGAAAACAAAGAATTAGCATCCAAAGTAGCTGACTCAGAA
GGTAAGATTCCAGTTCGTGCTTATTCGAATGCTTCTAGTGTAGAATTGTT
CTTGAATGGAAAATCTCTTGGTCTTAAGACTTTCAATAAAARACAAACCA
GCGATGGGCGGACT TACCAAGAAGGTGCAAATGCTAATGAACTTTATCTT
GAATGGAAAGTTGCCTATCAACCAGGTACCTTGGAAGCAATTGCTCGTGA
TGAATCTGGCAAGGAAATTGCTCGAGATAAGATTACGACTGCTGGTAAGC
CAGCGGCAGTTCGTCTTATTAAGGARGACCATGCGATTGCAGCAGATGGA
AAAGACTTGACTTACATCTACTATGAAATTGTTGACAGCCAGGGGAATGT
GGTTCCAACTGCTAATAATCTGGTTCGCTTCCAATTGCATGGCCAAGGTC
AACTGGTCGGTGTAGATAACGGAGAACAAGCCAGCCGTGAACGCTATAAG
GCGCAAGCAGATGGTTCTTGGATTCGTARAAGCATTTAATGGTAAAGGTGT
TGCCATTGTCAAATCAACTGAACAAGCAGGGAAATTCACCCTGACTGCCC
ACTCTGATCTCTTGAAATCGAACCAAGTCACTGTCTTTACTGGTAAGAAA
GAAGGACAAGAGAAGACTGTTTTGGGGACAGAAGTGCCAAAAGTACAGAC
CATTATTGGAGAGGCACCTGAAATGCCTACCACTGTTCCGTTTGTATACA
GTGATGGTAGCCGTGCAGAACGTCCTGTAACCTGGTCTTCAGTAGATGTG
AGCAAGCCTGGTATTGTAACGGTGARAGGTATGGCTGACGGACGAGAAGT
AGAAGCTCGTGTAGAAGTGATTGCTCTTAAATCAGAGCTACCAGTTGTGA
AACGTATTGCTCCAAATACTGACTTGAATTCTGTAGACAAATCTGTTTCC
TATGTTTTGATTGATGGAAGTGT TGAAGAGTATGAAGTGGACAAGTGGGA
GATTGCCGAAGAAGATAAAGCTAAGTTAGCAATTCCAGGTTCTCGTATTC
AAGCGACCGGTTATTTAGAAGGTCAACCAATTCATGCAACCCTTGTGGTA

GAAGAAGGCAATCCTGCGGCACCTGCAGTACCAACTGTAACGGTTGGTGG
TGAGGCAGTAACAGGTCTTACTAGTCAAAAACCAATGCAATACCGCACTC
TTGCTTATGGAGCTAAGTTGCCAGAAGTCACAGCAAGTGCTAAAAATGCA
GCTGTTACAGTTCTTCAAGCAAGCGCAGCAAACGGCATGCGTGCGAGCAT
CTTTATTCAGCCTAAAGATGGTGGCCCTCTTCAAACCTATGCAATTCAAT
TCCTTGAAGAAGCGCCAAAAATTGCTCACTTGAGCTTGCAAGTGGAAAAA
GCTGACAGTCTCAAAGAAGACCAAACTGTCAAATTGTCGGTTCGAGCTCA
CTATCAAGATGGAACGCAAGCTGTATTACCAGCTGATAAAGTAACCTTCT
CTACAAGTGGTGAAGGGGAAGTCGCAATTCGTAAAGGAATGCTTGAGTTG
CATAAGCCAGGAGCAGTCACTCTGAACGCTGAATATGAGGGAGCTAAAGA
CCAAGTTGAACTCACTATCCAAGCCAATACTGAGAAGAAGATTGCGCAAT
CCATCCGTCCTGTAAATGTAGTGACAGATTTGCATCAGGAACCAAGTCTT
CCAGCAACAGTAACAGT TGAGTATGACAAAGGTTTCCCTAARACTCATAA
AGTCACTTGGCAAGCTATTCCGAAAGAAAAACTAGACTCCTATCAAACAT
TTGAAGTACTAGGTAAAGT TGAAGGAATTGACCTTGAAGCGCGTGCARAAA
GTCTCTGTAGAAGGTATCGTTTCAGT TGAAGAAGTCAGTGTGACAACTCC
AATCGCAGAAGCACCACAATTACCAGAAAGTGTTCGGACATATGATTCAA
ATGGTCACGTTTCATCAGCTAAGGTTGCATGGGATGCGATTCGTCCAGAG
CAATACGCTAAGGAAGGTGTCTTTACAGTTAATGGTCGCTTAGAAGGTAC
GCAATTAACAACTAAACTTCATGTTCGCGTATCTGCTCARACTGAGCAAG
GTGCAAACATTTCTGACCAATGGACCGGTTCAGAATTGCCACTTGCCTTT
GCTTCAGACTCAAATCCAAGCGACCCAGTTTCARATGTTAATGACAAGCT
CATTTCCTACAATAACCAACCAGCCAATCGTTGGACAAACTGGAATCGTA
CTAATCCAGAAGCTTCAGTCGGTGTTCTGTTTGGAGATTCAGGTATCTTG
AGCAAACGCTCCGTTGATAATCTAAGTGTCGGATTCCATGAAGACCATGG
AGTTGGTGTACCGAAGTCTTATGTGATTGAGTATTATGTTGGTAAGACTG
TCCCAACAGCTCCTAAAAACCCTAGTTTTGTTGGTAATGAGGACCATGTC
TTTAATGATTCTGCCAACTGGAAACCAGTTACTAATCTAAAAGCCCCTGC
TCAACTCAAGGCTGGAGAAATGAACCACTTTAGCTTTGATARAGT TGAAA
CCTATGCTGTTCGTATTCGCATGGTTAAAGCAGATAACAAGCGTGGAACG
TCTATCACAGAGGTACAAATCTTTGCGAAACAAGTTGCGGCAGCCAAGCA
AGGACAAACAAGAATCCAAGTTGACGGCAAAGACTTAGCAAACTTCAACC
CTGATTTGACAGACTACTACCTTGAGTCTGTAGATGGAAAAGTTCCGGCA
GTCACAGCAAGTGTTAGCAACAATGGTCTCGCTACCGTCGTTCCAAGCGT
TCGTGAAGGTGAGCCAGTTCGTGTCATCGCGAAAGCTGAAAATGGCGACA
TCTTAGGAGAATACCGTCTGCACTTCACTAAGGATAAGAGCTTACTTTCT
CATAAACCAGTTGCTGCGGTTAAACAAGCTCGCTTGCTACAAGTAGGTCA
AGCACTTGAATTGCCGACTAAGGTTCCAGTTTACTTCACAGGTAAAGACG
GCTACGAAACAAAAGACCTGACAGTTGAATGGGAAGAAGTTCCAGCGGAA
AATCTGACAAAAGCAGGTCAATTTACTGTTCGAGGCCGTGTCCTTGGTAG
TAACCTTGTTGCTGAGATCACTGTACGAGTGACAGACAAACTTGGTGAGA
CTCTTTCAGATAACCCTAACTATGATGAAAACAGTAACCAGGCCTTTGCT
TCAGCAACCAATGATATTGACAAAAACTCTCATGACCGCGTTGACTATCT
CAATGACGGAGATCATTCAGAAAATCGTCGTTGGACAAACTGGTCACCAA
CACCATCTTCTAATCCAGAAGTATCAGCGGGTGTGATTTTCCGTGAAAAT
GGTAAGATTGTAGAACGGACTGTTACACAAGGAAAAGTTCAGTTCTTTGC
AGATAGTGGTACGGATGCACCATCTAAACTCGTTTTAGAACGCTATGTCG
GTCCAGAGTTTGAAGTGCCAACCTACTATTCAAACTACCAAGCCTACGAC
GCAGACCATCCATTCAACAATCCAGRAAAATTGGGAAGCTGTTCCTTATCG
TGCGGATAAAGACATTGCAGCTGGTGATGARATCAACGTAACATTTARAG
CTATCAAAGCCAAAGCTATGAGATGGCGTATGGAGCGTAAAGCAGATAAG
AGCGGTGTTGCGATGAT TGAGATGACCTTCCTTGCACCAAGTGAATTGCC
TCAAGAAAGCACTCAATCAAAGATTCTTGTAGATGGAAAAGAACTTGCTG
ATTTCGCTGAAAATCGTCAAGACTATCAAATTACCTATAAAGGTCAACGG
CCAAAAGTCTCAGTTGAAGAAAACAATCAAGTAGCTTCAACTGTGGTAGA
TAGTGGAGAAGATAGCTTTCCAGTACTTGTTCGCCTCGT TTCAGAAAGTG
GAAAACAAGTCAAGGAATACCGTATCCACTTGACTAAGGAAAAACCAGTT
TCTGAGAAGACAGTTGCTGCTGTACAAGAAGATCTTCCAAAAATCGAATT
TGTTGAAAAAGATTTGGCATACAAGACAGTTGAGAAAAAAGATTCAACAC
TGTATCTAGGTGAAACTCGTGTAGAACAAGAAGGAAAAGTTGGAAAAGAA
CGTATCTTTACAGCGATTAATCCTGATGGAAGTAAGGAAGARARAACTCCG
TGAAGTGGTAGAAGT TCCGACAGACCGCATCGTCTTGGT TGGAACCAAAC
CAGTAGCTCAAGAAGCTAAAAAACCACAAGTGTCAGAAAAAGCAGATACA
AAACCAATTGATTCAAGTGAAGCTAGTCAAACTAATARAGCCCAGTTACC
AAGTACAGGTAGTGCGGCAAGCCAAGCAGCAGTAGCAGCAGGTTTAACTC
TTCTAGGTTTGAGTGCAGGAT TAGTAGT TACTAAAGGTAAAAAAGAAGAC
TAG

4101.5
(SEQ. ID. NO. 210)

ATGGATGCAATCTTTGACCTAATCGGAAAGGTTTTCAATCCCATCTTAGA
AATGGGTGGACCTGTCATCATGTAATCATTTTGACAGTATTGGCTTTACT
TTTTGGAGTGAAATTCTCCAAAGCGCTTGAAGGTGGTATCARACTTGCCA
TCGCTCTTACAGGTATCGGTGCTATCATCGGTATGCTAAACACTGCTTTC
TCAGCATCACTAGCAAAATTCGTTGAARACACTGGTATCCAATTGAGTAT
TACCGACGTTGGTTGGGCACCACTTGCTACAATCACTTGGGGTTCTGCTT
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GGACACTATACTTCTTGCTCATCATGTTGATTGTCAACATAGTGATGCTA
GCTATGAAGAAAACAGATACACTTGATGTCGATATCTTTGATATCTGGCA
CTTGTCTATCACAGGTCTCTTGATTAAATGGTATGCTGATAACAATGGTG
TGAGTCAAGGGGTTTCACTCTTTATTGCTACAGCAGCTATCGTCCTTGTC
GGTGTGTTGAAAATTATCAACTCTGACTTGATGAAACCTACATTTGATGA
CCTTCTTAACGCCCCAAGTTTCATCACCAATGACATCAACTCACATGAAC
TACATGATGAACCCAGTTATCATGGTT TTGGATAAGATTTTTGAAAAATT
CTTCCCAGGCCTTGATAAATATGACTT TGATGCTGCTAAATTGAACAAGA
AAATCGGTTTCTGGGGATCTAAATTCTTCATCGGTTTCATCCTTGGTATC
GTTATCGGTATTATGGGAACTCCACATCCAATTGCAGGTGTTGCAGATGC
AGATAAATGGCGTCTTGTTATCAAAGGATGGTTGTCTCTTGGTTTGACTG
CCGGTGTATCTTTGGAACTCTTCTCACTTATCGGTTCATGGTTCATCGCA
GCCGTAGAACCACTATCACAAGGTATTACAAACGTTGCTACTAAACGTCT
TCAAGGACGTAAATTCAATATCGGTCTTGACTGGCCATTCATCGCTGGTC
GTGCTGAAATCTGGGCTTGTGCCAACGTACTTGCACCAATCATGTTGATT
GAAGCAGTGCTTCTTTCAAAAGT TGGAAATGGTATCTTGCCACTTGCAGG
TATCATCGCTATGGGTGTTACTCCAGCTCTCTTGGTTGTAACTCGTGGTA
AATTGCTCCGTATGATTATCTTCGGAACACTCTTGTTGCCACTCTTCCTT
CTTTCAGGTACACTTATTGCACCATTTGCAACAGAACTTGCTAAAGGTGT
AGGTGCCTTCCCAGAAGGTGTGAGCCAAACTCAATTGATTACTCACTCTA
CTCTTGAAGGACCAATCGAAAAACTTCTTGGTTGGACAATTGGTAACACT
ACAACTGGTGATATCAAAGCAATCCTTGGTGCAGTAGTCTTCCTTGTATT
CTATATCGGTATCTTTGCTTGGTACAGAAAACAAATGATCARACGTAACG
AAGAGTACGCAGCAAAAGCAALZATAR

4102.1
(SEQ. ID. NO. 211)

ATGAAGATTATGAAAAAAAAATATTGGACTTTAGCGATATTATTCTTTTG
TTTGTTCAATAATTCTGTTACTGCTCAAGARATACCTAAAAATCTTGATG
GCAATATAACTCACACTCAGACTAGCGAAAGTTTTTCTGAATCTGATGAA
AAACAGGTTGACTATTCTAATAAAAATCAAGAAGAAGTAGACCAAAATAA
ATTTCGTATTCAAATCGATAAGACAGAATTATTTGTAACAACAGATAAAC
ATTTAGAARAAAACTGTTGTAAATTGGAACTTGAACCACAAATAAATAAC
GATATTGTTAACTCTGAAAGTAATAATTTACTAGGCGAAGATAATTTAGA
TAATAAAATTAAGGAAAATGTTTCTCATCTAGATAATAGAGGAGGAAATA
TAGAGCATGACARAGATAACTTAGAATCGTCGATTGTAAGAAAATATGAA
TGGGATATAGATAAAGT TACTGGTGGAGGCGAAAGTTATAAATTATATTC
TAAAAGTAATTCTAAAGTTTCAATTGCTATTTTAGATTCAGGAGTCGATT
TACAAAATACTGGATTACTGAAAAATCTTTCAAATCACTCAAAAAACTAT
GTCCCCAATARAGGATATT TAGGAAAAGAGGAGGGAGAGGAAGGAATAAT
ATCAGATATTCAAGATAGATTAGGTCATGGTACGGCTGTTGTAGCTCAAA
TTGTAGGGGATGACAATATTAATGGAGTAAATCCTCACGTTAATATTAAC
GTCTATAGAATATTTGGTAAGTCGTCAGCTAGTCCAGATTGGATTGTAAA
AGCAATTTTTGATGCTGTAGATGATGGCAATGATATTATCAATCTTAGTA
CTGGACAATATTTAATGATTGATGGAGAATATGAGGACGGAACAAATGAT
TTTGAAACATTTTTGAAGTATAAAAAGGCTATTGATTACGCGAATCARAAA
AGGAGTAATTATAGTAGCTGCATTAGGGAATGACTCCCTAAATGTATCAA
ATCAGTCAGATTTATTGAAACTTATTAGTTCACGCAAAAAAGTAAGAAAA
CCAGGATTAGTAGTTGATGTTCCAAGTTATTTCTCATCTACAATTTCGGT
CGGAGGCATAGATCGCTTAGGTAATTTATCAGATTTTAGCAATAAAGGGG
ATTCTGATGCAATATATGCGCCTGCAGGCTCAACATTATCTCTTTCAGAA
TTAGGACTTAATAACTTTATTAATGCAGAAAAATATAAAGAAGATTGGAT
TTTTTCGGCAACACTAGGAGGATATACGTATCTTTATGGAAACTCATTTG
CTGCTCCTAAAGTTTCTGGTGCGATTGCAATGATTATTGATAAATACAAA
TTAAAAGATCAGCCCTATAATTATATGTTTGTAAAAAAATTCTGGAAGAA
ACATTACCAGTAA

4106.1
(SEQ. ID. NO. 212)

ATGAAGAAAACATGGAAAGTGTTTTTAACGCTTGTAACAGCTCTTGTAGC
TGTTGTGCTTGTGGCCTGTGGTCAAGGAACTGCTTCTAAAGACAACAAAG
AGGCAGAACTTAAGAAGGTTGACTTTATCCTAGACTGGACACCAAATACC
AACCACACAGGGCTTTATGTTGCCAAGGAAAAAGGTTATTTCAAAGAAGC
TGGAGTGGATGTTGATTTGAAATTGCCACCAGAAGAAAGTTCTTCTGACT
TGGTTATCAACGGAAAGGCACCATTTGCAGTGTATTTCCAAGACTACATG
GCTAAGAAATTGGAAAAAGGAGCAGGAATCACTGCCGTTGCAGCTATTGT
TGAACACAATACATCAGGAATCATCTCTCGTAAATCTGATAATGTAAGCA
GTCCAAAAGACTTGGTTGGTAAGAAATATGGGACATGGAATGACCCAACT
GAACTTGCTATGTTGAAAACCTTGGTAGAATCTCAAGGTGGAGACTTTGA
GAAGGTTGAAAAAGTACCAAATAACGACTCAAACTCAATCACACCGATTG
CCAATGGCGTCTTTGATACTGCTTGGATTTACTACGGT TGGGATGGTATC
CTTGCTAAATCTCAAGGTGAGATGCTAACTTCATGTACTTGAAAGACTAT
GTCAAGGAGTTTGACTACTATTCACCAGTTATCATCGCAAACAACGACTA
TCTGAAAGATAACAAAGAAGAAGCTCGCAAAGTCATCCAAGCCATCAAAA
AAGGCTACCAATATGCCATGGAACATCCAGAAGAAGCTGCAGATATTCTC
ATCAAGAATGCACCTGAACTCAAGGAAAAACGTGACTTTGTCATCGAATC

TCAAAAATACTTGTCAAAAGAATACGCAAGCGACAAGGAARAATGGGGTC
AATTTGACGCAGCTCGCTGGAATGCTTTCTACAAATGGGATAAAGAARAAT
GGTATCCTTAAAGAAGACTTGACAGACAAAGGCTTCACCAACGAATTTGT
GAAATAA

4106 .4
(SEQ. ID. NO. 213)

ATGATAAAAAATCCTAAATTATTAACCAAGTCTTTTTTAAGAAGTTTTGC
AATTCTAGGTGGTGTTGGTCTAGTCATTCATATAGCTATTTATTTGACCT
TTCCTTTTTATTATATTCAACTGGAGGCGGAAAAGTTTAATGAGAGCGCA
AGAGTGTTTACGGAGTATTTAAAGACTAAGACATCTGATGAAATTCCAAG
CTTACTCCAGTCTTATTCAAAGTCCTTGACCATATCTGCTCACCTTARAAA
GAGATATTGTAGATAAGCGGCTCCCTCTTGTGCATGACTTGGATATTAAA
GATGGAAAGCTATCAAATTATATCGTGATGTTAGATATGTCTGTTAGTAC
AGCAGATGGTAAACAGGTAACCGTGCAATTTGTTCACGGGGTGGATGTCT
ACAAAGAAGCAAAGAATATTTTGCTTTTGTATCTCCCATATACATTTTTG
GTTACAATTGCTTTTTCCTTTGTTTTTTCTTATTTTTATACTAAACGCTT
GCTCAATCCTCTTTTTTACATTTCAGAAGTGACTAGTAAAATGCAAGATT
TGGATGACAATATTCGTTTTCATCAAACTAGGAAAGATGAAGTTGGTGAA
GTTGGAAAACAGATTAATGGTATGTATGAGCACTTGTTGAAGGTTATTTA
TGAGTTGGAAAGTCTGTAATGAGCAAATTGTAAAATTGCAAAATCAARAG
GTTTCCTTTGTCCGCGGAGCATCACATGAGTTGAAAACCCCTTTAGCCAG
TCTTAGAATTATCCTAGAGAATATGCAGCATAATATTGGAGATTACARAG
ATCATCCAAAATATATTGCAAAGAGTATAAATAAGATTGACCAGATGAGC
CACTTATTAGAAGAAGTACTGGAGTCTTCTAAATTCCAAGAGTGGACAGA
GTGTCGTGAGACCTTGACTGTTAAGCCAGTTTTAGTAGATATTTTATCAC
GTTATCAAGAATTAGCTCATTCAATAGGTGTTACAATTGAAAATCAATTG
ACAGATGCTACCAGGGTCGTCATGAGTCTTAGGGCATTGGATAAGGTTTT
GACAAACCTGATTAGTAATGCAATTAAATATTCAGATAAAAATGGGCGTG
TAATCATATCCGAGCAAGATGGCTATCTCTCTATCAAAAATACATGTGCG
CCTCTAAGTGACCAAGAACTAGAACATTTATTTGATATATTCTATCATTC
TCAAATCGTGACAGATAAGGATGAAAGTTCCGGTTTGGGTCTTTACATTG
TGAATAATATTTTAGAAAGCTATCAAATGGATTATAGTTTTCTCCCTTAT
GAACACGGTATGGAATTTAAGATTAGCTTGTAG

4106.6
(SEQ. ID. NO. 214)

ATGTATTTAGGAGATTTGATGGAGAAAGCCGAGTGTGGTCAATTTTCAAT
ACTTTCCTTTCTATTACAAGAGT CTCAGACGACCGTCRAGGCTGTAATGG
AAGAAACAGGATTTTCAAAAGCAACCCTAACCAAATATGTCACCCTGCTC
AATGACAAGGCTTTGGATAGTGGCTTAGAGCTGGCTATTCACTCAGAAGA
TGAAAATCTGCGTCTGTCTATCGGTGCAGCTACCAAGGGGAGAGATATTC
GGAGCTTGTTTTTGGAGAGTGCTGTTAAATACCAGATTTTGGTTTATCTT
CTCTACCACCAACAGTTTTTAGCCCATCAGCTGGCTCAAGAATTGGTGAT
TAGCGAGGCTACGCTTGGTCGTCACTTGGCTGGTTTAAATCAGATTTTGT
CAGAATTTGATTTATCCATCCAAAATGGCCGTTGGCGAGGTCCAGAGCAT
CAGATTCACTATTTCTATTTCTGTCTTTTCCGAAAGGTCTGGTCGAGTCA
GGAATGGGAAGGTCACATGCAGAAACCAGAGAGAAAACAGGAGATTGCCA
ATTTAGAGGAAATCTGCGGTGCAAGTTTGTCTGCGGGGCAGARATTGGAC
TTGGTTCTCTGGGCTCACATCAGTCAACAACGTCTTCGGGTCAATGCTTG
TCAGTTTCAAGTCATAGAAGAGAAAATGCGAGGGTATTT TGACAATATCT
TTTATCTTCGTTTGCTGAGAAAGGTTCCGTCCTTTTTTGCTGGGCAACAT
ATTCCACTAGGAGTTGAGGATGGTGAGATGATGATATTCTTCTCTTTTCT
CCTATCTCATCGCATTCTTCCTCTTCATACTATGGAGTATATTCTTGGTT
TTGGAGGGCAGTTGGCAGATTTACTGACGCAATTGATTCAAGAAATGAAG
AAGGAGGAACTATTGGGGGATTATACAGAGGACCATGTCACCTATGAACT
CAGTCAGCTTTGTGCTCAAGTCTATCTCTATAAGGGCTATATTTTACAGG
ATCGCTACAAGTACCAGTTAGAGAATCGTCATCCATATTTACTGATGGAA
CATGATTTTAAAGAGACAGCAGAGGAGATTTTTCATGCTCTACCTGCTTT
TCAACAGGGGACAGATTTAGATAAGAAGATTCTCTGGGAATGGCTCCAGT
TAATCGAATATATGGCTGAAAACGGTGGCCAGCATATGCGGATTGGTCTG
GATTTGACATCTGGTTTTCTTGTCTTTTCAAGGATGGCAGCCATTTTGAA
ACGGTATTTGGAATACAATCGTTTTATTACCATTGAAGCTTATGACCCTA
GTCGGCATTATGATTTGCTGGTTACCAATAACCCGATTCATAAGAAGGAA
CAGACACCAGTCTATTATTTAAAAAATGACTTGGATATGGAGGATTTGGT
AGCGATTCGCCAGTTATTATTCACTTAA

4106 .7
(SEQ. ID. NO. 215)

ATGGAATTTTCAAAAGAAAACACGTGAATTGTCAATTAAAAAAATGCAGG
AACGTACCCTGGACCTCTTGATTATCGGTGGAGGAATCACAGGAGCTGGT
GTAGCCTTGCAGGCGGCAGCTAGCGGTCTTGAGACTGGTTTGATTGAAAT
GCAAGACTTTGCAGAAGGAACATCTAGTCGTTCAACAAAATTGGTTCACG
GAGGACTTCGTTACCTCAAACAATTTGACGTAGAAGTGGTCTCAGATACG
GTTTCTGAACGTGCAGTGGTTCAACAAATCGCTCCACACATTCCARAATC
AGATCCAATGCTCTTACCAGTTTACGATGAAGATGGAGCAACCTTTAGCC
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TCTTCCGTCTTAAAGTAGCCATGGACT TGTACGACCTCTTGGCAGGTGTT
AGCAACACACCAGCTGCGAACAAGGTTTTGAGCAAGGATCAAGTCTTGGA
ACGCCAGCCAAACTTGAAGAAGGAAGGCTTGGTAGGAGGTGGAGTGTATC
TTGACTTCCGTAACAACGATGCGCGTCTCGTGATTGAAAACATCAAACGT
GCCAACCAAGACGGTGCCCTCATTGCCAACCACGTGAAGGCAGAAGGCTT
CCTCTTTGACGARAAGTGGCAAGATTACAGGTGTTGTAGCTCGTGATCTCG
ACAGACCAAGTGTTTGAAATCAAGGCCCGTCTGGTTATTAATACAACAGG
TCCTTGGAGTGATAAAGTACGTAATTTGTCTAATAAGGGAACGCAATTCT
CACAAATGCGCCCAACTAAGGGAGTTCACTTGGTAGTAGATTCAAGCAAA
ATCAAGGTTTCACAGCCAGTTTACTTCGACACAGGTTTGGGTGACGGTCG
TATGGTCTTTGTTCTCCCACGTGAARAACAAGACTTACTTTGGTACAACTG
ATACAGACTACACAGGTGATTTGGAGCATCCAAAAGTAACTCAAGAAGAT
GTAGATTATCTACTTTGGCATTGTCAACAACCGCTTCCCAGAATCCAACA
TCACCATTGATGATATCGAAAGCAGCTGGGCAGGTCTTCGTCCATTGATT
GCAGGGAACAGTGCCTCTGACTATAATGGTGGAAATAACGGTACCATCAG
TGATGAAAGCTTTGACAACTTGATTGCGACTGTTGAATCTTATCTCTCCA
AAGAAAAAACACGTGAAGATGTTGAGTCTGCTGTCAGCAAGCTTGAAAGT
AGCACATCTGAGAAACATTTGGATCCATCTGCAGTTTCTCGTGGGTCTAG
CTTGGACCGTGATGACAATGGTCTCTTGACTCTTGCTGGTGGTAAAATCA
CAGACTACCGTAAGATGGCTGAAGGAGCTATGGAGCGCGTGGTTGACATC
CTCAAAGCAGAATTTGACCGTAGCTTTAAATTGATCAATTCTAAAACTTA
CCCTGTTTCAGGTGGAGAATTGAACCCAGCAAATGTGGATTCAGAAATCG
AAGCCTTTGCGCAACTTGGAGTATCACGTGGTTTGGATAGCAAGGAAGCT
CACTATCTGGCARATCTTTACGGTTCAAATGCACCGAAAGTCTTTGCACT
TGCTCACAGCTTGGAACAAGCGCCAGGACTCAGCTTGGCAGATACTTTGT
CCCTTTCACTATGCAATGCGCAATGAGTTGACTCTTAGCCCAGTTGACTT
CCTTCTTCGTCGTACCAATCACATGCTCTTTATGCGTGATAGCTTGGATA
GTATCGTTGAGCCAATTTTGGATGAAATGGGACGATTCTATGACTGGACA
GAAGAAGAAARAAGCAACTTACCGTGCTGATGTCGAAGCAGCTCTCGCTAA
CAACGATTTAGCAGAATTAAAAAATTAA

4106.8
(SEQ. ID. NO. 216)

ATGATGAATGAATTATTTGGAGAATTTCTAGGGACTTTAATCCTGATTCT
TCTAGGAAATGGTGTTGTTGCAGGTGTGGTTCTTCCTAAAACCAAGAGCA
ATAGCTCAGGTTGGATTGTGATTACTATGGGTTGGGGGAT TGCAGTTGCG
GTTGCAGTCTTTGTATCTGGCAAGCTCAGTCCAGCTTATTTARACCCAGC
TGTGACCATCGGTGTGGCCTTAARAGGTGGTTTGCCTTGGGCTTCCGTTT
TGCCTTATATCTTAGCCCAGT TCGCAGGGGCCATGCTGGGTCAGATTTTG
GTTTGGTTGCAATTCAAACCTCACTATGAGGCAGAAGAAAATGCAGGCAA
TATCCTGGCAACCTTCAGTACTGGACCAGCCATCAAGGATACTGTATCAA
ACTTGATTAGCGAAATCCTTGGAACTTTTGTTTTGGTGTTGACAATCTTT
GCTTTGGGTCTTTACGACT TTCAGGCAGGTATCGGAACCTTTGCAGTGGG
AACTTTGATTGTCGGTATCGGTCTATCACTAGGTGGGACAACAGGTTATG
CCTTGAACCCAGCTCGTGACCTTGGACCTCGTATCATGCACAGCATCTTG
CCAATTCCAAACAAGGGAGACGGAGACTGGTCTTACGCTTGGATTCCTGT
TGTAGGCCCTGTTATCGGAGCAGCCTTGGCAGTGCTTGTATTCTCACTTT
TCTAG

4106.10
(SEQ. ID. NO. 217)

ATGAAAAGGACCTGGAGGAACTCATTCGTGACAAATCTTAATACACCTTT
TATGATTGGCAATATTGAGAT TCCCAATCGTACCGTTTTAGCGCCTATGG
CTGGCGTGACCAACTCAGCCTTTCGTACTATCGCAAAGGAGCTCGGAGCT
GGACTCGT TGTAATGGAAATGGTCTCTGACAAGGGAATCCAATACAACAA
CGAAAAAACCCTGCACATGCTTCATATCGATGAGGGCGAAAACCCTGTCT
CTATCCAACTTTTTGGTAGCGATGAAGACAGCCTAGCACGCGCAGCAGAA
TTCATCCAAGAARACACCAAGACCGATATCGTCGATATCAACATGGGCTG
CCCTGTCAACAARAATCGTGAAGAACGAAGCTGGTGCTATGTGGCTCAAGG
ATCCAGACAAGATTTACTCCATCATCAACAAGGTCCAGTCTGTCCTTGAT
ATCCCACTTACTGTCAAAATGCGTACCGGCTGGGCGGACCCATCTCTTGC
AGTAGAAAATGCTCTCGCTGCTGAAGCTGCAGGTGTTTCTGCCCTCGCCA
TGCATGGCCGTACCCGTGAACAAATGTATACTGGCCACGCAGACCTTGAG
ACCCTTTACAAGGTTGCCCAAGCTCTAACCAAGATTCCATTCATCGCCAA
CGGTGATATCCGTACTGTCCAAGAAGCCAAGCAACGCATCGRAGAAGTTG
GTGCTGACGCAGTCATGATTGGCCGAGCTGCCATGGGAAATCCTTACCTC
TTCAACCAAATCAACCATTACTTTGAAACAGGAGAAATCCTACCTGATTT
GACCTTTGAAGACAAGATGAAGATCGCCTAGGAACACTTGAAACGATTGA
TTAACCTCAAAGGAGAAAACGTCGCAGTTCGTGAATTCCGCGGTCTCGCT
CCTCACTATCTCCGTGGAACATCTGGCGCTGCCAAACTCCGTGGAGCCAT
TTCGCAAGCCAGCACCCTGGCAGAGAT TGAAACCCTCTTGCAATTGGAGA
AGGCTTAA

4107.1
(SEQ. ID. NO. 218)

ATGACAAAGAAGAAAATTGAGCGTATTTCTGTAATACACCGAGAAAAGAT
TTTATGGCTCAAGTGGTATTTCATGCGAGATAAAGAACAACCTAAGTATA
GTGTCCTTGAGCGTAAAATGTTTGATGCTGCTAAAAATCAAGATATGCTA
GCTTATCAAAAATACGCAACTATCAAGCAGATAACAGATATTAGGGTACA
AACAAGTGAGGCTGACATTTTAGAGGCTGTAAAAGAGGTTTATGTGTACA
ATCACATGAATGTTATCGGAGCTTGTCAGCGGATATTATTTATCAGTCAA
TCACCAGCTTATGATAAGTTAAATAAGTGGTTTAATATCTATTTCTGATT
TGTATTTTAGCGTTGTACCCTTGCCCAAAATGGGGGTATATCATGAGATG
GTAGGTATCTAG

4107.2
(SEQ. ID. NO. 219)

ATGAAAAATTCCAACGAGGCTGAGATGAAATTACTTTATACTGATATTCG
GACTTCTTTGACAGAAATT CTAACAAGAGAGGCAGAAGAGCTAGTTGCAG
CTGGCAAGCGGGTCTTCTACATTGCCCCCAACTCTCTTTCTTTTGAARAAG
GAACGCGCCGTGCTGGAATACTTGTCCCAGCAGGCTTCTTTTTCGATTAC
CGTCACGCGCTTTGCTCAAATGGCTCGCTATCTGGTCTTGAATGATTTAC
CAGCTAAAACTACTCTTGATGATATCGGTCTTGGGTTGGCCTTTTACAAA
TGCCTTGCCGAACTCGATCCCAAGGACTTGCGTGTTTATGGCGCTATTAA
GCAGGATCCTCAATTGATCCAGCAGTTAATTGAGCTTTACCATGAGATGA
CCAARATCTCAGATGAGTTTTTTGGACTTGGAGAATTTAACAGATGAGGAT
AAGAGGGCGGATTTACTCTTGAT TTTTGAGAAAGTAACAGCCTATCTTAA
TCAAGGTCAGTTAGCCCAGGAAAGTCAGTTGTCCCATTTGATTGAGGCTA
TTGAGAATGACAAGGTAAGTAGTGATTTTAATCAAATCGCCTTGGTCATT
GACGGCTTTACTCGTTTTTCTGCTGAGGAAGAGCGGGTTGTGGACTTACT
TCACGGCAAAGGTGTTGAGATTGTTATCGGGGCTTATGC TAGTAAGARAAG
CCTATACCAGTCCTTTTAGCGAGGGCAATCTCTACCAAGCCAGCGTARAA
TTTCTCCATCATCTGGCTTCTAAATACCAAACGCCTGCTCAGGACTGTTC
TCAAACTCATGAGAAGATGGATAGTTTTGACAAGGCCTCTCGTTTGTTGG
AGTCTTCTTATGACTTTTCAGAACTCGCTTTGGATGTCGATGAGAAAGAC
CGTGAAAATTTACAAATCTGGTCTTGTT TGACGCAAAAGGAGGAGTTGGA
GCTAGTAGCCCGTAGTATTCGTCAGAAATTACATGAGAACTCAGACCTGA
GCTACAAGCATTTTCGTATTCTCTTGGGGGATGTAGCTTCTTACCAGTTA
TCTCTCAAAACCATTTTTGACCAGTATCAGATTCCTTTTTATCTTGGTAG
AAGCGAAGCCATGGCTCATCATCCCTTGACTCAGTTTGTCGAGTCTATTT
TAGCTTTAAAACGTTACCGTTTTCGTCAGGAGGATTTGATTAATCTTCTT
AGAACTGATTTGTATACTGACCTCAGTCAGTCTGATATTGATGCTTTTGA
GCAATATATCCGCTATCTTGGTATCAATGGCTTGCCAGCCTTTCAGCAAA
CCTTCACCAAATCCCACCATGGAAAATTTAATCTTGAGCGTTTGAATGTC
CTCCGCCTGAGAATTTTAGCACCTCTTGAAACCCTCTTTGCCAGCCGAAA
ACAAAAGGCTGAAAAACTCCTACAAAAATGGAGTGTCTTTCTARAAAGAAG
GAGCTGTGACCAAGCAGTTACAAGATTTGACAACCACTTTGGAAGCTGTA
GAACAGGAAAGACAAGCCGAAGTTTGGAAGGCTTTCTGCCATGTTTTAGA
ACAATTTGCGACTGTTTTTGCTGGTTCACAGGTTAGTCTGGAAGACTTCC
TAGCCTGCTCCATTCTGGAATGAGTTTGTCCCAATACCGTACCATTCCAG
CAACAGTGGACACTGTTCTGGTGCAGCGTTACGATTTGATTGCACCATTG
ACTGCTGACTTTGTCTATGCTATTGGACTAACTCAGGACCATTTACCAAA
AATTTCTCAAAACACCAGTCTTCTGACAGATGAAGAAAGGCAAAACCTAA
ACCAAGCGACCGAAGAAGGCGTTCAATTACTGATTGCCAGCAGTGAAAAT
CTCAAGAAAAATCGCTACACTATGCTTTCCTTGGTCAATTCTGCTCGTAA
GCAGTTGTTCTTGTCGGCTCCAAGCCTTTTTAACGAAAGTGAAAGTAAGG
AATCTGCCTATCTTCAAGAGTTGATCCATTTTGGATTTAGGCGGAGAGAG
AAGAGGATGAATCACAAAGGACTGTCTAAGGAGGATATGGGGTCCTATCA
CAGTCTTTTGTCTAGTCTGGTTGCCTATCACCAGCAGGGTGAGATGAGCG
ATACTGAGCAAGATTTGACTTTTGTCAAGGTTCTGTCGCGTGTCATAGGT
AAAAAACTAGATCAGCAAGGTCTGGAAAATCCAGCTATCCCAACCAGTCC
AAGCAGCAAGACCTTAGCCAAGGACACCTTGCAAGCTCTCTATCCTGCCA
AACAGGAGTTTTACCTGTCTACGTCGGGTTTGACAGAGTTTTATCGCAAT
GAATACAGTTATTTCCTACGCTACGTTTTAGGCTTGCAGGAGGAATTACG
TTTGCATCCTGATGCCCGTAGTCACGGGAATTTCTTGCATCGTATCTTTG
AACGCGCCTTACAGTTGCCTAATGAAGATTCCTTTGACCAACGTCTAGAA
CAAGCTATTCAAGAAACCAGTCAAGAACGCGAATTTGAAGCTATTTATCA
AGAAACTTTGGAAGCCCAGTTTACCAAGGAAGTTTTGCTTGATGTTGCAC
GGACAACTGGACATATTCTCCGACACAATCCAGCCATCGAAACCATCAAA
GAAGAAGCAAATTTTGGTGGAAAAGACCAAGCCTTTATTCAATTAGACAA
TGGACGCAGTGTCTTTGTACGAGGCAAGGTGGACCGGAT TGACCGTTTGA
AAGCTAATGGAGCGATAGGAGTAGTAGACTACAAATCCAGTCTGACTCAG
TTCCAGTTTCCTCATTTCTTTAATGGGCTCAATTCTCAGTTACCAACCTA
TCTTGCTGCCCTAAAAAGAGAAGGGGAGCAGAACTTTTTCGGCGCCATGT
ACTTGGAAATGGCTGAACCTGTCCAATCTCTGATGGCGGTAAARAGTCTG
GCAGGAGCAGTGGTAGAAGCCAGCARATCTATGAAATACCAAGGGCTCTT
CTTGGAAAAAGAAAGCAGTTATTTAGGCGAATTTTATAACAAAAACAAGG
CTAATCAACTGACAGATGAGGAATTTCAGCTCCTACTGGACTACAATGCC
TATCTTTACAAGAAAGCTGCTGAGARAGATTTTAGCAGGCCGGTTCGCCAT
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CAATCCTTATACTGAAAATGGCAGAAGCATTGCCCCATACGTCCAGCAAC
ATCAGGCTATTACAGGCTTTGAAGCCAATTACCATCTGGGCCAAGCCCGT
TTCCTAGAAAAGTTGGACCTAGCTGATGGCAAGCGTCTGGTCGGAGAAAA
ACTCAAGCAAGCTTGGCTTGAAAAAATAAGAGAGGAGTTGAATCGATGA

4107.3
(SEQ. ID. NO. 220)

ATGAAGCTTATTCCCTTTTTAAGTGAGGAGGAGATTCAAAAACTGCAAGA
AGCAGAAGCAAATTCGAGCAAGGAACAGAAGAAAACTGCCGAGCAAATCG
AAGCTATCTACACTTCTGCCCAGAATATCCTGGTCTCAGCATCGGCTGGT
TCTGGAAAGACCTTTGTCATGGCAGAGCGCATTCTGGACCAATTGGCGCG
TGGTGTCGAAATTTCTCAACTCTTTATCTCAACCTTTACCGTCAAGGCTG
CAACTGAACTTAAAGAACGTTTAGAGAAAAAAATCAGCAAGAAAATCCAA
GAAACAGATGATGTCGACCTCAAACAACACTTGGGTCGCCAGT TGGCAGA
CCTACCCAACGCTGCCATTGGAACCATGGATTCTTTCACACAAAAATTCC
TTGGCAAACATGGTTATCTGCTTGATATTGCACCTAATTTCCGTATTTTA
CAAAACCAAAGCGAGCAACTTATTCTCGAAAACGAAGTCTTTCATGAGGT
CTTTGAAGCGCATTACCAAGGTAAACAGAAAGAGACCTTTAGTCATTTGC
TGAAAAACTTTGCTGGGCGTGGCAAGGACGAACGGGGTCTGCGCCAGCAG
GTCTATAAAATCTATGACTTCCTCCAATCCACCAGTAATCCTCAARAGTG
GCTGAGTGAATCTTTCCTCAAAGGATTTGAGAAAGCTGATTTTACCAGTG
AAAAAGAARAACTGACCGAGCAAATCAAACAAGCCCTTTGGGATTTGGAA
AGCTTTTTCCGTTACCATCTGGATAACGATGCCAAGGAGT TTGCAAAGGC
TGCCTATTTAGARAATGTTCAGTTAAT TCTGGATGAAATTGGCTCCCTAA
ATCAGGAGTCCGATAGTCAGGCTTATCAGGCAGTGCTTGCGCGTGTTGTC
GCCATCTCTAAGGAGAAAAACGGTCGAGCTCTGACTAATGCCAGCCGTAA
GGCTGATTTGAAGCCCCTGGCTGATGCCTACAACGAAGAGAGAAAGACCC
AGTTTGCTAAACTAGGACAATTATCAGACCAGATAGCGATTCTCGACTAT
CAAGAACGTTATCATGGAGACACTTGGAAACTAGCTAAAACCTTCCAATC
TTTCATGAGCGATTTTGTAGAGGCTTATCGTCAGAGAAAACGACAGGAAA
ATGCCTTCGAATTCGCTGATATCAGCCATTACACCATTGAGATTTTAGAG
AATTTCCCACAAGTTCGTGAGTCTTATCAGGAGCGCTTCCATGAAGTCAT
GGTCGATGAGTATCAGGATACCAACCATATTCAAGAACGGATGCTGGAAT
TGTTGTCTAATGGCCACAATCGCTTTATGGTGGGAGATATCAAGCAATCC
ATCTATCGTTTCCGTCAGGCAGACCCGCAGATTTTCAATGAGARATTCCA
ACGCTATGCGCAAAATCCCCAAGAAGGCAGGCTCATTATCCTCAAGGAAA
ATTTCCGTAGTAGTTCAGAAGTGCTGTCAGCAACCAATGATGTCTTTGAA
CGTCTCATGGACCAAGAGGTCGGCGAAATCAACTATGATAACAAGCACCA
GCTTGTTTTTGCCAATACCAAACTGACTCCCAATCCAGACAACAAGGCAG
CATTTCTCCTCTACGACAAGGACGATACAGGTGAGGAAGAAGAGAGTCAA
ACAGAAACGAAACTAACAGGCGAAATGCGCTTAGTTATCAAGGAGATTCT
GAAACTTCATCAAGAAAAAGGTGTTGCCTTTAAGGARAATTGCCCTTCTGA
CCTCCAGCCGCAGTCGTAATGACCAGATTCTCCTCGCCCTGTCTGAGTAC
GGAATTCCTGTCAAAACTGACGGAGAGCAAAACAATTATCTCCAATCCCT
AGAAGTGCAAGTCATGCTAGACACTCTTCGTGTCATTCACAATCCCCTGC
AAGACTACGCCTTGGTTGCCCTTATGAAGTCTCCAATGTTTGGTTTTGAT
GAGGATGAGCTAGCACGTTTGTCCCTTCAGAAAGCAGAGGATAAAGTCCA
CGAAAATCTCTATGAGAAACTGGTCAATGCACAAAAAATGGCAAGTAGTC
AAAAAGGCTTGATTCACACAGCTCTAGCTGAAAAACTAAAGCAATTCATG
GATATCCTAGCTTCTTGGCGCTTGTATGCCAAAACCCACTCTCTCTATGA
CTTGATTTGGAAGATTTACAACGACCGTTTTTATTATGACTATGT TGGGG
CTTTGCCGAATGGTCCTGCTAGGCAGGCCAATCTCTATGCCCTAGCACTG
CGTGCTGATCAATTTGAAAAGAGCAAT TTCAAAGGTTTGTCGCGTTTTAT
TCGTATGATTGACCAAGTCTTAGAAGCCCAGCACGATTTGGCAAGCGTGG
CCGTCGCACCGCCAAAAGATGCAGTAGAGCTCATGACCATCCACAAGAGT
AAAGGGCTGGAGTTTCCTTACGTCTTTATCCTCAATATGGATCAAGATTT
CAACAAGCAAGACTCTATGTCAGAAGTCATTCTCAGTCGTCAGAATGGTC
TTGGTGTCAAATATATTGCCAAGATGGAGACAGGGGCAGTAGAAGACCAC
TATCCTAAAACCATCAAACTCTCCATTCCTAGTCTGACCTATAGGCAGAA
CGAAGAGGAATTACAGCTAGCAAGCTATTCTGAGCAGATGCGTTTGCTGT
ATGTTGCTATGACGCGGGCTGAGAARAAGCTCTATCTTGT CGGCAAGGGT
TCTCGTGAAAAGCTGGAATCCAAGGRAATACCCAGCAGCCAARAATGGGAA
ACTAAATAGCAATACTAGACTGCAAGCACGGAATTTCCAAGATTGGCTTT
GGGCTATCAGTAAAGTGTTTACTAAGGACAAGCTCAACTTTAGTTATCGT
TTTATTGGCGAAGATCAGT TGACCAGAGAAGCTATCGGAGAGTTGGAAAC
CAAGAGTCCTCTCCAAGATAGCTCCCAAGCAGACAATCGTCAGTCAGATA
CCATCAAAGAAGCTCTGGAAATGCTGAAGGAGGTGGAAGTTTATAATACT
CTTCACCGCGCAGCTATTGAACTTCCTAGTGTTCAAACCCCAAGTCAAAT
CAAGAAATTCTACGAACCAGT TATGGATATGGAAGGTGTCGAGATTGCTG
GTCAAGGTCAGTCAGTAGGCAAGAARATCAGCTTCGATTTGCCAGATTTT
TCAACCAAAGAAAAGGTAACTGGAGCTGAGATTGGTAGTGCTACTCACGA
ACTCATGCAGAGAATTGACCTCAGCCAGCAACTAACCCTTGCTAGCCTAA
CAGAAACACTCAAACAAGTTCAAACTAGCCAAGCTGTCAGAGACAAGATC
AATCTTGATAAAATTCTTGCTTTCTTTGACACAGTACTCGGTCAGGAAAT
TCTTGCTAATACCGACCATCTTTATCGCGAGCAACCTTTCTCCATGCTCA
AACGAGACCAAAAGAGTCAGGAAGACTTTGTTGTCCGTGGTATCCTTGAT

GGCTATCTGCTTTACGAAAACAAZATTGTTCTGTTCGACTACAAGACAGA
CCGCTATGATGAACCAAGTCAACTCGTAGACCGCTATCGTGGTCAGTTAG
CTCTATACGAAGAGGCTTTATCACGAGCCTATTCGATTGAARATATTGAA
AAATACTTGATTTTACTCGGTAAAGACGAGGTTCAAGTTGTAAAAGTATA
A

4109.1
(SEQ. ID. NO. 221)

ATGGAACTTGCTCGCCATGCTGAAACGTTGGGAGTAGATGCTATTGCAAC
GATTCCACCAATTTATTTCCGCTTGCCAGAATACTCAGTTGCCAAATACT
GGAACGATATCAGTTCTGCAGCTCCAAACACAGACTACGTGATTTACAAC
ATTCCTCAATTGGCAGGGGTTGCTTTGACTCCAAGCCTTTACACAGAAAT
GTTGAAAAATCCTCGTGTTATCGGTGTCAAGAACTCTTCTATGCCAGTTC
AAGATATCCAAACCTTTGTCAGCCTTGGTGGAGAAGACCATATCGTCTTT
AATGGTCCTGATGAGCAGTTCCTAGGAGGACGCCTCATGGGGGCTAGGGC
TGGTATCGGTGGTACTTATGGTGCTATGCCAGAACTCTTCTTGAAACTCA
ATCAGTTGATTGCGGATAAGGACCTAGAAACAGCGCGTGAATTGCAGTAT
GCTATCAACGCAATCATTGGTAAACTCACTTCTGCTCATGGAAATATGTA
CGGTGTCATCAAAGAAGTCTTGAAAATCAATGAAGGCTTGAATATTGGAT
CTGTTCGTTCACCATTGACACCAGTGACTGAAGAAGATCGTCCAGTTGTA
GAAGCGGCTGCTGCCTTGATTCGTGAAACCAAGGAGCGCTTCCTCTAA

4110.2
(SEQ. ID. NO. 222)

ATGTATAAGACAAAGTGTTTACGAGAGAAGTTAGTATTATT TTTAAAAAT
TTTCTTCCCAATCCTGATCTACCAATTTGCCAATTATTCTGCCTCTTTTG
TTGATACTGCAATGACAGGTCAATACAACACTATGGACT TGGCTGGTGTA
TCTATGGCAACCAGTATCTGGAATCCTTTCTTTACATTTCTAACAGGGAT
TGTGTCAGCCTTGGTGCCTATCATTGGTCACCATCTTGGTCGAGGCARAA
AGGAAGAAGTTGCGTCTGATTTTTACCAATTTATTTATTTGGCCTTGGGC
CTATCTGTGGTCTTGCTGGGGATGGTACTTTTCTTGGCACCAATAATCTT
GAATCATATTGGGTTAGAAGCAGCAGTAGCGGCAGTAGCGGTTCGCTATC
TTTGGTTTTTATCTATCGGGATTATCCCCTTGTTGCTCTTTAGCGTCATT
CGTTCCTTGCTGGATTCGCTGGGCTTGACCAAACTGTCCATGTACCTCAT
GCTTTTCTTACTCCCTCTCAATAGCGGATTTAACTATCTCTTGATTTACG
GTGCCTTTGGTGTTCCACAACTGGGAGGGGCTGGTGCTGGTTTAGGAACA
TCCTTGGCCTACTGGGTCTTGCTTGGGATTTCTGTTCTGGTTTTATTTAA
AACAGGAGAAGCTCAAAGCCTTACACCTTGAGAAACGAATTCCACTTAAT
ATGGATAAAATTAAGGAAGGAGT TCGTTTAGGTCTGCCTAT TGGGGGAAC
TGTCTTCGCGGAAGTGGCTATCTTTTCAGTGGTTGGCTTGATTATGGCTA
AGTTTTCGCCCTTGATTATAGCTAGTCACCAGTCAGCTATGAACTTTTCA
AGTCTTATGTACGCCTTTCCTATGAGTATCTCATCGGCTATGGCTATTGT
CGTTTCCTATGAAGTGGGAGCCAAGCGATTTGATGATGCGARAACCTATA
TTGGTCTAGGAAGATGGACTGCCCTCATTTTTGCGGCCTTCACCTTAACC
TTCCTTTACATTTTTAGGGGAAATGTGGCCAGTCTTTATGGTAACGACCC
AAAATTTATCGATTTGACAGTGCGTTTTTTAACTTATAGTCTTTTCTTCC
AGTTAGCAGATACCTTTGCGGCGCCGCTTCAGGGAATTTTGCGGGGGTAT
AAGGATACAGTTATTCCTTTTTACCTTGGTTTGCTTGGTTATTGGGGCGT
AGCAATCCCTGTGTACGCTATTTGA

4112.2
(SEQ. ID. NO. 223)

ATGAGTACTTTAGCAAAAATAGAAGCGCTCTTGTTTGTAGCGGGTGAAGA
TGGGATTCGGGTCCGCCAGTTAGCTGAACTCCTCTCTCTGCCACCGACAG
GCATCCAGCAAAGTTTAGGAAAATTAGCCCAGAAGTATGAAAAGGACCCA
GATTCCAGTTTGGCTTTGATTGAGACAAGTGGTGCTTATAGATTGGTGAC
CAAGCCTCAATTTGCAGAGAT TTTGAAGGAATACTCTAAGGCGCCTATCA
ACCAGAGCTTGTCTCGGGCTGCCCTTGAGACCTTGTCCATTATTGCCTAC
AAACAGCCGATTACGCGGATAGAAATTGATGCCATCCGTGGAGTTAACTC
GAGTGGAGCCTTGGCAAAGTTGCAGGCTTTTGACCTGATAAAGGAAGACG
GGAAAAAGGAAGTATTGGGGCGCCCCAACCTCTATGTGACTACGGATTAT
TTCCTAGATTACATGGGGATAAACCATTTAGAAGAATTACCAGTGATTGA
TGAGCTTGAGATTCAAGCCCAAGAAAGCCAATTATTTGGTGAAAGGATAG
AAGAAGATGAGAATCAATAA

4113.1
(SEQ. ID. NO. 224)

ATGGATACGATGATTAGTAGATTTTTTCGCCATTTATTTGAAGCCTTAAA
AAGTTTGARACGAAATGGT TGGATGACAGTAGCTGCTGTCAGTTCAGTCA
TGATTACTTTGACCTTGGTGGCAATATTTGCATCTGTTATTTTCAATACA
GCGAAACTAGCTACAGATATTGAAAATAATGTCCGTGTAGTAGTTTATAT
CCGAAAGGATGTGGAAGATAATAGTCAGACAATTGAAAAAGAAGGTCAAA
CTGTTACAAATAATGACTACCACAAGGTATATGATTCTT TGAAGAACATG
TCTACGGTTAAAAGTGTTACCTTTTCAAGTAAAGAAGAACAATATGAAAA
ATTAACCGAGATAATGGGAGATAACTGGAAAATCTTTGAAGGAGATGCCA
ATCCTCTCTATGATGCCTATATTGTAGAGGCAAACACTCCAAATGATGTA
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AARACTATAGCCGAAGATGCTAAAARAATTGAAGGTGTCTCTGAGGTTCA
AGATGGCGGTGCCAATACAGAAAGACTCTTCAAGTTAGCTTCATTTATCC
GTGTTTGGGGACTAGGGATTGCTGCTTTGTTAATTTTTATCGCAGTTTTC
TTGATTTCAAATACCATTCGTATTACCATTATTTCCCGCAGTCGCGAAAT
TCAAATCATGCGCTTGGTCGGAGCTAAAAACAGTTATATCCGTGGACCGT
TCTTGTTAGAAGGAGCCTTTATCGGTT TATTGGGAGCTATCGCACCATCT
GTTTTGGTCTTTATTGTTTATCAAATTGTTTACCAATCTGTCAACAAATC
GTTGGTAGGGCAAAATCTATCCATGATTAGTCCAGATTTATTTAGTCCGT
TGATGATTGCCCTACTATTTGTGATTGGGGTTTTCATTGGTTCAT TGGGA
TCAGGAATATCCATGCGCCGATTCTTGAAGATTTAG

4117.1
(SEQ. ID. NO. 225)

ATGAAGAAAGTAAGATTTATTTTTTTAGCTCTGCTATTTTTCTTAGCTAG
TCCAGAGGGTGCAATGGCTAGTGATGGTACTTGGCAAGGAARACAGTATC
TGAAAGAAGATGGCAGT CAAGCAGCAAATGAGTGGGTTTTTGATACTCAT
TATCAATCTTGGTTCTATATAAAAGCAGATGCTAACTATGCTGAAAATGA
ATGGCTAAAGCAAGGTGACGACTATTTTTACCTCAAATCTGGTGGCTATA
TGGCCAAATCAGAATGGGTAGAAGACAAGGGAGCCTTTTATTATCTTGAC
CAAGATGGAAAGATGAAAAGAAATGCT TGGGTAGGAACTTCCTATGTTGG
TGCAACAGGTGCCAAAGTAATAGAAGACTGGGTCTATGATTCTCAATACG
ATGCTTGGTTTTATATCAAAGCAGATGGACAGCACGCAGAGAAAGAATGG
CTCCAAATTAAAGGGAAGGACTATTATTTCAAATCCGGTGGTTATCTACT
GACAAGTCAGTGGATTAAT CAAGCTTATGTGAATGCTAGTGGTGCCAAAG
TACAGCAAGGTTGGCTTTTTGACAAACAATACCAATCTTGGTTTTACATC
AAAGAAAATGGAAACTATGCTGATARAGAATGGATTTTCGAGAATGGTCA
CTATTATTATCTAAAATCCGGTGGCTACATGGCAGCCAATGAATGGATTT
GGGATAAGGAATCTTGGTTTTATCTCAAATTTGATGGGAAAATGGCTGAA
AAAGAATGGGTCTACGATTCTCATAGTCAAGCTTGGTACTACTTCAAATC
CGGTGGTTACATGACAGCCAATGAATGGATTTGGGATAAGGAATCTTGGT
TTTATCTCAAATCTGATGGGAAAATAGCTGAAAAAGAATGGGTCTACGAT
TCTCATAGTCAAGCTTGGTACTACTTCAAATCCGGTGGTTACATGACAGC
CAATGAATGGATTTGGGATAAGGAATCTTGGTTTTACCTCARATCTGATG
GGAAAATAGCTGAAAAAGAATGGGTCTACGATTCTCATAGTCAAGCTTGG
TACTACTTCAAATCTGGTGGCTACATGGCGAAAAATGAGACAGTAGATGG
TTATCAGCTTGGAAGCGATGGTAAATGGCTTGGAGGAAAAACTACAAATG
AARATGCTGCTTACTATCAAGTAGTGCCTGTTACAGCCAATGTTTATGAT
TCAGATGGTGAARAGCTTTCCTATATATCGCAAGGTAGTGTCGTATGGCT
AGATAAGGATAGAAAAAGTGATGACAAGCGCTTGGCTATTACTATTTCTG
GTTTGTCAGGCTATATGAAAACAGAAGATTTACAAGCGCTAGATGCTAGT
AAGGACTTTATCCCTTATTATGAGAGTGATGGCCACCGTTTTTATCACTA
TGTGGCTCAGAATGCTAGTATCCCAGTAGCTTCTCATCTTTCTGATATGG
AAGTAGGCAAGAAATATTATTCGGCAGATGGCCTGCATTTTGATGGTTTT
AAGCTTGAGAATCCCTTCCTTTTCARAGATTTAACAGAGGCTACAAACTA
CAGTGCTGAAGAATTGGATAAGGTATT TAGTTTGCTAAACATTAACAATA
GCCTTTTGGAGAACAAGGGCGCTACTTTTAAGGAAGCCGAAGAACATTAC
CATATCAATGCTCTTTATCTCCTTGCCCATAGTGCCCTAGARAGTAACTG
GGGAAGAAGTAAAATTGCCAAAGATAAGAATAATTTCTTTGGCATTACAG
CCTATGATACGACCCCTTACCTTTCTGCTAAGACATTTGATGATGTGGAT
AAGGGAATTTTAGGTGCAACCAAGTGGATTAAGGAAAATTATATCGATAG
GGGAAGAACTTTCCTTGGAAACAAGGCTTCTGGTATGAATGTGGAATATG
CTTCAGACCCTTATTGGGGCGAAAARATTGCTAGTGTGATGATGAAAATC
AATGAGAAGCTAGGTGGCAAAGATTAG

4119.2
(SEQ. ID. NO. 226)

ATGAAAAAAGTATTACAAAAATATTGGGCATGGGCTTTTGTGGTCATCCC
CCTCTTGTTACAAGCAATTTTCTTCTATGTGCCGATGT TTCAAGGAGCCT
TTTACAGTTTTACCAACTGGACAGGATTGACTTATAACTACAAATTTGTT
GGCTTAAACAACTTTAAGCTCCTCTTCATGGATCCAAAATTCATGAATGC
GATTGGCTTTACCGCAATCATTGCGATTGCCATGGTGGTTGGTGAGATTG
CACTCGGGATCTTCATTGCGCGTGTCTTGAATTCTAAAAT CAAAGGCCAA
ACCTTCTTCCGTGCTTGGTTCTTCTTCCCAGCTGTTTTATCTGGTTTGAC
AGTGGCTTTGATCTTCAAGCAAGTCTTCAACTACGGTCTTCCAGCGATTG
GAAATGCCCTTCATATTGAATTTTTCCAAACCAGTCTTTTAGGGACTAAG
TGGGGAGCAATCTTTGCGGCTGTCTTTGTCCTTCTTTGGCAAGGGGTGGC
TATGCCCATCATCATCTTCCTAGCTGGTTTGCAATCTATTCCAACTGAGA
TTACAGAGGCAGCAAGGATTGATGGTGCGACTAGCAAGCAAGTTTTCTGG
AACATTGAATTGCCTTACTTGCTACCAAGTGTCTCTATGGTCTTTATCCT
AGCCTAAAAGGTGGGCTGACTGCCTTTGACCAAGTCTTTGCCATGACCGG
TGGTGGTCCAAACAATGCCACAACCTCACTTGGGCTCTTGGTTTATAACT
ATGCCTTTAAAAACAACCAATTCGGTTATGCCAATGCCATTGCCGTAATC
TTGTTCTTCTTAATTGTAGTGATTTCGATCATCCAATTGAGAGTATCTAA
GAAATTTGAAATTTAA

4119.3
(SEQ. ID. NO. 227)

ATGATGAAACAAGATGAAAGAAAAGCCCTGATTGGCARATACATTCTATT
GATTCTAGGATCGGTTCTGATTTTAGTGCCGCTCCTTGCTACCCTCTTTA
GTTCCTTCAAACCCACTAAGGATATTGTAGATAATTTCTTTGGCTTTCCA
ACCAACTTCACATGGGACAACTTTAGCCGTCTCTTAGCTGATGGGATTGG
AGGCTATTATTGGAACTCTGTCGTCATCACTGTCTTGTCTTTACTTGCAG
TAATGATCTTTATCCCTATGGCAGCGTACTCCATCGCTCGCAATATGAGT
AAPAGAAAAGCCTTTACCATCATGTATACCCTCTTAATCCTCGGAATCTT
CGTACCTTTCCAAGTCATCATGATTCCGATTACGGTTATGATGAGTAAAC
TCGGTTTGGCTAATACCTTTGGTTTGATCTTGCTCTACT TGACCTATGCG
ATTCCACAGACCCTCTTTCTCTATGTTGGCTATATCAAAATCTCGATTCC
AGAAAGTCTGGATGAAGCAGCAGAGATCGATGGGGCTAATCAATTTACAA
CCTATTTCCGCATCATCTTCCCAATGATGAAACCGATGCATGCGACAACC
ATGATCATCAATGCCCTTTGGTTCTGGAATGACTTCATGTTGCCACTCCT
TGTCTTGAACCGGGATTCCAAAATGTGGACTCTGCCTTTGTTCCAATACA
ACTACGCAGGCCAATATTTCAACGACTACGGACCAAGCTTTGCCTCTTAC
GTGGTCGGCATTATCAGTATCACCATTGTCTATCTCTTCTTCCAACGCCA
TATCATTTCAGGAATGAGCAACGGGGCAGTGAAGTAA

4119 .4
(SEQ. ID. NO. 228)

ATGAAAAGTATTCTTCAGAAAATGGGGGAGCATCCGATGCTGCTTCTTTT
TCTTAGCTATAGTACTGTTTATATCCATTCTTGCACAAAATTGGATGGGT
CTTGTGGCTTCAGTAGGAATGTTTCTATTTACTATTTTCTTTTTGCACTA
TCAGTCGATTTTATCCCATAAATTCTTTCGATTGATTTTGCAGTTTGTCT
TGTTTGGTAGTGTCTTGTCAGCTGCTTTTGCCAGTTTAGAACATTTCCAA
ATTGTGAAGAAATTTAACTATGCTTTTCTTTCACCCAATATGCAGGTGTG
GCATCAGAACCGGGCAGAAGTGACCTTCTTTAATCCTAATTATTATGGAA
TTATTTGTTGTTTCTGTATTATGATTGCTTTCTATCTGT TTACAACGACG
AAGTTGAATTGGT TGAAAGTATTCTGTGTGATTGCAGGCTTTGTTAATCT
CTTTGGTTTGAACTTTACTCAAAATCGAACTGCCTTTCCTGCTATTATCG
CTGGAGCAATTATCTATCTCTTTACGACTATTAAAAACTGGAAGGCCTTT
TGGCTTAGTATTGGGGTCTTCGCGATTGGTTTGAGTTTCCTCTTTTCTAG
TGATTTGGGAGTTCGAATGGGTACTTTAGACTCTTCTATGGAAGAACGCA
TTTCTATCTGGGATGCTGGGATGGCCTTGTTTAAGCAAAATCCTTTTTGG
GGTGAAGGGCCATTGACCTATATGAACTCTTATCCTCGGATACATGCTCC
TTATCATGAACATGCCCACAGTCTTTATATTGATACGAT TCTGAGTTACG
GAATTGTGGGGACTATTTTATTAGTTTTGTCTTCTGTTGCTCCTGTTCGC
TTGATGATGGATATGAGTCAGGAGTCGGGGAAACGTCCGATTATCGGCCT
TTATCTATCTTTCCTTACAGTGGTTGCTGTGCACGGAATTTTTGACTTGG
CTCTCTTCTGGATTCAGTCAGGCTTTATTTTCTTGCTAGTTATGTGCAGT
ATTCCATTGGAGCATCGAATGTTGGTATCGGACATGACGGATTAA

4120.1
(SEQ. ID. NO. 229)

ATGTCAAAGATGGATGT TCAGAAAATCATTGCACCGATGATGAAGTTTGT
GAATATGCGTGGCATTATAGCTCTARAAGATGGGATGTTAGCAATTTTGC
CATTGACAGTAGTTGGTAGTTTGTTCTTGATTATGGGACAATTGCCGTTC
GAAGGATTAAATAAGAGCATTGCTAGTGTTTTTGGAGCTAATTGGACAGA
GCCGTTTATGCAAGTATATTCAGGAACTTTTGCTATTATGGGTCTAATTT
CTTGTTTTTCAATTGCCTATTCTTATGCTAAGAATAGCGGCGTAGAGGCT
TTACCAGCTGGACTTCTATCTGTATCTGCATTCTTTATT TTGCTAAGATC
ATCTTATATCCCTAAACAAGGTGAGGCGATTGGGGACGCTATTAGTAAAG
TTTGGT TTGGAGGCCAAGGAATTATCGGTGCTATCATTATAGGTTTGGTA
GTAGGAAGTATTTATACCTTCTTTATAAAGAGAAAAATTGTTATTAAGAT
GCCAGAACAAGTTCCACAAGCTATTGCCAAACAGTTTGAAGCAATGATTC
CAGCATTTGTAATTTTCTTATCTTCTATGATTGTATATATTTTAGCGAAG
TCATTGACTAATGGCGGAACATTCATAGAAATGATTTATTCTGCTATTCA
AGTTCCGTTGCAAGGTTTAACTGGATCTTTGTATGGTGCTATTGGAATTG
CATTCTTTATATCATTTTTGTGGTGGTT TGGTGTTCATGGGCAAT CGGTA
GTAAATGGAGTAGTGACAGCTCTGCTTTTATCTAATCTTGATGCTAATAA
AGCTATGTTAGCCTCTGCTAATCTATCATTAGAARATGGTGCACATATTG
TTACTCAACAATTTTTAGATTCATTTTTAATTCTATCAGGTTCAGGGATT
ACGTTTGGTCTTGTAGTTGCCATGCTTTTTGCAGCAARATCAAAACAATA
CCAAGCCTTAGGAAAAGTTGCAGCTTTTCCAGCAATATTTAACGTAAATG
AGCCAGTTGTATTTGGATTTCCGATTGTCATGAATCCAGTTATGTTTGTA
CCTTTCATTCTTGTTCCTGTACTTGCAGCTGTGATAGTATATGGAGCTAT
TGCAACAGGTTTCATGCAGCCATTCTCAGGGGTAACATTGCCTTGGAGTA
CACCAGCTATTTTATCAGGAT TTTTGGTGGGTGGATGGCAAGGAGTTATT
ACTCAGCTGGTGATATTAGCGATGTCTACATTGGTTTATTTTCCATTCTT
TAAAGTACAGGATCGTTTAGCTTACCARAATGAAATCAAACAATCTTAG
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4121.2
(SEQ. ID. NO. 230)

ATGAAGAAAAAGGACTTAGTAGACCAACTAGTCTCAGAGATCGAGACGGG
GAAAGTCAGGACACTGGGAATATACGGTCATGGAGCTTCAGGTAAATCAA
CCTTTGCACAGGAATTGTACCAAGCTT TAGATTCTACTACAGTAAATTTG
CTAGAGACAGATCCTTATATCACCTCAGGACGCCATCTGGTACTACCCAA
GGACGCGCCGAATCAAAAGGTGACAGCCAGTCTGCCAGTGGCGCATGAAC
TGGAGAGTTTGCAGAGAGATATCCTTgCTTGCAGGCGGGTATGGATGTCT
TGA

4122.1
(SEQ. ID. NO. 231)

ATGAAGAAAAGATACCTAGTCTTGACAGCTTTGCTAGCCTTGAGTCTAGC
AGCTTGTTCACAAGAAAAAACAAAAPATGAAGATGGAGAAACTAAGACAG
AACAGACAGCCAAAGCTGATGGAACAGTCGGTAGTAAGTCTCAAGGAGCT
GCCCAGAAGAAAGCAGAAGTGGTCAATAAAGGTGATTACTACAGCATTCA
AGGGAAATACGATGAAATCATCGTAGCCAACAAACACTATCCATTGTCTA
AAGACTATAATCCAGGGGAAAATCCAACAGCCAAGGCAGAGTTGGTCAAA
CTCATCAAAGCGATGCAAGAGGCAGGTTTCCCTATTAGTGATCATTTACA
GTGGTTTTAGAAGT TATGAAAACTCAGACCAAGCTCTATCAAGATTATGT
CAACCAAGATGGAAAGGCAGCAGCTGACCGTTACTCTGCCCGTCCTGGCT
ATAGCGAACACCAGACAGGCTGGCCTTTGATGTGATTGGGACTGATGGTG
ATTTGGTGACAGAAGAAAAAGCAGCCCAATGGCTCTTGGATCATGCAGCT
GATTATGGCTTTGTTGTCCGTTATCTCAAAGGCAAGGAAAAGGAAACAGG
CTATATGGCTGAAGAATGGCACCTGCGTTATGTAGGAAAAGAAGCTARAG
AAATTGCTGCAAGTGGTCTCAGT TTGGAAGAATACTATGGCTTTGAAGGC
GGAGACTACGTCGATTAA

4125.56
(SEQ. ID. NO. 232)

ATGCGTAAATTCTTAATTATTTTGTTGCTACCAAGTTTTTTGACCATTTC
AARPAGTCGTTAGCACAGAAAALGAAGTCGTCTATACTTCGAAAGAAATTT
ATTACCTTTCACAATCTGACTTTGGTATTTATTTTAGAGAAAAATTAAGT
TCTCCCATGGTTTATGGAGAGGTTCCTGTTTATGCGAATGAAGATTTAGT
AGTGGAATCTGGGAAATTGACTCCCAAAACAAGTTTTCAAATAACCGAGT
GGCGCTTAAATAAACAAGGAATTCCAGTATTTAAGCTATCAAATCATCAA
TTTATAGCTGCGGACAAACGATTTTTATATGATCAATCAGAGGTAACTCC
AACAATAAAAAAAGTATGGTTAGAATCTGACTTTAAACTGTACAATAGTC
CTTATGATTTAARAGAAGTGAAATCATCCTTATCAGCTTATTCGCAAGTA
TCAATCGACAAGACCATGTTTGTAGAAGGAAGAGAATTTCTACATATTGA
TCAGGCTGGATGGGTAGCTAAAGAATCAACTTCTGAAGAAGATAATCGGA
TGAGTAAAGTTCAAGAAATGTTATCTGAAARATATCAGAAAGATTCTTTC
TCTATTTATGTTAAGCAACTGACTACTGGAAAAGAAGCTGGTATCAATCA
AGATGAAAAGATGTATGCAGCCAGCGTTTTGAAACTCTCTTATCTCTATT
ATACGCAAGAAAAAATAAATGAGGGTCTTTATCAGTTAGATACGACTGTA
AAATACGTATCTGCAGTCAATGATTTTCCAGGTTCTTATAAACCAGAGGG
AAGTGGTAGTCTTCCTAAAAAAGAAGATAATAAAGAATATTCTTTAAAGG
ATTTAATTACGAAAGTATCAALAGAATCTGATAATGTAGCTCATAATCTA
TTGGGATATTACATTTCAAACCAATCTGATGCCACATTCAAATCCAAGAT
GTCTGCCATTATGGGAGATGATTGGGATCCAAAAGAAAAATTGATTTCTT
CTAAGATGGCCGGGAAGTTTATGGAAGCTATTTATAATCAARATGGATTT
GTGCTAGAGTCTTTGACTAAAACAGATTTTGATAGTCAGCGAATTGCCAA
AGGTGTTTCTGT TAAAGTAGCTCATAAAATTGGAGATGCGGATGAATTTA
AGCATGATACGGGTGTTGTCTATGCAGATTCTCCATTTATTCTTTCTATT
TTCACTAAGAATTCTGATTATGATACGATTTCTAAGATAGCCAAGGATGT
TTATGAGGTTCTAAAATGA

4125.7
(SEQ. ID. NO. 233)

ATGAAAAAACAAAATAATGGTTTAATTAAAAATCCTTTTATGGTTATTAT
TTATCTTTTTCCTTGTGACAGGATTCCAGTATTTCTATTCTGGGAATAAC
TCAGGAGGAAGTCAGCAAATCAACTATACTGAGTTGGTACAAGAAATTAC
CGATGGTAATGTAAAAGAATTAACTTACCAACCAAATGGTAGTGTTATCG
AAGTTTCTGGTGTCTATAAAAATCCTAAAACAAGTAAAGAAGAAACAGGT
ATTCAGTTTTTCACGCCATCTGT TACTAAGGTAGAGAAATTTACCAGCAC
TATTCTTCCTGCAGATACTACCGTATCAGAATTGCAAAAACTTGCTACTG
ACCATAAAGCAGAAGTAACTGTTAAGCATGAAAGTTCAAGTGGTATATGG
ATTAATCTACTCGTATCCATGTGCCATTTGGAATTCTATTCTTCTTCCTA
TTCTCTATGATGGGAAATATGGGAGGAGGCAATGGCCGTAATCCAATGAG
TTTTGGACGTAGTAAGGCTAAAGCAGCAAATAAAGAAGATATTAAAGTAA
GATTTTCAGATGTTGCTGGAGCTGAGGAAGAAAAACAAGAACTAGTTGAA
GTTGTTGAGTTCTTAAAAGATCCAAARACGATTCACAAAACTTGGAGCCCG
TATTCCAGCAGGTGTTCTTTTGGAGGGACCTCCGGGGACAGGTAAAACTT
TGCTTGCTAAGGCAGTCGCTGGAGAAGCAGGTGTTCCATTCTTTAGTATC
TCAGGTTCTGACTTTGTAGAAATGTTTGTCGGAGTTGGAGCTAGTCGTGT
TCGCTCTCTTTTTGAGGATGCCARARAAGCAGCACCAGCTATCATCTTTA

TCGATGAAATTGATGCTGTTGGACGTCAACGTGGAGTCGGTCTCGGCGGA
GGTAATGACGAACGTGAACAAACCTTGAACCACTTTTGATTGAGATGGAT
GGTTTTGAGGGAAATGAAGGGATTATCGTCATCGCTGCGACAAACCGTTC
AGATGTACTTGACCCTGCCCTTTTGCGTCCAGGACGTTTTGATAGAAAAG
TATTGGTTGGTCGTCCTGATGTTARAGGTCGTGAAGCAATCTTGAAAGTT
CACGCTAAGAATAAGCCTTTAGCAGAAGATGTTGATTTGAAATTAGTGGC
TCAACAAACTCCAGGCTTTGTTGGTGCTGATTTAGAGAATGTCTTGAATG
AAGCAGCTTTAGTTGCTGCTCGTCGCAATAAATCGATAATTGATGCTTCA
GATATTGATGAAGCAGAAGATAGAGTTATTGCTGGACCTTCTAAGAAAGA
TAAGACAGTTTCACAAAAAGAACGAGAATTGGTTGCTTACCATGAGGCAG
GACATACCATTGTTGGTCTAGTCTTGTCGAATGCTCGCGTTGTCCATAAG
GTTACAATTGTACCACGCGGCCGTGCAGGCGGATACATGATTGCACTTCC
TAAAGAGGATCAAATGCTTCTATCTAAAGAAGATATGAAAGAGCAATTGG
CTGGCTTAATGGGTGGACGTGTAGCTGAAGAAATTATCTTTAATGTCCAA
ACCACAGGAGCTTCAAACGACTTTGAACAAGCGACACAAATGGCACGTGC
AATGGTTACAGAGTACGGTATGAGTGAAAAACTTGGCCCAGTACAATATG
AAGGAAACCATGCTATGCTTGGTGCACAGAGTCCTCARAAATCAATTTCA
GAACAAACAGCTTATGAAATTGATGAAGAGGTTCGTTCATTATTARATGA
GGCACGAAATAAAGCTGCTGAAATTATTCAGTCAAATCGTGAAACTCACA
AGTTAATTGCAGAAGCATTATTGAAATACGAAACATTGGATAGTACACAA
ATTAAAGCTCTTTACGAAACAGGAAAGATGCCTGAAGCAGTAGAAGAGGA
ATCTCATGCACTATCCTATGATGAAGTAAAGTCAAAAATGAATGACGAAA
AATAA

4125.10
(SEQ. ID. NO. 234)

ATGAGGGAACCAGATTTTTTAAATCATTTTCTCAAGAAGGGATATTTCAA
AAAGCATGCTAAGGCGGTTCTAGCTCTTTCTGGTGGATTAGATTCCATGT
TTCTATTTAAGGTATTGTCTACTTATCAAAAAGAGTTAGAGATTGAATTG
ATTCTAGCTCATGTGAATCATAAGCAGAGAATTGAATCAGATTGGGAAGA
AAAGGAATTAAGGAAGT TGGCTGCTGAAGCAGAGCTTCCTATTTATATCA
GCAATTTTTCAGGAGAATTTTCAGAAGCGCGTGCACGAAATTTTCGTTAT
GATTTTTTTCAAGAGGTCATGAAAARGACAGGTGCGACAGCTTTAGTCAC
TGCCCACCATGCTGATGATCAGGTGGAAACGATTTTTATGCGCTTGATTC
GAGGAACTCGCTTGCGCTATCTATCAGGAATTAAGGAGAAGCAAGTAGTC
GGAGAGATAGAAATCATTCGTCCCTTCTTGCATTTTCAGAAARAAGACTT
TCCATCAATTTTTCACTTTGAAGATACATCAAATCAGGAGAATCATTATT
TTCGAAATCGTATTCGAAATTCTTACTTACCAGAATTGGAAAAAGAAAAT
CCTCGATTTAGGGATGCAATCTTAGGCATTGGCAATGAAATTTTAGATTA
TGATTTGGCAATAGCTGAATTATCTAACAATATTAATGTGGAAGATTTAC
AGCAGTTATTTTCTTACTCTGAGTCTACACAAAGAGTTTTACTTCAAACT
TATCTGAATCGTTTTCCAGATTTGAATCTTACAAAAGCTCAGTTTGCTGA
AGTTCAGCAGATTTTAAAATCTAAAAGCCAGTATCGTCATCCGATTAAAA
ATGGCTATGAATTGATAAAAGAGTACCAACAGTTTCAGATTTGTAAAATC
AGTCCGCAGGCTGATGAAAAGGAAGATGAACTTGTGTTACACTATCAAAA
TCAGGTAGCTTATCAAGGATATTTATTTTCTTTTGGACT TCCATTAGAAG
GTGAATTAATTCAACAAATACCTGTTTCACGTGAAACATCCATACACATT
CGTCATCGAAAAACAGGAGATGTTTTGATTAAAAATGGGCATAGAAARAAL
ACTCAGACGTTTATTTATTGATT TGAAAATCCCTATGGAAAAGAGAAACT
CTGCTCTTATTATTGAGCAATTTGGTGAAATTGTCTCAATTTTGGGAATT
GCGACCAATAATTTGAGTAAAAALACGAAAAATGATATAATGAACACTGT
ACTTTATATAGAAAAAATAGATAGGTAA

4126.1
(SEQ. ID. NO. 235)

ATGAAGCGTTCTTCTCTTTTAGT TAGAATGGTTATTTCCATCTTTCTGGT
CTTTCTCATTCTCCTAGCTCTGGTTGGAACTTTCTACTATCAATCAAGTT
CTTCAGCCATTGAGGCCACCATTGAGGGCAACAGCCAAACGACCATCAGC
CAGACTAGCCACTTTATTCAGTCTTATATCAAAAAACTAGAAACCACCTC
GACTGGTTTGACCCAGCAGACGGATGTTCTGGCCTATGCTGAGAATCCCA
GTCAAGACAAGGTCGAGGGAATCCGAGATTTGTTTTTGACCATCTTGAAG
TCAGATAAGGACTTGAAAACTGTTGTGCTGGTGACCAAATCTGGT CAGGT
CATTTCTACAGATGACAGTGTGCAGATGAAAACTTCCTCTGATATGATGG
CTGAGGATTGGTACCAAAAGGCCATTCATCAGGGAGCTATGCCTGTTTTG
ACTCCAGCTCGTAAATCAGATAGTCAGTGGGTCATTTCTGTCACTCAAGA
ACTTGTTGATGCAAAGGGAGCCAATCTTGGTGTGCTTCGTTTGGATATTT
CTTATGAAACTCTGGAAGCCTATCTCAATCAACTCCAGT TGGGGCAGCAG
GGCTTTGCCTTCATTATCAATGAAARCCATGAATTTGTCTACCATCCTCA
ACACACAGTTTATAGTTCGTCTAGCAAAATGGAGGCTATGAAACCCTACA
TCGATACAGGTCAGGGTTATACTCCTGGTCACAAATCCTACGTCAGTCAA
GAGAAGAT TGCAGGAACTGATTGGACGGTGCTTGGCGTGTCATCATTGGA
ARAGTTAGACCAGGTTCGGAGTCAGCTCTTGTGGACCTTGCTTGGGGCCA
GTGTCACATCTCTTCTTGTCTGTCTCTGCTTAGTGTGGT TCAGTCTTAAA
CGCTGGATTGCTCCTTTGAAGGATTTGAGAGAAACCATGTTGGAAATTGC
TTCTGGTGCTCAAAATCTTCGTGCCAAGGAAGT TGGTGCCTATGAACTGA
GAGAAGTAACTCGCCAATTTAATGCTATGTTGGATCAGATTGATCAGTTG
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ATGGTAGCTATTCGTAGCCAGGAAGAAACGACCCGTCAGTACCAACTTCA
AGCCCTTTCGAGCCAGATTAATCCACATTTCCTCTATAACACTTTGGACA
CCATCATCTGGATGGCTGAATTTCATGATAGTCAGCGAGTGGTGCAGGTG
ACCAAGTCCTTGGCAACCTATTTCCGCTTGGCGCTCAATCAAGGCAAGGA
CTTGATTTGTCTCTCTGACGARATCAATCATGTCCGCCAGTATCTCTTTA
TCCAGAAACAACGCTATGGAGATAAGCTTGGAATACGAAATTAATGAAAA
TGTTGCCTTTGATAATTTAGTCTTACCCAAGCTGGTCCTACAACCCCTTG
TAGAAAATGCTCTTTACCATGGCAT TAAGGAAAAGGAAGGTCAGGGCCAT
ATTAAACTTTCTGTCCAGAAACAGGATTCGGGATTGGTCATCCGTATTGA
GGATGATGGCGTTGGCTTCCAAGATGCTGGTGATAGTAGTCAAAGTCAAC
TCAAACGTGGGGGAGTTGGTCTTCARAATGCGATCAACGGCTCAAACTTC
ATTTTGGAGCCAATTACCATATGAAGATTGATTCTAGACCCCARAAAAGGG
ACGAAAGTTGAAATATATATAAATAGAATAGAAACTAGCTAA

4126.7
(SEQ. ID. NO. 236)

ATGAAGCGTTCTTCTCTTTTAGT TAGAATGGTTATTTCCATCTTTCTGGT
CTTTCTCATTCTCCTAGCTCTGGTTGGAACTTTCTACTATCAATCAAGTT
CTTCAGCCATTGAGGCCACCATTGAGGGCAACAGCCAAACGACCATCAGC
CAGACTAGCCACTTTATTCAGTCTTATATCAAAAAACTAGAAACCACCTC
GACTGGTTTGACCCAGCAGACGGATGTTCTGGCCTATGCTGAGAATCCCA
GTCAAGACAAGGTCGAGGGAATCCGAGATTTGTTTTTGACCATCTTGAAG
TCAGATAAGGACTTGAAAACTGTTGTGCTGGTGACCAAATCTGGT CAGGT
CATTTCTACAGATGACAGTGTGCAGATGAARACTTCCTCTGATATGATGG
CTGAGGATTGGTACCAAAAGGCCATTCATCAGGGAGCTATGCCTGTTTTG
ACTCCAGCTCGTAAATCAGATAGTCAGTGGGTCATTTCTGTCACTCAAGA
ACTTGTTGATGCAAAGGGAGCCAATCTTGGTGTGCTTCGTTTGGATATTT
CTTATGAAACTCTGGAAGCCTATCTCAATCAACTCCAGTTGGGGCAGCAG
GGCTTTGCCTTCATTTATCAATGAAARACCATGAATTTGTCTACCATCCTC
AACACACAGTTTATAGTTCGTCTAGCAAAATGGAGGCTATGAAACCCTAC
ATCGATACAGGTCAGGGTTATACTCCTGGTCACAAATCCTACGTCAGTCA
AGAGAAGATTGCAGGAACTGATTGGACGGTGCTTGGCGTGTCATCATTGG
AAPAGTTAGACCAGGTTCGGAGT CAGCTCTTGTGGACCTTTGCTTGGGGC
CAGTGTCACATCTCTTCTTGTCTGTCTCTGCTTAGTGTGGTTCAGTCTTA
AACGCTGGATTGCTCCTTTGAAGGATT TGAGAGAAACCATGTTGGAAATT
GCTTCTGGTGCTCAAAATCTTCGTGCCAAGGAAGTTGGTGCCTATGAACT
GAGAGAAGTAACTCGCCAATTTAATGCTATGTTGGATCAGAGATTCAGTT
GATGGTAGCTATTCGTAGCCAGGAAGAAACGACCCGTCAGTACCAACTTC
AAGCCCTTTCGAGCCAGATTAATCCACATTTCCTCTATAACACTTTGGAC
ACCATCATCTGGATGGCTGAATT TCATGATAGTCAGCGAGTGGTGCAGGT
GACCAAGTCCTTGGCAACCTATTTCCGCTTGGCGCTCAATCAAGGCAAGG
ACTTGATTTGTCTCTCTGACGAAATCAATCATGTCCGCCAGTATCTCTTT
ATCCAGAARACAACGCTATGGAGATAAGCTGGAATACGAAATTAATGAAA
ATGTTGCCTTTGATAATTTAGTCTTACCCAAGCTGGTCCTACAACCCCTT
GTAGAAAATGCTCTTTACCATGGCATTAAGGAAAAGGAAGGTCAGGGCCA
TATTAAACTTTCTGTCCAGAAACAGGATTCGGGATTGGTCATCCGTATTG
AGGATGATGGCGTTGGCTTCCAAGATGCTGGTGATAGTAGTCARAGTCAA
CTCAAACGTGGGGGAGTTGGTCTTCAAAATGTCGATCAACGGCTCAAACT
TCATTTTGGAGCCAATTACCATATGAAGATTGATTCTAGACCCCAAARAAG
GGACGAAAGTTGAAATATATATAAATAGAATAGAAACTAGCTAA

4127 .4
(SEQ. ID. NO. 237)

ATGTTTTTTAAATTATTAAGAGAAGCTCTTAAAGTCAAGCAGGTTCGATC
AAAAATTTTATTTACAATTTTTATCGTTTTGGTCTTTCGTATCGGAACTA
GCATTACAGTTCCTGGTGTGAATGCCAATAGCTTGAATGCTTTAAGTGGA
TTATCCTTCTTAAACATGTTGAGCTTGGTGTCGGGGAATGCCCTAAAAAL
CTTTTCGATTTTTGCCCTAGGAGTTAGTCCCTATATCACCGCTTCTATTG
TTGTCCAACTCTTGCAAATGGATATTT TACCCAAGTTTGTAGAGTGGGGT
AAACAAGGGGAAGTAGGTCGAAGAARATTGAATCAAGCTACTCGTTATAT
TGCTCTAGTTCTCGCTTTTGTGCAATCTATCGGGATTACAGCTGGTTTTA
ATACCTTGGCTGGAGCTCAATTGATTAAAACTGCTTTAACTCCACAAGTT
TTTCTGACGATTGGTATCATCTTAACAGCTGGTAGTATGATTGTCACTTG
GTTGGGTGAGCAAATTACAGATAAGGGATACGGAAACGGTGTTTCCATGA
TTATCTTTGCCGGGATTGTTTCCTCAATTCCAGAGATGATTCAGGGCATC
TATGTGGACTACTTTGTGAACGTCCCAAGTAGCCGTATCACTTCATCTAT
CATTTTCGTAATCATTTTGATTATTACTGTATTGTTGATTATTTACTTTA
CAACTTATGTTCAACAAGCAGAATACAAAATTCCAATCCAATATACTAAG
GTTGCACAAGGTGCTCCATCTAGCTCTTACCTTCCGTTAAAAGTAAACCC
TGCTGGAGTTATCCCTGTTATCTTTGCCAGTTCGATTACTGCAGCGCCTG
CGGCTATTCTTCAGTTTTTGAGTGCCACAGGTCATGATTGGGCTTGGGTA
AGGGTAGCACAAGAGATGTTGGCAACTACTTCTCCAACTGGTATTGCCAT
GTATGCTTTGTTGATTATTCTCTTTACATTCTTCTATACGTTTGTACAGA
TTAATCCTGAAAAAGCAGCAGAGACCTACAAAAGAGTGGTGCCTATATCC
ATGGAGTTCGTCCTGGTAAAGGTACAGAAGAATATATGTCTAAACTTCTT
CGTCGTCTTGCAACTGTTGGTTCCCTCTTCCTTGGTGTGA

4127.5
(SEQ. ID. NO. 238)

ATGGATATTAGACAAGTTACTGAAACCATCGCCATGATTGAGGAGCAAAA
CTTCGATATTAGAACCATTACCATGGGGATTTCTCTTTTGGACTGTATCG
ATCCAGATATCAATCGTGCTGCGGAGAAAATCTATCARAAAAATTACGACA
AAGGCGGCTAATTTAGTAGCTGT TGGCTGATGAAATTGCGGC TGAGTTGGG
AATTCCTATCGTTAATAAGCGTGTATCGGTGACACCTATTTCTCTGATTG
GGGCAGCGACAGATGCGACGGACTACGTGGTTTCTGGCARAAGCGCTTGA
TAAGGCTGCGAAAGAGATTGGTGTGGACTTTATTGGTGGTTTTTCTGCCT
TAGTACAAAAAGGTTATCAAAAGGGAGATGAGATTCTCATCAATTCCATT
CCTCGCGCTTTGGCTGAGACGGATAAGGTCTGCTCGTCAGTCAATATCGG
CTCAACCAAGTCTGGTATTAATATGACGGCTGTGGCAGATATGGGACGAA
TTATCAAGGAAACAGCAAATCTTTCAGATATGGGAGTGGCCAAGTTGGTT
GTATTCGCTAATGCTGTTGAGGACAATCCATTTATGGCGGGTGCCTTTCA
TGGTGTTGGGGAAGCAGATGTTATCATCAATGTCGGAGT TTCTGGTCCTG
GTGTTGTGAAACGTGCTTTGGAAAAAGTTCGTGGACAGAGCTTTGATCTA
GTAGCCGAAACAGTTAAGAAAACTGCCTTTAAAATCACTCGTATCGGTCA
ATTGGTTGGTCAAATGGCCAGTGAGAGACTGGGTGTGGAGT TTGGTATTG
TGGACTTGAGTTTGGCACCAACCCCTGCGGTTGGAGACT CTGTGGCACGT
GTCCTTGAGGAAATGGGGCTAGAAACAGTTGGCACGCATGGAACGALCGGT
TGCCTTGGCCCTCTTGAACGACCAAGTTAARAAGGGTGGAGTGATGGCCT
GCAACCAAGTCGGTGGTTTATCTGGTGCCTTTATCCCTGTTTCTGAGGAT
GAAGGAATGATTGCTGCAGTGCAAAATGGCTCTCTTAATTTAGAARAACT
AGAAGCTATGACGGCTATCTGTTCTGTTGGATTGGATATGATTGCCATCC
CAGAAGATACGCCTGCTGAAACTATTGCGGCTATGATTGCGGATGAAGCA
GCAATCGGTGTTATCAACATGAAAACAACAGCTGTTCGTATCATTCCCAA
AGGAAAAGAAGGCGATATGATTGAGTTTGGTGGTCTATTAGGAACTGCAC
CCGTTATGAAGGTTAATGGGGCTTCGTCTGTCGACTTCATCTCTCGCGGT
GGACAAATCCCAGCACCAATTCATAGTTTTAAAAATTAA

4128.1
(SEQ. ID. NO. 239)

ATGACACAGATTATTGATGGGAAAGCTTTAGCGGCCARATTGCAGGGGCA
GTTGGCTGAAAAGACTGCAAAATTARAGGAAGAAACAGGTCTAGTGCCTG
GTTTGGTAGTGATTTTGGT TGGGGACAATCCAGCCAGCCARAGTCTACGTT
CGCAACAAGGAGAGGTCAGCCCTTGCGGCTGGTTTCCGTAGCGAAGTAGT
ACGGGTTCCAGAGACCATTACTCAAGAGGAATTCTTAGACCTGATTGCTA
AATACAATCAGGATCCAGCTTGGCATGGGATTTTGGTTCAGTTGCCATTA
CCAAAACACATTGATGAAGAGGCGGTTCTATTGGCTATTGACCCAGCAAA
AGGATGTGGATGGTTTCCATCCTCTAAACATGGGGCGTCTTTGGTCTGGT
CATCCAGTCATGATTCCTTCGACACCGGCAGGAATTATGGARATGTTCCA
TGAATATGGGATTGACT 6 TGGAAGGTAAAAATGCAGTCGTCATCGGTCGA
TCCAATATTGTCGGAAAACCTATGGCCCAGCTTCTTTTGGCAAAGAATGC
AACAGTAACCTTGACTCACTCACGTACTCATAATCTTTCCAAGGTGGCTG
CAARAAGCAGATATTCTGGTTGTTGCAATCGGTCGTGCCAAGTTTGTGACT
GCTGACTTTGTCAAACCAGGTGCGGTAGTCATTGACGTTGGGATGAACCG
CGATGAAAATGGTAAGCTCTGTGGGGATGTTGATTATGAGGCGGTTGCCC
CACTTGCTAGCCACATTACGCCAGTCCCTGGAGGTGTCGGTCCTATGACC
ATTACTATGCTGATGGAGCAAACCTATCAGGCAGCACTTAGGACATTGGA
TAGAAAATAA

4128.2
(SEQ. ID. NO. 240)

ATGTCTAAATTTAATCGTATTCATTTGGTGGTACTGGATTCTGTAGGAAT
CGGTGCAGCACCAGATGCTAATAACTTTGTCAATGCAGGGGTTCCAGATG
GAGCTTCTGACACACTGGGACACATTTCAAAAACAGTTGGTTTGAATGTC
CCAAACATGGCTAAAATAGGTCTTGGAAATATTCCTCGTGARACTCCTCT
TAAGACTGTAGCAGCTGAAAGCAATCCAACTGGATATGCAACAAAATTAG
AGGAAGTATCTCTTGGTAAGGATACTATGACTGGACACTGGGAAATCATG
GGACTCAACATTACTGAGCCTTTCGATACTTTCTGGAACGGATTCCCAGA
AGAAATCCTGACAAAAATCGAAGAATTCTCAGGACGCAAGGTTATTCGTG
AAGCCAACAAACCTTATTCAGGAACGGCTGTTATCTATGATTTTGGACCA
CGTCAGATGGAAACTGGAGAGTTGATTATCTATACTTCAGCTGACCCTGT
TTTGCAGATTGCTGCCCACGAAGACATTATTCCTTTGGATGAATTGTACC
GTATCTGTGAATACGCTCGTTCGATTACCCTTGAGCGTCCTGCCCTTCTT
GGTCGCATCATTGCTCGCCCTTATGTAGGTGAACCAGGTAACTTCACTCG
TACGGCAAACCGTCGTGACTTGGCTGTATCTCCATTTTTCCCAACTGTTT
TGGATAAATTGAATGAGGCTGGTATCGATACTTATGCTGTGGGTAAAATC
AACGATATCTTTAACGGTGCTGGTATCAACCATGACATGGGTCACAACAA
GTCARATAGTCATGGAATTGATACACTATTGAAGACTATGGGACTTGCTG
AGTTTGAARAAGGATTCTCATTCACAAACCTAGTTGACTTTGATGCCCTT
TACGGCCATCGTCGTAATGCTCACGGTTACCGTGATTGCTTGCATGAGTT
TGATGAACGCTTACCTGAAAT TATCGCAGCTATGAGAGAGAATGACCTTC
TCTTGATTACTGCGGACCATGGAAATGACCCAACGTATGCAGGAACGGAT
CACACTCGGGAATATATTCCATTGTTGGCCTATAGCCCTGCCTTTAAAGG
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AAATGGTCTCATTCCAGTAGGACATTTTGCAGATATTTCAGCGACTGTTG
CCGATAACTTTGGTGTGGAAACTGCTATGATTGGGGAAAGTTTCTTAGAT
AAATTGGTATAA

4129.2
(SEQ. ID. NO. 241)

ATGTTTATTTCCATCAGTGCTGGAATTGTGACATTTTTACTAACTTTAGT
AGAAATTCCGGCCTTTATCCAAT TTTATAGAAAGGCGCAAATTACAGGCC
AGCAGATGCATGAGGATGTCAAACAGCATCAGGCAAAAGCTGGGACTCCT
ACAATGGGAGGTTTGGTTTTCTTGATTACTTCTGTTTTGGTTGCTTTCTT
TTTCGCCCTATTTAGTAGCCAATTCAGCAATAATGTGGGAATGATTTTGT
TCATCTTGGTCTTGTATGGCTTGGTCGGATTTTTAGATGACTTTCTCAAG
GTCTTTCGTAAAATCAATGAGGGGCTTAATCCTAAGCAAAAATTAGCTCT
TCAGCTTCTAGGTGGAGTTATCTTCTATCTTTTCTATGAGCGCGGTGGCG
ATATCCTGTCTGTCTTTGGTTATCCAGTTCATTTGGGATTTTTCTATATT
TTCTTCGCTCTTTTCTGGCTAGTCGGT TTTTCAAACGCAGTAAACTTGAC
AGACGGTGTTGACGGTTTAGCTAGTATTTCCGTTGTGATTAGTTTGTCTG
CCTATGGAGTTATTGCCTATGTGCCAGGTCAGATGGATATTCTTCTAGTA
ATTCTTGCCATGATTGGTGGTTTGCTCGGTTTCTTCATCTTTAACCATAA
GCCTGCCAAGGTCTTTATGGGTGATGTGGGAAGTTTGGCCCTAGGTGGGA
TGCTGGCAGCTATCTCTATGGCTCTCCACCAAGAATGGACTCTCTTGATT
ATCGGAATTGTGTATGTTTTTGAAACAACTTCTGTTATGATGCAAGTCAG
TTATTTCAAACTGACAGGTGGTAAACGTATTTTCCGTATGACGCCTGTAC
ATCACCATTTTGAGCTTGGGGGGATTGTCTGGTAAAGGAAATCCTTGGAG
CGAGTGGAAGGTTGACTTCTTCTTTTGGGGAGTGGGACTTCTAGCAAGTC
TCCTGACCCTAGCAATTTTATATTTGATGTAA

4133.1
(SEQ. ID. NO. 242)

TTGTTTAAGAAARATAAAGACATTCTTAATATTGCATTGCCAGCTATGGG
TGAAAACTTTTTGCAGATGCTAATGGGAATGGTGGACAGTTATTTGGTTG
CTCATTTAGGATTGATAGCTATTTCAGGGGTTTCAGTAGCTGGTAATATT
ATCACCATTTATCAGGCGATTTTCATCGCTCTGGGAGCTGCTATTTCCAG
TGTTATTTCAAAAAGCATAGGGCAGAAAGACCAGTCGAAGTTGGCCTATC
ATGTGACTGAGGCGTTGAAGATTACCTTACTATTAAGTTTCCTTTTAGGA
TTTTTGTCCATCTTCGCTGGGAAAGAGATGATAGGACTTTTGGGGACGGA
GAGGGATGTAGCTGAGAGTGGTGGACTGTATCTATCTTTGGTAGGCGGAT
CGATTGTTCTCTTAGGT TTAATGACTAGTCTAGGAGCCTTGATTCGTGCA
ACGCATAATCCACGTCTGCCTCTCTATGTTAGTTTTTTATCCAATGCCTT
GAATATTCTTTTTTCAAGTCTAGCTATTTTTGTTCTGGATATGGGGATAG
CTGGTGTTGCTTGGGGGACAATTGTGTCTCGTTTGGTTGGTCTTGTGATT
TTGTGGTCACAATTAAAACTGCCTTATGGGAAGCCAACTTTTGGT TTAGA
TAAGGAACTGTTGACCTTGGCTTTACCAGCAGCTGGAGAGCGACTTATGA
TGAGGGCTGGAGATGTAGTGATCATTGCCTTGGTCGTTTCTTTTGGGACG
GAGGCAGTTGCTGGGAATGCAATCGGAGAAGTCTTGACCCAGTTTAACTA
TATGCCTGCCTTTGGCGTCGCTACGGCAACGGTCATGCTGTTGGCCCGAG
CAGTTGGAGAGGATGATTGGAAAAGAGTTGCTAGTTTGAGTAAACAAACC
TTTTGGCTTTCTCTGTTCCTCATGTTGCCCCTGTCCTTTAGTATATATGT
CTTGGGTGTACCATTAACTCATCTCTATACGACTGATTCTCTAGCGGTGG
AGGCTAGTGTTCTAGTGACACTGTTTTCACTACTTGGGACCCCTATGACG
ACAGGAACAGTCATCTATACGGCAGTCTGGCAGGGATTAGGAAATGCACG
CCTCCCTTTTTATGCGACAAGTATAGGAATGTGGTGTATCCGCATTGGGA
CAGGATATCTGATGGGGATTGTGCTTGGTTGGGGCTTGCCTGGTATTTGG
GCAGGGTCTCTCTTGGATAATGGTTTTCGCTGGTTATTTCTACGCTATCG
TTACCAGCGCTATATGAGCTTGARAGGATAG

4135.2
(SEQ. ID. NO. 243)

ATGCAAACCAAGAAAAACACTCGCAAGCAGCCGTTCTTGGCTTGCAGCAC
TTACTAGCCATGTACTCAGGATCTATCCTGGTTCCCATCATGATTGCGAC
AGCCCTTGGCTATTCAGCTGAGCAGTTGACCTACCTGATTTCTACAGATA
TCTTCATGTGTGGGGTGGCAACCTTCCTCCAACTCCAACTCAACAAATAC
TTTGGGATGGACTCCCAGTCGTTCTTGGAGTTGCATTCCAGTCGGTCGCT
CCCTTGATTATGATTGGGCAAAGCCATGGTAGTGGCGCTATGTTTGGTGC
CCTTATCGCATCTGGGATTTACGTGGTTCTTGTTTCAGGCATCTTCTCAA
AAGTAGCCAATCTCTTCCCATCTATCGTAACAGGATCTGTTATTACCACG
ATTGGTTTAACCTTGATCCCTGTCGCTATTGGAAATATGGGAAATAACGT
TCCAGAGCCAACTGGTCAAAGTCTCTTGCTTGCAGCTATTACTGTTCTGA
TTATCCTCTTGATCAACATCTTTACCAAAGGATTTATCAAGTCTATCTCT
ATTTTGATTGGTCTGGT TGTTGGAACTGCCATTGCTGCTACTATGGGCTT
GGTGGACTTCTCTCCTGTTGCGGTAGCTCCACTTGTCCATGTCCCAACTC
CACTCTACTTTGGGATGCCAACCTTTGAAATCTCATCTATTGTCATGATG
TGTATCATCGCAACGGTGTCTATGGTTGAGTCAACTGGTGTTTATCTGGC
CTTGTCTGATATCACAAAGGAATCCAATCGACAGCACGCGCCTTCGCAAC
GGATACCGCGCAGAAGGTTTGGCCGTACTTCTCGGAGGAATCTTTAACAC
CTTCCCTTACACCGGATTTTCACAARACGTTGGTTTGGTTARATTGTCAG

GCATCAAAARACGCCTGCCAATCTACTACGCAGCTGGTTTCCTGGTTCTC
CTTGGACTGCTTCCTAAGTTTGGCGCCCTTGCCCARATCATTCCAAGCTC
CGTCCTCGGTGGTGCCATGCTGGTAATGTTTGGTTTTGTATCAATTCAAG
GGATGCAAATCCTCGCCCGTGTTGACTTTGCTAACAATGAACACAACTTC
CTTATCGCAGCTGTTTCAATCGCTGCAGGTGTCGGTCTCAACAACAGTAA
TCTCTTTGTCAGCATGCCGACAGCCTTCCAAATGTTCTTCTCAAACGGAA
TCGTCGTAGCCAGCCTACTCGCTATTGTCCTCAATGCCGTATTAAATCAT
AAAAAGAAATAA

4136.2
(SEQ. ID. NO. 244)

ATGAAAGATAGAATAAAAGAATATTTACAAGACAAGGGAAAGGTGACTGT
TGAATGATTTGGCTCAGGCTTGGGAAAAGACAGTTCCAAGGATTTTCGTG
AGTTGATTAAAACCTTGTCCTTAATGGAAAGAAAGCACCAAATTCGTTTG
AAGAAGATGGTAGTCTGACATTAGAAATTAAGAAAAAACATGAGATTACC
CTCAAGGGGATTTTTCATGCCCATAAAAATGGCTTTGGCTTTGTTAGTCT
GGAAGGCGAGGAGGACGACCTTTTTGTAGGGAAAAATGATGTCAACTATG
CTATTGATGGTGATACCGTCGAGGTAGTGATTAAGAAAGTCGCTGACCGC
AATAAGGGAACAGCAGCAGAAGCCAAAATTATTGATATCCTAGAACACAG
TTTGACAACAGTTGTCGGGCAAATCGTTCTGGATCAGGAAAAACCTAAGT
ATGCTGGCTATATTCGTTCAAAAAATCAGAAAATCAGTCAACCGATTTAT
GTTAAGAAACCAGCCCTAAAATTAGAAGGAACAGAAGTTCTCAAAGTCTT
TATCGATAAATACCCAAGCAAGAAACATGATTTCTTTGT CGCGAGTGTTC
TCGATGTAGTGGGACACTCAACGGATGTCGGAATTGATGTTCTTGAGGTC
TTGGAATCAATGGACATTGTATCCGAGTTTCCAGAAGCTGTTGTTAAGGA
AGCAGAAAGTGTGCCTGATGCTCCGTCTCAAAAGGATATGGAAGGTCGTC
TGGATCTAAGAGATGAAATTACCTTTACCATTGACGGTGCGGATGCCAAG
GACTTGGACGATGCAGTGCATATCAAGGCTCTGAAAAATGGCAATCTGGA
GTTTGGGGTTCACATCGCAGATGTTTCTTATTATGTGACCGAGGGGTCTG
CCCTTGACAAGGAAGCCCTTAACCGTGCGACTTCTGTTTACGTGACAGAC
CGAGTGGTGCCAATGCTTCCAGAACGACTATCAAATGGCATCTGCTCTCT
CAATCCCCAAGTTGACCGCCTGACCCAGTCTGCTATTATGGAGATTGATA
AACATGGTCGTGTGGTCAACTATACCATTACACAAACAGTTATCAAGACC
AGTTTTCGTATGACCTATAGCGATGTCAATGATATCCTAGCTGGCGATGA
AGAAAAGAGAAAAGAATATCATAAAATTGTATCAAGTATCGAACTCATGG
CCAAGCTTCATGAAACTTTAGAAAACATGCGTGTGAAACGTGGAGCTCTC
AATTTTGATACCAATGAAGCGAAGATTTTAGTGGATARACAAGGTAAGCC
TGTTGATATCGTTCTTCGGCAGCGTGGTATTGCCGAGCGGATGATTGAGT
CTTTTATGTTGATGGCTAATGAAACAGTTGCCGAACATTTCAGCAAGTTG
GATTTGCCTTTTATCTATCGAATTCACGAGGAGCCTAAGGCTGAARAGGT
TCAGAAGTTTATTGATTATGCTTCGAGT TTTGGCTTGCGCATTTATGGAA
CTGCCAGTGAGATTAGT CAGGAGGCACTTCAAGACATCATGCGTGCTGTT
GAGGGAGAACCTTATGCAGATGTATTGTCCATGATGCTTCTTCGCTCTAT
GCAGCAGGCTCGTTATTCGGAGCACAATCACGGCCACTATGGACTAGCTG
CTGACTATTATACTCACTTTACCAGTCCAATTCGTCGTTATCCAGACCTT
CTTGTTCACCGTATGATTCGGGATTACGGCCGTTCTAAGGARATAGCAGA
GCATTTTGAACAAGTGATTCCAGAGATTGCGACCCAGTCTTCCAACCGTG
AACGTCGTGCCATAGAAGCTGAGCGTGAAGTCGAAGCCATGAAAAAGGCT
GAGTATATGGAAGAATACGTGGGTGAAGAGTATGATGCAGTTGTATCAAG
TATTGTCAAATTCGGTCTCTTTGTCGAATTGCCAAACACAGTTGAAGGCT
TGATTCACATCACTAATCTGCCTGAATTTTATCATTTCAATGAGCGTGAT
TTGACTCTTCGTGGAGAAAAATCAGGTATCACTTTCCGAGTGGGT CAGCA
GATCCGTATCCGTGTTGAAAGAGCGGATAAAATGACTGGAGAGATTGATT
TTTCATTCGTACCTAGTGAGT TTGATGTGATTGAAAAAGGCTTGAAACAG
TCTAGTCGTAGTGGCAGAGGGCGTGATTCARATCGTCGT TCGGATAAGAA
GGAAGACAAGAGAAAATCAGGACGCTCARATGATAAGCGTAAGCATTCAC
AAAAAGACAAGAAGAAAAAAGGAAAGAAACCTTTTTCACCGGAAGTAGCT
AAGAAAGGAGCCAAGCATGGCAAAGGGCGAGGGARAGGTCGTCGCACAAA
ATAA

4137.2
(SEQ. ID. NO. 245)

ATGGGCACAACAGGATTTACAATAATTGACTTAATTATCTTGATTGTTTA
TTTACTTGCGGTGTTGGTTGCAGGTATCTATTTCTCTAAAAAAGAGATGA
AAGGAAAAGAGTTCTTTAAAGGAGATGGTTCGGTTCCTTGGTATGTTACT
TCGGTATCCATTTTTGCCACAATGCTCAGTCCGATTTCCTTCTTGGGACT
CGCTGGTAGCTCTTATGCAGGTAGCTGGATTTTATGGTT TGCTCAATTAG
GGATGGTAGTAGCTATTCCACTGACAATTCGTTTTATCTTACCTATCTTT
GCACGGATAGACATCGATACGGCATATGATTACTTGGATAAACGTTTTAA
TTCTAAAAGCACTTCGTATTATTTCAGCACTCTTGTTTATTATTTATCAA
TTGGGACGTATGTCTATCATTATGTACCTCCCATCAGCTGGTTTATCAGT
ATTGACAGGAATTGACATCAATATTTTGATTATTTTGATGGGTGTAGTTG
CAATTGTTTATTCTTATACTGGTGGTCTAAAATCCGTAT TATGGACAGAC
TTTATTCAAGGTGTGATTCTGATTAGTGGTGTCGTTTTAGCTTTATTTGT
ACTGATTGCTAATATTAAAGGTGGCTTTGGTGCAGTAGCAGAAACATTAG
CAAACGGGAAATTCCTTGCTGCARATGAAAAACTTTTCGATCCTAACTTG
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CTTTCARACTCCATCTTTTTAATTGTGATGGGTTCAGGCTTTACAATCTT
GTCTTCCTATGCTTCATCTCAAGATTTGGTTCAACGTTTTACTACAACAC
AARAATATTAAGAAACTTAATAAGATGTTGTTCACAAACGGTGTTTTGTCA
CTTGCAACTGCAACAGTCTTTTACTTGATTGGTACAGGCTTGTACGTATT
CTATCAAGTACAAAATGCAGATAGTGCAGCTAGCAATATCCCTCAAGACC
AAATCTTTATGTACTTTATTGCATACCAGTTACCAGTAGGTATCACAGGT
TTGATCTTGGCAGCGATTTATGCAGCATCTCAATCAACTATTTCAACAGG
TTTGAACTCTGTTGCAACTTCATGGACATTGGATATTCAAGATGTCATTT
CTAAAAATATGTCAGACAATCGTCGTACGAAAATTGCACAATTCGTATCT
CTAGCAGTAGGTTTATTCTCAATTGGTGTTTCCATTGTCATGGCTCACTC
AGATATTAAATCTGCATACGAATGGTTCAATAGTTTCATGGGACTTGTAC
TTGGTCTACTTGGTGGTGTATTTATTCTTGGATTTGTTTCTAAAAAAGCA
AATAAACAAGGTGCTTATGCAGCGCTGATTGTATCAACCATCGTCATGGT
ATTTATTAAATACTTCCTTCCTCCAACAGCTGTTAGCTACTGGGCATATT
CATTGATTTCAATCTCTGTATCAGTAGTTTCAGGTTATATTGTATCTGTT
CTTACTGGAAATAAAGTATCTGCACCTAAATATACAACGATTCATGATAT
TACAGAAATTAAAGCGGATTCAAGTTGGGAAGTTCGTCACTAA

4138.1
(SEQ. ID. NO. 246)

ATGAAATTTAGTAAAAAATATATAGCAGCTGGATCAGCTGTTATCGTATC
CTTGAGTCTATGTGCCTATGCACTARACCAGCATCGTTCGCAGGAAAATA
AGGACAATAATCGTGTCTCTTATGTGGATGGCAGCCAGTCAAGTCAGAAA
AGTGAAAACTTGACACCAGACCAGGTTAGCCAGAAAGAAGGAATTCAGGC
TGAGCAAATTGTAATCAAAATTACAGATCAGGGCTATGTAACGTCACACG
GTGACCACTATCATTACTATAATGGGAAAGTTCCTTATGATGCCCTCTTT
AGTGAAGAACTCTTGATGAAGGATCCAAACTATCAACTTAAAGACGCTGA
TATTGTCAATGAAGTCAAGGGTGGTTATATCATCAAGGTCGATGGAAAAT
ATTATGTCTACCTGAAAGATGCAGCTCATGCTGATAATGTTCGAACTAAA
GATGAAATCAATCGTCAAAAACAAGAACATGTCAAAGATAATGAGAAGGT
TAACTCTAATGTTGCTGTAGCAAGGTCTCAGGGACGATATACGACAAATG
ATGGTTATGTCTTTAATCCAGCTGATATTATCGAAGATACGGGTAATGCT
TATATCGTTCCTCATGGAGGTCACTATCACTACATTCCCAARAGCGATTT
ATCTGCTAGTGAATTAGCAGCAGCTAAAGCACATCTGGCTGGARAAAATA
TGCAACCGAGTCAGTTAAGCTATTCTTCAACAGCTAGTGACRATAACACG
CAATCTGTAGCARAAGGATCAACTAGCAAGCCAGCARATAAATCTGAAAA
TCTCCAGAGTCTTTTGAAGGAACTCTATGATTCACCTAGCGCCCAACGTT
ACAGTGAATCAGATGGCCTGGTCTTTGACCCTGCTAAGATTATCAGTCGT
ACACCAAATGGAGTTGCGATTCCGCATGGCGACCATTACCACTTTATTCC
TTACAGCAAGCTTTCTGCCTTAGAAGAAAAGATTGCCAGAATGGTGCCTA
TCAGTGGAACTGGTTCTACAGTTTCTACAAATGCAAAACCTAATGAAGTA
GTGTCTAGTCTAGGCAGTCTTTCAAGCAATCCTTCTTCTTTAACGACAAG
TAAGGAGCTCTCTTCAGCATCTGATGGTTATATTTTTAATCCAAAAGATA
TCGTTGAAGAAACGGCTACAGCTTATATTGTAAGACATGGTGATCATTTC
CATTACATTCCAAAATCAAATCAAATTGGGCAACCGACTCTTCCAAACAA
TAGTCTAGCAACACCTTCTCCATCTCTTCCAATCAATCCAGGAACTTCAC
ATGAGAAACATGAAGAAGATGGATACGGATTTGATGCTAATCGTATTATC
GCTGAAGATGARATCAGGTTTTGTCATGAGTCACGGAGACCACAATCATTA
TTTCTTCAAGAAGGACTTGACAGAAGAGCAAATTAAGGTGCGCAAAAACA
TTTAG

4139.1
(SEQ. ID. NO. 247)

ATGAAAAAAAGAGCAATAGTGGCAGTCATTGTACTGCTTTTGATTGGGCT
GGATCAGTTGGTCAAATCCTATATCGTCCAGCAGATTCCACTGGGTGAAG
TGCGCTCCTGGATCCCCAATTTCGTTAGCTTGACCTACCTGCAAAATCGA
GGTGCAGCCTTTTCTATCTTACAAGATCAGCAGCTGTTATTCGCTGTCAT
TACTCTGGTTGTCGTGATAGGTGCCATTTGGTATTTACATARAACACATG
GAGGACTCATTCTGGATGGTCTTGGGTTTGACTCTAATAATCGCGGGTGG
TCTTGGAAACTTTATTGACAGGGTCAGTCAGGGCTTTGTTGTGGATATGT
TCCACCTTGACTTTATCAACTTTGCAATTTTCAATGTGGCAGATAGCTAT
CTGACGGTTGGAGTGATTATTTTATTGATTGCAATGCTAAAAGAGGAAAT
AAATGGAAATTAA

4139.5
(SEQ. ID. NO. 248)

ATGAATACAAATCTTGCAAGTTTTATCGTTGGACTGATCATCGATGAAAA
CGACCGTTTTTACTTTGTGCAAAAGGATGGTCAAACCTATGCTCTTGCTA
AGGAAGAAGGCCAACATACAGTAGGGGATACGGTCAAAGGTTTTGCATAC
ACGGATATGAAGCAAAAACTCCGCCTGACAACCTTAGAAGTGACTGCCAC
TCAGGACCAATTTGGTTGGGGACGTGT CACAGAGGTTCGTAAGGACTTGG
GTGTCTTTGTGGATACAGGCCTTCCTGACAAGGAAATCGTTGTGTCACTC
GATATTCTCCCTGAGCTCAAGGAACTCTGGCCTAAGAAGGGCGACCAACT
CTACATCCGTCTTGAAGTGGATAAGRAAAGACCGTATCTGGGGCCTCTTGG
CTTATCAAGAAGACTTCCAACGTCTTGCTCGTCCTGCCTACAACAACATG
CAGAACCAAAACTGGCCAGCCATTGTTTACCGTCTCAAGCTGTCAGGAAC

TTTTGTTTACCTACCAGAAAATAATATGCTTGGTTTTATTCATCCTAGCG
AGCGTTACGCAGAGCCACGTTGGGGCAAGTATTAGATGCGCGCGTTATTG
GTTTCCGTAAGTGGACCGCACTCTGAACCTCTCCCTCAAACCACGCTCCT
TTGAAATGTTGGAAAACGATGCTCAGATGATTTTGACTTATTTGGAAAGC
AATGGCGGTTTCATGACCTTAAATGACAAGTCATCTCCAGACGACATCAA
GGCAACCTTTGGCATTTCTAAAGGTCAGTTCAAGAAAGCTTTAGGTGGTC
TTATGAAGGCTGGTAAAATCAAGCAGGACCAGTTTGGGACAGAGT TGATT
TAG

4139.8
(SEQ. ID. NO. 249)

ATGAAAGATGTTAGTCTATTTTTATTGAAAAAAGTTTTCAAAAGCCGCTT
AAACTGGATTGTCTTAGCTTTAT TTGTATCTGTACTCGGTGTTACCTTTT
ATTTAAATAGTCAGACTGCAAACTCACACAGCTTGGAGAGCAGGTTGGAA
AGTCGCATTGCAGCCAACGAGAGGGCTATCAATGAAAATGAAGAGAAACT
CTCCCARATGTCTGATACCAGCTCGGAGGAATACCAGTTTGCTAAAAATA
ATTTAGACGTGCAAAAAAATCTTTTGACGCGAAAGACAGAAATTCTGACT
TTATTAAAAGAAGGGCGCTGGAAAGAAGCCTACTATTTGCAGTGGCAAGA
TGAAGAGAAGAATTATGAATTTGTATCAAATGACCCGACTGCTAGCCCTG
GCTTAAAAATGGGGGTTGACCGCGAACGGAAGATTTACCAAGCCCTGTAT
CCCTTGAACATAAAAGCACATACTTTGGAGTTTCCGACCCACGGGATTGA
TCAGATTGTCTGGATTTTAGAGGTTATCATCCCAAGTTTGTTTGTGGTTG
CTATTATTTTTATGCTAACACAACTATTTGCAGAAAGATATCAAAATCAT
CTGGACACAGCTCACTTATATCCTGTTTCAAAAGTGACATTTGCAATATC
CTCTCTTGGAGTTGGAGTGGGATATGTAACTGTGCTGTTTATCGGAATCT
GTGGCTTTTCTTTTCTAGTGGGAAGTCTGATAAGTGGTTTTGGACAGTTA
GATTATCCCTACCCAATTTATAGCTTAGTGAATCAAGAAGTAACTATTGG
GAAAATACAAGATGTATTATTTCCTGGCTTGCTCTTAGCTTTCTTAGCCT
TTATCGTCATTGTGGAAGTTGTGTACTTGATTGCTTACTTTTTCAAGCAA
AAPAATGCCTGTCCTCTTTCTTTCACTCATTGGGATTGTTGGCTTATTGTT
TGGTATCCAAACCATTCAGCCTCTTCAAAGGATTGCACATCTGATTCCCT
TTACTTACTTGCGTTCAGTGGAGATTTTATCTGGAAGAT TACCTAAGCAG
ATTGATAATGTCGATCTAAATTGGAGCATGGGAATGGTCTTACTTCCTTG
CCTGATTATCTTTTTGCTATTGGGAATTCTATTTATTGAAAGATGGGGAA
GTTCACAGAAAAAAGAATTTTTTAATAGATTCTAG

4141.1
(SEQ. ID. NO. 250)

ATGATGAAGTTCATATTGGATAT TGTTAGTACACCAGCTATTTTAGTAGC
TTTAATTGCAATCTTAGGATTAGTTCTTCAGAAGAAGAAATTACCTGATA
TTATTAAAGGTGGAATTAAGACCTTTGT TGGTTTCTTAGTTGTATCTGGT
GGTGCAGGAATTGTACAAAATTCTTTAAATCCATTTGGTACCATGTTTGA
GCATGCTTTTCATTTATCTGGCGTTGTGCCGAATAATGAAGCAATTGTAG
CTGTAGCTTTAACAACATATGGCTCAGCTACTGCAATGATTATGTTTGCA
GGCATGGTGTTCAATATCTTAATCGCTCGTTTTACTCGATTTAAATATAT
TTTTTTAACAGGGCACCACACTCTATATATGGCATGTATGATTGCGGTCA
TTTTATCAGTTGCTGGCTTTACTAGCTTGCCTCTCATCTTACTAGGAGGA
TTAGCACTCGGTATTATTATGAGTATTTCCCCAGCATTTGTGCAAAAATA
TATGGTTCAATTAACTGGAAATGACAAGGTAGCTTTAGGTCATTTCAGTT
CTTTGGGATATTGGTTGAGTGGTTTTACTGGTAGCCTTATCGGTGACAAA
TCAAAATCAACAGAGGACATTAAATTTCCARAGAGTTTAGCTTTTTTACG
TGATAGTACTGTTAGTATTACTTTATCCATGGCAGTTATTTACATTATTG
TAGCTATCTTTGCAGGGTCAGAATATATAGAAAAAGAAATCAGTAGTGGT
ACAAGTGGTCTAGTTTATGCTTTACAATTAGCAGGTCAATT TGCAGCAGG
GGTATTTGTTATTTTAGCAGGTGTTCGCCTTATTTTGGGCGAAATTGTTC
CAGCCTTTAAAGGTATTTCAGAGCGTCTTGTACCTAATTCAAAACCTGCT
TTGGATTGTCCGATTGTTTATACTTATGCACCCAATGCAGTTCTAATTGG
ATTTATCTCTAGTTTTGTTGGTGGTTTAGTAAGTATGGTAATTATGATTG
CTTCAGGAACGGTTGTTATCTTACCAGGTGTTGTGCCTCATTTCTTCTGT
GGAGCGACTGCAGGTGTCATTGGGAATGCATCTGGTGGTGTTCGTGGAGC
CACTATTGGAGCATTTTTACAAGGTATTTTAATCAGTTTTCTTCCAGTCT
TTTTAATGCCAGTTTTGGGAGGACTTGGTTTCCAAGGATCAACTTTCTCA
GATGCAGATTTTGGT CTATCAGGAATTATTTTAGGAATGTTAAATCAATT
TGGCTCACAAGCAGGCATTGTGATTGGTCTTGTTCTTATTCTAGCAGTTA
TGTTTGGAGTATCCTTTATTAAARAGCCATCTGCAACGGAGGAATAA

4142.3
(SEQ. ID. NO. 251)

ATGATTAARACATTTCTCTCTGCCCTTTCGGTCATTCTCTTTTCTATCCC
TATCATAACTTATTCTTTTTTCCCATCTTCTAATCTTAACATTTGGCTAT
CTACCCAACCTATCTTGGCACAGATTTATGCCTTCCCCTTAGCTACTGCA
ACTATGGCTGCTATTTTAAGTTTCTTATTTTTTTTCCTATCTTTTTACAA
GAAAAATAAACAAATACGGTTTTACTCTGGCATTTTGCTCTTACTATCGC
TCATATTACTATTATTCGGAACAGATAARAACCCTTTCTTCTGCATCAAAT
AAGACTAARAACTTAAAATTAGTAACTTGGAACGTCGCTAATCAAATAGA
AGCACAACATATTGAGCGAATTTTTAGCCATTTTGACGCCGATATGGCTA
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TATTCCCTGAACTAGCTACCAATATCAGAGGTGAGCAAGAARACCAGAGA
ATCAAACTATTGTTTCATCAAGT TGGACTTTCTATGGCCAACTATGATAT
TTTCACTTCTCCACCTACCAATAGTGGAATAGCTCCTGTGACTGTGATTG
TCAAGAAAAGTTATGGTTTCTATACAGAAGCTAAAACTTTTCATACAACA
CGGTTCGGGACAATTGTATTACATTCGAGAAAACAAAATATACCAGATAT
CATTGCCTTGCATACTGCGCCTCCTCTGCCAGGTTTAATGGAAATCTGGA
AGCAAGACTTAAACATCATTCATAATCAATTGGCTTCAAAATATCCAAAG
GCTATTATTGCAGGTGATTTTAATGCAACTATGCGTCATGGAGCACTTGC
AARAAATAAGCTCTCATAGGGACGCATTAAATGCACTGCCACCTTTTGAAA
GAGGAACTTGGAATAGCCAAAGTCCAAAACTTTTTAATGCAACAATAGAT
CATATTTTATTGCCTAAAAACCACTACTATGTTAAAGATTTAGACATTGT
AAGTTTTCAAAACTCTGATCATAGATGTATTTTTACAGAAATCACATTTT
AA

4142 .4
(SEQ. ID. NO. 252)

ATGAATCCAATCCAAAGATCTTGGGCTTATGTCAGCAGAAAGCGACTGAG
AAGTTTTATTTTATTTCTGATTTTATTGGTCTTATTGGCCGGAATTTCAG
CCTGTTTGACTCTGATGAAGT CCAACAAAACAGTAGAAAGCAATCTTTAT
AAATCACTCAATACATCTTTTTCTATTAAGAAGATAGAGAATGGTCAGAC
ATTCAAGTTGTCAGACCTAGCATCTGTAAGCAAGATTAAGGGGCTGGAAA
ATGTCTCTCCTGAACTTGAGACGGTCGCAAAACTAAAAGACAAGGAAGCA
GTGACTGGCGAGCAGAGCGTGGAGCGTGATGATTTATCAGCTGCAGACAA
TAACTTGGTTAGCTTAACGGCTCTTGAGGATTCATCCAAGGATGTAACCT
TTACCAGTTCGGCTTTCAATCTAAARGAAGGGCGACACCTTCAAAAAGGG
GATTCCAAGARAATCCTTATCCACGAAGAATTGGCTAAGAAGAACGGTCT
TTCGCTTCATGACAAGATTGGCTTGGATGCTGGTCAGTCTGAATCTGGAA
AAGGACAAACAGTAGAGTTTGAGATTATCGGCATCTTTTCTGGTAAAAAA
CAAGAGAAATTCACAGGCTTGTCTTCTGACTTCAGTGAAAATCAAGTCTT
TACAGACTATGARAGTAGCCAAACCCTTTTGGGCAATAGTGAAGCTCAAG
TCAGTGCAGCACGCTTCTATGTAGARAATCCTAAGGAAATGGACGGACTC
ATGAAGCAGGTAGAAAACTTGGCCTTGGAAAATCAAGGCTACCRAGTCGA
AAAGGAAAACAAGGCTTTTGAACAAATCAAAGACTCAGTTGCAACTTTCC
AAACCTTCCTGACCATCTTCCTTTATGGGATGTTGATAGCAGGAGCTGGA
GCCTTAATTCTGGTTTTGTCTCTCTGGTTGAGAGAACGGGTCTATGAAGT
GGGGATTTTACTTGCACTTGGAAAAGGCAAGAGCTCGATCTTCCTACAAT
TCTGTTTAGAGGTAGTTTTGGTATCTCTTGGAGCTTTGCTTCCAGCATTT
GTTGCAGGAAACGCAATCACAACTTACCTACTCCAAACTCTACTAGCAAG
TGGAGATCAGGCAAGCTTACAAGATACACTAGCCAAAGCAAGCAGTTTAT
CAACTAGCATCTTATCTTTTGCAGAATCCTATGTTTTTCTAGTTCTGCTT
AGTTGCTTATCTGTAGCCCTTTGTTTCCTATTCTTATTTAGAARATCACC
GAAAGAAATTTTATCATCTATTAGTTAA

4142.5
(SEQ. ID. NO. 253)

ATGTTACACAACGCATTTGCCTATGTTACAAGGAAGTTTTTCAAATCGAT
TGTCATCTTCCTGATTATTCTCCTCATGGCGAGCTTGAGTTTGGT CGGCT
TGTCAATCAAGGGAGCTACTGCCAAGGCTTCTCAGGAGACCTTTAAAAAT
ATCACCAATAGCTTCTCCATGCAAATCAATCGTCGCGTCAACCAAGGAAC
GCCTCGTGGTGCTGGGAATATCAAGGGTGAAGACATCAAAAAAATCACCG
AARAACAAGGCCATTGAGTCTTATGTCAAACGTATCAACGCTATCGGAGAT
TTGACTGGATATGACCTGATTGAAACGCCAGAAACCAAGAAGAATCTCAC
TGCTGATCGTGCCAAGCGTTT TGGAAGTAGCTTGATGATTACAGGTGTCA
ATGACTCCTCTAAAGAAGACAAGTTTGTCTCTGGTTCTTATAAACTAGTC
GAAGGAGAGCACTTAACCAACGACGACAAGGATAAAATCCTCTTGCACAA
GGACTTGGCAGCCAAACACGGCTGGAAAGTAGGGGACAAGGTTAAACTGG
ACTCTAATATCTACGATGCAGATAATGAAAAAGGAGCCAAGGARAACAGTT
GAAGTGACAATCAAGGGACTCTTTGATGGTCATAATAAGTCAGCAGTAAC
CTACTCACAAGAACTTTACGAAAACACAGCTATTACAGACATTCACACTG
CTGCAAAACTTTATGGATACACAGAAGACACAGCCATTTATGGGGACGCA
ACCTTCTTTGTAACAGCAGACAAGAACTTGGATGATGT TATGAAAGAGTT
GAATGGCATCAGTGGTATCAACTGGAAGAGCTACACACTCGTCAAGAGCT
CCTCTAACTACCCAGCTCTTGAGCAATCTATCTCTGGTATGTACAAGATG
GCCAACCTCCTCTTCTGGGGTAGCT TGAGCTTCTCAGTTCTCCTCCTTGC
CCTCTTGCTCAGCCTTTGGATCAACGCCCGTCGCAAGGAAGTGGGAATTC
TCCTCTCTATCGGCCTCAAGCAGGCAAGTATCTTGGGTCAATTCATCACC
GAATCTATCTTGATTGCTATCCCTGCTCTAGTTTCTGCTTACTTCCTAGC
TAATTACACTGCCCGTGCAAT TGGARACACTGTCCTTGCCAATGTGACTT
CAGGTGTTGCCAAACAGGCTAGTAAGGCGGCTCAAGCCTCTAACCTTGGT
GGTGGTGCAGAAGTAGATGGCTTTAGCAAGACCTTGTCGAGCCTAGACAT
TTCCATTCAGACATCAGACTTTATCATCATTTTTGTCCTTGCCTTGGTTC
TAGTGGTTCTCGTTATGGCGCTTGCTTCAAGCAATCTCCTTAGAAAACAA
CCAAAAGAGCTCTTGCTGGATGGTGAATAA

4144 .1
(SEQ. ID. NO. 254)

ATGTCACAGGATAAACAAATGAAAGCTGTTTCTCCCCTTCTGCAGCGAGT
TATCAATATCTCATCGATTGT CGGTGGCGTTGGGAGTTTGATTTTCTGTA
TTTGGGCTTATCAGGCTGGGATTTTACAATCCAAGGAAACCCTCTCTGCC
TTTATCCAGCAGGCAGGCATCTGGGGTCCACCTCTCTTTATCTTTTTACA
GATTTTACAGACTGTCGTCCCTATCATTCCAGGGGCCTTGACCTCGGTGG
CTGGGGTCTTTATCTACGGGCACATCATCGGGACTATCTACAACTATATC
GGCATCGTGATTGGCTGTGCCATTATCTTTTATCTAGTGCGCCTATACGG
AGCTGCCTTTGTCCAGTCTGTCGTCAGCAAGCGCACCTACGACAAGTACA
TCGACTGGCTAGATAAGGGCAATCGTTTTGACCGCTTCTTTATTTTTATG
ATGATTTGGCCCATTAGCCCAGCTGACTTTCTCTGTATGCTGGCTGCCCT
GACCAAGATGAGCTTCAAGCGCTACATGACCATCATCATTCTGACCAAAC
CCTTTACCCTCGTGGTTTATACCTACGGTCTGACCTATATTATTGACTTT
TTCTGGCAAATGCTTTGA

4144.2
(SEQ. ID. NO. 255)

ATGAGAAATATGTGGGT TGTAATCAAGGAAACCTATCTTCGACATGTCGA
GTCATGGAGTTTCTTCTTTATGGTGATTTCGCCGTTCCTCTTTTTAGGAA
TCTCTGTAGGAATTGGGCATCTCCAAGGTTCTTCTATGGCTAAAAATAAT
AAAGTGGCAGTAGTGACAACAGTGCCATCTGTAGCAGAAGGACTGAAGAA
TGTAAATGGTGTTAACTTCGACTATAAAGACGAAGCAAGTGCCAAAGAAG
CAATTAAAGAAGAAAAATTAAAAGGTTATTTGACCATTGATCAAGAAGAT
AGTGTTCTAAAGGCAGTTTATCATGGCGAAACATCGCTTGAAAATGGAAT
TAAATTTGAGGTTACAGGTACACTCAATGAACTGCAAAATCAGCTTAATC
GTTCAACTGCTTCCTTGTCTCAAGAGCAGGAAAAACGCTTAGCGCAGACA
ATTCAATTCACAGAAAAGATTGATGAAGCCAAGGAAAATAAAAAGTTTAT
TCAAACAATTGCAGCAGGTGCCTTAGGATTCTTTCTTTATATGATTCTGA
TTACCTATGCGGGTGTAACAGCTCAGGAAGTTGCCAGTGAARAAGGCACC
AAPAATTATGGAAGTCGTTTTTTCTAGCATAAGGGCAAGTCACTATTTCTA
TGCGCGGATGATGGCTCTGTTTCTAGTGATTTTAACGCATATTGGGATCT
ATGTTGTAGGTGGTCTGGCTGCCGTTTTGCTCTTTAAAGATTTGCCATTC
TTGGCTCAGTCTGGTATTTTGGATCACT TGGGAGATGCTATCTCACTGAA
TACCTTGCTCTTTATTTTGATCAGTCTTTTCATGTACGTAGTCTTGGCAG
CCTTCCTAGGATCTATGGTTTCTCGTCCTGAGGACTCAGGGAAAGCCTTG
TCGCCTTTGATGATTTTGATTATGGGTGGTTTTTTTGGAGTGACAGCTCT
AGGTGCAGCTGGTGACAATCTCCTCTTGAAGATTGGTTCTTATATTCCCT
TTATTTCGACCTTCTTTATGCCGTTTCGAACGATTAATGACTATGCGGGG
GGAGCAGAAGCATGGATTTCACTTGCTATTACAGTGATTTTTGCGGTGGT
AGCAACAGGATTTATCGGACGCATGTATGCTAGTCTCGTTCTTCAAACGG
ATGATTTAGGGATTTGGAAAACCTTTAAACGTGCCTTATCTTATAAATAG

4144.3
(SEQ. ID. NO. 256)

ATGACAGAAACCATTAAATTGATGAAGGCTCATACTTCAGTGCGCAGGTT
TAAAGAGCAAGAAATTCCCCAAGTAGACTTAAATGAGAT TTTGACAGCAG
CCCAGATGGCATCATCTTGGAAGAATTTCCAATCCTACTCTGTGATTGTG
GTACGAAGTCAAGAGAAGAAAGATGCCTTGTATGAATTGGTACCTCAAGA
AGCCATTCGCCAGTCTGCTGTTTTCCTTCTCTTTGTCGGAGATTTGAACC
GAGCAGAAAAGGGAGCCCGACTTCATACCGACACCTTCCAACCCCAAGGT
GTGGAAGGTCTCTTGATTAGTTCGGTCGATGCAGCTCTTGCTGGACAAAA
CGCCTTGTTGGCAGCTGAAAGCTTGGGCTATGGTGGTGTGATTATCGGTT
TGGTTCGATACAAGTCTGAAGAAGTGGCAGAGCTCTTTAACCTACCTGAC
TACACCTATTCTGTCTTTGGGATGGCACTGGGTGTGCCAAATCAACATCA
TGATATGAAACCGAGACTGCCACTAGAGAATGTTGTCTT TGAGGAAGAAT
ACCAAGAACAGTCAACTGAGGCAATCCAAGCTTATGACCGTGTTCAGGCT
GACTATGCTGGGGCGCGTGCGACCACAAGCTGGAGTCAGCGCCTAGCAGA
ACAGTTTGGTCAAGCTGAACCAAGCTCAACTAGAAAARATCTTGAACAGA
AGAAATTATTGTAG

4146.1
(SEQ. ID. NO. 257)

ATGTTAAAACTTATTGCTATTGT TGGAACAAATTCAARACGTTCTACAAA
CCGTCAATTGCTTCAATACATGCAAAAACACTTTACTGACARAGCTGAAA
TTGAACTTGT TGAAATCAAGGCCATTCCTGTCTTCAACAAACCAGCTGAC
AAGCAAGTACCTGCTGAAATATTGGAAATTGCTGCTARAAT CGAAGAGGC
AGATGGCGTTATTATCGGTACTCCTGAGTATGATCACTCTATTCCAGCTG
TTTTGATGAGCGCTCTTGCTTGGTTGTCTTATGGTATTTACCCACTTTTG
AACAAACCAATCATGATTACAGGTGCTTCTTACGGTACGCTTGGTTCATC
TCGTGCCCAATTGCAACTTCGTCARATCTTGAATGCTCCTGAAAT CAAGG
CAAATGTTCTTCCAGATGAATTCTTGCTCTCACACTCTCTTCAAGCATTT
AACCCAAGTGGCGACTTGGTTGACCTTGATGTTATCAAGAAATTGGATGC
CATCTTTGATGACTTCCGTATCTTTGTAAAAATCACAGAAARATTACGTA
ATGCACAAGAATTACTTCGCAAAGATGCTGAAGACTTTGACTGGGAAAAT
TTGTAA



US 2008/0260768 A1l

TABLE 1-continued

Oct. 23,2008

TABLE 1-continued

4146 .2
(SEQ. ID. NO. 258)

ATGAATACCTATCAATTAAATAATGGAGTAGAAATTCCAGTATTGGGATT
TGGAACTTTTAAGGCTAAGGATGGAGAAGAAGCCTATCGTGCAGTGTTAG
AAGCCTTGAAGGCTGGTTATCGTCATATTGATACGGCGGCGATTTATCAG
AATGAAGAAAGTGTTGGTCAAGCAATCAAAGATAGCGGAGTTCCACGTGA
AGAAATGTTCGTAACTACCAAGCTTTGGAATAGTCAGCAAACCTATGAGC
AAACTCGTCAAGCTTTGGAAALATCTATAGAAAAACTGGGCTTGGATTAT
TTGGATTTGTATTTGATTCATTGGCCGAACCCAAAACCGCTCAGAGAAAA
TGACGCATGGAAAACTCGCAATGCGCAAGTTTGGAGAGCGATGGAAGACC
TCTATCAAGAAGGGAAAATCCGTGCTATCGGCGTTAGCAATTTTCTTCCC
CATCATTTGGATGCCTTGCTTGAAACTGCAACTATCGTTCCTGCGGTCAA
TCAAGTTCGCTTGGCGCCAGGTGTGTATCAAGATCAAGTCGTAGCTTACT
GTCGTGAAAAGGGAATTTTATTGGAAGCTTGGGGGCCTTTTGGACAAGGA
GAACTGTTTGATAGCAAGCAAGTCCAAGAAATAGCAGCAAATCACGGAAA
ATCGGTTGCTCAGATAGCCTTGGCCTGGAGCTTGGCAGAAGGATTTTTAC
CACTTCCAAAATCTGTCACAACCTCTCGTATTCAAGCTAATCTTGATTGC
TTTGGAATTGAACTGAGTCATGAGGAGAGAGAAACCTTAAARACGATTGC
TGTTCAATCGGGTGCTCCACGAGTTGATGATGTGGATTTCTAG

4147.1
(SEQ. ID. NO. 259)

ATGAGGTGCAAAATGCTTGATCCAATTGCTATTCAACTAGGACCCCTAGC
CATTCGTTGGTATGCCTTATGTATTGTGACAGGCTTGATTCTTGCGGTTT
ATTTGACCATGAAAGAAGCACCTAGAAAGAAGATCATACCAGACGATATT
TTAGATTTTATCTTAGTAGCCTTTCCCTTGGCTATTTTAGGAGCTCGTCT
CTACTATGTTATTTTCCGATTTGATTACTATAGTCAGAATTTAGGAGAGA
TTTTTGCCATTTGGAATGGTGGTTTGGCCATTTACGGTGGTTTGATAACT
GGGGCTCTTGTGCTCTATATCTTTGCTGACCGTAAACTCATCAATACTTG
GGATTTTCTAGATATTGCGGCGCCTAGCGTTATGATTGCTCAAAGTTTGG
GGCGTTGGGGTAATTTCTT TAACCAAGAAGCTTATGGTGCAACAGTGGAT
AATCTGGATTATCTACCTGGCTTTATCCGTGACCAGATGTATATTGAGGG
GAGCTACCGTCAACCGACTTTCCTTTATGAGTCTCTATGGAATCTGCTTG
GCTTTGCCTTGATTCTGATTTTTAGACGGAAATGGAAGAGTCTCAGACGA
GGTCATATCACGGCCTTTTACTTGATTTGCTATGGTTTCGGTCGTATGGT
TATCGAAGGTATGCGAACAGATAGTCTCATGTTCTTCGGCTTTCGAGTGT
CCCAATGGCTGTCAGTTGTCCTTATCGGTCTCGGTATAATGATCGTTATT
TATCAAAATCGARAGAAGGCCCCTTACTATATTACAGAGGAGGAAAACTA
A

4147 .2
(SEQ. ID. NO. 260)

ATGGGTAAATTATCCTCAATCCTTTTAGGAACCGTTTCAGGTGCAGCTCT
TGCCTTGTTTTTAACAAGTGATAAGGGCAAACAAGTTTGCAGTCAGGCTC
AAGATTTTCTAGATGAT TTGAGAGAAGATCCGGAGTATGCCAAGGAGCAA
GTCTGTGAAARACTGACAGAAGTTAAGGAGCAGGCTACAGATTTTGTTCT
GAAAACAAAAGAACAGGTTGAGTCAGGTGAAATCACTGTGGACAGTATAC
TTGCTCAAACTAAATCCTATGCTTTTCAAGCGACAGAAGCATCAAAAAAT
CAATTAAATAATCTCAAGGAGCAATGGCAAGAAAAAGCCGAAGCTCTTGA
TGACTCAGAAGAGATTGTGATTGATATAACAGAAGAATAA

4147.3
(SEQ. ID. NO. 261)

ATGAAAACTAAATTGATCTTTTGGGGCTCTATGCTCTTTCTCCTCTCCCT
CTCCATCCTTCTGACCATTTATCTGGCTTGATTTTCTATCCTATGGAGAT
TCAGTGGCTAAACTTAACGAATCGAGTCTATCTAAAACCAGAAACCATTC
AATACAATTTTCATATCTTGATGAATTATCTGACCAATCCTTTTAGTCAG
GTCTTACAGATGCCTGATTTTCGTTCGTCAGCAGCTGGTCTGCACCATTT
CGCAGTGGTCAAGAATCTCTTTCATTTGGTTCAGCTAGTAGCTCTAGTGA
CACTGCCAAGTTTCTATGTCTTTGTCAATAGGATTGTGAAAAAGGACTTT
TTGTCTCTTTATCGAAAAAGTCTCCTGGCTCTAGTAGTCTTACCTGTGAT
GATTGGACTTGGGGGAGTTTTCATTGGTTTTGACCAATTCTTTACTCTTT
TCCATCAAATTCTCTTTGTGGGAGATGATACCTGGCTTTTTGATCCAGCC
AAGGATCCTGTTATTATGATTTTGCCAGAGACCTTCTTTCTTCATGCCTT
CCTCCTCTTTTTTGCCCTCTATGAARACTTCTTTGGCTATCTGTATCTGA
AAAGTCGTAGGAAGTGA

4149.1
(SEQ. ID. NO. 262)

ATGACTTATCATTTTACTGAAGAATACGATATTATTGTAATTGGTGCGGG
ACACGCTGGGGT TGAGGCTTCCTTGGCCGCTAGCCGTATGGGCTGTAAGG
TCCTGCTTGCGACCATCAATATTGARATGCTGGCTTTCATGCCTTGTAAT
CCCTCTATCGGTGGTTCTGCCAAGGGGATTGTCGTGCGTGAAGTCGATGC
CCTCGGTGGCGAGATGGCCAARACCAT TGACAAGACTTACATCCAGATGA
AGATGCTAAACACAGGGAAGGGGCCAGCTGTCCGTGCCCTTCGTGCGCAG

GCTGACAAGGAACTTTACTCTAAGGAGATGCGCAAGACGGTTGAARACCA
AGAAAATCTGACCCTTCGTCAAACCATGATTGATGAGATTT TGGTGGAAG
ATGGCAAGGTTGTCGGTGTGCGTACAGCCACCCATCAAGAATATGCTGCT
AAGGCTGTTATTGTGACGACAGGGACTGCTCTCCGTGGGGAAATTATCAT
CGGAGACCTCAAGTACTCATCAGGTCCTAACCACAGCTTGGCTTCTATTA
ACCTAGCTGACAATCTCAAGGAACTGGGTCTCGAAATCGGTCGTTTCAAG
ACAGGACCCCTCCACGTGTCAAGGCTTCTTCTATCAATTACGATGTGACA
GAAATTCAGCCAGGAGACGAAGTGCCTAATCATTTCTCATACACTTCACG
TGATGAGGATTATGTCAAGGACCAAGTACCATGCTGGTTGACCTATACCA
ATGGTACCAGTCATGAGATTATCCAAAACAACCTCCACCGTGCGCCTATG
TTTACAGGTGTGGTCAAGGGAGTGGGGCCTCGTTACTGTCCGTCGATTGA
AGACAAGATTGTGCGCTTTGCGGACAAGGAACGTCACCAACTCTTCCTTG
AGCCAGAAGGGCGCATTACTGAGGAAGTCTATGTGCAAGGACTTTCAACC
AGTCTGCCTGAGGATGTCCAGCGTGACTTGGTGCATTCCATCAAAGGTTT
GGAAAATGCAGAGATGATGCGGACAGGTTATGCTATTGAGTATGATATGG
TCTTGCCTCATCAGTTGCGTGCGACTTTGGAAACCAAGAAAATCTCAGGT
CTCTTCACTGCTGGTCAGACAAATGGAACATCAGGTTACGAAGAGGCAGC
AGGCCAAGGGATTATCGCGGGTATCAATGCGGCTCTGAAAATCCAAGGCA
AGCCTGAATTGATTTTGAAGCGCAGTGATGGTTATATCGGGGTGATGATC
GACGACTTGGTGACCAAGGGAACCATTGAACCCTACCGTCTCTTGACCAG
TCGTGCTGAATACCGTCTCATTCTTCGTCATGACAATGCTGATATGCGCT
TGACTGAGATGGGACGCGAGATTGGCCTTGTGGACGATGAACGCTGGGCT
CGTTTTGAAATCAAGAAAAAT CAATTTGATAATGAGATGAAGCGCCTAGA
CAGTATCAAACTCAAGCCAGTCAAGGAAACCAATGCCAAGGTTGAGGAGA
TGGGCTTCAAACCCTTGACCGATGCAGTGACAGCCAAGGAATTCCTTCGC
CGTCCAGAAGTTTCTTACCAAGATGTGGTGGCCTTCATCGGACCAGCTGC
AGAAGACTTGGATGACAAGATTATCGAATTGATTGAAACAGAAATCAAGT
ATGAAGGCTATATTTCCAAAGCCATGGACCAGGTTGCCAAGATGAAACGC
ATGGAAGAAAAACGCATTCCGGCCAATATCGACTGGGATGACATTGATTC
TATCGCAACCGAAGCCCGTCAGAAGTTCAAACTCATCAATCCAGAAACCA
TCGGCCAAGCCAGCCGTATTTCGGGAGTAAACCCAGCAGATATTTCTATT
TTGATGGTGTATCTGGAAGGTAAAAATCGTAGTATTTCTAARACTCTTCA
AARAATCAARAATGA

4149.2
(SEQ. ID. NO. 263)

ATGAAAGTATTAGCTTTTGATACGTCCAGCAAGGCTCTTTCTCTGGCTAT
TTTAGAGGATAAGCAGGTTCTTGCCGAGACGACGATTAATATTAAGAAAA
ATCACAGTATTACTCTTATGCCTGCCATCGATTTTTTGATGGCAAGTTTG
GATTGGACACCCAAGGATTTGGACCGAATCGTGGTAGCTGAAGGGCCGGG
TAGCTATACAGGCTTGCGAAT TGCGGTAGCAACTGCTAAGACCTTAGCTC
ACACCCTGAACATCGAGTTGGTTGGTATGTCGAGTCTCTTGGCTCTGGTG
CCCCATCAACAAGAAGGTTTGTTTGTCCCCTTGATGGATGCGCGTCGCAA
TAATGTTTATGCAGGATTTTATGAARATGCCAAACCTGT CATGGCAGAAG
CGCACCTATCTTTTGAAGAGGTGCTAGAAAAAGTCAAGGGTACTAGTCAG
GTAACCTTTGTCGGAGAAGTTGGCCCCTTTTGTTGAGCAGATTCARAAAC
ACTTGCCAAGGACTGATTACAAAGAAACATTGCCCAATGCAGCTAATCTA
GCTCTTTTGGCCTGGGACAAGGAAGCAGACTCCTTGCATGATTTTGTGCC
GAATTACCTCAAACGAGTCGAGGCTGAGGAAAACTGGCTCAAGAACCATA
CCGAGTCTGGCGAGTCTTACATTAAACGCCTATGA

4149.3
(SEQ. ID. NO. 264)

ATGATAGAAATCAAGCGAATTCAACAACAGCCTGACCTAGCTCAAGCCAT
CTACGCTGTTATGGCAGCTGTTTACCTAGTCAGTCCTTGGACTCTGGAGC
AAATCCAAGCAGATCTGTCCCAAGACCAGACTTGGTATGCATTGGCTTAT
GATGGGGCAGAAGTGATTGGATTTCTAGCTGTGCAGGAGAATCTTTTTGA
AGCAGAAGTCCTGCAAATCGCTGTCARAGGAGCTTATCAGGGT CAGGGGA
TTGCGTCagCCTTGTTTGCTCAATTGCCGACAGACAAGGAAATTTTCCTC
GAAGTCAGACAGTCAAATCAACGAGCGCAAGCATTTTACAAGAAAGAAAA
GATGACAGTTATCGCTGAGCGAAAGGCCTACTACCATGACCCAGTCGAGG
ACGCCATTATCATGAAGAGAGAAATAGATGAAGGATAG

4152.2

(SEQ. ID. NO. 265)
ATGACAAAACAAGTCTTATTAGTGGATGATGAAGAACACATTCTGAAATT
GCTTGACTACCATTTAAGTAAGGAAGGCTTTTCTACTCAATTGGTGACAA
ATGGACGGAAGGCCTTAGCTTTGGCAGAAACAGAACCCTTTGATTTTATC
TTGCTTGATATCATGTTACCACAATTAGATGGCATGGAAGTTTGTAAGCG
GCTGAGAGCCAAAGGCGTCAAAACTCCAATTATGATGGT TTCTGCGAAAA
GTGATGAATTTGATAAGGT TTTGGCCTTGGAATTAGGGGCTGATGACTAC
CTGACCAAGCCTTTTAGCCCTAGAGAAT TGCTGGCGGCGTGCAAGGCTGT
CCTCAGGCGAACTAAAGGAGAACAAGARGGAGATGATTCAGATAATATCG
CTGACGATTCTTGGCTATTTGGGACCTTGAAAGTATACCCTGAGCGTCAT
GAAGTCTACAAGGCGAATAAGTTACTGAGTTTGACCCCAAAAGAATTTGA
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AAGCGATAAAAATCCGTTTTTTGAAGTTTTCAAAGTTTCGAAAGTAACCG
CCCAATRA

4154.1
(SEQ. ID. NO. 266)

ATGACTACTTTTAAAGATGGATTTTTATGGGGTGGTGCTGTTGCTGCTCA
TCAACTTGAAGGTGGATGGCAAGAAGGTGGCAAGGGAATTAGTGTTGCTG
ATGTTATGACTGCTGGTCGTCATGGAGTAGCTCGTGAAATACTTTGGGAG
TTTTAGAGGGTAAATATTATCCAAATCATGAGGCGATAGATTTTTATCAC
CGTTATAAAGAAGATATAGCACTTTTTGCTGAAATGGGATTCAAGTGCTT
CCGTACCTCTATTGCATGGACACGTATCTTTCCAAAAGGTGATGAGTTAG
AGCCGAATGAAGAAGGATTACAGTTTTATGATAATCTTTTTGATGAATGC
TTAAAGAATGGTATTGAACCTGTCATCACTCTATCTCATTTTGAAATGCC
TTATCACTTAGTGACCGAATATGGTGGTTGGAAAAATAGGARATTGATTG
ATTTCTTTGCTCGTTTTGCAGAAGTCGTATTTAAACGTTACAAAGATAAG
GTTARATATTGGATGACTTTCAATGAAATCAATAATCAAGCGAATTATCA
GGAAGATTTTGCACCATTTACTAACTCAGGTATTGTATATGAGGAAGGTG
ATAATAGAGAAGCAATTATGTATCAAGCAGCACATTACGAATTAGTTGCT
TCTGCACGAGCTGTAAAAATTGGTCATGAGATTAATCCAGATTTTCAAAT
AGGTTGTATGATTGCGATGTGTCCAATTTATCCAGTTACTTGCAATCCTA
AGGATATCTTAATGGCAATGAAAGCTATGCAGAAGCGTTATTATTTTGCT
GATGTGCATGTTTTAGGTAAATATCCTGAGCATATTTTCAAGTATTGGGA
ACGAAAAGGTATTTCAGTTGATTTTACTGCCCAGGATAAAGAAGATTTAC
TTGGTGGGACTGTAGATTACATTGGTT TCAGTTACTATATGTCCTTTGCT
ATCGACTCTCATCGTGAAAATAATCCTTATTTTGATTATCTTGAAACAGA
AGATTTAGTGAAAAATAATTATGTTAAGGCTTCTGAATGGGAGTGGCAAA
TTGATCCAGAAGGTTTGCGTTATGCGT TAAATTGGTTTACAGACCACTAT
CACTTACCACTCTTTATTGTTGAAAATGGTTTTGGAGCTATAGATCAAGT
TGCAGCAGATGGTATGGTACATGATGATTATAGAATTGAATATCTAGGTG
CCCATATTCGTGAAATGAAAAAGGCTGTAGTTGAAGATGGTGTTGATTTA
ATGGGTTATACTCCATGGGGATGTATTGATTTGGTTTCAGCTGGTACCGG
TGAAATGCGGAAACGTTATGGCTTTAT TTATGTAGATAAAGATGATAATG
GGAAGGGAAGTTATAATCGTTCCCCGAAAAAATCTTTTGGCTGGTATAAG
GAAGTTATTTCATCTAACGGTGAATCAGTAGAATAG

4154.2
(SEQ. ID. NO. 267)

ATGGATCAACAAAACGGGTTGTTTGGTTTTCTTGAAAACCATGTTATGGG
ACCAATGGGCAAACTTGCTCAGT TTAAAGTAGTACGTGCTATCACGGCTG
CAGGTATGGCTGCTGTACCATTTACTATTGTAGGATCAATGTTTTTGGTA
TTCAGTATTTTGCCACAAGCTTTCTCATTTTGGCCAATTGTGGCAGATAT
TTTCTCTGCTTCATTTGATAAATTCACATCACTTTACATGGTTGCAAACT
ATGCGACTATGGGTTCTCTATCTCTTTATTTCGTTCTATCACTTGCATAT
GAATTGACAARAAATTTATGCAGAGGAAGAAGAACTCAATATGAATCCTCT
TAATGGTGCCTTGCTTGCCTTGATGGCTTTTGTCATGACAGTACCGCAAA
TCATTTTTGATGGTGGAATGATGAAGACTGTGACAAGT CTARAAAGAAGGT
GCAGTAATTGCAGATGGATGGGCAATGGGAAATGTCGTCGCACGTTTTGG
GACAACAGGGATTTTTACCGCAATCATTATGGCAATTGTGACTGTTCTTA
TTTATCGTATGTGTGTTAAACATAATTGGGTTATTAAAATGCCTGAAGCT
GTTCCAGAAGGAGTTTCTCGTGGATTTACCGCTTTGGTTCCGGGATTTGT
TGTTGCATTTGTTGTTATCTTTATCAACGGTCTTCTTGTAGCAATGGGAA
CAGATATTTTTARAGTCATTGCAATTCCATTTGGTTTTGTATCCAATCTG
ACTAATTCGTGGATTGGTTTAATGATTATTTATCTATTGACTCAACTACT
TTGGATTGTAGGTATCCACGGTGCGAACATTGTTTTTGCATTTGT TAGTC
CAATTGCTCTTGCTAACATGGCTGARAATGCTGCTGGCGGGCACTTCGCT
GTTGCAGGTGAATTTTCTAATATGT TTGTAATTGCAGGTGGTTCTGGTGC
AACTTTAGGACTATGTTTATATATTGCTTTTGCCTCTAAATCTGAACAGC
TTAAAGCAATAGGACGAGCATCTGTAGTTCCAGCCTTATTTAATATTAAT
GAACCATTAATTTTTGGATTACCTATTATCTATAATCCAGCCTTGGCTAT
ACCATTTATTTTAGCACCAATGGTTACTGCTACTATTTATTACGTAGCGA
ATTCTCTAAACTTTATTAAGCCAATTATCGCACAGGTTCCATGGCCAACT
CCAGTAGGGATTGGAGCTTTCTTAGGGACAGCAGATCTTCGAGCTGTATT
AGTTGCTCTAGTATGTGCATTTGCAGCATTCCTAGTCTATCTTCCATTCA
TCCGTGTATATGATCAAAAAT TGGTGAAAGAAGAGCAAGGTATCTAA

4155.1
(SEQ. ID. NO. 268)

ATGAAAAAATTTTATGTAAGTCCAATTTTTCCTATTCTAGTAGGATTGAT
TGCGTTTGGAGTCTTATCCACTTTCATTATTTTTGTTAATAATAATCTGT
TGACGGTTTTAATTTTGTTTCTTTT TGTAGGAGGCTATGTTTTTTTATTT
AAGAAACTGAGAGTGCATTATACAAGGAGTGATGTAGAACAGATACAGTA
TGTAAACCACCAAGCGGAAGAAAGTTTGACAGCTCTATTGGAACAGATGC
CTGTAGGTGTTATGAAATTGAATTTATCTTCTGGAGAGGTTGAGTGGTTT
AATCCCTATGCTGAATTGATTTTGACCAAGGAAGATGGTGATTTTGATTT
AGAAGCTGTTCAAACGATTATCAAGGCTTCAGTAGGAAATCCGTCTACTT
ATGCCAAGCTTGGTGAGAAGCGT TATGCTGTTCATATGGATGCTTCTTCC

GGTGTTTTGTATTTTGTAGATGTATCCAGGGAACAAGCCATAACAGATGA
ATTGGTAACAAGTAGACCAGTGATTGGGATTGTCTCTGTGGATAATTATG
ATGATTTGGAGGATGAAACTTCTGAGTCAGATATTAGTCAAATCAATAGT
TTTGTAGCTAATTTTATATCAGAGTTTTCAGAAAAACACATGATGTTTTC
TCGTCGGGTAAGTATGGATCGATTTTATCTATTTACTGACTACACGGTGC
TTGAGGGCTTGATGAATGATAAATTTTCTGTTATTGATGCTTTCAGAGAA
GAGTCGAAACAGAGACAGTTGCCCTTGACCTTAAGTATGGGATTTTCTTA
TGGCGATGGAAATCATGATGAGATAGGGAAAGTTGCTTTGCTCAATTTGA
ACTTGGCTGAAGTACGTGGTGGCGACCAGGTGGTTGTTAAGGAAAACGAC
GAAACGAAAAATCCAGTTTATTTTGGTGGTGGGTCTGCTGCTTCAATCAA
GCGTACACGGACTCGTACGCGCGCTATGATGACAGCTATTTCAGATAAGA
TTCGGAGTGTAGATCAGGTTTTTGTAGTCGGTCACAAAAATTTAGACATG
GATGCTTTGGGCTCTGCTGTAGGTATGCAGTTGTTCGCCAGCAATGTGAT
TGAAAATAGCTATGCTCTTTATGATGAAGAACAAATGTCTCCAGATATTG
AACGAGCTGTTTCATTCATAGAAAAAGAAGGAGTTACGAAGTTGTTGTCT
GTTAAGGATGCAATGGGGATGGTGACCAATCGTTCTTTGTTGATTCTTGT
AGACCATTCAAAGACAGCCTTAACATTATCAAAAGAATTTTATGATTTAT
TTACCCAAACCATTGTTATTGACCACCATAGAAGGGATCAGGATTTTCCA
GATAATGCGGTTATTACTTATATCGRAAAGTGGTGCAAGTAGTGCCAGTGA
GTTGGTAACGGAATTGATTCAGTTCCAGAATTCTAAGAARAAATCGTTTGA
GTCGTATGCAAGCAAGTGTCTTGATGGCTGGTATGATGT TGGATACTAAA
AATTTCACCTCGCGAGTAACTAGTCGGACATTTGATGTTGCTAGCTATCT
CAGAACGCGCGGAAGTGATAGTATTGCTATCCAGGAAATCGCTGCGACAG
ATTTTGAAGAATATCGTGAGGTCAATGAACTTATTTTACAGGGGCGTAAA
TTAGGTTCAGATGTACTAATAGCAGAGGCTAAGGACATGAAATGCTATGA
TACAGTTGTTATTAGTAAGGCAGCAGATGCCATGTTAGCCATGTCAGGTA
TTGAAGCGAGTTTTGTTCTTGCGAAGAATACACAAGGATTTATCTCTATC
TCAGCTCGAAGTCGTAGTAAACTGAATGTACAACGGATTATGGAAGAGTT
AGGCGGTGGAGGCCACTTTAATT TGGCAGCAGCTCAAATTAAAGATGTAA
CCTTGTCAGAAGCAGGTGAAAAACTGACAGAAATTGTATTARATGAAATG
AAGGAAAAGGAGAAAGAAGAATGA

4156 .1
(SEQ. ID. NO. 269)

ATGAAAGAGAAAAATATGTGGAAAGAATTGTTGAATCGTGCAGGCTGGAT
TTTGGTCTTTTTACTTGCCGTCCTTTTATATCAGGTTCCCCTAGTGGTTA
CCTCTATTTTGACTTTAAAAGAAGTAGCCCTGCTACAGT CAGGGCTGATA
GTTGCTGGCCTTTCAATTGTGGTTCTGGCTCTATTTATTATGGGAGCTCG
TAAAACCAAGTTAGCTAGTTTTAATTTTTCTTTTTTTAGAGCTAAAGATT
TGGCACGTTTGGGCTTGAGTTATCTAGT TATTGTCGGGT CAAATATACTT
GGTTCCATTTTATTGCAACTGTCAAATGAGACGACAACAGCTAACCAGTC
TCAGATTAATGATATGGTTCAAAATAGTTCGTTGATTTCCAGTTTCTTCT
TGCTAGCCTTGCTTGCTCCGATTTGTGAGGAAATCTTGTGTCGTGGGATT
GTTCCTAAAAAGATTTTCCGAGGCAAGGAGAACTTGGGATTTGTAGTCGG
TACGATTGTGTTTGCTTTATTGCATCAACCAAGTAATTTACCTTCTTTAT
TGATTTATGGAGGTATGTCGACAGTTCTATCTTGGACAGCCTACAAGACC
CAACGTTTGGAAATGTCGATCTTGCTTCACATGATTGTTAATGGGATTGC
TTTCTGTTTGTTGGCTCTTGTGGTGATTATGAGTCGGACATTAGGAATTT
CTGTTTAAATGAAAGAGAAAAATATGTGGAAAGAATTGT TGAATCGTGCA
GGCTGGATTTTGGTCTTTTTACTTGCCGTCCTTTTATATCAGGTTCCCCT
AGTGGTTACCTCTATTTTGACTT TARAAAGAAGTAGCCCTGCTACAGTCAG
GGCTGATAGTTGCTGGCCTTTCAATTGTGGTTCTGGCTCTATTTATTATG
GGAGCTCGTAAAACCAAGTTAGCTAGTTTTAATTTTTCTTTTT TTAGAGC
TAAAGATTTGGCACGTTTGGGCTTGAGT TATCTAGTTAT TGTCGGGTCAA
ATATACTTGGTTCCATTTTATTGCAACTGTCAAATGAGACGACAACAGCT
AACCAGTCTCAGATTAATGATATGGTTCAAAATAGTTCGTTGATTTCCAG
TTTCTTCTTGCTAGCCTTGCTTGCTCCGATTTGTGAGGAAATCTTGTGTC
GTGGGATTGTTCCTAAAAAGATTTTCCGAGGCAAGGAGAACTTTGGGATT
GTAGTCGGTACGATTGTGTTTGCTTTATTGCATCAACCAAGTAATTTACC
TTCTTTATTGATTTATGGAGGTATGTCGACAGTTCTATCTTGGACAGCCT
ACAAGACCCAACGTTTGGAAATGTCGATCTTGCTTCACATGATTGTTAAT
GGGATTGCTTTCTGTTTGT TGGCTCTTTGTGGTGATTATGAGT CGGACAT
TAGGAATTTCTGTTTAA

4156 .4
(SEQ. ID. NO. 270)

ATGGATACACAAAAGATTGAAGCGGCTGTAAAAATGATTATCGAGGCTGT
AGGAGAGGACGCTAATCGCGAGGGCTTGCAGGAAACACCTGCTCGTGTAG
CCCGTATGTATCAAGAGATTTTTTCAGGTCTTGGTCAAACAGCAGAGGAA
CATTTGTCAAAATCCTTTGAAATTATTGACGATAATATGGTGGTAGAAAA
GGATATCTTTTTCCATACCATGTGTGAACACCACTTCTTGCCATTTTATG
GTAGAGCGCACATTGCCTACATTCCAGATGGTCGTGTGGCAGGCTTGTCT
AAGCTAGCCCGTACGGTTGAAGT TTATTCGAAAARAACCACAAATTCAAGA
ACGTTTGAATATCGAAGTGGCCGATGCCTTGATGGACTATCTAGGTGCTA
AAGGAGCCTTTGTTGTCATTGAGGCGGAACATATGTGTATGAGTATGCGT
GGTGTTAGAAARACCAGGCACTGCAACCTTGACGACAGTAGCTCGTGGTCT
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ATTTGAAACAGATAAGGATCTCCGTGACCAAGCTTATCGT TTAATGGGGC
TATAA

4157.2
(SEQ. ID. NO. 271)

ATGAAAGACTTGTTTTTAAAGAGAAAGCAGGCCTTTCGTAAGGAGTGTCT
TGGTTATCTGCGCTATGTGCTCAATGACCACTTTGTCTTGTTCCTGCTTG
TCCTGTTGGGCTTTCTAGCCTACCAGTACAGTCAACTCTTACAACATTTT
CCTGAARATCATTGGCCTATCCTTTTGTTTGTAGGAATTACGTCTGTTTT
ACTTTTACTTTGGGGAGGAACTGCCACCTATATGGAGGCTCCAGACAAGC
TCTTTCTCTTAGTTGGAGAAGAGGARATTAAGCTCCATCTCAAGCGTCAA
ACTGGCATTTCCCTAGTCTTTTGGCTCTTTGTACAGACCCTTTTCTTGCT
GTTATTTGCGCCTTTATTTTTAGCAATGGGTTATGGCTTGCCAGTTTTTC
TGCTCTATGTGCTTTTATTGGGGGTAGCGAAAATATTTCCACTTTTGTCAA
AAGGCCAGCAAATTTTTCACTGAAACTGGACTGGACTGGGACTATGT TAT
TTCTCAAGAAAGCAAGCGTAAGCAAGTCTTGCTTCGTTTCTTTGCCCTCT
TTACGCAGGTCAAGGGAATTTCAAACAGCGTTAAGCGTCGTGCCTATCTG
GACTTTATTTTAAAGGCTGTTCAGAAGGTGCCTGGGAAGATTTGGCAAAA
TCTCTATCTGCGTTCTTATCTGCGARATGGCGACCTCTTTGCTCTCAGTC
TTCGTCTTCTCTTGCTTTGCCTTGCTGGCGCAGGTTTTTATCGAGCAAGC
TTGGATTGCGACAGCAGTGGTAGTTCTCTTTAACTACCTCTTGCTCTTCC
AGTTGCTGGCCCTCTATCATGCCTTTGACTACCAGTATTTGACCCAACTC
TTTCCGCTGGACAAGGGGCAARAAGGAAAAAGGCTTACAGGAGGTAGTTCG
AGGATTGACCAGTTTTGTTTTACTTGTGGAATTAGTTGTTGGGTTGATTA
CCTTCCAAGAAAAACTAGCCCTTCTAGCCTTACTAGGAGCTGGTTTGGTT
TTACTAGTCTTGTATTTGCCTTATCAGGTAAAACGTCAGATGCAGGACTA
A

4258.2
(SEQ. ID. NO. 272)

ATGAGAAAATCAATAGTATTAGCGGCAGATAATGCCTATCTTATTCCTTT
AGAGACGACTATAAAGTCTGTATTGTATCACAATAGAGATGTTGATTTTT
ATATTCTCAACAGTGATATAGCTCCTGAATGGTTTAAATTATTGGGGAGA
AARATGGAAGTTGTGAATTCTACAATTCGCAGTGTACACATTGATAAAGA
ACTTTTTGAAAGCTATAAAACAGGACCTCATATAAATTATGCTTCTTACT
TTAGATTTTTTGCGACAGAAGTGGTTGAATCTGATAGGGTATTGTATCTG
GATTCCGATATCATTGTAACTGGGGAACTAGCTACTTTGTTTGAGATAGA
TCTCAAAGGATATTCAATTGGTGCTGT TGATGATGTCTATGCCTATGAAG
GACGAAAATCTGGATTTAATACTGGTATGTTACTAATGGATGT TGCAAAG
TGGAAAGAACATTCTATTGTCAATAGT TTATTGGAATTAGCGGCCGAGCA
GAATCAAGTTGTTCATCTTGGGGAT CAGAGTATTTTAAATATTTATTTTG
AGGATAATTGGCTAGCCTTAGATAARACATATAATTATATGGTGGGTATT
GATATTTATCACCTTGCTCAAGAATGTGAACGTCTAGATGACAATCCACC
TACAATTGTTCACTATGCTAGTCATGATAAACCTTGGAATACATATAGTA
TATCTAGACTACGTGAATTATGGTGGGTTTATAGAGATTTGGATTGGTCA
GAGATTGCTTTTCAACGTTCCGATTTARATTATTTTGAAAGAAGCAATCA
GTCTAAAAAACAAGTGATGCTTGTGACATGGAGTGCAGATATAAAACATT
TAGAGTATTTAGTACAACGGTTACCTGATTGGCATTTTCATTTGGCTGCA
CCGTGTGATTGTTCTGAGGAGCTGACCTCTCTATCACAGTATACGAATGT
AACAGTATATCAAAATGTATTACATAGTAGAATTGATTGGCTATTGGACG
ATTCTATAGTTTATTTAGATATTAATACAGGTGGAGAGGTTTTTAATGTA
GTTACAAGGGCACAAGAAAGTGGCAAGAAAATCTTCGCTTTTGATATCAC
ACGTAAAAGTATGGATGATGGACTCTATGACGGTATTTTTTCTGTGGAGA
GACCAGATGATTTAGTGGATAGAATGAAGAATATAGAGATAGAGTAA

4158.2
(SEQ. ID. NO. 273)

ATGACTAAGATTTATTCGTCAATAGCAGTAAAAAAAGGACTATTTACCTC
ATTTCTACTGTTTATCTATGTAT TGGGAAGTCGTATTATTCTCCCTTTTG
TTGACCTAAATACTAAAGATT TTTTAGGAGGTTCAACAGCCTATCTAGCC
TTCTCAGCCGCCCTAACAGGTGGGAATCTAAGAAGTTTATCAATTTTTTC
TGTTGGATTATCCCCTTGGATGTCCGCCATGATTTTATGGCAGATGTTTT
CTTTTTCTAAACGGTTGGGTTTAACATCTACGTCTATAGAAATACAAGAT
CGCCGTAAAATGTACCTGACCTTGCTAATTGCTGTGATTCAATCCTTGGC
AGTTAGCTTGAGACTGCCAGTACAATCCTCCTATTCTGCAATATTGGTTG
TTCTAATGAATACAATATTGCTGATAGCAGGAACATTTTTTCTTGTTTGG
TTGTCAGATT TAAATGCGAGTATGGGGATTGGAGGTTCTATTGTAATCCT
CCTATCCAGTATGGTTTTAAATATTCCTCAGGATGTTTTGGAAACATTTC
AGACAGTACACATTCCAACAGGGATTATTGTGTTACTTGCTTTATTAACC
CTTGTCTTTTCTTATTTACTTGCCCTTATGTATCGAGCTCGCTATTTGGT
TCCTGTTAATAAAATTGGCTTACACAATCGATTTARAACGCTATTCTTATC
TCGAAATCATGTTGAATCCTGCAGGTGGGATGCCTTATATGTATGTGATG
AGTTTTCTTAGTGTACCAGCTTATTTGTTCATCTTGTTGGGATTTATTTT
CCCTAATCATTCAGGGT TAGCGGCTTTATCAAAGGAATTTATGGT TGGAA
AGCCTTTGTGGGTCTATGTTTATATTTCGGTCTTATTTTTATTTAGTATC
ATTTTTGCTTTTGTTACGATGAATGGAGAAGAGATTGCAGACCGTATGAA

AARATCTGGAGAATACATTTATGGTATTTATCCAGGTGCGGATACTAGTC
GATTTATTAATCGATTGGTCCTTCGTTTCTCAGTCATAGGTGGTCTCTTT
AATGTGATTATGGCAGGTGGTCCCATGCTTTTTGTTTTGTT TGATGAAAA
GTTATTACGATTGGCAATGATTCCAGGCTTATTTATGATGTTCGGGGGCA
TGATTTTTACGATTAGAGACGAGGTCAAGGCTTTAAGGCTARATGAGACC
TATAGACCTTTGATTTAG

4158.3
(SEQ. ID. NO. 274)

ATGTCCTCTCTTTCGGATCAAGAATTAGTAGCTAAAACAGTAGAGTTTCG
TCAGCGTCTTTCCGAGGGAGAAAGTCTAGACGATATTTTGGTTGAAGCTT
TTGCTGTGGTGCGTGAAGCAGATAAGCGGATTTTAGGGATGTTTCCTTAT
GATGTTCAAGTCATGGGAGCTATTGTCATGCACTATGGARATGTTGCTGA
GATGAATACGGGGGAAGGTAAGACCTTGACAGCTACCATGCCTGTCTATT
TGAACGCTTTTTCAGGAGAAGGAGTGATGGTTGTGACTCCTAATGAGTAT
TTATCAAAGCGTGATGCCGAGGAAATGGGTCAAGTTTATCGTTTTCTAGG
ATTGACCATTGGTGTACCATTTACGGAAGATCCAAAGAAGGAGATGAAAG
CTGAAGAAAAGAAGCTTATCTATGCTTCGGATATCATCTACACAACCAAT
AGTAATTTAGGTTTTGATTATCTAAATGATAACCTAGCCTCGAATGAAGA
AGGTAAGTTTTTACGACCGTTTAACTATGTGATTATTGATGAAATTGATG
ATATCTTGCTTGATAGTGCACAAACTCCTCTGATTATTGCGGGTTCTCCT
CGTGTTCAGTCTAATTACTATGCGATCATTGATACACTTGTAACAACCTT
GGTCGAAGGAGAGGATTATATCTTTAAAGAGGAGAAAGAGGAGGTTTGGC
TCACTACTAAGGGGGCCAAGTCTGCTGAGAATTTCCTAGGGATTGATAAT
TTATACAAGGAAGAGCATGCGTCTTTTGCTCGTCATTTGGTTTATGCGAT
TCGAGCTCATAAGCTCTTTACTAAAGATAAGGACTATATCATTCGTGGAA
ATGAGATGGTACTGGTTGATAAGGGAACAGGGCGTCTAATGGARATGACT
AAACTTCAAGGAGGTCTCCATCAGGCTATTGAAGCCAAGGAACATGTCAA
ATTATCTCCTGAGACGCGGGCTATGGCCTCGATCACCTATCAGAGTCTTT
TTAAGATGTTTAATAAGATATCTGGTATGACAGGGACAGGTAAGGTCGCG
GAAAAAGAGTTTATTGAAACTTACAATATGTCTGTAGTACGCATTCCAAC
CAATCGTCCGAGACAACGGATTGACTATCCAGATAATCTATATATCACTT
TACCTGAAAAAGTGTATGCATCCTTGGAGTACATCAAGCAATACCATGCT
AAGGGAAATCCTTTACTCGTTTT TGTAGGCTCAGTTGAAATGTCTCAACT
CTATTCGTCTCTCTTGTTTCGTGAAGGGATTGCCCATAATGTCCTAAATG
CTAATAATGCGGCGCGTGAGGCTCAGATTATCTCCGAGT CAGGTCAGATG
GGGGCTGTGACAGTGGCTACCTCTATGGCAGGACGTGGTACGGATATCAA
GCTTGGTAAAGGAGTCGCAGAGCTTGGGGGCTTGATTGT TATTGGGACTG
AGCGGATGGAAAGTCAGCGGATCGACCTACAAATTCGTGGCCGTTCTGGT
CGTCAGGGAGATCCTGGTATGAGTARAATTTTTTGTATCCTTAGAGGATGA
TGTTATCAAGAAATTTGGTCCATCTTGGGTGCATAAAAAGTACAAAGACT
ATCAGGTTCAAGATATGACTCAACCGGAAGTATTGAAAGGTCGTAAATAC
CGGAAACTAGTCGAAAAGGCTCAGCATGCCAGTGATAGTGCTGGACGTTC
AGCACGTCGTCAGACTCTGGAGTATGCTGAAAGTATGAATATACAACGGG
ATATAGTCTATAAAGAGAGAAATCGTCTAATAGATGGTTCTCGTGACTTA
GAGGATGT TGTTGTGGATATCATTGAGAGATATACAGAAGAGGTAGCGGC
TGATCACTATGCTAGTCGTGAATTATTGTTTCACTTTAT TGTGACCAATA
TTAGTTTTCATGT TAAAGAGGTTCCAGATTATATAGATGTAACTGACAAA
ACTGCAGTTCGTAGCTTTATGAAGCAGGTGATTGATARAGAACTTTCTGA
AAAGAAAGAATTACGTTAATCAACATGACTTATATGAACAGTTTTTACGA
CTTTCACTGCTTAAAGCCATTGATGACAACTGGGTAGAGCAGGTAGACTA
TCTACAACAGCTATCCATGGCTATCGGTGGTCAATCTGCTAGTCAGARAAA
ATCCAATCGTAGAGTACTATCAAGAAGCCTACGCGGGCTTTGAAGCTATG
AAAGAACAGATTCATGCGGATATGGTGCGTAATCTCCTGATGGGGCTGGT
TGAGGTCACTCCAAAAGGTGAAATCGTGACTCATTTTCCATAA

4158 .4
(SEQ. ID. NO. 275)

ATGATAGGGACTTTCGCCGCTGCTCTTGTAGCTGTACTAGCAAATTTCAT
CGTCCCTATTGAAATTACCCCAAATAGTGCCAATACTGAAATTGCACCAC
CAGATGGGAT TGGGCAGGTTCTCAGCAACCTCTTGCTCAAACTGGTTGAC
AACCCAGTCAACGCCCTGTTACTGCTAACTATATTAGARATCTTATCTTGG
GCAGTCATTTTTGGAATCGCTATGAGAGAAGCCAGTAAAAATAGTCAAGA
ATTGCTAAAAACTATCGCTGACGTGACTTCTAAAATTGTCGAATGGATCA
TCAATCTGGCTCCATTTGGAATCCTTGGTCTTGTTTTTAAAACCATTTCT
GACAAGGGAGTCGGAAGCCTTGCCARCTACGGTATTTTATTGGTTCTATT
AGTAACGACTATGCTTTTTGTTGCCCCTGTGGTCAACCCTTTGATTGCCT
TCTTCTTTATGAGACGCAATCCTTACCCTCTAGTTTGGAACTGCCTCCGT
GTCAGCGGTGTGACAGCCTTTTTCACTCGTAGTTCTGCGACTAACATTCC
TGTCAACATGAAACTCTGCCATGACCTTGGACTCAACCCAGATACCTATT
CTGTTTCTATCCCACTCGGTTCTACTATCAATATGGCTGGAGTAGCGATT
ACCATTAACCTTTTGACCCTTGCTGCAGTTAACACTCTTGGAATTCCTGT
TGACTTTGCCACAGCCTTTGTCCTCAGTGTGGTAGCAGCTATCTCATCCT
GTGATGCTTCAGGTATTGCCGGAGGTTCCCTCCTTCTTATCCCAGTTGCT
TGTAGCCTTTTCGGTATTTCTAACGATATTGCCATACAAATTGTTGGGGT
TGGTTTTGTGATTGGTGTCATCCAAGACTCATGTGAAACAGCCCTTAACT



US 2008/0260768 A1l

TABLE 1-continued

Oct. 23,2008

TABLE 1-continued

CTTCTACAGATGTCCTCTTTACCGCCGTTGCCGAATACGCAGCAACCCGT
AARAAATAA

4158.5
(SEQ. ID. NO. 276)

ATGTCTATTAGCCAACGTACGACCAAGCTCATCTTAGCTACCTGTCTTGC
CTGCCTGCTTGCTTATTTTCTCAATCTTTCGTCAGCAGTTTCGGCTGGAA
TTATCGCTCTCTTGAGCCTATCTGATACGCGTAGAAGTACTTTAAAACTG
GCTCGCAATCGTCTTTTTTCTATGCTTCTAGCTCTGGCTATCGGTGTTCT
AGCTTTTCACTTGAGCGGATTTCATATCTGGAGTCTCGGCCTCTATCTGG
CCTTCTACGTTCCTTTAGCCTACAAGATGGGCTGGGAAATTGGCATCACA
CCAAGCACTGTTTTGGT TAGCCATCTCTTGGTTCAAGAGTCAACCTCTCC
AGACCTTCTAGTCAATGAATTCCTTCTCTTTGCTATTGGTACAGGATTTG
CCTTGCTTGTTAATCTCTATATGCCTT CACGAGAAGAGGAAATCCAGCAC
TACCACACGCTGGTGGAAGAARAAGTTAAAAGATATCCTCCAGCGCTTCAA
ATACTATTTATCCAGAGGAGACGGACGCAACCGAGCACAGCTGGTAGCAG
AATTAGACACGCTTTTGAAAGAAGCCCTCAGACTGGTCTATTTGGATCAC
TCTGACCACCTCTTTCACCAGACAGACTACCATATCCACTACTTTGAGAT
GAGACAGCGACAAAGTCGTATCCTGAGAAACATGGCCCAACAGATTAACA
CTTGTCACCTTGCCGCCAGTGAAAGCCTGATCTTAGCGCAACTCTTTTCA
AARATTGCAGGTCAACTGAGCCAGACCAATCCTGCTTCTGATTTGCTAGA
TGAAATTGAACGTTATCTGGAAGTCTTCCGGAACCGCAGTCTGCCCAAGA
CAAGAGAAGAATTTGAAACCCGCGCCACCCTTCTTCAACTCCTACGTGAA
GCCARAACCTTCATCCAAGTARAAGTTGATTTTTACCAAAAATATAGACA
GTAA

4158.56
(SEQ. ID. NO. 277)

ATGGAAATCATGTCGCTTGCGATTGCTGTTTTTGCCGTCATCATTGGTTT
AGTCATTGGATATGTCAGCATCTCAGCTAAGATGAAATCATCTCAGGAAG
CTGCAGAGTTGATGCTTTTAAATGCTGAACAAGAAGCAACTAATTTACGT
GGACAAGCTGAGCGTGAAGCGGATTTACTTGTTAATGAAGCCAAACGTGA
AAGCAAGTCTCTTAAAAAAGAAGCACTATTGGAGGCCAAAGAAGAAGCCA
GAAAATACCGTGAAGAAGTGGACGCTGAATTCAAATCAGAACGTCAAGAA
CTCAAACAAATCGAAAGTCGT TTGACAGAGAGAGCTACTAGCCTTGACCG
TAAGGACGACAATTTGACGAGTAAAGAACAAACACTTGAACAAAAAGAAC
AAAGTATTTCTGATAGAGCGAAAAACCTTGATGCGCGTGAAGAGCAATTA
GAGGAAGTCGAAAGACAAAAAGAAGCAGAACTAGAGCGTATTGGTGCGCT
GTCTCAGGCAGAAGCACGAGATATTATCTTGGCTCAGACAGAGGAAAACT
TGACCAGGGAGATTGCCAGTCGCATTCGCGAAGCTGAGCAAGAGGTCAAG
GAACGTTCTGACAAAATGGCCAAGGACATCTTGGTTCAAGCTATGCAACG
TATCGCTGGTGAATATGTAGCGGAGTCAACAAACTCAACAGTTCATCTGC
CAGACGATACTATGAAGGGACGCATTATTGGTCGTGAAGGTCGTAACATT
CGTACCTTTGAAAGTTTGACAGGGGTCGATGTGATTATCGACGATACACC
AGAAGTGGTGACCTTGTCAGGATTTGATCCGATTCGTCGTGAGATTGCCC
GTATGACTATGGAAATGTTGCTCAAAGATGGTCGTATACATCCAGCTCGT
ATCGAAGAGTTGGTTGAGAAALACCGTCAAGAGATTGACAATAAGATTCG
TGAATACGGTGAGGCTGCTGCCTATGAAATTGGTGCGCCAAACCTTCATC
CAGACTTGATGAAGATTATGGGACGTTTGCAGTTCCGTACTTCATATGGA
CAAAATGTTTTGCGCCATTCGATTGAGGTTGCTAAGTTGGCTGGTATCAT
GGCGAGCGAACTTGGTGAAAATGCGGCTCTTGCCCGTCGTGCTGGATTCC
TTCACGATATCGGGAAAGCCATTGACCATGAGGTTGAAGGTAGCCACGTT
GAAATCGGTATGGAATTGGCCCGTAAGTACAAGGAACCCCCAGTTGTGGT
GAATACGATTGCTAGTCACCACGGAGATGTTGAAGCTGAGAGCGTGATAG
CAGTTATCGTCGCTGCAGCAGATGCCTTGAGCGCAGCCCGTCCAGGTGCT
CGTAGTGAGTCTCTTGAAAGCTACATCAAGCGTCTCCATGATTTGGAAGA
AATTGCTAACGGCTTGAAGGAGTGCAAACTAGCTTTGCCCTTCAAGCAGG
ACGTGAAATTCGTATCATGGTCAATCCAGGAAAAATCAAGGACGACAAAG
TCACAATCTTGGCTCACAAAGTTCGTAAGAAAATTGAAAACAATCTCGAT
TATCCAGGAAATATCAAGGTAACCGTGATTCGCGAGCTTCGTGCAGTAGA
TTATGCTAAATAA

4158.7
(SEQ. ID. NO. 278)

ATGATGTTAAAACCCTCTATTGATACCTTGCTCGACAAGGTTCCTTCAAA
ATATTCACTCGTAATCTTGGAAGCARAACGTGCCCACGAATTGGAAGCAG
GTGCCCCAGCAACTCAAGGTTTCAAGTCTGAAARATCAACTCTTCGCGCT
TTAGAAGAAATCGAATCAGGAAACGTTACAATTCACCCAGATCCAGAAGG
AARAACGTGAAGCAGTGCGTCGCCGTATCGAAGAAGAAAACGCCGCAAAGA
AGAAGAAGAAAAGAAAATCAAAGAGCAAATTGCTAAAGAAAAAGAAGATG
GTGAAAARATTTAA

4161.1

(SEQ. ID. NO. 279)
ATGTCAGCATATCAATTACCGACCGTATGGCAGGATGAAGCTAGTAATCA
AGGAGCTTTTACGGGGCTAAACAGACCAACAGCAGGTGCCCGTTTCGAAC

AARACTTGCCAAAAGGAGAACAAGCTTTTCAGCTTTATTCACTGGGAACA
CCAAATGGTGTGAAGGTTACTATCTTAT TGGAAGAATTACTAGAAGCTGG
TTTTAAGGAAGCGGCTTACGACTTGTATAAGATTGCTATCATGGATGGGG
ATCAATTCGGATCAGACTTTGTGAAGCTCAATCCAAATTCCAAGATTCCA
GCCTTATTGGACCAGTCAGGTACTGAAAACGTAAGAGTCTTTGAGTCTGC
TCATATTCTTCTTTACCTTGCTGAGAAATTTGGAGCCTTTTTACCAAGTA
ATCCTGTGGAAAAGGTAGAAGTTTTGAATTGGCTATTCTGGCAAGCAGGT
GCAGCACCTTTTCTAGGTGGGGGATTTGGACATTTCTTCAATTATGCTCC
TGAAAAATTGGAATATCCTATTAACCGTTTTACGATGGAAGTGAAACGCC
AGTTGGATTTATTGGATAAGGAATTGGCTCAGAAACCTTATATTGCAGGC
AATGACTATACGATTGCAGATAT TGCTATCTGGTCTTGGTATGGACAGTT
AGTTCAAGGAAATCTTTACCAAGGTTCTGCAAAATTCTTGGATGCCTCAA
GTTATCAAAATCTAGTAAAATGGGCAGAAAAAATTGCCAATCGTCCAGCT
GTTAAGCGTGGCTTGGAAGTAACTTATACAGAAATTAAATAG

4161.2
(SEQ. ID. NO. 280)

TTGGCAAGCTTGATCACTTCTATCATCATGTTCTATGTCGGTTTCGATGT
TCTAAGAGATACCATTCAAAAGATTCTCAGTCGGGAAGAAACGGTCATTG
ATCCTCTTGGTGCAACTCTAGGAATCATTTCTGCAGCGATTATGTTTGTG
GTCTATCTCTACAATACTCGCCTCAGTAAGAAATCCAACTCCAATGCGCT
GAAGGCAGCTGCTAAGGACAATCTTTCTGACGCTGTTACCTCACTTGGAA
CCGCCATTGCCATCCTAGCTAGTAGTTTCAATTATCCGATTGTGGATAAA
CTGGTTGCTATCATCATCACTTTCTTTATCTTGAAGACTGCCTATGATAT
CTTCATCGAGTCTTCCTTTAGTCTTTCAGATGGCTTTGACGACCGCCTGC
TCGAGGACTACCAAAAGGCTATCATGGAAATTCCCAAAATCAGCAAGGTC
AAATCGCARAGAGGTCGCACCTACGGTAGCAACATCTACCTGGATATTAC
ACTAGAGATGAATCCTGACTTGTCTGTTTTTGAAAGCCATGAAATCGCGG
ATCAGGTCGAGTCTATGCTGGAGGAGCGTTTTGGCGTCTTTGATACCGAT
GTCCATATCGAACCAGCACCTATCCCTGAGGATGAAATTTTAGACAATGT
CTATAAAAAATTGCTTATGCGTGAACAATTGATTGACCAAGGAAACCAAC
TAGAAGAACTCTTGACTGATGATTTTGTCTATATTCGCCAAGATGGAGAG
CAGATGGATAAAGAGGCTTATAAGACCAAAAAAGAGTTAAATTCTGCTAT
CAAGGACATTCAAATTACTTCCATCAGTCAAAAAACCAAACTCATCTGCT
ATGAGTTAGATGGTATCATCCATACCAGTATCTGGCGTCGCCACGAAACC
TGGCAAAATATCTTTCATCAAGAAACCAAAAAAGAATAG

4162.1
(SEQ. ID. NO. 281)

ATGACAATTAAACTAGTAGCAACGGATATGGACGGAACCTTCCTAGATGG
GAATGGACGCTTTGATATGGATCGTCTCAAGTCTCTCTTGGTTTCCTACA
AGGAAAAAGGGATTTACTTTGCGGTAGCTTCGGGTCGGGGATTTCTGTCT
CTAGAAAAATTATTTGCTGGTGTTCGTGATGACATTATT TTCATCGCGGA
AAATGGCAGTTTGGTAGAGTATCAAGGTCAGGACTTGTATGAAGCGACTA
TGTCTCGTGACTTTTATCTGGCAACTTTTGAAAAGCTGAAAACTTCACCT
TATGTAGATATCAATAAACTGCTCTTGACGGGTAAGAAGGGTTCATATGT
TCTAGATACGGTTGATGAGACCTATTTGAAAGTGAGTCAGCACTATAATG
AAAATATCCAAAAAGTAGCGAGT TTGGAAGATATCACAGATGACATTTTC
AAATTTACAACCAACTTCACAGAAGAAACGCTGGAAGATGGGGAGGCTTG
GGTAAACGAAAACGTTCCTGGTGTTAAGGCCATGACAACTGGCTTTGAAT
CCATTGATATTGTTCTGGACTATGTCGATAAGGGAGTGGCCATTGTTGAA
TTAGTTAAAAAACTTGGTATCACAATGGATCAGGTCATGGCTTTTGGAGA
CAATCTTAATGACTTACATATGATGCAGGTTGTGGGACATCCTGTAGCTC
CTGAAAATGCACGACCTGAAATTTAGAATTAGCAAAGACTGTGATTGGTC
ACCATAAGGAACGGTCGGTTATAGCTTATATGGAGGGCTTATAA

4162.2
(SEQ. ID. NO. 282)

ATGGCAGATATAAAATTGATTGCATTGGACTTGGACGGGACCTTGCTGAC
TACTGATAAAAGGCTGACGGATCGTACCAAGGAAACCTTGCAAGCTGCGC
GTGATCGTGGTATCAAGGTCGTATTGACAACTGGTCGTCCCTTAAAAGCC
ATGGATTTCTTTCTCCATGAGTTAGGGACTGACGGTCAGGAAGATGAGTA
TACCATTACTTTTAATGGTGGATTAGTTCAGAAAAATACAGGAGAAATCC
TTGATAAAACAGTCTTTTCATATGATGATGTGGCACGTT TGTATGAAGAA
ACAGAGAAATTATCACTGCCTCTTGATGCCATCTCAGAAGGAACAGTTTA
TCAAATCCAATCGGACCAAGAAAGTCTTTATGCCARATTCAATCCAGCTT
TGACCTTTGTTCCAGTGGACT TTGAAGACTTATCTAGTCAAATGACCTAC
AACAAATGCGTGACTGCCTTTGCTCAAGAACCCTTGGATGCAGCCATTCA
GAAGATTTCTCCAGAATTGTTGACCAATATGAAATCTTTAAATCACGTGA
AATGTTGCTAGAATGGTCACCAAAGAATGTTCATAAAGCAACAGGTTTGG
CAAAACTAATCAGCCATCTTGGAATCGACCAAAGTCAAGTGATGGCTTGT
GGTGACGAGGCCAATGACCTCTCTATGATTGAATGGGCAGGTCTTGGTGT
TGCTATGCAAAACGCTGTTCCTGAAGTAAAGGCAGCCGCAAATGTAGTGA
CGCCGATGACCAACGATGAGGAAGCTGTCGCCTGGGCTATCGAAGAATAT
GTGCTAAAGGAGAACTAA
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4164.2
(SEQ. ID. NO. 283)

ATGGAAAGTTTACTTATTCTATTATTAATTGCCAATCTAGCTGGTCTCTT
TCTGATTTGGCAAAGGCAGGATAGGCAGGAGAAACACTTAAGTAAGAGCT
TGGAGGATCAGGCAGATCATTTGTCAGACCAGTTGGATTACCGCTTTGAC
CAAGCCAGACAAGCCAGCCAGTTAGACCAAAAAGATTTGGAAGTGGTTGT
CAGCGACCGTTTGCAAGAAGTGCGGAT TGAATTGCACCAAGGTCTGACCC
AAGTCCGTCAAGAAATGACAGATAATCTCCTCCAAACTAGAGACAAGACA
GACCAACGTCTCCAAGCCTTGCAGGAATCAAATGAGCAACGTTTGGAACA
AATGCGCCAGACGGTCGAGGAAAAACTAGAAAAGACCTTGCAGACACGCT
TACAGGCTTCCTTTGAGACAGTTTCTAAACAACTGGAGTCTGTCAATCGT
GGCCTTGGAGAAATGCAGACAGTTGCCCGTGATGTCGGAGCTCTTAACAA
GGTTCTCTCTGGAACCAAGACGCGAGGGATTCTGGGAGAATTGCAACTGG
GGCARAATTATTGAAGACATCATGACACCTGCCCAGTACGAACGAGAATAC
GCAACGGTTGAAAACTCTAGTGAACGAGTGGAGTATGCCATCAAGTTACC
CGGACAAGGCGACCAAGAATACGTCTATCTGCCAATTGACTCTAAGTTTC
CACTGGCAGATTATTACCGCTTGGAAGAAGCCTATGAGACAGGTGACAAG
GATGAGATTGAACGCTGTCGTAAGT CACTCCTAGCAAGCGTCAAGCGCTT
TGCTAGGGATATTAGGAACAAGTACATAGCACCACCTCGGACGACCAATT
TTGGAGTTTTGTTTGTTCCGACAGAAGGTCTCTACTCAGAAATCGTCCGC
AATCCGGTCTTCTTTGATGAT TTGAGACGGGAAGAACAGATTATTGTTGC
AGGACCAAGTACCCTATCAGCCCTTCTTAACTCCCTATCAGTTGGTTTCA
AGACCCTTAATATCCAAAAGAGTGCCGACCATATCAGCAAGACTCTTGCC
AGTGTCAAGACCGAGTTTGGCAAGTTTGGTGGTATTCTGGTCAAGGCACA
AARACATCTCCAACATGCCTCTGGCAATATTGATGAATTATTAAACCGTC
GTACCATAGCTATCGAGCGGACGATCCGTCACATTGAGTTGTCAGAAGGT
GAGCCTGCGCTTGATCTACTCCATTTTCAAGAAAATGAGGAAGAATATGA
AGATTAG

4164.3
(SEQ. ID. NO. 284)

ATGAAGATTAGTCACATGAAALAAGATGAGTTATTTGAAGGCTTTTACCT
AATCAAATCAGCTGACCTGAGGCAAACTCGAGCTGGGAAAAACTACCTAG
CCTTTACCTTCCAAGATGATAGTGGCGAGATTGATGGGAAGCTCTGGGAT
GCCCAACCTCATAACATTGAGGCCTTTACCGCAGGTAAGGTTGTCCACAT
GAAAGGACGCCGAGAAGTTTATAACAATACCCCTCAAGTCAATCARATTA
CTCTCCGCCTGCCTCAAGCTGGTGAACCCAATGACCCAGCTGATTTCAAG
GTCAAGTCACCAGTTGATGTCAAGGAAATTCGTGACTACATGTCGCAAAT
GATTTTCAAAATTGAAAATCCTGTCTGGCAACGGATTGTCCGAAATCTCT
ACACCAAGTATGATAAGGAATTCTACTCCTATCCAGCTGCCAAGACCAAC
CACCATGCCTTTGAAACGGGCTTGGCCTATCATACGGCGACCATGGTGCG
TTTGGCAGACGCTATTAGCGAAGTTTATCCTCAGCTCAATAAGAGCCTGC
TCTATGCGGGGATTATGTTGCATGACT TAGCTAAGGTCATCGAGT TGACG
GGGCCAGACCAGACAGAGTACACAGTGCGAGGTAATCTTCTTGGACATAT
CGCTCTCATTGATAGCGAAATTACCAAGACAGTTATGGAACTCGGCATCG
ATGATACCAAGGAAGAAGTCGTTTTGCTTCGTCATGTCATCCTCAGTCAC
CACGGCTTGCTTGAGTATGGAAGCCCAGTCCGTCCACGCATTATGGAAGC
AGAGATTATCCATATGATTGACAATCTGGATGCAAGCATGATGATGATGT
CAACAGCTCTTGCTTTGGTGGATAAAGGAGAGATGACCAATAAAATCTTC
GCTATGGATAATCGTTCCTTCTATARACCAGATTTAGATTAA

4166.2
(SEQ. ID. NO. 285)

ATGAGTGAAAAAGCTAAAAAAGGGTTTAAGATGCCTTCATCTTACACCGT
ATTATTGATAATCATTGCTATTATGGCAGTGCTAACTTGGTTTATCCCTG
CGGGGGCCTTTATAGAAGGTATTTACGAGACTCAGCCTCAARATCCACAA
GGGATTTGGGATGTCCTGATGGCACCGATTCGGGCTATGCTAGGTACTCA
TCCAGAGGAAGGTTCGCTCATTAAAGAAACGAGCGCAGCGATTGATGTAG
CCTTCTTCATCCTTATGGTTGGTGGTTTCCTTGGCATTGTCAACAAAACT
GGTGCTCTTGACGTAGGGATTGCCTCTATCGTGAAGAAGTATAAGGGCCG
CGAAAAAATGTTAATTTTGGTACTGATGCCTTTGTTTGCCCTCGGTGGTA
CAACTTATGGTATGGGTGAAGAAACRAATGGCCTTCTATCCACTCCTTGTG
CCAGTTATGATGGCCGTTGGT TTTGATAGCCTGACTGGTGTTGCAATTAT
TTTGCTCGGTTCTCAAATCGGCTGTTTGGCATCTACTCTGAATCCATTTG
CGACAGGTATTGCTTCAGCGACTGCGGGAGTTGGTACAGGGGACGGTATC
GTACTTCGTCTGATCTTCTGGGTTACCTTGACTGCTCTTAGTACTTGGTT
TGTTTACCGTTATGCGGATAAGATTCAAAAAGATCCGACTAAGTCACTGG
TTTATAGTACTCGCAAAGAAGATTTGAAACACTTTAACGTAGAAGAATCT
TCATCTGTAGAATCTACACTTAGCAGCAAACAAAAATCAGTTCTCTTCTT
ATTTGTGTTGACATTCATCTTGATGGTATTGAGCTTCATTCCATGGACAG
ACCTTGGCGTTACCATTTTTGATGACT TTAATACTTGGTTGACTGGTCTT
CCAGTTATTGGTAATATTGTCGGTTCATCTACTTCTGCACTAGGTACTTG
GTACTTCCCAGAAGGCGCAATGCTCTTTGCCTTTATGGGTATCCTGATTG
GTGTTATTTATGGT CTTAAAGAAGATAAGATTATCTCTTCCTTCATGAAT
GGTGCTGCTGACTTGCTCAGTGTTGCCTTGATCGTAGCGATTGCTCGTGG
TATTCAAGTTATCATGAACGACGGTATGATTACCGATACAATCCTCAACT

GGGGTAAAGAAGGCTTGAGCGGTCTATCTTCACAAGTCTTTATCGTTGTA
ACTTATATCTTCTATCTACCTATGTCATTCTTGATCCCATCTTCATCTGG
TCTTGCCAGCGCAACTATGGGTATCATGGCTCCACTTGGAGAATTTGTAA
ATGTCCGTCCTAGCTTGATTATCACTGCTTACCAATCTGCTTCAGGTGTC
TTGAACTTGATTGCACCAACATCTGGTATTGTGATGGGAGCTCTTGCACT
TGGACGTATCAACATTGGTACTTGGTGGAAATTCATGGGCARACTCGTAG
TCGCTATTATTGTAGTGACCATCGCCCTTCTTCTCCTTGGAACCTTCCTT
CCATTCCTATAA

4166.3
(SEQ. ID. NO. 286)

ATGAAAATAGATATAACAAATCAAGTTAAAGATGAATTTCTTATATCATT
AAAAACCTTGATTTCCTATCCTTCAGTACTCAATGAAGGAGAAAATGGAA
CACCTTTTGGACAAGCAATCCAAGATGTCCTAGAAAAAACTTTAGAGATT
TGTCGAGACATAGGTTTCACTACCTATCTTGACCCTAAAGGTTATTACGG
ATATGCAGAAATCGGTCAGGGAGCAGAGCTTCTGGCCATTCTCTGTCATT
TGGATGTTGTTCCATCAGGTGATGAAGCAGATTGGCAGACACCGCCATTT
GAAGCAACTATCAAAGACGGCTGGGTATTCGGACGTGGTGTCCAAGATGA
TAAAGGCCCTTCGCTCGCAGCTCTCTATGCAGTAAAAAGCTTGCTGGACC
AAGGTATTCAGTTCAAAAAGCGCGTACGCTTTATCTTTGGTACCGATGAG
GAAACCCTCTGGCGCTGCATGGCACGCTACAATACCATCGAAGAACAGGC
CAGTATGGGCTTTGCACCTGACTCATCTTTTCCTCTGACCTATGCTGAAA
AAGGGCTTCTACAGGTCAAACTTCATGGCCCTGGATCGGAT CAACTAGAG
CTTGAAGTAGGAGGCGCCTTTAACGTTGTACCAGACAAGGCCAACTACCA
AGGTCTCCTCTATGAACAGGTTTGTAACGGTCTCAAAGAAGCTGGTTATG
ATTACCAAACCACTGAACAAACCGTAACGGTTCTCGGAGTGCCAAAGCAT
GCTAAGGATGCTAGTCAAGGTATCAATGCTGTCATCCGACTAGCTACCAT
TCTTGCTCCTCTCCAAGAACACCCTGCTCTCAGTTTTCTTGCAACACAAG
CAGGTCAAGACGGCACAGGAAGACARATCTTTGGTGATATAGCAGATGAA
CCTTTCTGGTCACCTATCCTTTAATGTCGCAGGTCTCATGATCAATCATG
AACGTTCTGAAATCCGTATTGACATTCGGACTCCTGTCTTAGCTGACAAG
GAAGAACTAGTAGAGTTGCTTACAAGATGTGCACAAAACTACCAACTCCG
CTACGAAGAGTTTGACTATCTAGCGCCTCTATACGTCGCAGAAGACAGTA
AACTCGTTAGCACACTGATGCAAATCTACCAAGAAAAGACTGGCGATAAC
AGTCCTGCTATTTCATCCGGTGGTGCCACTTTTGCTCGCACCATGCCAAA
TTGTGTAGCCTTCGGCGCCTTATTCCCAGGAGCGAAGCAGACAGAACATC
AGGCAAATGAATGTGCCGTTCTAGAAGATTTGTACCGTGCTATGGATATT
TATGCCGAAGCCGTCTATCGACTTGCAACTTAA

4169.1
(SEQ. ID. NO. 287)

ATGTCTAATTCATTTGTCAAGTTGTTAGTCTCTCAATTATT TGCAAATTT
AGCAGATATTTTCTTTAGAGTAACAATCATTGCTAACATATACATTATTT
CAARATCAGTAATTGCCACATCACTAGTTCCTATCTTAATAGGAATATCC
TCTTTTGTTGCGAGTCTTTTAGTTCCGTTGGTTACTAAAAGGTTAGCGCT
AAATAGGGTTTTATCTTTATCTCAATTTGGAAAGACTATATTATTGGCGA
TACTGGTAGGAATGTTTACCGTAATGCAATCCGTAGCGCCTTTGGTGACC
TATCTATTTGTTGTTGCAATTTCCATACTAGATGGTTTTGCAGCACCCGT
TTCCTATGCTATTGTGCCACGCTATGCGACCGATTTGGGTAAGGCTAATT
CAGCCTTATCAATGACTGGTGAAGCTGTTCAATTGATAGGTTGGGGATTA
GGTGGACTCTTGTTTGCAACAATTGGTCTGTTACCTACCACGTGTATCAA
TTTAGTCTTGTATATCATTTCTAGCTTTCTGATGTTATTTCTTCCTAACG
CTGAAGTGGAGGTGTTAGAGT CAGAAACTAATCTTGAAATTTTGCTCAAA
GGTTGGAAGTTAGTTGCTAGAAATCCTAGATTAAGACTTTTTGTATCAGC
AAATTTATTGGAAATTTTTTCAAATACGATTTGGGTTTCTTCCATTATAC
TTGTTTTTGTAACGGAGTTAT TAAATAAAACGGAAAGTTACTGGGGATAT
TCTAATACAGCATACTCTATTGGTATTATAATTAGTGGCTTAATTGCTTT
TAGGCTATCTGAAAAGTTCCTTGCTGCTAAATGGGAAGGGGAATTATTCA
CCCCAAATCTAAAAACCATCCAGAATCCTGCCTTAGCTTAGATCCTGGAT
GGTTTCTTTTTTCACCCAATGGGTGTTTTTTACTAGACARAAAAGAGTTT
CCCCTTTATGGTATAAGTGTAGAAAAARACACAAAAAGAAAGGAAACTCA
CATGAACAGTTTACCAAATCATCACTTCCAAAACAAGTCTTTTTACCAAC
TATCTTTCGATGGAGGTCATTTAACCCAGTATGGTGGTCTTATCTTTTTT
CAGGAACTTTTTTCCCAGTTGAAACTARAAGAGCGGATTTCTAAGTATTT
AGTAACGAATGACCAACGCCGCTACTGTCGTTATTCGGATTCAGATATCC
TTGTCCAGTTCCTCTTTCAACTGTTAACAGGTTATGGAACGGACTATGCT
TGTAAAGAATTGTCAGCTGATGCCTACTTTCCAAAATTGTTGGAAGGAGG
GCAGCTTGCTTCACAGCCAACCTTATCCCGTTTTCTTTCCAGAACTGACG
AGGAAACAGTCCATAGTTTGCGATGCCTCAACCTTGAATTGGTCGAATTC
TTTTTACAGTTTCACCAGCTAAACCAACTCATTGTAGATATCGATTCTAC
CCATTTCACAACTTATGGCAAGCAAGAAGGTGTTGCTTATAACGCCCACT
ATCGTGCTCATGGCTATCATCCTCTTTATGCTTTCGAGGGGAAGACAGGT
TATTGTTTCAATGCCCAGCTTCGTCCTGGTAATCGTTATTGTTCTGAAGA
GGCAGACAGCTTTTATCACACCTGTTTTAGAACGGTTTAATCAACTTCTC
TTTCGAATGGATAGTGGCTTTGCGACCCCAAAATTATACGATTTAATTGA
AAAAACAGGGCAATACTACCTCATAAAACTCAAGAAARATACTGTTCTGA
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GCCGTCTTGGAGACCTTTCCCTCCCTTGCCCACAGGATGAGGACTTAACC
ATCTTGCCCCACTCCGCCTACTCAGAAACTCTCTATCAAGCAGGATCTTG
GTCGCACAAGCGTCGTGTCTGCCAGTTCTCTGAACGAAAAGAAGGAAACT
TGTTCTACGATGTTATTTCTCTCGTTACAAATATGACGAGTGGAACAAGC
CAAGACCAGTTTCAGCTTTATCGTGGACGTGGTCAAGCCGAGAATTTCAT
CAAGGAGATGAAGGAGGGATTTTTTGGCGATAAAACGGATAGTTCAACCT
TAATCAAAAACGAAGTTCGTATGATGATGAGCTGTATCGCCTACAATCTC
TATCTTTTTCTCAAACATCTAGCTGGAGGTGACTTCCAAACTTTAACAAT
CAAACGCTTCCGCCATCTTTTTCTTCACGTGGTGGGAAAATGTGTTCGAA
CAGGACGCAAGCAGCTCCTCAAATTGTCTAGTCTCTATGCCTATTCCGAA
TTGTTTTCAGCACTTTATTCTAGGATTAGAAAAGTCAACCTGAATCTTCC
TGTTCCTTATGAACCACCTAGAAGAAAAGCGTCGTTAATGATGCATTAA

4169.3
(SEQ. ID. NO. 288)

ATGATGGAGTTTTTTCAACAGCTTCCTCATTTAGAGCCATATGGCAATCC
TCAGTATTTTGTTTATGTGAT TGCTGCAACCTTGCCCATCTTTATAGGTC
TCTTTTTCAAGARACGCTTTGCCTGGTATGAAGTGTTGGTAAGTCTCTTC
TTTATTGTCACCATGTTGGTGGGTGGAAAGACCAATCAACTAGCTGCCTT
GGGTATTTACCTTTGCTGGGAAATATTGCTCCTGCTTTTCTACAAGCATT
ATCGAAAAAGCAAGGATGGCAAGTGGGTCTTCTACTTAGTTAGTTTTCTG
TCCCTACTTCCGATTATCTTTGTCAAGGTGCAACCAGCTATCAATGGAAC
GCAGTCTTTGCTTGGGTTCTTGGGAATTTCTTACCTGACCTTTCGTTCGG
TTGGAATTGTCATCGAGCTGAGAGATGGAGTGATTAAGGATTTTACCCTC
TGGGAATTCCTCCGTTTCCTTCTCTTCATGCCAACTTTCTCGAGTGGTCC
AATCGATCGCTTTAAGCGATTTAATGAAAATTATCAGGCTATTCCTGAGC
GAGATGAGTTGATGGATATGCTGGATGAATCTGTCCGCTATATCATGTGG
GGCTTTTTGTATAAGTTTATCCTAGCTCATGTTTTAGGAGAGACCTTACT
ACCTCCTCTGAAGAATTTAGCCTTGCAGTCAGGTGGCTTCTTTAATCTCT
ATGCCTTGGCAGTTATGTATACTTTTGGTCTGGAACTCTTCTTTGACTTT
GCAGGTTATTCTATGTTTGCTTTGGCCATCTCAAACTTGATGGGAATCCG
TAGCCCTATCAACTTTAACAAGCCCTTTTTATCAAGGGATTTAAAGGAGT
TTTGGAATCGCTGGCATATGAGTCTGTCCTTCTGGTTCCGTGACTTTGTC
TTTATGCGAATGGTGATGGTGTTAACCAGARAGAAAGTCTTTAAAAATCG
TAATGTAACCTCAAGCATGGCCTACAT TGTAAATATGCTGATTATGGGAT
TTTGGCATGGTGTGACCTGGTACTATATCGCCTATGGACTCTTTCATGGA
CTAGGCTTGGTCATCAATGATGCCTGGGTTCGCAAGAAAAARACGCTCAA
TAAGGAACGGAARAAAGCAGGGAAGGCTGCCCTACCTGAGAATCGCTGGA
TTCAGTTGCTTGGCATGGTTGTCACTTTCCATGTTGTCATGTTGTCATTC
TTAATCTTTTCTGGATTCTTGAATAATCTATGGTTTAAAAAATAA

4169.4
(SEQ. ID. NO. 289)

ATGCTTAAACGCTTATGGATGATCTTCGGACCGGTCTTGATCGCTGGTTT
GTTGGTTTTTCTGCTCATTTTCTTT TATCCTACTGAGATGCATCATAATC
TAGGAGCTGAAAAGCGTTCAGCAGTGGCTACTACTATCGATAGTTTTAAG
GAGCGAAGTCAAAAAGTCAGAGCACTATCTGATCCAAATGTGCGTTTTGT
TCCCTTCTTTGGCTCTAGTGAATGGCTTCGTTTTGACGGTGCTCATCCTG
CGGTATTAGCTGAGAAATACAATCGTTCCTACCGTCCTTATCTTTTAGGA
CAGGGGGGAGCTGCATCGCTTAACCAATATTTTGGAATGCAACAGATGTT
ACCACAGCTGGAGAATAAACAAGTTGTGTATGTTATCTCACCTCAGTGGT
TCAGTAAAAATGGCTATGATCCAGCAGCCTTCCAGCAGTATTTTAATGGA
GACCAGTTGACTAGTTTTCTGAAACATCAATCTGGGGATCAGGCTAGTCA
ATATGCAGCGACTCGCTTACTGCAACAGTTCCCAAACGTAGCTATGAAGG
ACCTGGTTCAGAAGTTGGCAAGTAAAGAAGAATTGTCGACAGCAGACAAT
GAAATGATTGAATTATTGGCTCGTTTTAATGAACGCCAAGCTTCCTTTTT
TGGTCAGTTTTCGGTTAGAGGCTATGT TAACTACGATAAGCATGTAGCTA
AGTATTTAAAAATCTTGCCAGACCAGTTTTCTTATCAGGCAATAGAAGAT
GTTGTCAAAGCAGATGCTGAAAAAAATACTTCCAATAATGAGATGGGAAT
GGAAAATTATTTCTATAATGAGCAGATCAAGAAGGATTTGAAGAAATTAA
AGGATTCTCAGAAAAGCTTTACCTATCTCAAGTCGCCAGAGTATAATGAC
TTGCAGTTGGTTTTAACACAGTTTTCTAAATCTAAGGTAAACCCGATTTT
TATCATTCCACCTGTTAATAARAAAATGGATGAACTATGCTGGTCTACGAG
AGGATATGTACCAACAAACGGTGCAGAAGATTCGCTACCAGTTAGAAAGT
CAAGGTTTTACCAATATAGCAGATTTT TCTAAGGACGGCGGGGAGCCTTT
CTTTATGAAGGACACCATTCACCTTGGTTGGTTGGGTTGGTTGGCTTTTG
ACAAGGCAGTTGATCCTTTCCTATCCAATCCCACACCAGCTCCGACTTAC
CATCTGAATGAGCGCTTTTTCAGCARAGATTGGGCGACTTATGATGGAGA
TGTCAAAGAATTTCAATAG

4169.56

(SEQ. ID. NO. 290)
ATGGAGAAAAACCTCAAGGCTTTGARACAAACAACAGACCAAGAAGGCCC
AGCAATTGAACCTGAAAAGGCAGAGGATACCAAGACAGTCCAAAATGGTT
ACTTCGAGGATGCAGCTGTCAAGGACCGCACCTTGAGTGACTATGCAGGT
AACTGGCAATCAGTTTATCCTTTCCTTGAAGACGGCACGTTTGACCAAGT

CTTTGACTACAAGGCTAAGTTGACTGGTAAGATGACCCAGGCTGAGTACA
AGGCTTACTATACAAAAGGCTATCATACAGATGTGACTAAGATTAACATT
ACTGATAATACTATGGAATTTGT TCAAGGTGGACAAAGCAAGAAATACAC
TTACAAGTATGTCGGTAAGAAAATTTTGACTTACAAGAAAGGCAATCGTG
GCGTGCGTTTCCTCTTTGAAGCCACAGATGCTGACGCTGGACAATTCAAG
TATGTTCAGTTTAGTGACCACAATGTTGCCCCAGTTAAGGCAGAACATTT
CCATATCTTCTTTGGAGGCACAAGCCAAGAAGCCCTCTTTGAAGAAATGG
ACAACTGGCCAACCTACTACCCAGATAACCTATCTGGCCAAGAAATCGCC
CAAGAAATGTTGGCGCATTGA

4170.3
(SEQ. ID. NO. 291)

ATGAAAGATGGTCATTTGCTAGCCCATCATATTCGTTTGTTGAATGGGCG
GATTTTTCAAAAGTTACTGAGTCAAGATCCTGAGGCTCTTTATAGGGGTG
AACAGGGCAAGATTTTAGCGGTTTTATGGAATAGTGARACTGGCTGCGCA
ACTGCGACAGATATCGCGCTTGCGACTGGACTTGCGAATAATACGCTGAC
GACTATGATAAAAAAGCTAGAGGAACAAAAGCTTGTAATTGTTAGTCCGT
GTGGAAAAGACAAGCGTAAGAAGTATTTAGTTTTAACGGAGTTAGGCAAG
TCCCAGAAAGAAGTGGGGCATCGTGTCAGTCAGAAATTGGATACTATCTT
TTACAAAGGATTTTCAGAGGAAGAAATTCACCAATTTGAAGGTTTTCAAG
AAAGAATTTTGGCGAAT CTGAAAGAGAAGGGAAATGAGGTTTAG

4170 .4
(SEQ. ID. NO. 292)

ATGACTAATTTAATTGCAACTTTTCAGGATCGTTTTAGTGATTGGTTGAC
AGCTCTATCTCAACATTTGCAGTTGTCGCTTTTGACCTTGT TACTAGCTA
TTTTGCTTGCGATTCCCTTGGCTGTTTTTCTTCGCTATCATGAGAAGCTG
GCCGACTGGGTCTTGCAGATTGCAGGTATTTTCCAGACCATCCCGTCTCT
GGCCTTGTTGGGGCTCTTTATCCCTTTGATGGGAATTGGGACCTTGCCGG
CTTTGACAGCTCTAGTGATTTATGCGATTTTCCCTATTT TGCAAAATACT
ATCACTGGGCTGAAGGGAATTGATCCGAACCTGCAAGAGGCTGGGATTGC
CTTTGGGATGACCAGATGGGAACGTCTCAAGAAATTTGAAATTCCACTCG
CCATGCCTGTTATCATGTCTGGGATTCGGACGGCAGCTGTTTTGATTATC
GGTACGGCAACCTTGGCGGCCTTGAT TGGTGCAGGGGGACTAGGTTCCTT
TATTCTTTTGGGAATTGACCGTAATAATGCCAGTTTGAT TTTGAT TGGGG
CACTTTCTTCTGCAGTGCTAGCCATTGCCTTTAACTTCCTACTAAAAGTG
ATGGAAAAAGCAAAATTACGGACGATTTTCTCAGGTTTTGCCTTGGTGGC
TTTATTACTGGGTCTGTCTTATAGTCCAGCTCTTTTGGT TCAAAAAGAGA
AGGAAAACTTGGTTATTGCTGGGAAAATAGGTCCAGAACCAGARATTTTG
GCCAATATGTATAAGTTGCTGAT TGAAGAAAATACCAGCATGACTGCGAC
TGTTAAACCGAATTTTGGGAAGACAAGCTTCCTTTATGAAGCTCTGAAAA
AAGGCGATATTGACATCTATCCTGAATTTACTGGTACGGTGACTGAAAGT
TTGCTTCAACCATCACCCAAGGTGAGTCATGAACCAGAACAGGTTTATCA
GGTGGCGCGTGATGGCATTGCTAAGCAGGATCATCTAGCCTATCTCAAAC
CCATGTCTTATCAAAACACCTATGCTGTAGCTGTTCCGAAAAAGATTGCT
CAAGAATATGGCTTGAAGACCATTTCAGACTTGAAAAAAGTGGAAGGGCA
GTTGAAGGCAGGTTTTACACTCGAGTTTAACGACCGTGAAGATGGAAATA
AGGGCTTGCAATCAATGTATGGTCTCAATCTCAATGTAGCGACCATTGAG
CCAGCCCTTCGCTATCAGGCTATTCAGTCAGGGGATATTCARATCACGGA
TGCCTATTCGACTGATGCGGAATTGGAGCGTTATGATTTACAGGTCTTGG
AAGATGACAAGCAACTCTTCCCACCTTATCAAGGGGCTCCACTCATGAAA
GAAGCTCTTCTCAAGAAACACCCAGAGTTGGAAAGAGTTCTTAATACATT
GGCTGGTAAGATTACAGAAAGCCAGATGAGCCAGCTCAACTACCAAGTCG
GTGTTGAAGGCAAGT CAGCAAAGCARGTAGCCAAGGAGTTTCTCCAAGAA
CAAGGTTTGTTGAAGAAATGA

4170.5
(SEQ. ID. NO. 293)

ATGATGCATACTTATTTGCAAAAGAAAATTGAAAATATCAAAACAACCCT
AGGTGAAATGTCAGGTGGTTACCGTCGTATGGTTGCGGCTATGGCTGATT
TAGGATTTTCAGGAACTATGAAGGCTATCTGGGATGACCTCTTTGCCCAT
CGTAGTTTTGCCCAGTGGATTTATTTGCTGGTTTTAGGAAGTTTTCCTCT
CTGGCTGGAGTTGGTTTACGAACATCGTATTGT TGACTGGATTGGGATGA
TTTGTAGCTTGACAGGGATTATCTGTGTAATCTTTGTAT CGGAAGGTCGA
GCAAGTAATTATCTTTTTGGCTTGATTAACTCTGTTATTTACCTTATTTT
GGCCCTACAGAAAGGCTTTTATGGTGAGGTGCTGACGACACTTTACTTCA
CAGTCATGCAGCCAATTGGACTTCTAGT TTGGATTTATCAGGCACAGTTT
AAGAAGGAAAAGCAGGAGTTTGT CGCGCGTAAACTGGACGGCAAGGGCTG
GACAAAGTATCTTTCCATTAGTGTGCTTTGGTGGTTGGCCTTTGGCTTCA
TTTATCAGTCTATTGGTGCCAATCGTCCCTATCGTGATTCAATCACAGAT
GCAACCAATGGGGTAGGGCAAATCCTCATGACAGCTGTTTACCGTGAACA
GTGGATATTCTGGGCGGCTACCAATGTCTTTTCAATCTATCTCTGGTGGG
GAGAAAGCCTGCAAATTCAAGGGAARTATCTAATTTATCTCATTAACAGT
CTAGTTGGTTGGTATCAATGGAGCAAGGCAGCTAAGCAGAATACTGATTT
ACTTAACTAG
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4170.56
(SEQ. ID. NO. 294)

ATGAGAAATATGAAGGCAAAATATGCTGCTTTGGGTGGCTTTTTTCTTAAA
TTTGACTTATGCCATTGTTGAGTTTATGCAGGTGGAGTATTTGGTTCTAG
CGCTGTTCTTGCTGACTCTGTGCATGACTTGGGAGATGCGATTGCAATTG
GAATATCAGCTTTTCTAGAAACAATCTCCAATCGTGAAGAAGACAATCAG
TACACCTTGGGCTATAAGCGGTTTAGCCTGCTAGGAGCCTTGGTAACAGC
TGTGATTCTCGTAACGGGCTCTGTTCTAGTCATTTTGGAAAATGTCACGA
AGATTTGCATCCGCAACCAGTCAATGATGAGGGGATTCTCTGGTTAGGAA
TTATTGCGATTACTATCAATCTGTTAGCGAGTCTGGTGGTTGGTAAGGGA
AAGACAAAGAATGAGTCTATTCTGAGTCTGCATTTTCTGGAAGATACGCT
AGGGTGGGTAGCTGTTATCCTGATGGCCATTGTTCTTCGATTTACGGACT
GGTATATCCTAGATCCTCTTTTGTCCCTTGTCATTTCTTTCTTTATTCTT
TCAAAAGCCCTTCCACGTTTTTGGTCTACACTCAAGATTTTCTTGGATGC
TGTGCCAGAAGGTCTTGATAT CAAGCAAGTAAAGAGTGGCCTGGAGCGAT
TGGACAATGTGGCCAGCCTTAATCAGCTTAATCTCTGGACTATGGATGCT
TTGGAAAAAAATGCCATTGTCCATGTT TGTCTAAAAGAAATGGAACATAT
GGAAACTTGTAAAGAGTCTATTCGAATTTTCCTAAAAGATTGTGGTTTTC
AAAATATTACCATTGAAATTGATGCTGACCTAGAAACTCACCARACCCAT
AAGCGAAAGGTGTGTGACTTGGAACGGAGTTATGAGCATCAACATTAG

4170.8
(SEQ. ID. NO. 295)

ATGATTGAATACAAAAATGTAGCACTGCGCTACACAGAAAAGGATGTCTT
GAGAGATGTCAACT TACAGATTGAGGATGGGGAATTTATGGTTTTAGTAG
GGCCTTCTGGGTCAGGTAAGACGACCATGCTCAAGATGATTAACCGTCTT
TTGGAACCAACTGATGGAAATATTTATATGGATGGGAAGCGCATCAAAGA
CTATGATGAGCGTGAACTTCGTCTTTCTACTGGTTATGTTTTACAGGCTA
TTGCTCTTTTTCCAAATCTAACAGTTGCGGAAAATATTTGCTCTCATTCC
TGAAATGAAGGGGTGGAGCAAGGAAGAAATTACGAAGAAAACAGAAGAGC
TTTTGGCTAAGGTTGGT TTACCAGTAGCCGAGTATGGGCATCGCTTACCT
AGTGAATTATCTGGTGGAGAACAGCAACGGGTCGGTATTGTCCGAGCTAT
GATTGGTCAGCCCAAGATTTTCCTCATGGATGAACCCTTTTCGGCCTTGG
ATGCTATTTCGAGAAAACAGTTGCAGGTTCTGACAAAAGAATTGCATAAA
GAGTTTGGGATGACAACGATTTTTGTAACCCATGATACGGATGAAGCCTT
GAAGTTGGCGGACCGTATTGCTGTCTTGCAGGATGGAGAAATTCGCCAGG
TAGCGAATCCCGAGACAATTTTAAARGCGCCTGCAACAGACTTTGTAGCA
GACTTGTTTGGAGGTAGTGTTCATGACTAA

4171.1
(SEQ. ID. NO. 296)

ATGTCAGCAGTTGCTATTTCAGCTATGACCAAGGTTATGCAAGAAACCCA
CGGAAATCCTTCTAGTATTCATGGTCATGGTCGTCAAGCTGGCAAACTCT
TGCGAGAAGCCCGTCAGGAACTAGCCCAGTTACTAAGGACARAACCTCAA
CATATCTTTTTCACTTCTGGTGGGACTGAAGGCAATAATACTACCATCAT
TGGCTACTGTCTTCGTCACCAAGAACAAGGAAAACATATCATCACAACTG
CCATCGAGCACCATGCTGTCCTTGARACAATTGATTACTTGGTTCAACAC
TTTGGGTTTGAAGCAACCATTATCCAGCCAGAAAATCAAGARATCACAGC
CCAGCAAATTCARAAGGCTTTACGTGACGATACGATTTTGGTTTCTACCA
TGTTTGTCAATAATGAGACAGGAAACCTACTGCCCATCGCTGARAATTGGC
CAAATACTCAAGCAACACCCTGCTGCCTATCATGTTGATGCAGTTCAGGC
TATTGGTAAAATCCCAATTCATTCAGAAGAATTGGGCATTGATTTTCTCA
CTGCTTCTGCCCACAAATTCCATGGTCCTAAGGGAATCGGTTTTCTCTAC
GCATCTAGCATGGACTTTGATTCCTATCTACATGGCGGAGACCAGGAACA
GAAAAAACGTGCAGGAACTGAAAATCTGCCTGCCATTGTAGGCATGGTTG
CAGCCCTAAAAGAAGACCTAGAAAARCAAGAAGAACATTTTCAACATGTA
CAAAATCTAGAAACTGCCTTTCTGGCAGAGCTGGAGGGCATTCAGTATTA
CCTGAATAGAGGAAAACATCATCTCCCTTATGTTCTCAATATTGGATTTC
CTGGTCAGAAAAATGACCTCTTACTCCTTCGGCTAGATTTAGCTGGAATT
TCAATCTCTACTGGCTCAGCCTGTACTGCAGGCGTTGTCCAATCCAGCCA
TGTTCTTGAAGCCATGTATGGCGCARATTCAGAACGCTTGAAGGAATCCC
TTCGCATCAGTTTGTCGCCACAAAATACCGTTGAAGACCTACAAACCCTC
GCAARAACCTTAAAAGAAATTATCGGAGGTTAG

4172.1
(SEQ. ID. NO. 297)

ATGTTATTCAAATTATCTAAGGAAARAATAGAGCTAGGCTTATCTCGTTT
ATCGCCAGCCCGTCGTATTTTTTTGAGTTTTGCCTTGGTCATTTTACTAG
GCTCTCTTCTTTTGAGCTTGCCCTTTGTCCAAGTTGAAAGCTCACGAGCG
ACTTATTTTGATCATCTTTTCACTGCTGTCTCTGCAGTCTGTGTGACGGG
TCTCTCAACCCTTCCAGTAGCTCACACCTATAATATCTGGGGTCAAATAA
TCTGTTTGCTCTTGATTCAGATCGGTGGTCTAGGGCTCATGACCTTTATT
GGGGTTTTCTATATCCAGAGCAAGCAARAGCTTAGTCTTCGTAGCCGTGC
AACTATTCAGGATAGTTTTAGTTATGGAGAAACTCGATCTTTGAGAAAGT
TTGTCTATTCTATTTTTCTCACGACCT TTTTGGTTGAGAGCTTGGGAGCT
ATTTTGCTTAGTTTTCGCCTTATTCCTCAACTTGGCTGGGGACGTGGTCT

TTTTAGTTCCATTTTTCTAGCGATCTCAGCCTTCTGTAATGCCGGTTTTG
ATAATTTAGGGAGCACCAGTTTATTTGCTTTTCAGACCGATTTACTGGTC
AATCTGGTGATTGCAGGCTTGAT TATTACAGGCGGCCTTGGTTTTATGGT
CTGGTTTGATTTGGCTGGTCATGTAGGAAGAAAGAAAAAAGGACGTCTGC
ACTTTCATACGAAGCTTGTACTATTATTGACTATAGGTTTGTTGTTATTT
GGAACAGCAACTACTCTCTTTCTTGAGTGGAACAATGCTGGAACGATTGG
CAATCTCCCTGTTGCCGATAAGGTTTTAGTTAGCTTTTT TCAAACAGTGA
CGATGCGAACAGCTGGCTTTTCTACGATAGATTATACTCAGGCTCATCCT
GTGACTCTTTTGATTTATATCTTACAGATGTTTCTAGGTGGGGCACCTGG
AGGAACAGCTGGGGGACTCAAGATTACGACATTTTTTGTCCTCTTGGTCT
TTGCACGAAGTGAGCTTCTAGGCTTGCCTCATGCCAATGTTGCGAGACGA
ACGATCGCGCCGCGAACGGTTCAAAAATCCTTTAGTGTCTTTATTATCTT
TTTGATGAGCTTCTTGATAGGATTGATTCTGCTAGGGATAACAGCCAAAG
GCAATCCTCCCTTTATCCACCTCGTATTTGAAACCATTTCAGCTCTTAGT
ACAGTTGGTGTAACGGCAAATCTGACTCCTGACCTTGGGAAATTGGCTCT
CAGTGTTATCATGCCACTTATGTTTATGGGACGAATTGGTCCCTTGACCT
TGTTTGTTAGCTTGGCAGATTACCATCCAGAAAAGAAAGATATGATTCAC
TATATGAAAGCAGATATTAGTATTGGTTAA

4172.2
(SEQ. ID. NO. 298)

ATGTCAGATCGTACGATTGGAAT TTTGGGCTTGGGAATTTT TGGGAGCAG
TGTCCTAGCTGCCCTAGCCAAGCAGGATATGAATATTATCGCTATTGATG
ACCACGCAGAGCGCATCAATCAGTTTGAGCCAGTTTTGGCGCGTGGAGTG
ATTGGTGACATCACAGATGAAGAATTATTGAGATCAGCAGGGATTGATAC
CTGCGATACCGTTGTAGTCGCGACAGGTGAAAATCTGGAGTCGAGTGTGC
TTGCGGTTATGCACTGTAAGAGTTTGGGGGTACCGACTGTTATTGCTAAG
GTCARAAGTCAGACCGCTAAGAAAAGTGCTAGAAAAGATTGGAGCTGACT
CGGTTATCTCGCCAGAGTATGAAATGGGGCAGTCTCTAGCACAGACCATT
CTTTTCCATAATAGTGT TGATGTCTTTCAGTTGGATAAAAATGTGTCTAT
CGTGGAGATGAAAATTCCTCAGTCTTGGGCAGGTCAAAGTCTGAGTAAAT
TAGACCTCCGTGGCAAATACAATCTGAATATTTTGGGTTTCCGAGAGCAG
GAAAATTCCCCATTGGATGTTGAATTTGGACCAGATGACCTCTTGAAAGC
AGATACCTATATTTTGGCAGTCATCAACAACCAGTATTTGGATACCCTAG
TAGCATTGAATTCGTAA

4172.3
(SEQ. ID. NO. 299)

ATGAAGTTATTGTCTATCGCAATTTCTAGCTATAATGCAGCAGCCTATCT
TCATTACTGTGTGGAGT CGCTAGTGATTGGTGGTGAGCAAGTTGGGATTT
TGATTATCAATGACGGGTCTCAGGATCAGACTCAGGAAATCGCTGAGTGT
TTAGCTAGCAAGTATCCTAATATCGTTAGAGCCATCTATCAGGAAAATAA
ATGCCATGGCGGTGCGGTCAATCGTGGCTTGGTAGAGGCTTCTGGGCGCT
ATTTTAAAGTAGTTGACAGTGATGACTGGGTGGATCCTCGTGCCTACTTG
AAAATTCTTGAAACCTTGCAGGAACTTGAGAGCAAAGGTCAAGAGGTGGA
TGTCTTTGTGACCAATTTTGT CTATGAAAAGGAAGGGCAGTCTCGTAAGA
AGAGTATGAGTTACGATTCAGTCTTGCCTGTTCGGCAGATTTTTGGCTGG
GACCAGGTCGGAAATTTCTCCAAAGGCCAGTATACCATGATGCACTCGCT
GATTTATCGGACAGATTTGTTGCGTGCTAGCCAGTTCTAA

4172 .4
(SEQ. ID. NO. 300)

ATGAAATTCAATCCAAATCAAAGATATACTCGTTGGTCTATTCGCCGTCT
CAGTGTCGGTGTTGCCTCAGT TGTTGTGGCTAGTGGCTTCTTTGTCCTAG
TTGGTCAGCCAAGTTCTGTACGTGCCGATGGGCTCAATCCAACCCCAGGT
CAAGTCTTACCTGAAGAGACATCGGGAACGAAAGAGGGTGACTTATCAGA
AAAACCAGGAGACACCGTTCTCACTCAAGCGAAACCTGAGGGCGTTACTG
GAAATACGAATTCACTTCCGACACCTACAGAAAGAACTGAAGTGAGCGAG
GAAACAAGCCCTTCTAGTCTGGATACACTTTTTGAAAAAGATGAAGAAGC
TCAAAAAAATCCAGAGCTAACAGATGTCTTAAAAGAAACTGTAGATACAG
CTGATGTGGATGGGACACAAGCAAGTCCAGCAGAAACTACTCCTGAACAA
GTAAAAGGTGGAGTGAAAGAAAATACAARAAGACAGCATCGATGTTCCTGC
TGCTTATCTTGAAAAAGCTGAAGGGAAAGGTCCTTTCACTGCCGGTGTAA
ACCAAGTAATTCCTTATGAACTATTCGCTGGTGATGGTATGTTAACTCGT
CTATTACTAAAAGCTTCGGATAATGCTCCTTGGTCTGACAATGGTACTGC
TAAAAATCCTGCTTTACCTCCTCTTGAAGGATAACAAAAGGGAAATACTT
CTATGAAGTAGACTTAAATGGCAATACTGTTGGTAAACAAGGTCAAGCTT
TAATTGATCAACTTCGCGCTAATGGTACTCAAACTTATAAAGCTACTGTT
ARAGTTTACGGAAATAAAGACGGTAAAGCTGACTTGACTAATCTAGTTGC
TACTAAAAATGTAGACATCAACATCAATGGATTAGTTGCTARAGAAACAG
TTCAAAAAGCCGTTGCAGACAACGTTARAGACAGTATCGATGTTCCAGCA
GCCTACCTAGAAAAAGCCAAGGGTGRAAGGTCCATTCACAGCAGGTGTCAA
CCATGTGATTCCATACGAACTCTTCGCAGGTGATGGCATGTTGACTCGTC
TCTTGCTCAAGGCATCTGACAAGGCACCATGGTCAGATAACGGCGACGCT
ARAAACCCAGCCCTATCTCCACTAGGCGAAAACGTGAAGACCARAGGTCA
ATACTTCTATCAAGTAGCCTTGGACGGAAATGTAGCTGGCAAAGAAAAAC
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AAGCGCTCATTGACCAGTTCCGAGCAAATGGTACTCAAACTTACAGCGCT
ACAGTCAATGTCTATGGTAACAAAGACGGTAAACCAGACTTGGACAACAT
CGTAGCAACTAAAAAAGTCACTATTAACATAAACGGTTTAATTTCTARAAG
AAACAGTTCAAAAAGCCGTTGCAGACAACGTTAAAGACAGTATCGATGTT
CCAGCAGCCTACCTAGAAAAAGCCARGGGTGAAGGTCCATTCACAGCAGG
TGTCAACCATGTGATTCCATACGAACTCTTCGCAGGTGATGGTATGTTGA
CTCGTCTCTTGCTCAAGGCATCTGACAAGGCACCATGGTCAGATAACGGT
GACGCTAAAAACCCAGCCCTATCTCCACTAGGTGAAAACGTGAAGACCAA
AGGTCAATACTTCTATCAATTAGCCTTGGACGGAAATGTAGCTGGCAAAG
AARAACAAGCGCTCATTGACCAGTTCCGAGCAAACGGTACTCAAACTTAC
AGCGCTACAGTCAATGTCTATGGTAACAAAGACGGTAAACCAGACTTGGA
CAACATCGTAGCAACTAAAAAAGTCACTATTAACATAAACGGTTTAATTT
CTAAAGAAACAGTTCAAAAAGCCGTTGCAGACAACGTTAAGACAGTATCG
ATGTTCCAGCAGCCTACCTAG

4172.5
(SEQ. ID. NO. 301)

ATGAAACTAAAAAGTTATATTTTGGTTGGATATATTATTTCAACCCTCTT
AACCATTTTGGTTGTTTTTTGGGCTGTTCAAAAAATGCTGATTGCGARAAG
GCGAGATTTACTTTTTGCT TGGGATGACCATCGTTGCCAGCCTTGTCGGT
GCTGGGATTAGTCTCTTTCTCCTATTGCCAGTCTTTACGTCGT TGGGCAA
ACTCAAGGAGCATGCCAAGCGGGTAGCGGCCAAGGATTTTCCTTCAAATT
TGGAGGTTCAAGGTCCTGTAGAATTTCAGCAATTAGGGCAAACTTTTAAT
GAGATGTCCCATGATTTGCAGGTAAGCTTTGATTCCTTGGAAGAAAGCGA
ACGAGAAAAGGGCTTGATGATTGCCCAGTTGTCGCATGATATTAAGACTC
CTATCACTTCGATCCAAGCGACGGTAGAAGGGATTTTGGATGGGATTATC
AAGGAGTCGGAGCAAGCTCATTATCTAGCAACCATTGGACGCCAGACGGA
GAGGCTCAATAAACTGGTTGAGGAGTTGAATTTTTTGACCCTAAACACAG
CTAGAAATCAGGTGGAAACTACCAGTAAAGACAGTATTTTTCTGGACAAG
CTCTTAATTGAGTGCATGAGTGAATTTCAGTTTTTGAT TGAGCAGGAGAG
AAGAGATGTCCACTTGCAGGTAATCCCAGAGTCTGCCCGGATTGAGGGAG
ATTATGCTAAGCTTTCTCGTATCTTGGTGAATCTGGTCGATAACGCTTTT
AAATATTCTGCTCCAGGAACCAAGCTGGAAGTGGTGGCTAAGCTGGAGAA
GGACCAGCTTTCAATCAGTGTGACCGATGAAGGGCAGGGTATTGCCCCAG
AGGATTTGGAAAATATTTTCAAACGCCTTTATCGTGTCGAAACTTCGCGT
AACATGAAGACAGGTGGTCATGGATTAGGACTTGCGATTGCGCGTGAATT
GGCCCATCAATTGGGTGGGGAAATCACAGTCAGCAGCCAGTACGGTCTAG
GAAGTACCTTTACCCTCGTTCTCAACCTCTCTGGTAGTGAAAATAAAGCC
TAA

4172.%6
(SEQ. ID. NO. 302)

ATGTTTGGTCAAACGGCTCAACATGGTCTTACGAATAGCCTGARAGACTT
CTGGATTTTTCTGCTGAATATAGGTCCACAATTGGCGTTTTTTTGCCAGA
TGCTCCGCTGTTCCAGATCGGTTGAGCAGGGTACTGGAAATCACCGTCGT
GAGTTCAATATGATTCAGCAGATATTCTCGCATTTTGGGATGACTCACTT
GGGACAAATCAAGTTGGTCTATCAAGAGTCGATTGACCTTGAGTTGCTGG
TCAATGCACTTAATCATCACTTGCTCATTGACAGACTGGTCCTCACGCCC
AATCAAATAACGATAGAAATCGACAGGCAGATAGTACATGGTCTTGACCT
GCTGAAGGGGCGTAAAGACAAAGAGATTATCGACATAAAAAGTATGTTCA
GGCAGTTAGAACTGGCTAGCACGCAACAAATCTGTCCGATAAATCAGCGA
GTGCATCATGGTATACTGGCCTTGGAGARATTTCCGACCTGGTCCCAGCC
AAAAATCTGCCGAACAGGCAAGACTGA

4174.1
(SEQ. ID. NO. 303)

ATGGAACATTTAGCAACTTATTTTTCAACCTATGGAGGAGCTTTCTTCGC
TGCATTGGGAATTGTATTGGCGGTTGGATTAAGCGGTATGGGGTCTGCTT
ATGGAGTTGGTAAGGCTGGGCAATCTGCCGCAGCTTTACTGAAAGAACAG
CCTGAAAAGTTTGCCTCAGCTTTGATATTGCAATTATTGCCCGGAACACA
AGGATTATATGGTTTTGTTATTGGAATTTTAATTTGGTTGCAATTAACTC
CAGAACTTCCTTTAGAAAAAGGCGTTGCTTATTTCTTTGTAGCTCTTCCA
ATTGCTATTGTAGGATACTTTTCAGCTAAGCATCAAGGAAATGTAGCAGT
AGCGGGAATGCAAATCTTGGCTAAAAGACCAAAAGAATTCATGAAGGGAG
CAATTTTAGCTGCCATGGTAGAAACCTATGCAATTCTTGCTTTTGTCGTA
TCATTCATTTTGACCCTTCGTGTATTA

4175.2
(SEQ. ID. NO. 304)

ATGTTAAAATCAGAAAAACAATCACGTTATCAAATGTTAAATGAAGAATT
GTCCTTCCTATTGGAAGGCGAAACCAATGTTTTGGCTAATCTTTCCAACG
CCAGTGCTCTCATAAAATCACGTTTTCCTAATACCGTATTTGCAGGCTTT
TATTTGTTCGATGGAAAGGAATTGGTT TTAGGCCCCTTCCAAGGAGGTGT
TTCCTGCATCCGTATTGCACTAGGCAAGGGTGTTTGTGGTGAGGCAGCTC
ACTTTCAGGAAACTGTTATTGTTGGAGATGTGACGACCTATCTCAACTAT
ATTTCTTGTGATAGTCTAGCTAAAAGTGAAATTGTGGTGCCGATGATGAA

GAATGGTCAGTTACTTGGAGTTCTGGATCTGGATTCTTCAGAGATTGAGG
ATTACGATGCTATGGATCGAGATTATTTGGAACAATTTGTCGCTATTTTG
CTTGAAAAGACAGCATGGGACTTTACGATGTTTGAGGAAAAATCTTAA

4175.3
(SEQ. ID. NO. 305)

ATGTCAGTATTAGAGATCAAAGATCTTCACGTTGAGATTGAAGGAAAAGA
AATTTTAAAAGGGGTTAACCTGACCCTGAAAACAGGAGAAATTGCCGCTA
TCATGGGACCAAATGGTACAGGTAAATCGACTCTTTCTGCCGCTATCATG
GGAAATCCAAACTATGAAGTAACTARAAGGTGAAGTTTTGTTTGATGGCGT
AAACATCCTTGAGTTGGAAGTGGATCAGCGTGCGCGTATGGGACTTTTCC
TTGCTATGCAATACCCATCAGAAATCCCTGGAATTACCAATGCTGAGTTT
CTTCGTGCCGCTATGAATGCGGGTAAAGAAGATGATGAGAAGATTTCAGT
TCGTGAGTTTATTACTAAGCTAGATGAAAAAATGGAATTGCTCAACATGA
AAGAAGAAATGGCAGAGCGTTACCTCAACGAAGGCTTCTCTGGTGGTGAG
AAAAAACGCAATGAAATTCTTCAACTTTTGATGTTGGAGCCAACATTTGC
TCTTTTGGACGAGATTGACTCAGGTCTTGATATTGACGCTCTTAAAGTTG
TGTCTARAGGTGTCAATGCCATGCGTGGCTGAAGGTTTTGGTGCTATGATC
ATCACTCACTACCAACGTCTTTTGAACTATATCACACCTGATGTGGTACA
CGTGATGATGGAAGGTCGTGTTGTCCTTTCTGGTGGTCCAGRAATTGGCTG
CGCGTTTGGAACGTGAAGGATACGCAAAATTAGCTGAAGAACTTGGCTAC
GACTACAAGGAAGAATTGTAA

4174 .4
(SEQ. ID. NO. 306)

ATGCCCTACAAAAGACAAAGGAGTTTTTCAATGGCACTTTCTARACTAGA
TAGCCTTTATATGGCAGTGGTAGCAGACCATTCGAAAAATCCACATCACC
AAGGGAAGTTAGAAGATGCTGAGCAAATCAGTCTCAACAATCCGACTTGT
GGGGATGTCATCAACCTCTCTGTCAAGTTTGATGCAGAGGACCGTTTGGA
AGATATTGCTTTTCTAAATTCAGGATGCACGATTTCAACTGCTTCTGCTA
GTATGATGACAGATGCCGTTTTAGGAAAAACCAAACAAGAAATTTTAGAA
CTGGCGACTATTTTTTCTGAAATGGTTCAAGGGCAAAAAGATGAGCGTCA
AGACCAACTTGGAGACGCGGCATTCTTGTCAGGTGTTGCCAAATTCCCTC
AAAGAATCAAGTGTGCAACCCTAGCTTGGAATGCCCTTAAGAAAACAATT
GAAAATCAAGAAAAACAGTAA

4175.5
(SEQ. ID. NO. 307)

ATGAAAATTCAAGACCTATTGAGAAAAGATGTCATGTTGCTAGATTTGCA
GGCAACTGAAAAAACAGCTGTCATCGACGAGATGATTAARAATTTGACAG
ACCACGGTTATGTAACAGATTTTGAAACATTTAAAGAAGGAATTTTGGCG
CGTGAAGCTTTGACTTCTACTGGTTTGGGTGATGGAATCGCAATGCCTCA
CAGCAAAAACGCTGCTGTCAAAGAAGCGACAGTTCTATTTGCTAAGTCAA
ATAAGGGTGTTGACTACGAGAGCTTGGATGGACAAGCAACTGACCTCTTC
TTCATGATTGCAGCTCCAGAAGGTGCCAATGATACTCACTTGGCAGCCTT
GGCAGAATTGTCTCAATACTTGATGAAAGACGGTTTTGCAGACAAACTTC
GTCAAGCAACATCTGCAGACCAAGTTATCGAACTTTTTGACCAAGCTTCA
GAAAAAACTGAGGAACTTGTTCAAGCACCTGCTAATGACTCTGGTGACTT
TATCGTAGCTGTTACAGCTTGTACAACAGGTATTGCCCACACTTACATGG
CCCAAGAAGCCCTTCAAAAAGTAGCTGCTGAAATGGGGGTTGGTATCAAG
GTCGAAACCAACGGTGCTAGCGGTGTTGGAAATCAACTAACTGCAGAAGA
TATCCGTAAGGCTAAAGCTATTATCATTGCAGCAGACAAGGCCGTTGAAA
TGGATCGATTTGATGGAAAACCATTGATCCATCGTCCAGTTGCTGACGGT
ATCCGTAAGACAGAAGAGCTAATTAACTTGGCTCTTTCAGGAGATACTGA
AGTCTACCGTGCCGCTAATGGTGCCAAAGCTGCAACAGCCTCTAACGAAA
AACAAAGCCTTGGTGGTGCCTTGTACAAACACTTGATGAGTGGTGTATCT
CAAATGTTACCATTCGTTATCGGTGGTGGTATCATGATTGCCCTTGCCTT
CTTGATTGACGGTGCTTTGGGTGTTCCAAATGAAAACCTTGGCAATCTTG
GTTCTTACCATGAGTTAGCTTCTATGTTCATGAAAATTGGTGGAGCTGCC
TTTGGTTTGATGCTTCCAGTCTTTGCGGGTTATGTTGCCTACTCTATTGC
TGAAAAACCGGGTTTGGTAGCAGGTTTCGTGGCTGGTGCTATTGCCARAAG
AAGGTTTTGCCTTTGGTAAAATTCCTTATGCCGCAGGTGGTGAAGCAACT
TCAACTCTTGCAGGTGTCTCATCTGGTTTCCTAGGTGCCCTTGTTGGTGG
ATTTATCGCAGGTGCCTTGGTTCTTGCCATCAGAAATACGT TAAAGTTCC
TCGTTCACTCGAAGGTGCTAAATCAATCCTTCTATTGCCACTTCTTGGAA
CAATCTTGACAGGATTTGTTATGCTAGCTGTGAATATCCCAATGGCTGCA
ATCAACACTGCTATGAATGACTTCCTAGGCGGTCTTGGAGGAGGTTCAGC
TGTCCTTCTTGGTATCGTCCTTGGTGGAATGATGGCTGT TGACATGGGTG
GACCAGTTAATAAAGCAGCTTATGTCTTTGGTACAGGTACGCTTGCAGCA
ACTGTTTCTTCAGGTGGTTCTGTAGCCATGGCAGCAGTTATGGCTGGAGG
AATGGTGCCACCACTTGCAATCTTTGTCGCAACTCTTCTTTTCAAAGATA
AATTTACTAAGGAAGAACGTAACTCTGGTTTGACAAACATCATCATGGGC
TTGTCATTTATCACTGAGGGAGCGATTCCATTTGGTGCCGCTGACCCAGC
TCGTGCGATTCCAAGCTTCATCCTTGGT TCAGCAGTAGCAGGTGGACTCG
TTGGTCTTACTGGTATCAAACTCATGGCGCCACACGGAGGAATCTTCGTT
ATCGCCCTTACTTCAAATGCTCTCCTTTACCTCGTTTCTGT CTTGGTAGG
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AGCAATCGTAAGTGGTGTGGTTTATGGTTACCTACGCAAACCACAAGCAT
AR

4175.56
(SEQ. ID. NO. 308)

ATGGCAAACAAGAATACAAGTACAACAAGACGGAGACCGT CTARAGCAGA
ACTGGAAAGAAAAGAAGCGATTCAACGAATGTTGATTTCGTTAGGAATTG
CGATTTTATTGATTTTCGCAGCCTTCAAATTAGGGGCTGCAGGTATAACC
CTTTATAATTTAATTCGCTTGCTAGTGGGTAGCCTAGCTTATCTGGCGAT
ATTCGGCCTATTAATCTATCTCTTCTTTTTCAAGTGGATACGAAAACAGG
AAGGACTCTTATCTGGCTTTTTCACCATATTTGCTGGCTTACTCTTGATT
TTTGAGGCCTACTTGGT TTGGAAATATGGTTTGGACAAGTCCGTTCTAAA
AGGGACCATGGCTCAGGTTGTGACAGATCTGACTGGTTTTCGAACGACTA
GCTTTGCTGGAGGGGGCTTGATCGGGGTCGCTCTTTATATTCCACAGCCT
TTCTCTTTTCAAATATCGGAACTTACTTTATTGGTTCTATCTGATTTTAG
TGGGTTCTCTCCTAGTCAGCCCTTGGTCTGTTTACGATATTGCTGAATTT
TTCAGTAGAGGCTTTGCCAAATGGTGGCAAGGGCACGAGCGTCGAAAAGA
GGAACGCTTTGTCAAACAAGAAGAAAANGCTCGCCAAAAGGCTGAGAAAG
AGGCTAGATTAGAACAAGAAGAGACTGAAAAAGCCTTACTCGATTTGCCT
CCTGTTGATATGGAAACGGGTGAAATTCTGACAGAGGAAGCTGTTCAAAA
TCTTCCACCTATTCCAGAAGAAAAGTGGGTGGAACCAGAAATCATCCTGC
CTCAAGCTGAACTTAAATTCCCTGAACAGGAAGATGACTCAGATGACGAA
GATGTTCAGGTCGATTTTTCAGCCAAAGAAGCCCTTGAATACAAACTTCC
AAGCTTACRACTCTTTGCACCAGATAAACCAARAGATCAGTCTAAAGAGA
AGAAAATTGTCAGAGAAAATATCAARATCTTAGAAGCAACCTTTGCTAGC
TTTGGTATTAAGGTAACAGTTGAACGGGCCGAAATTGGGCCATCAGTGAC
CAAGTATGAAGTCAAGCCGGCTGTTGGTGTAAGGGTCAACCGCATTTCCA
ATCTATCAGATGACCTCGCTCTAGCCTTGGCTGCCAAAGATGTCCGGATT
GAAGCACCAATCCCTGGGAAATCCCTAATCGGAATTGAAGTGCCCAACTC
CGATATTGCCACTGTATCTTTCCGAGAACTATGGGAACAATCGCAAACGA
AAGCAGAARATTTCTTGGAAATT CCTTTAGGGAAGGCTGTTAATGGAACC
GCAAGAGCTTTTGACCTTTCTAAAATGCCCCACTTGCTAGTTGCAGGTTC
AACGGGTTCAGGGAAGT CAGTAGCAGTTAACGGCATTATTGCTAGCATTC
TCATGAAGGCGAGACCAGATCAAGTTAAATTTATGATGGTCGATCCCAAG
ATGGTTGAGTTATCTGTTTACAATGATATTCCCCACCTCTTGATTCCAGT
CGTGACCAATCCACGCAAAGCCAGCAAGGCTCTGCAAAAGGTTGTGGATG
AAATGGAARACCGTTATGAACTCTTTGCCAAGGTGGGAGT TCGGAATATT
GCAGGTTTTAATGCCAAGGTAGAAGAGTTCAATTCCCAGTCTGAGTACAA
GCAAATTCCGCTACCATTCATTGTCGTGATTGTGGATGAGTTGGCTGACC
TCATGATGGTGGCCAGCAAGGAAGTGGAAGATGCTATCATCCGTCTTGGG
CAGAAGGCGCGTGCTGCAGGTATCCACATGATTCTTGCAACTCAGCGTCC
ATCTGTTGATGTCATCTCTGGTTTGATTAAGGCCAATGTTCCATCTCGTG
TAGCATTTGCGGTTTCATCAGGAACAGACTCCCGTACGATTTTGGATGAA
AATGGAGCAGAAAAACTTCTTGGTCGAGGAGACATGCTCTTTAAACCGAT
TGATGAAAATCATCCAGTTCGTCTCCAAGGCTCCTTTATCTCGGATGACG
ATGTTGAGCGCATTGTGAACTTCATCAAGACTCAGGCAGATGCAGACTAC
GATGAGAGTTTTGATCCAGGTGAGGTTTCTGAAAATGAAGGAGAATTTTC
GGATGGAGATGCTGGTGGTGATCCGCTTTTTGAAGAAGCTAAGTCTTTGG
TTATCGAAACACAGAAAGCCAGTGCGTCTATGATTCAGCGTCGTTTATCA
GTTGGATTTAACCGTGCGACCCGTCTCATGGAAGAACTGGAGATAGCAGG
TGTCATCGGTCCAGCTGAAGGTACCAAACCTCGAAAAGTGTTACAACAAT
AA

4176 .1
(SEQ. ID. NO. 309)

ATGAGTTATTTTAAAAAATATAAATTCGATAAATCCCAGTTCARACTTGG
TATGCGAACCTTTAAAACAGGTATTGCTGTTTTTCTAGTTCTCTTGATTT
TTGGCTTTTT TGGCTGGAAAGGTCTTCAAATTGGTGCTTTGACAGCCGTT
TTTAGCCTGAGGGAGAGTTTTGATGAGAGTGTTCATTTTGGGACTTCGCG
TATTCTAGGAAATAGTATCGGTGGACTCTATGCCTTGGTCTTCTTCTTAT
TAAATACCTTTTTCCACGAAGCCTTTTGGGTGACCTTGGTAGTTGTTCCA
ATCTGCACCATGTTAACCATTATGACAAATGTAGCCATGAATAACAAAGC
AGGGGTTATTGGTGGTGTAGCAGCTATGTTAATCATTACCCTATCAATTC
CAAGTGGTGAGACAATTTTGTACGTGT TTGTGCGTGTATTAGAAACGTTT
ATGGGAGTTTTTGTCGCAATTTATCGTAAATTACGATATTGATCGTATTC
GTCTCTTTTTAGAGAAAAAAGAARARTAA

4178.2
(SEQ. ID. NO. 310)

ATGAATAAATCAGAACACCGCCACCAACTTATACGCGCTCTTATCACAAA
AAACAAGATTCATACACAGGCTGAGTTGCAAGCCCTTCTTGCTGAGAACG
ACATTCAAGTAACCCAGGCAACCCTCTCACGCGACATCAAAAATATGAAC
CTATCAAAAGTCCGCGAAGAAGATAGCGCTTATTATGTTCTTAACAATGG
TTCCATCTCAAAATGGGAAAAACGTCTCGAACTCTACATGGAAGACGCCC
TTGTCTGGATGCGCCCAGTTCAACACCAAGTCCTACTAAAAACCCTTCCT
GGACTGGCTCRATCCTTTGGTTCTATCATTGATACTTTGAGCTTCCCTGA

CGCTATCGCTACCCTTTGTGGTAATGATGTCTGTCTTATCATCTGTGAAG
ATGCAGATACTGCTCAAAAGTGCTTTGAAGAACTGAARAAATTCGCCCCA
CCATTTTTCTTTGAAGAATAA

4179.1
(SEQ. ID. NO. 311)

ATGAAAAGTATAAAATTAAATGCTCTATCTTACATGGGAATTCGTGTCTT
GAATATTATTTTTCCCATCCTAACTGGAACCTATGTCGCGCGTGTCTTGG
ACCGAACTGACTATGGTTACTTCAACTCAGTCGACACTATTTTGTCATTT
TTCTTGCCCTTTGCAACTTATGGTGTCTATAACTACGGT TTAAGGGCTAT
CAGTAATGTCAAGGATAACAAAAAAGATCTTAACAGAACCTTTTCTAGTC
TTTTTTATTTGTGCATCGCTTGTACGATTTTGACCACTGCTGTCTATATC
CTAGCCTATCCTCTCTTCTACTGATAATCCAATCGTCAAAAAGGTCTACC
TTGTTATGGGGATTCAACTCATTGCCCAGATTTTTTCAATCGAATGGGTC
AATGAAGCTCTGGAAAATTACAGTTTTCTCTTTTACARAACTGCCTTCAT
CCGTATCCTGATGCTGGTCTCTATTTTCTTATTTGTTAAAAATGAACACG
ATATTGTTGTCTATACACTTGTGATGAGTTTATCGACGCTGATTAACTAC
CTGATTAGTTATTTTTGGATTAAAAGAGACATCAAACTTGTTAAAATTCA
CCTAAGTGATTTTAAACCACTCTTTCTCCCTCTGACAGCCATGTTAGTCT
TTGCCAATGCCAATATGCTCTTCACTTTTTTAGATCGCCTCTTCCTCGTT
AAAACAGGGATTGATGTCAACGT TAGTTACTATACCATAGCTCAGCGAAT
TGTGACCGTTATAGCTGGGGT TGTAACAGGTGCAATTGGAGTGAGTGTGC
CTCGTCTCAGTTACTATCTGGGGAAAGGAGACAAAGAAGCCTATGTTTCT
CTGGTTAATAGAGGTAGTCGAATCTTTAACTTCTTTATCATTCCACTGAG
TTTTGGACTCATGGTTTTAGGACCARATGCCATCCTACTTTACGGTAGTG
AAAAATATATCGGAGGCGGCATCTTGACCTCTCTCTTCGCTTTTCGTACG
ATTATCCTGGCCTTAGATACCATTCTTGGTTCCCAAATTCTCTTTACCAA
TGGCTATGAAAAACGTATCACAGTCTATACAGTCTTTGCTGGGCTACTCA
ATTTGGGCTTGAATAGTCTCCTTTTTTTCAACCATATCGTGGCTCCTGAA
TACTACTTACTGACAACTATGCTATCAGAGACTTCTCTACTTGTTTTCTA
TATCATTTTCATCCATAGAAAACAACTCATCCACTTGGGACATATCTTTA
GCTATACTGTTCGATACTCTCTCTTTTCACTTTCCTTTGTAGCAATTTAT
TTCCTGATTAATTTCGTGTATCCTGTAGATATGGTCATTAATTTGCCATT
TTTGATTAATACTGGTTTGATTGTCTTGCTATCAGCTATCTCTTATATTA
GTCTACTTGTCTTCACAAAAGATAGCATTTTCTATGAATTTTTAAACCAT
GTCCTAGCCTTAAAAAATAAATTTARAAAATCATAG

4179.2
(SEQ. ID. NO. 312)

ATGAAACAACTAACCGTTGAAGATGCCAAACAAATTGAATTAGAAATTTT
GGATTATATTGATACTCTCTGTAAARAGCACAATATCAACTATATTATTA
ACTACGGTACTCTGATTGGGGCGGTTCGACATGAGGGCTTTATCCCTTGG
GACGACGATATTGATCTGTCCATGCCTAGAGAAGACTACCAACGATTTAT
TAACATTTTTCAAAAGGAAAAAAGCAAGTATAAGCTCCTATCCTTAGAAA
CTGATAAGAACTACTTTAACAACTTTATCAAGATAACCGACAGTACGACT
AAAATTATTGATACTCGAAATACAAARAACCTATGAGTCTGGTATCTTTAT
CGATATTTTCCCTATAGATCGCTTTGATGATCCTAAGGT CATTGATACTT
GTTATAAACTGGAAAGCTTCAAACTGCTGTCTTTCAGTARACATAAAAAT
ATTGTCTATAAGGATAGCCTTTTAAAAGATTGGATACGAACAGCCTTCTG
GTTACTCCTTCGACCGGTTTCTCCTCGTTATTTTGCAAATAAAATCGAGA
AAGAAATTCAAAAATATAGTCGTGAAAATGGGCAATATATGGCTTTTATC
CCTTCAAAATTTAAGGAAAAGGAAGTCTTCCCAAGTGGTACCTTTGATAA
AACAATCGATTTACCCTTTGAGAATTTAAGCCTTCCTGCACCTGAAAAAT
TTGATACTATTTTGACACAATTTTATGGAGATTATATGACCCTACCACCA
GAAGAAAAACGCTTCTACAGTCATGRAATTTCACGCTTATAAATTGGAGGA
TTAG

4179.3
(SEQ. ID. NO. 313)

ATGATAAARATCAATCATCTAACCATCACACAAAACARAGATTTACGAGA
TCTTGTATCTGACCTAACCATGACCATCCAAGACGGGGAAAAGGTTGCTA
TTATTGGTGAAGAAGGAAATGGCAAATCAACCTTACTTAAAATTTTAATG
GGGGAAGCTTTGTCTGATTTCACTATCAAGGGAAACATCCAATCTGACTA
TCAGTCACTGGCCTACATTCCTCAAAARAGTCCCTGAGGACCTAAAAAAGA
AAACTTTACACGACTACTTCTTTTTAGATTCTATTGATTTAGACTACAGT
ATCCTCTATCGTTTGGCGGAGGAATTGCATTTTGATAGCAATCGTTTCGC
AAGTGACCAAGAGATTGGCAATCTATCAGGGGGCGAAGCTT TGAAAATTC
AGCTTATCCATGAGTTAGCCAAACCCTTTGAGATTCTATTTTTAGATGAA
CCTTCAAATGACCTAGACCTTGAGACAGTTGATTGGCTAAAAGGCCAGAT
TCAAAAGACCAGGCAAACCGTTATTTTCATTTCCCATGATGAAGACTTTC
TTTCTGAAACGGCAGACACTATTGTTCACTTGCGACTGGTCAAACACCGT
ARAGAAGCGGAAACGCTAGTAGAGCATTTAGACTATGATAGCTATAGTGA
GCAGAGAAAGGCTAATTTTGGCAAACAAAGTCAGCAAGCTGCTAACAACC
AAAGAGCCTACGATAAAACCATGGAAAAACATCGGAGAGTTAAGCAAAAT
GTAGAAACTGCGCTTCGAGCTACCARAGATAGTACTGCCGGTCGCCTATT
GGCTAAAAAGATGAAAACTGTCCTCTCACAAGAAAAACGCTACGARAAGG
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CAGCTCAGTCCATGACTCAAAAGCCACTTGAAGAGGAACAAATCCAACTT
TTCTTTTCAGACATCCAACCATTACCAGCTTCTAAAGTCTTAGTCCAACT
GGAAAAAGAAAATTTGTCCATTGACGACCGAGTTTTGGTTCAAAAACTAC
AACTAACTGTCCGTGGCCAAGAAAARATCGGTATTATCGGGCCAAATGGT
GTTGGGAAATCAACTCTGTTAGCCAAGTTACAGAGACTTCTGAATGATAA
AAGAGAGATTTCACTTGGTTTTATGCCACAAGATTACCACAAAAAACTGC
AATTGGATTTATCCCCAATAGCCTATCTCAGTAAAACTGGGGAAAAAGAG
GAACTACAGAAAATCCAATCTCACCTAGCTAGTCTCAATTTCAGTTATCC
AGAAATGCAGCATCAAATTCGCTCCTTATCTGGCGGACAACAGGGAAAAC
TCCTGCTTTTGGATTTAGTCCTGCGCAAACCAAACTTTCTCCTGCTGGAT
GAACCCACACGAAACTTTTCTCCCACTTCTCAACCCCAAATCAGAAAACT
CTTTGCTACCTATCCAGGCGGTCTCATCACTGTTTCGCATGACCGTCGTT
TCTTAAAAGAAGTCTGCTCGATCATCTATCGCATGACAGAACACGGTTTG
AAGCTAGTTAATTTAGAAGATTTATAA

4179 .4
(SEQ. ID. NO. 314)

ATGAAACCAAAAACATTTTACAACTTGCTTGCCGAGCAGAATCTTCCACT
TTCGGACCAGCARAAAGAACAATTTGAACGTTATTTTGAGCTCTTGGTCG
AGTGGAATGAGAAGATTAATTTGACGGCGATTACGGACAAGGAAGAAGTT
TATCTCAAACATTTTTACGATTCGATTGCACCCATTCTTCAAGGTTTGAT
TCCCAATGAAACTATCAAACTTCTTGATATCGGGGCTGGGGCAGGATTTC
CTAGTCTACCAATGAAAATTCTCTATCCGGAGTTAGATGTGACCATTATT
GATTCACTCAATAAGCGCATCAACTTCCTACAACTCTTGGCTCAAGAACT
GGATTTGAACGGAGTTCATTTCTACCACGGACGTGCCGAAGATTTTGCCC
AAGACAAGAACTTCCGTGCTCAATATGATTTTGTAACAGCTCGTGCGGTT
GCCCGTATGCAGGTCCTATCTGAAT TGACTATTCCCTACCTTAAGGTTGG
TGGCAAACTATTAGCACTCAAGGCTAGCAATGCGCCTGAGGRATTATTAG
AAGCTAAGAATGCCCTCAATCTCCTTTTTAGTAAGGTCGAAGACAATCTC
AGCt ACGCCCTACCGAATAGAGATCCGCGCTATATCACAGTGGTAGAAAA
GAAAAAAGAAACACCAAATAAATATCCACGTAAGGCTGGTATGCCAAATA
AACGCCCACTTTAA

4179.%6
(SEQ. ID. NO. 315)

ATGAGTATTAAACTAATTGCCGT TGATATCGACGGAACCCTTGTCAACAG
CCAAAAGGAAATCACTCCTGAAGTTTTTTCTGCCATCCAAGATGCCARAG
AAGCTGGTGTCAAAGTCGTGATTGCAACTGGCCGCCCTATCGCAGGCGTT
GCCARACTTCTAGACGACTTGCAGT TGAGAGACGAGGGGGACTATGTGGET
AACCTTCAACGGTGCCCTTGTCCAAGAAACTGCTACAGGACATGAGATTA
TCAGCGAATCCTTGACTTATGAGGATTATCTAGATATGGAATTCCTCAGT
CGCAAGCTCGGTGTCCACATGCATGCCATTACCAAGGACGGTATCTATAC
TGCAAATCGCAATATCGGAAAATACACTGTACACGAATCAACCCTCGTCA
GCATGCCTATCTTCTACCGTACCCCTGAAGAAATGGCTGGCAAAGAAATT
GTTARATGTATGTTTATCGATGAACCAGAAATTCTCGATGCTGCGATTGA
AAAAATTCCAGCAGAATTTTACGAGCGCTACTCCATCAACAAATCTGCTC
CTTTCTACCTCGAACTCCTTAAAAAGAATGTAGACAAGGGTTCAGCCATT
ACTCACTTGGCTGAAAAACTCGGATTGACCAAAGATGAAACCATGGCAAT
CGGTGATGAAGARAATGACCGTGCCATGCTGGAAGTCGTTGGARACCCCG
TTGTCATGGAAAATGGAAATCCAGARATCARAAAAAATCGCCAAATACATC
ACCAAAACAAATGACGAATCCGGCGTTGCCCATGCCATCCGAACATGGGT
ACTGTAA

4179.7
(SEQ. ID. NO. 316)

ATGACTTGGATTATTCTTGGAGT TATCGCTCTTATTGTTATTTTTGTGAT
TGTTAGCTATAACGGTTTGGT TAAARATCGTATGCAAACCAAGGAGGCTT
GGAGTCAGATTGATGTTCAGTTGAAACGTCGCAATGACCTCTTGCCARAAC
TTGATTGAGACTGTAAAAGGTTATGCCAAATATGAAGGTTCTACCCTTGA
AAAGGTGGCAGAACTACGTAACCAAGTGGCGGCAGCGACTTCACCAGCAG
AAGCTATGAAAGCCAGTGATGCCCTCACTCGTCAGGTTTCAGGTATTTTT
GCAGTTGCAGAAAGCTATCCAGATT TGARAGCTAGTGCTAACTTTGTTAA
ATTGCAAGAGGAGTTGACAAACACAGAAAATAAAATTTCTTACTCTCGTC
AACTCTATAACAGTGTTTGTCAGCAACTACAATGTAAAATTAGAAACTTT
CCCGAGCAATATTATCGCTGGAATGTT TGGATTTAAAGCGGCAGATTTCC
TTCAAACACCTGAAGAGGAAAAGTCGGTTCCTAAAGTTGATTTTAGCGGT
TTAGGTGACTAA

4179.8
(SEQ. ID. NO. 317)

ATGTTGTTTGATCAAATTGCAAGCAATAAACGAAAAACCTGGATTTTGTT
GCTGGTATTTTTCCTACTCTTAGCTCTTGTTGGTTATGCGGTTGGTTATC
TCTTTATAAGATCTGGACTTGGTGGTT TGGTTATTGCACTGATTATCGGC
TTTATCTACGCTTTGTCTATGATTTTTCAATCGACAGAGATTGTCATGTC
CATGAATGGAGCGCGTGAGGTGGATGAGCAAACGGCACCAGACCTCTACC
ATGTAGTGGAAGATATGGCTCTGGTCGCTCAGATTCCTATGCCCCGTGTT

TTCATCATTGATGATCCAGCCTTARATGCCTTTGCGACAGGTTCTAATCC
TCAAAATGCGGCTGTTGCTGCGACTTCAGGTCTACTAGCTATCATGAATC
GTGAAGAACTAGAAGCTGT TATGGGACATGAAGTCAGTCATATTCGTAAT
TATGATATCCGTATTTCGACTATTGCAGTTGCCCTTGCTAGTGCTATCAC
CATGCTTTCTAGTATGGCAGGTCGTATGATGTGGTGGGGTGGAGCAGGTC
GCAGACGAAGTGATGATGACCGAGATGGAAATGGTCTTGAAATCATTATG
CTAGTGGTTTCCCTACTAGCTATTGTACTGGCACCTCTCGCTGCAACCTT
GGTTCAGCTCGCTATTTCTCGTCAGAGGGAATTTCTGGCAGATGCATCTA
GTGTCGAGCTGACTCGCAATCCCCAGGGAATGATTAATGCCCTAGATAAG
TTGGACAATAGCAAACCTATGAGTCGCCACGTCGATGATGCTAGCAGTGC
CCTTTATATCAATGATCCTAAGAAAGGTGGGGGGTTCCAAAAACTCTTTT
ATACCCACCCACCTATCTCAGAACGGATTGAACGTTTAAAACAGATGTAA

4179.9
(SEQ. ID. NO. 318)

ATGAAATTAAATATTCAAGAAAT TCGTAAGCAGTCTGAAGGTTTGAACTT
TGAACAAACGTTAGATTTAGT TGATGACCTGCGTGCACGTAATCAAGAAA
TTTTAGATGTAAAAGATATCCTTGCAGT TGGGAAAGTACAATATGAAGAC
CGTATGTATTTCTTAGATTATCAACTATCTTATACCATTGTTCTTGCTTC
GAGTCGCAGTATGGAGCCAGTTGAGT TAGTTGAATCTTATCCAGTCACGG
AAGTTTTCATGGAAGGCGCAACTAACCAGCTAGATCAAGAAGTTTTAGAT
GATGACTTGGTCTTGCCCATCGAAAATGGGGAGCTTGACCTTGCTGAGAG
TGTATCAGACAATATCCTGCTAAACATTCCTATCAAGGTCTTGACGGCTG
AAGAAGAAGCTGGTCAAGGATTTATCTCAGGAAATGACTGGCARATCATG
ACAGAGGAAGAATACCAAGCTCAAAAAGCAGTAAAGARAGAAGAAAACAG
TCCTTTTGCTGGCTTACAAGGACTATTTGACGGAGATGAATAA

4179.12
(SEQ. ID. NO. 319)

ATGGAGTTATTTATGAAAATCACAAACTATGAAATCTATAAGTTAAAAAA
ATCAGGTTTGACCAATCAACAGATTTTGAAAGTGCTAGAATACGGTGAAA
ATGTTGATCAGGAGCTTTTGTGGGTGATATTGCAGATATCTCAGGTTGCC
GTAATCCAGCCGTTTTTATGGAACGTTATTTTCAGATAGACGATGCGCAT
TTGTCGAAAGAGTTTCAAAAATTTCCATCTTTCTCTATTTTAGATGACTG
TTATCCTTGGGATTTGAGTGAAATATATGATGCGCCTGTACTTTTATTTT
ACAAGGGAAATCTTGACCTCCTGAAATTCCCGAAGGTAGCGGTCGTGGGC
AGTCGTGCTTGTAGCAAACAGGGAGCTAAGTCAGTTGAAAAAGTCATTCA
AGGCTTGGAAAATGAACTGGTTATTGTCAGTGGTCTGGCCAAGGGCATTG
ACACAGCAGCTCATATGGCAGCTCTTCAGAATGGCGGAAAAACCATTGCA
GTGATTGGAACAGGACTGGATGTGTTTTATCCTAAAGCCAATAAACGCTT
GCAAGACTACATCGGCAATGACCATCTGGTTCTAAGTGAATATGGACCTG
GTGAACAACCTCTGAAATTTCATTTTCCTGCCCGTAATCGCATCATTGCT
GGACTTTGTCGTGGTGTGATTGTAGCAGAGGCTAAGATGCGTTCAGGTAG
TCTCATTACGTGTGAGCGAGCAATGGAAGAAGGACGCGATGTCTTTGCTA
TTCCTGGTAGCATTTTAGATGGACTATCAGACGGTTGCCATCATTTGATT
CAAGAAGGAGCAAAATTGGTCACCAGTGGGCAAGATGTTCTTGCGGAATT
TGAATTTTAA

4181.1
(SEQ. ID. NO. 320)

ATGAAACGTCAATTAGCCTTGGTCGTCTTTAGTGGTGGTCAAGATTCAAC
AACCTGCCTTTTCTGGGTCATGCAACACTATGAAACAGTCGAAGCTGTCA
CCTTTGCCTACGGCCAACGTCATCACCTCGAAATTCAAATTACTAGAGAA
ATCGCTAAGGAACAGGGCATTCGTCACCATATCCTCGATATGTCTCTGCT
GGGACAAATCACTGCTCAGCCAGACTTTGCGACGATTCATATTTCCTACA
TTCCTGACAAGCTCTGTGTCGAGTCAAAATCCCTCAAACTATATCTATTT
AGCTACCGAAACCACGGAGATTTCCACGAAAACTGTATCAACACCATCGG
GAAAGACTTGGTCAACTTGCTAGACCCTCGCTATTTAGAAGTCTGGGGAA
AATTCACTCCGCGCGGTGGCATTTCAATCGACCCCTACTACAACTACGGT
AAGCAAGGAACTAAGTATGAGGGCTTGGCAGAACAACGCCTCTTCCAACA
CGACCTTTATCCAGAGAAAATTGACAACCGCTAA

4181.2
(SEQ. ID. NO. 321)

ATGACCGAAACGGTAGAAGATAAAGTAAGTCATTCAATTACTGGGCTTGA
TATCCTCAAGGGGATAGTTGCTGCGGGAGCTGTCATAAGTGGAACCGTTG
CAACTCAAACGAAGGTATTTACAAATGAGTCAGCAGTACTTGAAAAAACT
GTAGAGAAAACGGATGCTTTGGCAACAAATGATACAGTAGTTCTAGGTAC
GATATCTACAAGTAATTCAGCGAGTTCAACTAGTTTGTCAGCTTCAGAGT
CGGCAAGTACATCTGCATCTGAGTCAGCCTCAACCAGCGCTTCGACCTCA
GCAAGTACAAGTGCATCAGAATCAGCAAGTACATCGGCTTCGACAAGTAT
TTCTGCATCATCTACTGTGGTAGGTTCACAAACAGCTGCCGCTACAGAAG
CAACTGCTAAGAAGGTCGAAGAAGATCGTAAGAAACCAGCTAGTGATTAT
GTAGCATCAGTTACAAATGTCAATCTCCAATCTTATGCTAAGCGACGCAA
GCGTTCAGTGGATTCCATCGAGCAATTGCTGGCTTCTATAAAAAATGCTG
CTGTTTTTTCTGGCAATACGATTGTAAATGGCGCCCCTGCAATTAATGCA
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AGTCTAAACATTGCTAAAAGTGAGACAAAAGTTTATACAGGTGAAGGTGT
AGATTCGGTATATCGTGTTCCAATTTACTATAAATTGAAAGTGACAAATG
ATGGTTCAAAATTGACCTTTACCTATACGGTTACGTATGTGAATCCTAAA
ACAAATGATCTTGGTAATATATCAAGTATGCGTCCTGGATATTCTATCTA
TAATTCAGGTACTTCAACACARACAATGTTAACCCTTGGCAGTGATCTTG
GTAAACCTTCAGGTGTAAAGAACTACATTACTGACAAAAATGGTAGACAG
GTTCTATCCTATAATACATCTACAATGACGACGCAGGGTAGTGGGTATAC
TTGGGGAAATGGTGCCCAAATGAATGGTTTCTTTGCTAAGAAAGGATATG
GATTAACATCATCTTGGACTGTACCAATTACTGGAACGGATACATCCTTT
ACATTTACCCCTTACGCTGCTAGAACAGATAGAATTGGAATTAACTACTT
CAATGGTGGAGGAAAGGTAGT TGAATCTAGCACGACCAGTCAGTCACTTT
CACAGTCTAAGTCACTCTCAGTAAGTGCTAGTCAAAGCGCCTCAGCTTCA
GCATCAACAAGTGCGTCGGCTTCAGCATCAACCAGTGCCTCGGCTTCAGC
GTCAACCAGTGCGTCAGCTTCAGCAAGTACCAGTGCTTCAGTCTCAGCAT
CAACAAGTGCTTCAGCCTCAGCATCGACAAGTGCCTCGGCTTCAGCAAGC
ACATCAGCATCTGAATCAGCGTCAACCAGTGCTTCGGCTTCAGCAAGTAC
CAGTGCTTCAGCTTCAGCATCAACCAGCGCCTCGGCCTCAGCAAGCACCT
CAGCTTCTGAATCGGCCTCAACCAGCGCCTCGGCCTCAGCAAGCACCTCA
GCTTCTGAATCGGCCTCAACCAGCGCCTCAGCCTCAGCATCAACGAGTGC
TTCGGCTTCAGCAAGCACAAGCGCCTCGGGTTCAGCATCAACGAGTACGT
CAGCTTCAGCGTCAACCAGTGCTTCAGCCTCAGCATCAACAAGTGCGTCA
GCCTCAGCAAGTATCTCAGCGTCTGAATCGGCATCAACGAGTGCGTCTGA
GTCAGCATCAACGAGTACGTCAGCCTCAGCAAGCACCTCAGCTTCTGAAT
CGGCCTCAACCAGTGCGTCAGCCTCAGCATCGACAAGCGCCTCAGCTTCA
GCAAGTACCAGTGCTTCAGCCTCAGCGTCGACAAGTGCGTCGGCCTCAAC
CAGTGCATCTGAATCGGCATCAACCAGTGCGTCAGCCTCAGCAAGTACTA
GTGCATCGGCTTCAGCATCAACCAGTGCCTCGGCTTCAGCGTCAACCAGT
GCGTCAGCTTCAGCAAGTACCAGTGCTTCAGTCTCAGCATCAACAAGTGC
TTCAGCCTCAGCATCGACAAGTGCCTCGGCTTCAGCAAGCACATCAGCAT
CTGAATCAGCGTCGACAAGCGCCTCAGCTTCAGCAAGTCCCAGTGCGTCA
GCTTCAGCATCAACCAGCGCCTCGGCCTCAGCAAGCACCTCAGCTTCTGA
ATCGGCCTCAACCAGCGCCTCGGCCTCAGCAAGCACCTCAGCTTCTGAAT
CGGCCTCAACCAGCGCCTCAGCCTCAGCATCAACGAGTGCTTCGGCTTCA
GCAAGCACAAGCGCCTCGGGTTCAGCATCAACGAGTACGTCAGCTTCAGC
GTCAACCAGTGCTTCAGCCTCAGCATCAACAAGTGCGTCAGCCTCAGCAA
GTATCTCAGCGTCTGAATCGGCATCAACGAGTGCGTCTGAGTCAGCATCA
ACGAGTACGTCAGCCTCAGCAAGCACCTCAGCTTCTGAATCGGCCTCAAC
CAGTGCGTCAGCCTCAGCATCGACARAGCGCCTCAGCTTCAGCAAGTACCA
GTGCTTCAGCCTCAGCTCGACAAGTGCGTCGGCCTCAACCAGTGCATCTG
AATCGGCATCAACCAGTGCGTCAGCCTCAGCAAGTACTAGTGCATCAGCT
TCAGCATCAACGAGTGCATCGGCTTCAGCATCAACCAGTGCCTCGGCTTC
AGCGTCAACCAGTGCGTCAGCTTCAGCAAGTACCAGTGCTTCAGTCTCAG
CATCAACAAGTGCTTCAGCCTCAGCATCGACAAGTGCeTCGGCTTCAGCA
AGCACATCAGCATCTGAATCAGCGTCGACAAGCGCCTCAGCTTCAGCAAG
TACCAGTGCGTCAGCCTCAGCGTCGACAAGTGCGTCAGCCTCAGCAAGTA
CTAGTGCATCAGCTTCAGCATCAACGAGTGCATCGGCTTCGGCGTCAACC
AGTGCATCAGAGTCAGCAAGTACCAGTGCGTCAGCTTCCGCATCAACAAG
TGCCTCGGCTTCAGCAAGCACCAGTGCGTCGGCTTCAGCAAGTACTAGCG
CCTCAGCCTCAGCCTCAACCAGTGCGTCAGCCTCAGCAAGTATCTCAGCG
TCTGAATCGGCATCAACGAGTGCGTCCGCTTCAGCAAGTACTAGCGCCTC
AGCCTCAGCGTCAACAAGTGCATCGGCTTCAGCGTCAACGAGTGCGTCTG
AATCGGCATCAACGAGTGCGTCCGCTTCAGCAAGTACTAGCGCCTCAGCC
TCAGCGTCAACAAGTGCATCGGCTTCAGCATCAACGAGTGCGTCCGCTTC
AGCAAGTACTAGCGCCTCAGCCTCAGCGTCAACAAGTGCATCGGCTTCAG
CGTCAACGAGTGCGTCTGAGT CAGCATCAACGAGTGCGTCAGCCTCAGCA
AGCACATCAGCTTCTGAATCTGCATCAACCAGTGCGTCAGCCTCAGCATC
GACAAGCGCCTCAGCTTCAGCAAGTACCAGTGCGTCAGCCTCAGCGTCGA
CAAGTGCGTCGGCTTCAGCAAGTACCAGTGCGTCAGCCTCAGCAAGTACC
AGTGCGTCAGCCTCAGCGTCGACAAGTGCGTCGGCCTCAACCAGTGCATC
TGAATCGGCATCAACCAGTGCGTCAGCCTCAGCAAGTACTAGTGCATCAG
CTTCAGCATCAACGAGTGCATCGGCTTCAGCATCAACCAGTGCATCAGAG
TCAGCAAGTACCAGTGCGTCAGTTCCGCATCAACAAGTGCCTCGGCTTCA
GCAAGTACTAG

4183.1
(SEQ. ID. NO. 322)

ATGGGGGTCGAAACTTGGTTTTATTCTAGCATCTGCTGGCTGGCCATCGG
GCTTGGTTCCGTTTGGAAGTTTCCCTACATGACTGCTGCTAATGGCGGTG
GAGGCTTTTTACTAATCTTTCTCATTTCCACTATTTTAATCGGTTTCCCT
CTCCTGCTGGCTGAGTTTGCCCTTGGCCGTAGTGCTGGCGTTTCCGCTAT
CAAAACCTTTGGAAAACTGGGCAAGAATAACAAGTACAACTTTATCGGTT
GGATTGGCGCCTTTGCCCTCTTTATCCTCTTATCTTTTTACAGTGTTATC
GGAGGATGGATTCTAGTCTATCTAGGTATTGAGTTTGGGAAATTGTTCCA
ACTTGGTGGAACGGGTGATTATGCTCAGTTATTTACTTCAATCATTTCAA
ATCCAGCCATTGCCCTAGGAGCTCAAGCGGCCTTTATCCTATTGAATATC
TTCATTGTATCACGTGGGGTTCARARAGGGATTGAAAGAGCTTCGAAAGT

CATGATGCCCCTGCTCTTTATCGTCTTTGTTTTTATCATCGGTCGCTCTC
TCAGTTTGCCAAATGCCATGGAAGGGGTTCTTTACTTCCTCAAACCAGAC
TTTTCAAAACTGACTAGCACTGGTCTCCTCTATGCTCTGGGACAATCTTT
CTTTGCCCTCTCACTAGGGGTTACAGTCATGTTGACCTATGCTTCTTACT
TAGACAAGAAAACCAATCTAGTCCAGTCAGGAATCTCCATCGTAGCCATG
AATATCTCGATATCCATCATGGCAGGTCTAGCCATTTTCCAAGCTCGATC
CCCCTTCAATATCCAGT CTGAAGGGGGACCCAGCCTGCTCTTTATCGTCT
TGCCTCAACTCTTTGACAAGATGCCTTTTGGAACCATTTTCTACGTCCTC
TTCCTCTTGCTCTTCCTTTTTGCGACAGTCACTTTTTCTGTCGTGATGCT
GGAAATCAATGTAGACAATATCACCAACCAGGATAACAGCAAACGTGCCA
AATGGAGTGTTATTTTAGGAATTTTGACCTTTGTCTTTGGCATTCCTTCA
GCCCTATCTTACGGTGTCATGGCGGATGTTCACATTTTTGGTAAGACCTT
CTTTGACGCTATGGACTTCTTGGTTTCCAATCTCCTCATGCCATTTGGAG
CTCTCTACCTTCACTTTTTACAGGCTATATCTTTAAAAAGGCTCTTGCAA
TGGAGGAACTCCATCTCGATGAAAGAGCATGGAAACAAGGACTGTTCCAA
GTCTGGCTCTTCCTTCTTCGTTTCTTCGTTTCGTCATTCCAATCATCATC
ATTGTGGTCTTCATTGCCCAATTTATGTAATCAAAAAGGACTTGAGTAG

4183.5
(SEQ. ID. NO. 323)

ATGTTGAAAAAATGGCAGTTAAAAGATGTTATCTTGCTTGCTTTCTTGTC
TATCTTTTTTGGTGGGGTTTTCGTTGGT TCAGGATATGTGTATAATATTC
TCAGTCTACTCTTAACACCTCTTGGTTTGCAGGCCTTTGCCAATGAAATC
CTCTTCGGTCTCTGGTGTATGGCTGCGCCCATTGCTGCCATCTTTGTTCC
GAGAGTCGGAAGTGCAACGATTGGAGAAGTGCTAGCTGCGCTTGCTGAAG
TCCTTTATGGTAGCCAATTTGGTCTAGGAGCTCTTTTGTCTGGCTTTGTT
CAAGGTTTGGGAAGTGAATTTGGTTTTATCGTAACTAAGAATCGCTATGA
AAGTTGGCTCTCTCTAACTGCTAATAGTATTGGGATTACGCTTGTTAGCT
TTGTCTATGAATACATTAAGT TAGGTTACTACGCCTTTTCCCTTCCGTTT
GTCCTTTCCTTGCTTGTGGTACGTTTTATTTCTGTTTATTTCTTCTGTAC
CATCTTGGTTCGTGCCATTGTCAAACTCTATCATCAGTTTGCAACTGGAG
GAAAAGCATAG

4183.6
(SEQ. ID. NO. 324)

ATGGTCAAAGTAGCAACCCAGACACCGATTATCAGTCTCTTCTTGCTGAT
TTTATCCTTGGAAACATCTTTCATTCCTTCGATTGCTCTGACTCTTTCGG
TAGTCGCATTTTGTATTCTCTTTATGCTCTATTACCGTCGATTTAAAATG
TTAGCTTGGATGATCATACTTGCCATTTTACCATCTTTTGCCAACTACTG
GGCAGTTCAGTTACACGGAGATGCTTCACAGGCAGTCATGCTTGGAACGA
GGGCCTTTGTGACAGTTTGTATCGGCCTTGTCTTTGTTTCCTCTGTTTCA
CTAAAAGAGCTTCTCTTGTACTTGGCTCAAAAGGGGCTATCACGCTCTTG
GTCCTATGCCTTGATTGTGGTATTCAATTCTTTTCCTCTCATTCAGCAAG
AAATCAAGTCCCTCAAAGAAGCTTGCCTATTACGTGGTCAAGAACTACAT
TTTTGGTCGCCCTTGATTTACAGTAAGGTTCTGATGACAGTCTTTAGGTG
GCGCCATCTTTACCTGAGAGCTCTATCTGCTCACGGATATGACGAACATG
CACAGTTGAAGAATAGCTATCGGACTTTTTATATTCCTAAAAAAACAAAA
TTAATCTACCTGCTTTTCTTTTTATTGCTTCAAACCAGTCTATTTTTATA
A

4183.7
(SEQ. ID. NO. 325)

ATGAGAAAGCACCAATTACAAGT TCACAAATTAACCATTTTATCTATGAT
GATTGCCCTTGATGTAGTCCTTACACCTATCTTTCGAAT TGAGGGAATGG
CACCGATGTCCAGTGTAGTCAATATTCTAGCAGGAATCATGATGGGACCT
GTTTATGCCTTGGCTATGGCTACAGTCACAGCCTTTATCCGTATGACGAC
TCAAGGGATTCCGCCTTTAGCTCTCACAGGAGCGACTTTTGGAGCCCTTC
TAGCAGGTCTCTTTTATAAGTACGGTCGAARATTTCACTATTCTGCTCTA
GGAGAGATTTTGGGAACAGGTATTATTGGTTCCATTGTTTCCTATCCTGT
TATGGTACTCTTTACAGGATCAGCTGCTAAGCTTAGCTGGTTTATCTACA
CGCCTCGATTTTTCGGAGCAACCTTGATTGGTACAGCGATTTCCTTTATT
GCCTTTCGATTTTTAATCAAGCAGGRAATTCTTTAAAAAAGTGCAGGGATA
TTTCTTTAGTGAAAGGATAGACTGA

4183.8
(SEQ. ID. NO. 326)

ATGCAGGAATTTACAAATCCCTTTCCTATAGGCTCTAGTTCCCTCATTCA
CTGCATTACCAATGAGATTTCTTGTGAGATGCTGGCAAATGGGATTTTGG
CTCTGGGATGCAAACCTGTCATGGCAGATGATTCCCGTGAAGTTCTTGAT
TTTACTAAGCAAAGTCAGGCTCTCTTCATCAATTTGGGGCATTTGTCAGC
TGAGAAGGAAAAAGCAATCCGCATGGCAGCTTCGTATGCAAACCAATCTT
CTCTCCCGATGGTAGTAGATGCGGTTGGCGTAACGACTTCATCCATTCGT
AAGAGCTTAGTTAAAGACCTTTTAGACTATAGACCTACGGTCCTTAAAGG
AAACATGTCAGAAATTCGAAGTCTTGTTGGATTAAAGCACCACGGCGTTG
GGGTCGATGCGAGTGCTAAAGATCARGAAACGGAGGATTTGCTTCAAGTC
TTGAAAGACTGGTGTCAGACCTATCCTGGTATGTCTTTCTTAGTCACAGG
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TCCCAAGGACCTCGTCGTTTCGAAARATCAGGTCGCTGTACTGGGAAATG
GCTGTACTGAATTAGACTGGATAACAGGGACAGGAGACTTGGT TGGAGCC
TTAACAGCTGTTTTTCTCAGCCAAGGAAAGACTGGTTTTGAAGCTTCTTG
CTTAGCAGTCTCTTATCTCAATATCGCTGCTGAGAAAATAGTTGTTCAAG
GAATGGGATTGGAAGAATTTCGTTACCAAGTACTCAATCAGCTTTCGCTC
CTAAGAAGAGATGAAAATTGGCTAGATACCATCAAAGGAGAGGTTTATGA
ATAG

4185.3
(SEQ. ID. NO. 327)

ATGAACCATAAAATCGCAATTTTATCAGATGTTCATGGCAATGCGACGGC
GCTAGAAGCAGTGATTGCAGATGCTAAAAATCAAGGGGCCAGTGAATATT
GGCTTCTGGGAGATATTTTTCTTCCTGGTCCAGGCGCAAATGACTTAGTC
GCCCTGCTAAAGGACCTTCCTATCACAGCAAGTGTTCGAGGCAATTGGGA
TGATCGTGTCCTTGAGGCTTTAGATGGGCAATATGGCTTAGAAGACCCAC
AGGAAGTTCAGCTCTTGCGTATGACACAGTATTTGATGGAGCGAATGGAT
CCTGCAACGATTGTCTGGCTACGAAGCTTGCCTTTGCTGGAAAAGAAAGA
AATTGACGGATTGCGCTTTTCTATCTCTCATAATTTACCTGACAAAAACT
ATGGTGGTGACTTGCTAGT TGAGAATGATACAGAGAAATTTGACCAACTG
CTAGATGCGGAAACGGACGTGGCAGTT TATGGTCATGTTCACAAGCAGTT
GCTTCGTTATGGAAGTCAAGGGCAACARATCATCAATCCAGGGTCGATTG
GCATGCCCTATTTTAATTGGGAGGCGTTAAAAAATCACCGTTCCCAGTAT
GCCGTGATAGRAGT TGAAGATGGGGAATTACTCAATATCCAATTTCGTAA
AGTTGCTTATGATTACGAAGCTGAGTTAGAATTGGCCAAGTCCAAGGGGC
TTCCCTTTATCGAAATGTATGAAGAACTGCGTCGTGACGATAACTATCAG
GGGCACAATCTGGAATTATTAGCCAGCTTAATAGAAAAGCATGGGTATGT
AGAGGATGTGAAGAATTTTTTTGATTTTTTGTAA

4186.1
(SEQ. ID. NO. 328)

ATGAATGTAAATCAGATTGTACGGATTATTCCTACTTTAAAAGCTAATAA
TAGAAAATTAAATGAAACATTTTATAT TGAAACCCTTGGAATGAAGGCCT
TGTTAGAAGAATCGGCCTTTCTGTCACTAGGTGACCAAACGGGTCTTGAA
AAGCTGGTTTTAGAAGAAGCTCCCAGTATGCGTACTCGTAAGGTAGAGGG
AAGAAAAARACTAGCTAGATTGATTGTCAAGGTGGAAAATCCCTTAGAAA
TTGAAGGAATCTTATCTAAAACAGATTCGATTCATCGATTATATAAAGGT
CAAAATGGCTACGCTTTTGAAATTTTCTCACCAGAAGATGATTTGATTTT
GATTCATGCGGAAGATGACATAGCAAGTCTAGTAGAAGTAGGAGAAAAGC
CTGAATTTCAAACAGATTTGGCATCAATTTCTTTAAGTAAATTTGAGATT
TCTATGGAATTACATCTCCCAACTGATATCGAAAGTTTCTTGGAATCATC
TGAAATTGGGGCATCCCTTGATTTTAT TCCAGCTCAGGGGCAGGATTTGA
CTGTGGACAATACGGTTACCTGGGACTTATCTATGCTCAAGTTCTTGGTC
AATGAATTAGACATAGCAAGTCTTCGCCAGAAGTTTGAGTCTACTGAATA
TTTTATTCCTAAGTCTGAAAAATTCTTCCTGGTAAAGATAGAAATAATGT
TGAATTGTGGTTTGAAGAAGTATGA

4186.2
(SEQ. ID. NO. 329)

ATGAAGTGGACCAAGATTATTAAAARAATAGAAGAACAAATCGAGGCAGG
GATTTATCCCGGAGCCTCTTTTGCGTATTTTAAGGACAATCAATGGACAG
AGTTCTATTTAGGCCAGAGTGACCCAGAGCATGGCTTGCAGACTGAGGCA
GGACTAGTTTATGACCTAGCTAGTGTCAGCAAGGTTGTTGGGGTTGGCAC
AGTTTGTACCTTCTTGTGGGAAATAGGTCAATTAGATATTGATAGACTGG
TAATAGATTTTTTACCTGAGAGTGATTATCCAGACATCACTATTCGCCAG
CTCTTGACTCATGCAACAGACCTTGATCCTTTTATTCCTAATCGTGATCT
TTTAACAGCCCCTGAATTAAAGGAAGCGATGTTTCATCTCAACAGACGAA
GTCAGCCAGCCTTTCTTTATTCGGATGTCCATTTTTTGCTGTTGGGCTTT
ATTTTGGARAGAATTTTTAATCAAGATTTGGATGTGATTTTAAAGGATCA
AGTCTGGARACCTTGGGGAATGACGGAAACTAAGTTTGGGCCAGTTGAGC
TTGCTGTTCCAACAGTTAGAGGTGTAGAGGCAGGCATAGTGCATGATCCC
AAGGCTCGTCTCCTGGGTAGACATGCTGGGAGTGCTGGTTTATTTTCGAC
TATAAAGGATTTACAAATCTTTTTAGAACACTATTTAGCAGATGATTTTG
CAAGAGACTTAAATCAAAATTTTTCTCCTTTGGATGACAAGGAACGTTCT
TTAGCATGGAATTTGGAAGGAGATTGGCTAGACCATACGGGCTATACAGG
TACCTTTATCATGTGGAATCGTCAGAAGCAAGAAGCCACTATTTTCCTAT
CGAATCGTACCTATGAAAAGGACGAGAGAGCTCAATGGATATTAGACCGC
AATCAAGTGATGAACTTGATTCGCARAGAAGAGTAA

4187.2
(SEQ. ID. NO. 330)

ATGATGAAGAAGACTTATAATCATATTTTGGTCTGGGGAGTCATTTTCTA
TAGCATTTGCATTGTCTGTTTTTGCTT TACTCCTCAAGAACAATCTACCG
TGGGAGTGGGAACTCCAGGTATTCAGCATCTTGGACGCCTGGTTTTTCTT
TTGACTCCTTTCAATTCTCTCTGGARACTGGGCGAAGTGAGTGACATTGG
ACAATTATGTTGGATTTTTTTACAARATATCCTCAATGTCTTCTTGTTTT
TTCCTCTGATTTTCCAACTCCTTTATCTATTTCCAAATTTGCGGAAAACA

AARAAAGGTCCTTCTTTTTAGTTTTCTTGTGAGTCTTGGAAT CGAGTGTAC
GCAATTAATCTTGGACTTTTTCTTTGATTTCAATCGCGTCTTTGAGATTG
ATGATTTGTGGACCAACACTTTGGGTGGCTATCTGGCTTGGCTCCTTTAT
AAACGATTACATAAAAACAAGGTAAGGAATTAA

4188.1
(SEQ. ID. NO. 331)

ATGAAGATTCCTCTCTTAACTTT TGCAAGGCATAAATTTGT TTATGTCTT
GCTTACTTTGCTTTTTCTTGCTTTGGTTTATCGTGATGTTTTGATGACTT
ATTTCTTTTTTGATATTCATGCGCCCGATCTAGCTAAATTCGATGGACAA
GCAATTAAAAATGACTTATTAAAATCAGCATTAGATTTTCGTATTCTCCA
GTTCAATCTAGGTTTTTATCAATCATTTATTATTCCAATCATCATTGTTT
TGCTAGGTTTTCAATATATTGAGCTGAAAAATAAAGTTT TACGATTGAGT
ATTGGAAGAGAAGTGAGTTATCAAGGGTTAAAAAGAAAGTTGACTTTGCA
AGTTGCAAGTATCCCTTGTTTGATATATTTAGTGACTGTGCTGATAATTG
CAATTATAACCTATTTCTTTGGGACTTTTTCTCCTCTTGGATGGAATTCT
CTATTTTCTGATGGAAGTGGT TTACAAAGACTCCTAGATGGAGAGATAAA
AAGCTATTTGTTCTTTACTTGTGTCCTACTAATCGGTATTTTCATCAATG
CAATCTATTTTTTACAAATAGTTGATTATGTGGGGAATGTGACTCGTTCG
GCAATCACCTATTTGATGTTTCTTTTGGCTTGGTTCTATGCTGCTTTATA
GTGCCTTGCCTTACTATATGGTTCCTATGACGAGTTTGATGCAAGCTAGC
TATGGGGATGTAAGTTTGATGAAACTCTTTACTCCTTATATCCTTTATAT
TGTCCCTTACATGGTGCTTGAAAAATATGAAGATAATGTTTAA

4188.2
(SEQ. ID. NO. 332)

ATGAAGATAATGTTTAAGAATTTTAACAATATTTTGCTAAATAGAAAGAT
TGTTTTACTACTTCGTATAGT TCTGATGATGATTTTGATAAACCATCTAT
TGTCAACAGCGGTTCAAAGCAGGATGCTGTTATCTTTTT CAAGAGAGAAT
TGATTTCAATTTTTTCCTATAATGACTATTCTGAAGCGAATTTAGAAATC
CCCAAACTATTGTTAAACCTTTCGCTTTTCATGGTAGGATGGCTCTCTGT
CATTTTACTTGAAAGTGATTTGGCAGACCATTACCATCACTTGATTCGCT
ATCAATCAAGCTCCTTTTTCGAT TATACAAGGAAACGATTGGTTGTCATT
TCTAAATTTTTTACTCAAGATTTGTTTGTCTGGTTTCTTGGTTTACTTCC
TCTAGGAATTCATTTCAAAACAGTCGCACTTTTCTTTTTACTTGCTCAGT
TAATGATGTTGTACTTACTACTGTCTTATCTGATAGCACTGATTAGTGCG
GGCGCTGGTTTTTCCTTTTTTCTCTATTTTTTAGCATTTGTGGGACAAGA
ATGGATGATGGATCATATTGTAACAGTGTATTTAGTACTCTTAAGTTTAT
TAGTTATGTTGATTGTTAGTCGCTTGGAAGAGAAATTTAAGAAAGGATAA

4188.5
(SEQ. ID. NO. 333)

ATGGGCAAAGGAGAGATGGGCAAAGGAGTTATTGGCTTGGAGTTCGACTC
AGAAGTATTGGTCAACAAGGCTCCAACCCTTCAATTGGCAAATGGTAAAA
CAGCGACTTTCCTAACCCAGTATGATAGCAAGACCTTGT TGTTTGCAGTA
GATAAGGAAGATATCGGACAGGAAATTATTGGTATAGCTAAAGGAAGCAT
CGAAAGTATGCATAATCTTCCTGTARAATCTAGCAGGTGCCAGAGTTCCTG
GCGGAGTAAATGGTAGCAAAGCAGCGGTGCATGAAGTTCCAGAATTTACA
GGGGGAGTTAATGGTACAGAGCCAGCTGTTCATGAAATCGCAGAGTATAA
GGGATCTGATCGCTTGTAACTCTTACTACAAAAAAAGATTATACTTACAA
AGCTCCTCTTGCTCAGCAGGCACTTCCTGAAACAGGARACAAGGAGAGTG
ACCTCCTAGCTTCACTAGGACTAACAGCTTTCTTCCTTGGTCTGTTTACG
CTAGGGAAAAAGAGAGAACAATAA

4188.10
(SEQ. ID. NO. 334)

ATGTTTAAAGTTTTACAAAAAGT TGGAAAAGCTTTTATGTTACCTATAGC
TATACTTCCTGCAGCAGGTCTACTTTTGGGGATTGGTGGTGCACTTTCAA
ACCCAACCACGATAGCAACTTATCCAATACTAGACAATAGTATTTTTCAA
TCAATATTCCAAGTAATGAGCTCTGCAGGAGAGGTTGTATTCAGTAATTT
GTCACTACTTCTCTGTGTGGGATTATGTATTGGCTTAGCGAAACGAGATA
AAGGAACCGCTGCGTTAGCAGGAGTAACTGGTTACTTAGTTATGACTGCA
ACGATCAAAGCTTTGGTAAAACTTTTTATGGCAGAAGGATCTGCAATTGA
TACTGGAGTTATTGGAGCATTAGTTGTCGGAATAGTTGCCGTATATTTGC
ACAACCGATATAACAATATTCAATTACCTTCCGCTTTAGGATTCTTTGGA
GGTTCACGCTTCGTTCCTATTGTTACATCGTTCTCTTCTATCTTGATTGG
CTTTGTCTTCTTTGTTATTTGGCCACCTTTCCAACAACTTCTTGTTTCTA
CAGGTGGATATATTTCTCAGGCGGGTCCAATTGGAACTTTTCTATATGGA
TTTTTAATGAGACTTTCTGGAGCAGTAGGCTTACATCATATAATTTACCC
TATGTTTTGGTATACTGAACT TGGTGGTGTTGAAACTGT TGCAGGACAAA
CAGTGGTTGGAGCTCAAAAAATATTTTTTGCTCAATTAGCCGATTTGGCC
CATTCTGGATTATTTACAGAAGGAACAAGGTTTTTTGCAGGTCGTTTCTC
AACAATGATGTTCGGTTTACCGGCTGCCTGTTTAGCGATGTACCATAGTG
TTCCTAAAAATCGTCGTAAAAAATACGCGGGTTTGTTTTTTGGAGTTGCT
TTAACATCTTTTATTACCGGTATTACAGAACCAATTGAATTTATGTTTCT
ATTCGTCAGTCCGGTTCTATATGTTGTTCACGCATTCCTTGATGGTGTTA
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GCTTCTTTATTGCAGACGTCTTAAATATTTCAATAGGAAACACATTTTCA
GGAGGTGTAATCGATTTCACTTTAT TTGGAATTTTGCAGGGGAACGCTAA
GACGAATTGGGTTCTTCAGATTCCATTTGGACTTATTTGGAGTGTTTTGT
ATTATATTATTTTTAGATGGTTCATTACTCAATTCAACGTTCTAACGCCA
GGGCGAGGAGAAGAAGTAGATTCTARAGAAATTTCTGAATCCGCAGATTC
AACTTCAAATACTGCAGATTATTTARAAACAGGATAGCCTACAAATTATCA
GAGCCTTGGGTGGATCAAATAATATAGAAGATGTAGATGCTTGTGTGACA
CGTTTACGTGTAGCTGTAAAAGAAGTTAATCAAGTTGATAAAGCACTTTT
AARAACAAATTGGTGCAGTTGATGTCTTAGAAGTGAAGGGTGGCATTCAAG
CAATCTATGGAGCAAAAGCAATCTTATATAAAAATAGTATTAATGAAATT
TTAGGTGTAGATGATTAA

4188.11
(SEQ. ID. NO. 335)

ATGAAATTTAGAAAATTAGCTTGTACAGTACTTGCGGGTGCTGCGGTTCT
TGGTCTTGCTGCTTGTGGCAATTCTGCGCGGAAGTAAAGATGCTGCCAAAT
CAGGTGGTGACGGTGCCAAAACAGARATCACTTGGTGGGCATTCCCAGTA
TTTACCCAAGAAAAAACTGGTGACGGTGTTGGAACTTATGAAAAATCAAT
CATCGAAGCGTTTGAAAAAGCAAACCCAGATATAAAAGTGARATTGGAAA
CCATCGACTTCAAGTCAGGTCCTGARAAAAATCACAACAGCCATCGAAGCA
GGAACAGCTCCAGACGTACTCTTTGATGCACCAGGACGTATCATCCAATA
CGGTAAAAACGGTAAATTGGCTGAGTTGAATGACCTCTTCACAGATGAAT
TTGTTAAAGATGTCAACAATGAAAACATCGTACAAGCAAGTAAAGCTGGA
GACAAGGCTTATATGTATCCGATTAGTTCTGCCCCATTCTACATGGCAAT
GAACAAGAAAATGT TAGAAGATGCTGGAGTAGCAAACCTTGTAAAAGAAG
GTTGGACAACTGATGATTT TGAAAAAGTATTGAAAGCACTTAAAGACAAG
GGTTACACACCAGGTTCATTGTTCAGTTCTGGTCAAGGGGGAGACCAAGG
AACACGTGCCTTTATCTCTAACCTTTATAGCGGTTCTGTAACAGATGAAA
AAGTTAGCAAATATACAACTGATGATCCTAAATTCGTCAAAGGTCTTGAA
AAAGCAACTAGCTGGATTAAAGACAATTTGATCAATAATGGTTCACAATT
TGACGGTGGGGCAGATATCCAAAACTTTGCCAACGGTCAAACATCTTACA
CAATCCTTTGGGCACCAGCTCAAAATGGTATCCAAGCTAAACTTTTAGAA
GCAAGTAAGGTAGAAGTGGTAGAAGTACCATTCCCATCAGACGAAGGTAA
GCCAGCTCTTGAGTACCTTGTAAACGGGTTTGCAGTATTCAACAATAAAG
ACGACAAGAAAGTCGCTGCATCTAAGAAATTCATCCAGTTTATCGCAGAT
GACAAGGAGTGGGGACCTAAAGACGTAGTTCGTACAGGTGCTTTCCCAGT
CCGTACTTCATTTGGAAAACT TTATGAAGACAAACGCATGGAAACAATCA
GCGGCTGGACTCAATACTACTCACCATACTACAACACTATTGATGGATTT
GCTGAAATGAGAACACTTTGGTTCCCAATGTTGCAATCTGTATCARATGG
TGACGAAAAACCAGCAGATGCTTTGAAAGCCTTCACTGAAARAGCGAACG
AAACAATCAAAAAAGCTATGARACAATAG

4188.12
(SEQ. ID. NO. 336)

ATGCAATCTACAGAAAAAAAACCATTAACAGCCTTTACTGTTATTTCAAC
AATCATTTTGCTCTTGTTGACTGTGCTGTTCATCTTTCCATTCTACTGGA
TTTTGACAGGGGCATTCAAATCACAACCTGATACAATTGTTATTCCTCCT
CAGTGGTTCCCTAAAATGCCAACCATGGAARACTTCCAACAACTCATGGT
GCAGAACCCTGCCTTGCAATGGATGTGGAACTCAGTATTTATCTCATTGG
TAACCATGTTCTTAGTTTGTGCAACCTCATCTCTAGCAGGTTATGTATTG
GCTAAAAAACGTTTCTATGGTCAACGCATTCTATTTGCTATCTTTATCGC
TGCTATGGCGCTTCCAAAACAAGTTGTCCTTGTACCATTGGTACGTATCG
TCAACTTCATGGGAATCCATGATACTCTCTGGGCAGTTATCTTGCCTTTG
ATTGGATGGCCATTCGGTGTCTTCCTCATGAAACAGTTCAGTGAAAATAT
CCCTACAGAGTTGCTTGAATCAGCTAAAATCGACGGTTGTGGTGAGATTC
GTACCTTCTGGAGTGTAGCCTTCCCGATTGTGAAACCAGGGTTTGCAGCC
CTTGCAATCTTTACCTTCATCAATACT TGGAATGACTACTTCATGCAATT
GGTAATGTTGACTTCACGTAACAATTTGACCATCTCACTTGGGGTTGCGA
CCATGCAGGCTGAAATGGCAACCAACTATGGTTTGATTATGGCAGGAGCT
GCCCTTGCTGCTGTTCCAATCGTCACAGTCTTCCTAGTCTTCCAAAAATC
CTTCACACAGGGTATTACTATGGGAGCGGTCAAAGGATAA

4191.1
(SEQ. ID. NO. 337)

ATGAAAAAAACTTTTTTCTTACTGGTGTTAGGCTTGTTTTGCCTTCTTCC
ACTCTCTGTTTTTGCCATTGATT TCAAGATAAACTCTTAT CAAGGGGATT
TGTATATTCATGCAGACAATACGGCAGAGTTTAGACAGAAGATAGTTTAC
CAGTTTGAGGAGGACTTTAAGGGCCAAATCGTGGGACTTGGACGTGCTGG
TAAGATGCCTAGCGGGTTTGACATTGACCCTCATCCAAAGATTCAGGCCG
CGAAAAACGGTGCAGAACTAGCAGATGTGACTAGCGAAGTAACAGAAGAA
GCGGATGGTTATACTGTGAGAGTCTATAATCCAGGT CAGGAGGGCGACAT
AGTTGAAGTTGACCTCGTCTGGAACTTAAAAAATTTACTTTTCCTTTATG
ATGATATCGCTGAATTAAATTGGCAACCTCTGACAGATAGTTCAGAGTCT
ATTGAAAAGTTTGAATTTCATGTAAGGGGAGACAAGGGGGCTGAAAAACT
CTTTTTCCATACAGGGAAACT TTTTAGAGAGGGAACGATTGAAAAGAGTA
ACCTTGATTATACTATCCGTTTAGACAATCTTCCGGCTAAGCGTGGAGTT

GAGTTGCATGCCTATTGGCCTCGGACCGATTTTGCTAGCGCTAGGGATCA
GGGATTGAAAGGGAATCGTTTAGAAGAGTTTAATAAGATAGAAGACTCGA
TTGTTAGAGAAAAAGATCAGAGTAAACAACTCGTTACTTGGGTCCTCCCT
TCGATCCTTTCCATCTCCTTGTATTGAGTGTCTGCTTCTATTTTATTTAT
AGAAGAAAGACCACTCCTTCAGTCAAATATGCCAAAAATCATCGTCTCTA
TGAACCACCAATGGAATTAGAGCCTATGGTTTTATCAGAAGCAGTCTACT
CGACCTCCTTGGAGGAAGTGAGTCCCTTGGTCAAGGGAGCTGGAAAATTC
ACCTTTGATCAACTTATTCAAGCTACCTTGCTAGATGTGATAGACCGTGG
GAATGTCTCTATCATTTCAGAAGGAGATGCAGTTGGTTTGAGGCTAGTAA
AAGAAGATGGTTTGTCAAGCT TTGAGAAAGACTGCCTAAATCTAGCTTTT
TCAGGTAAAAAAGAAGAAACTCTTTCCAATTGTTTGCGGATTACAAGGTA
TCTGATAGTCTTTATCGTAGAGCCAAAGTTTCTGATGAAAAACGGATTCA
AGCAAGAGGGCTTTCAACTCAAATCTTCTTTTGAAGAGGTATTGAACCAG
ATGCAAGAAGGAGTGAGAAAACGAGTTTCCTTCTGGGGGCTCCCAGATTA
TTATCGTCCTTTAACTGGTGGGGAARAGGCCTTGCAAGTGGGTATGGGTG
CCTTGACTATCCTGCCCCTATTTATCGGATTTGGTTTGT TCTTGTACAGT
TTAGACGTTCATGGCTATCTTTACCTCCCTTTGCCAATACTTGGTTTTCT
AGGGTTAGTTTTGTCTGTTTTCTATTATTGGAAGCTTCGACTAGATAATC
GTGATGGTGTTCTAAATGAAGCGGGAGCTGAGGTCTACTATCTCTGGACC
AGTTTTGAAAATATGTTGCGTGAGATTGCACGATTGGAT CAGGCTGAACT
GGAAAGTATTGTGGTCTGGAATCGCCTCTTGGTCTATGCGACCTTATTTG
GCTATGCGGACAAGGTTAGTCATTTGATGAAGGTTCATCAGATTCAAGTG
GAAAATCCAGATATCAATCTCTATGTAGCTTATGGCTGGCACAGTACGTT
TTATCATTCAACAGCACAAATGAGCCATTATGCTAGTGTCGCAAATACAG
CAAGCACCTACTCTGTATCTTCTGGAAGTGGAAGTTCTGGTGGTGGCTTC
TCTGGAGGCGGAGGTGGCGGCAGTATCGGTGCCTTTTAA

4191.2
(SEQ. ID. NO. 338)

ATGAAAAAAGTAAGAAAGATATT TCAGAAGGCAGTTGCAGGACTGTGCTG
TATATCTCAGTTGACAGCTTTTTCTTCGATAGTTGCTTTAGCAGAAACGC
CTGAAACCAGTCCAGCGATAGGAAAAGTAGTGATTAAGGAGACAGGCGAA
GGAGGAGCGCTTCTAGGAGATGCCGTCTTTGAGTTGAAAAACAATACGGA
TGGCACAACTGTTTCGCAAAGGACAGAGGCGCAAACAGGAGAAGCGATAT
TTTCAAACATAAAACCTGGGACATACACCTTGACAGAAGCCCAACCTCCA
GTTGGTTATAAACCCTCTACTAAACAATGGACTGTTGAAGTTGAGRAGAA
TGGTCGGACGACTGTCCAAGGTGAACAGGTAGAAAATCGAGAAGAGGCTC
TATCTGACCAGTATCCACAAACAGGGACTTATCCAGATGTTCAAACACCT
TATCAGATTATTAAGGTAGATGGTTCGGAAAAAAACGGACAGCACAAGGC
GTTGAATCCGAATCCATATGAACGTGTGATTCCAGAAGGTACACTTTCAA
AGAGAATTTATCAAGTGAATAATTTGGATGATAACCAATATGGAATCGAA
TTGACGGTTAGTGGGAAAACAGTGTATGAACAAAAAGATAAGTCTGTGCC
GCTGGATGTCGTTATCTTGCTCGATAACTCAAATAGTATGAGTAACATTC
GAAACAAGAATGCTCGACGTGCGGARAGAGCTGGTGAGGCGACACGTTCT
CTTATTGATAAAATTACATCTGATTCAGAAAATAGGGTAGCGCTTGTGAC
TTATGCTTCCACTATCTTTGATGGGACCGAGTTTACAGTAGAAAAAGGGG
TAGCAGATAAAAACGGAAAGCGATTGAATGATTCTCTTTTTTGGAATTAT
GATCAGACGAGTTTTACAACCAATACCAAAGATTATAGTTATTTARAGCT
GACTAATGATAAGAATGACATTGTAGAATTAAAAAATAAGGTACCTACCG
AGGCAGAAGACCATGATGGAAATAGATTGATGTACCAATTCGGTGCCACT
TTTACTCAGAAAGCTTTGATGAAGGCAGATGAGATTTTGACACAACAAGC
GAGACAAAATAGTCAAAAAGTCATTTTCCATATTACGGATGGTGTCCCAA
CTATGTCGTATCCGATTAATTTTAATCATGCTACGTTTGCTCCATCATAT
CAAAATCAACTAAATGCATTTTTTAGTAAATCTCCTAATAAAGATGGAAT
ACTATTAAGTGATTTTATTACGCAAGCAACTAGTGGAGAACATACAATTG
TACGCGGAGATGGGCAAAGTTACCAGATGTTTACAGATAAGACAGTTTAT
GAARAAGGTGCTCCTGCAGCTTTCCCAGTTAAACCTGAARAATATTCTGA
AATGAAGGCGGCTGGTTATGCAGTTATAGGCGATCCAATTAATGGTGGAT
ATATTTGGCTTAATTGGAGAGAGAGTATTCTGGCTTATCCGTTTAATTCT
AATACTGCTAAAATTACCAATCATGGTGACCCTACAAGATGGTACTATAA
CGGGAATATTGCTCCTGATGGGTATGATGTCTTTACGGTAGGTATTGGTA
TTAACGGAGATCCTGGTACGGATGAAGCAACGGCTACTAGTTTTATGCAA
AGTATTTCTAGTAAACCTGAAAACTATACCAATGTTACTGACACGACAAA
AATATTGGAACAGTTGAATCGTTATTTCCACACCATCGTAACTGAAAAGA
AATCAATTGAGAATGGTACGATTACAGATCCGATGGGTGAGTTAATTGAT
TTGCAATTGGGCACAGATGGAAGATTTGATCCAGCAGAT TACACTTTAAC
TGCAAACGATGGTAGTCGCTTGGAGAATGGACAAGCTGTAGGTGGTCCAC
AAAATGATGGTGGTTTGTTAAAAAATGCAAAAGTGCTCTATGATACGACT
GAGAAAAGGATTCGTGTAACAGGTCTGTACCTTGGAACGGATGAARAAGT
TACGTTGACCTACAATGTTCGTTTGAATGATGAGTTTGTAAGCAATAAAT
TTTATGATACCAATGGTCGAACAACCTTACATCCTAAGGAAGTAGAACAG
AACACAGTGCGCGACTTCCCGATTCCTAAGATTCGTGATGTGCGGAAGTA
TCCAGAAATCACAATTTCAAAAGAGAARAAACTTGGTGACATTGAGTTTA
TTAAGGTCAATAAAAATGATAAAAAACCACTGAGAGGTGCGGTCTTTAGT
CTTCAAAAACAACATCCGGATTATCCAGATATTTATGGAGCTATTGATCA
ARATGGCACTTATCAAAATGTGAGAACAGGTGAAGATGGTAAGTTGACCT
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TTAAAAATCTGTCAGATGGGARATATCGATTATTTGAAAATTCTGAACCA
GCTGGTTATARACCCGTTCAAAATAAGCCTATCGTTGCCTTCCAAATAGT
AAATGGAGAAGT CAGAGATGTGACTTCAATCGTTCCACAAGATATACCAG
CGGGTTACGAGTTTACGAATGATAAGCACTATATTACCAATGAACCTATT
CCTCCARAGAGAGAATATCCTCGAACTGGTGGTATCGGAATGTTGCCATT
CTATCTGATAGGTTGCATGATGATGGGAGGAGTTCTATTATACACACGGA
AACATCCGTAA

4191.3
(SEQ. ID. NO. 339)

ATGAAATCAATCAACAAATTTTTAACAATGCTTGCTGCCTTATTACTGAC
AGCGAGTAGCCTGTTTTCAGCTGCAACAGTTTTTGCGGCTGGGACGACAA
CAACATCTGTTACCGTTCATAAACTAT TGGCAACAGATGGGGATATGGAT
AARAATTGCAAATGAGTTAGAAACAGGTAACTATGCTGGTAATARAGTGGG
TGTTCTACCTGCAAATGCAAARAGAARAT TGCCGGTGTTATGTTCGTTTGGA
CAAATACTAATAATGAAATTATTGATGAAAATGGCCAAACTCTAGGAGTG
AATATTGATCCACAAACATTTAAACTCTCAGGGGCAATGCCGGCAACTGC
AATGAAAARAATTAACAGAAGCTGAAGGAGCTAAATTTAACACGGCAAATT
TACCAGCTGCTAAGTATAAAATTTATGAAATTCACAGTTTATCAACTTAT
GTCGGTGAAGATGGAGCAACCTTAACAGGTTCTAAAGCAGTTCCAATTGA
AATTGAATTACCATTGAACGATGTTGTGGATGCGCATGTGTATCCAAAAA
ATACAGAAGCAAAGCCAAAAATTGATAAAGATTTCAAAGGTAAAGCAAAT
CCAGATACACCACGTGTAGATAAAGATACACCTGTGAACCACCAAGTTGG
AGATGTTGTAGAGTACGAAATTGTTACAAAAATTCCAGCACTTGCTAATT
ATGCAACAGCAAACTGGAGCGATAGAATGACTGAAGGTTTGGCATTCAAC
AAAGGTACAGTGAAAGTAACTGT TGATGATGTTGCACTTGAAGCAGGTGA
TTATGCTCTAACAGAAGTAGCAACTGGTTTTGATTTGAAATTAACAGATG
CTGGTTTAGCTARAGTGAATGACCARAACGCTGAAAAAACTGTGAAAATC
ACTTATTCGGCAACATTCAATGACARAGCAATTGTAGAAGTACCAGAATC
TAATGATGTAACATTTAACTATGGTAATAATCCAGATCACGGGAATACTC
CAAAGCCGAATAAGCCAAATGAAAACGGCGATTTGACATTGACCAAGACA
TGGGTTGATGCTACAGGTGCACCAATTCCGGCTGGAGCTGAAGCAACGTT
CGATTTGGTTAATGCTCAGACTGGTAAAGTTGTACAAACTGTAACTTTGA
CAACAGACAAAAATACAGTTACTGTTAACGGATTGGATAAARATACAGAA
TATAAATTCGTTGAACGTAGTATAARAGGGTATTCAGCAGATTATCAAGA
AATCACTACAGCTGGAGAAATTGCTGTCAAGAACTGGAAAGACGAAAATC
CAAAACCACTTGATCCAACAGAGCCAAAAGTTGTTACATATGGTAAARAG
TTTGTCAAAGTTAATGATAAAGATAATCGTTTAGCTGGGGCAGAATTTGT
AATTGCAAATGCTGATAATGCTGGTCAATATTTAGCACGTAAAGCAGATA
AAGTGAGTCAAGAAGAGAAGCAGTTGGTTGTTACAACAAAGGATGCTTTA
GATAGAGCAGTTGCTGCTTATAACGCTCTTACTGCACAACAACAAACTCA
GCAAGAAAAAGAGAAAGTTGACAAAGCTCAAGCTGCTTATAATGCTGCTG
TGATTGCTGCCAACAATGCAT TTGAATGGGTGGCAGATAAGGACAATGAA
AATGTTGTGAAATTAGTTTCTGATGCACAAGGTCGCTTTGAAATTACAGG
CCTTCTTGCAGGTACATATTACTTAGAAGAAACAAAACAGCCTGCTGGTT
ATGCATTACTAACTAGCCGTCAGAAATTTGAAGTCACTGCAACTTCTTAT
TCAGCGACTGGACAAGGCATTGAGTATACTGCTGGTTCAGGTAAAGATGA
CGCTACAAAAGTAGTCAACAARAAAALRTCACTATCCCACAAACGGGTGGTA
TTGGTACAATTATCTTTGCTGTAGCGGGGGCTGCGATTATGGGTATTGCA
GTGTACGCATATGT TAAAAACAACAAAGATGAGGATCAACTTGCTTAA

4191.4
(SEQ. ID. NO. 340)

ATGACAATGCAGAAAATGCAGAAAATGATTAGTCGTATCTTCTTTGT TAT
GGCTCTGTGTTTTTCTCTTGTATGGGGTGCACATGCAGTCCAAGCGCAAG
AAGATCACACGTTGGTCTTGCAATTGGAGAACTATCAGGAGGTGGTTAGT
CAATTGCCATCTCGTGATGGT CATCGGTTGCAAGTATGGAAGTTGGATGA
TTCGTATTCCTATGATGATCGGGTGCAAATTGTAAGAGACTTGCATTCGT
GGGATGAGAATAAACTTTCTTCTTTCAAAAAGACTTCGTTTGAGATGACC
TTCCTTGAGAATCAGATTGAAGTATCTCATATTCCAAATGGTCTTTACTA
TGTTCGCTCTATTATCCAGACGGATGCGGTTTCTTATCCAGCTGAATTTC
TTTTTGAAATGACAGAT CAAACGGTAGAGCCTTTGGTCATTGTAGCGAAA
AARACAGATACAATGACAACAAAGGTGAAGCTGATAAAGGTGGAT CAAGA
CCACAATCGCTTGGAGGGTGT CGGCTT TAAATTGGTAT CAGTAGCAAGAG
ATGTTTCTGAAAAAGAGGTTCCCTTGATTGGAGAATACCGTTACAGTTCT
TCTGGTCAAGTAGGGAGAACTCTCTATACTGATAAAAATGGAGAGATTTT
TGTGACAAATCTTCCTCTTGGGAACTATCGTTTCAAGGAGGTGGAGCCAC
TGGCAGGCTATGCTGTTACGACGCTGGATACGGATGTCCAGCTGGTAGAT
CATCAGCTGGTGACGATTACGGTTGTCAATCAGAAATTACCACGTGGCAA
TGTTGACTTTATGAAGGTGGATGGTCGGACCAATACCTCTCTTCAAGGGG
CAATGTTCAAAGTCATGAAAGAAGARAGCGGACACTATACTCCTGTTCTT
CAAAATGGTAAGGAAGTAGTTGTAACATCAGGGAAAGATGGTCGTTTCCG
AGTGGAAGGTCTAGAGTATGGGACATACTATTTATGGGAGCTCCAAGCTC
CAACTGGTTATGTTCAATTAACATCGCCTGTTTCCTTTACAATCGGGAAA
GATACTCGTAAGGAACTGGTAACAGTGGT TARAAAATAACAAGCGACCACG

GATTGATGTGCCAGATACAGGGGAAGAAACCCTTGTATATCTTGATGCTT
GTTGCCATTTTGTTGTTTGGTAG

4191.5
(SEQ. ID. NO. 341)

ATGAGCCACATATACTTATCTATTTTCACAAGTCTCTTGCTGATGCTAGG
ACTTGTCAATGTTGCTCAAGCCGATGAATATTTACGCATCGGTATGGAAG
CAGCATATGCTCCCTTTAACTGGACCCAGGATGATGATAGCAACGGAGCT
GTCAAAATCGATGGGACCAATCAGTATGCCAACGGATACGATGTTCAAAT
CGCCAAGAAAATCGCTAAGGACTTAGGTAAAGAACCTTTGGTTGT TAAAA
CCAAGTGGGAAGGTCTAGTCCCTGCCCTTACTTCTGGTAAGATTGACATG
ATTATCGCAGGTATGAGTCCAACTGCAGAACGCAAACAAGAAATTGCCTT
TTCGAGCAGTTACTATACTAGCGAACCAGTTTTGCTTGT CAAAAAAGATT
CTGCCTACGCAAGTGCTAAATCTTTGGATGACTTTAACGGTGCAAAAATC
ACTTCTCAACAAGGGGTCTACCTTTATAACTTGATTGCACAAATCCCAGG
TGCTAAAAAAGAAACAGCCATGGGAGACTTCACTCAAATGCGACAAGCTC
TTGAGGCTGGTGTCATTGATGCTTATGT TTCTGAACGTCCAGAAGCACTG
ACTGCTGAAGCTGCGAACTCTAAGTTCAAGATGATTCAAGTAGAACCTGG
TTTCAAAACTGGGGAAGAAGATACAGCTATCGCTATCGGGCTTCGTARAA
ATGACAATCGTATTAGCCAAATCAATGCCAGCATTGARACCATTTCAAAA
GATGACCAAGTTGCCTTGATGGATCGTATGATCAAGGAACAACCTGCCGA
AGCTACAACAACTGAAGAGACTAGCAGTAGTTTCTTTAGCCAAGTTGCTA
AAATTCTTTCTGAAAACTGGCAACAACTCTTGCGTGGTGCTGGTATCACT
CTTTTAATCTCTATCGTCGGAACCATCATAGGTCTCATTATTGGACTTGC
CATTGGTGTCTTCCGTACTGCTCCTCTCTCTGAAAACAAAGTCATTTACG
GCCTACAAAAACTAGTCGGCTGGGTTCTCAATGTCTACATTGAAATTTTC
CGTGGTACGCCAATGATTGTTCAATCGATGGTTATCTACTATGGAACTGC
CCAAGCTTTCGGGATCAACCTTGACCGTACACTGGCTGCTATCTTCATCG
TTTCAATCAATACCGGTGCCTACATGACTGAAATCGTCCGTGGTGGTATC
CTAGCAGTTGACAAGGGACAATTTGAAGCTGCGACTGCTCTTGGTATGAC
CCATAACCAGACCATGCGTAAGATTGTCCTACCTCAGGTAGTCCGTAACA
TCCTACCTGCAACTGGTAATGAATTTGTCATCAATATCAAAGATACATCT
GTATTGAACGTTATCTCTGTGTCGAACTTTATTTCTCAGGAAATACCGTG
GCAACACAAACCTATCAATACTTCCAGACATTTACAATCATCGCCGTGAT
TTACTTTGTCCTCACCTTCACCGTAACACGTATCCTACGCTTTATCGAGC
GCAGAATGGACATGGATACCTACACTACAGGTGCTAACCAAATGCAAACG
GAGGATTTGAAATAA

4191.6
(SEQ. ID. NO. 342)

ATGACACAAGCAATCCTTGAAATTAAACACCTCAAAARAATCCTATGGACA
AAACGAAGTGCTAAAAGACATTTCACTCACTGTCCACAAGGGAGAGGTCA
TCTCTATCATCGGAAGCTCTGGAAGCGGAARATCGACCTTCCTACGCTCC
ATTAACCTACTTGAAACACCAACTGATGGACAAATCCTTTATCATGGACA
ARACGTCCTCGAAAAAGGCTATGACCTCACGCAATACCGTGAARAGT TGG
GGATGGTTTTCCAATCCTTTAACCTCTTTGAAAATCTCAATGTTCTTGAA
AACACAATCGTCGCTCAGACAACTGTCCTAAAACGCGAACGCACAGAAGC
TGAAAAGATTGCCAAAGAAAACCTGGARAAGGTCGGCATGGGAGAACGCT
ACTGGCAAGCCAAACCAAAACAACTCTCAGGTGGTCARAAACAACGTGTG
GCCATCGCTCGTGCCCTCTCCATGAATCCGGACGCTATTCTCTTTGATGA
ACCAACATCAGCTCTCGATCCAGAAATGGTTGGAGAAGTCCTCAAAATCA
TGCAGGACCTGGCTCAGGAAGGCTTGACCATGATTGTCGTAACCCATGAA
ATGGAATTTGCCCGTGATGTCTCTCACCGTGTTATCTTTATGGATAAGGG
CGTGATCGCTGAAGAAGGTAAACCAGAAGACCTCTTCACCAATCCTARAG
ARGACCGAACAAAAGAGTTCCTTCAACGCTATCTCAAATAA

4192.3
(SEQ. ID. NO. 343)

ATGAAAAAGTATCAACTTCTATTCAAAATAAGTGCAGTCTTCTCTTACTT
ATTTTTCGTATTTAGTCTTTCTCAGCTGACGCTTATCGTCCAAAACTATT
GGCAATTTTCTTCTCAGATAGGCAATTTATTCTGGATTCAAAATATCTTG
AGTTTACTTTTTATTGGAGTCATGATTGTGGTTCTTGTTAAGACAGGCCA
TGGTTATCTCTTCCGCATTCCAAGARARAAATGGCTTTGGTATTCGATTT
TGACAGTATTAGTGCTAGTGTTCCAGATCTCTTTTAACGTTCAGACAGCT
ARACATGTTCAGTCAACTGCGGAAGGTTGGGCTGTATTGAT TGGTTATAG
TGGGACTAACTTTGCAGAGCTAGGTATTTATATAGCCCTGTTCTTTCTGG
TTCCACTGATGGAAGAATTGATTTATAGAGGATTACTGCAACATGCTTTC
TTTAAGCATTCGCGATTTGGTCTTGATTTGCTTCTTCCTTCTATTTTATT
TGCTCTCCCTCATTTTTCAAGCCTGCCTAGTCTGTTAGATATCTTCGTCT
TTGCAACAGT TGGAATCATCTTTTGCTGGTTTGACCCGCTATACCAAGAG
CATTTATCCATCCTATGCGGTGCATGTGATCAATAATAT TGTAGCGACCT
TCCCGTTTTTGCTCACTTTTCTACATAGGGTCTTGGGGTAA
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4193.1
(SEQ. ID. NO. 344)

ATGAACAAGAAACAATGGCTAGGTCTTGGCCTAGTTGCAGTGGCAGCAGT
TGGACTTGCTGCATGTGGTAACCGCTCTTCTCGTAACGCAGCTTCATCTT
CTGATGTGAAGACAAAAGCAGCAATCGTCACTGATACTGGTGGTGTTGAT
GACARATCATTCAACCAATCAGCTTGGGAAGGTTTGCAGGCTTGGGGTAA
AGAACACAATCTTTCAAAAGATAACGGTTTCACTTACTTCCAATCAACAA
GTGAAGCTGACTACGCTAACAACTTGCAACAAGCGGCTGGAAGTTACAAC
CTAATCTTCGGTGTTGGTTTTGCCCTTAATAATGCAGT TAAAGATGCAGC
AARAGAACACACTGACTTGAACTATGTCTTGATTGATGATGTGATTAAAG
ACCAAAAGAATGTTGCGAGCGTAACTTTCGCTGATAATGAGTCAGGTTAC
cTTGCAGGTGTGGCTGCAGCAAAAACAACTAAGACAAAACAAGTTGGTTT
TGTAGGTGGTATCGAATCTGAAGTTATCTCTCGTTTTGAAGCAGGATTCA
AGGCTGGTGTTGCGTCAGTAGACCCATCTATCAAAGTCCAAGTTGACTAC
GCTGGTTCATTTGGTGATGCGGCTAAAGGTAAAACAATTGCAGCCGCACA
ATACGCAGCCGGTGCAGATATTGTTTACCAAGTAGCTGGTGGTACAGGTG
CAGGTGTCTTTGCAGAGGCAAAATCTCTCAACGAAAGCCGTCCTGAAAAT
GAAAAAGTTTGGGT TATCGGTGTTGATCGTGACCAAGAAGCAGAAGGTAA
ATACACTTCTAAAGATGGCAAAGAATCAAACTTTGTTCTTGTATCTACTT
TGAAACAAGTTGGTACAACTGTAAAAGATATTTCTAACAAGGCAGAAAGA
GGAGAATTCCCTGGCGGTCAAGTGATCGTTTACTCATTGAAGGATAAAGG
GGTTGACTTGGCAGTAACAAACCTT TCAGAAGAAGGTAAAAAAGCTGTCG
AAGATGCARAAGCTAAAATCCTTGATGGAAGCGTAAAAGTTCCTGAAAAA
TAA

4193.3
(SEQ. ID. NO. 345)

ATGTCTAAAAAATTACAACAAATTTCGGTTCCCTTGATTTCTGTATTCCT
AGGAATTTTACTCGGAGCCATTTGTCATGTGGATCTTCGGTTATGATGCT
ATTTGGGGCTACGAAGAATTGTTCTATACAGCCTTTGGCAGTCTGCGTGG
GATTGGAGAAATCTTCCGTGCTATGGGTCCTCTGGTCTTGATTGGTCTTG
GTTTTGCCGTTGCCAGTCGAGCTGGTTTCTTTAACGTCGGACTTCCTGGT
CAGGCTTTGGCAGGTTGGATTCTCAGTGGTTGGTTTGCCCTGTCGCATCC
AGATATGCCCCGTCCCTTGATGATTCTAGCAACCATCGTGATTGCCTTGA
TTGCTGGTGGGATTGTCGGAGCGATTCCAGGTATTCTTAGGGCCTATCTA
GGGACGTCAGAGGTTATTGTAACCATCATGATGAACTACATTGTCTTGTA
TGTAGGGAATGCCTTTATCCATGCTTTCCCTAAAGACTTCATGCAAAGTA
CAGATTCGACCATTCGTGTTGGGGCTAATGCAACCTATCAGACACCTTGG
TTGGCTGAGT TGACTGGTAACTCACGGATGAATATTGGTATTTTCTTTGC
CATCATTGCCGTTGCAGTTATTTGGTTCATGCTCAAGAAAACAACTCTTG
GTTTTGAAATCCGTGCAGTTGGTCTTAATCCACATGCTTCAGAATATGCT
GGTATTTCTGCCAAGCGGACTATTATCCTATCTATGATTATTTCAGGTGC
CTTGGCAGGTCTTGGTGGAGCTGTTGAAGGTTTGGGAACCTTCCAGAACG
TCTATGTTCAAGGTTCGTCATTAGCTATCGGATTTAACGGAATGGCGGTT
AGTTTGCTTGCGGCCAACTCACCAATTGGTATACTCTTTGCAGCCTTCCT
ATTTGGCGTTCTCCAAGTTGGGGCTCCTGGTATGAATGCGGCGCAGGTAC
CATCTGAGCTTGTCAGCATTGTAACAGCGTCTATTATCTTCTTTGTCAGT
GTTCATTACCTTATCGAACGCTTTGTCAAACCGAAAAAACAAGTTAAAGG
AGGTAAGTAA

4194.1
(SEQ. ID. NO. 346)

ATGGGAGTGAAAAAGAAACTALAGTTGACTAGTTTGCTAGGACTGTCTCT
GTTAATCATGACAGCCTGTGCGACTAATGGGGTAACTAGCGATATTACAG
CCGAATCGGCTGATTTTTGGAGTAAAT TGGTTTACTTCTTTGCGGAAATC
ATTCGCTTTTTATCGTTTGATAT TAGTATCGGAGTGGGGATTATTCTCTT
TACGGTCTTGATTCGTACAGTCCTCTTGCCAGTCTTTCAGGTGCAAATGG
TGGCTTCTAGGAAAATGCAGGAAGCTCAGCCACGCATTAAGGCGCTTCGA
GAACAATATCCAGGTCGAGATATGGAAAGCAGAACCAAACTAGAGCAGGA
AATGCGTARAGTATTTAAAGAAATGGGTGTCAGACAGTCAGACTCTCTTT
GGCCGATTTTGATTCAGATGCCGGTTATTTTGGCCCTGTTCCAAGCCCTA
TCAAGAGTTGACTTTTTAAAGACAGGTCATTTCTTATGGATTAACCTTGG
TAGTGTGGATACAACCCTTGTTCTTCCGATTTTAGCAGCAGTATTCACCT
TTTTAAGTACTTGGTTGTCCAACAARAGCTTTGTCTGAGCGARATGGCGCT
ACGACTGCGATGATGTATGGGATTCCAGTCTTGATTTTTATCTTTGCAGT
TTATGCGCCAGGTGGAGTCGCCCTATACTGGACAGTGTCTAATGCTTATC
AAGTCTTGCAAACCTATTTCTTGAATAATCCATTCAAGATTATCGCAGAG
CGCGAGGCCGTAGTACAGGCACAAARAGATTTGGAAAATAGAARAAAGAAL
AGCCAAGAAAAAGGCTCAGAAAACGAAATAA

4194 .4

(SEQ. ID. NO. 347)
ATGGTTATCGATCCATTTGCTATCAACGAACTAGACTATTACTTAGTTTC
ACACTTCCACAGTGATCATATCGACCCATACACAGCTGCAGCAATTCTCA
ATAATCCTAAGTTAGAGCATGTTAAGTTTATCGGTCCTTACCACTGTGGA
CGAATCTGGGAAGGATGGGGTGTTCCAAAAGAACGTATCATCGTTGTTAA

ACCAGGTGACACTATCGAATTAAAAGATATGAAGATTCATGCAGTAGAAT
CATTTGACCGTACTTGCTTGGTAACTCTCCCAGTGAACGGTGCTGATGAG
ACAGGCGGTGAACTTGCTGGCTTGGCTGTTACAGATGAAGAAATGGCTCA
AAAGGCTGTTAACTATATCTTTGAAACACCAGGTGGAACCATCTATCATG
GTGCAGATTCTCACTTCTCAAACTATTTTGCAAAACATGGTAAAGACTTT
AAAATTGATGTTGCTTTGAATAACTATGGTGAAAATCCGGTAGGTATCCA
AGACAAAATGACATCTATCGACCTTCTTCGTATGGCAGAAAATCTGCGTA
CCAAAGTCATTATCCCAGTTCACTATGATATCTGGTCTAACTTCATGGCT
TCTACTAATGAGATTCTAGAACTTTGGAAAATGCGAAAAGATCGCTTGCA
ATACGATTTCCATCCATTTATCTGGGAAGTTGGCGGTAAGTACACTTATC
CTCAAGATCAACACTTAGTAGAATACCATCATCCACGTGGTTTTGATGAT
TGTTTTGAACAAGACTCTAACATTCAATTTAAAGCTTTGCTATAA

4196.2
(SEQ. ID. NO. 348)

ATGTTCCTTTCAGGCTGGTTGTCTAGTTTTGCTAATACTTATATCCATGA
TTTACTGGGGGTTCTTTTCCCAGATAGTCCATTTTTAAATGCCTTTGAAA
GTGCTATTGCGGCTCCTTTGGTAGAAGAACCCTTGAAATTATTGTCACTT
GTTTTTGTTTTGGCTTTGATTCCTGTGCGAAAATTAAAATCTTTGTTTTT
ACTTGGAATTGCTTCCGGTTTGGGATTCCAAATGATTAAGGATATTGGTT
ATATTCGTACGGATTTGCCAGAGGGCTTTGACTTTACTATT TCGCGAATT
TTAGAGCGTATCATCTCAGGAATTGCCTCTCACTGGACTTTTTCAGGTCT
AGCTGTAGTAGGTGTTTACTTGCTTTACAGAGCCTATAAAGGACAGAAGG
TTGGCAAGAAACAGGGCCTTATTTTTCTAGGTTTAGCCT TGGGAACTCAC
TTCTTGTTTAACTCTCCTTTTGTGGAGT TGGAAACAGAGTTGCCTTTAGC
GATTCCAGTGGTTACGGCTATTGCTCTCTATGGTTTTTATCATGCTTATT
GCTTTGTTGAGAAACACAATGAGTTGATGACCTAG

4197.1
(SEQ. ID. NO. 349)

ATGAAGGTGGAACCACGTTGCGACGTCCTTTCGAGGATGTCGCATTTTTT
TATTAGGATACTAATTATGGAGT TGCAAGAATTAGTGGAGCGCAGTTGGG
CAATCCGACAAGCTTATCACGAACTGGAAGTTAAGCATCATGATTCCAAG
TGGACGGTAGAAGAAGACCTCTTGGCTTTATCTAATGATATTGGAAATTT
CCAACGACTGGTGATGACAAAGCAAGGACGCTACTATGATGAAACACCCT
ACACACTGGAACAAAAACTTTCAGAAAATATCTGGTGGCTATTAGAACTT
TCTCAACGTTTGGATATAGACATTCTGACGGAAATGGAAAACTTCCTCTC
TGATAAAGAAAAGCAATTGAACGTTAGGACTTGGAAGTAG

4197 .4
(SEQ. ID. NO. 350)

ATGCTTGATTGGAAACAATTTTTTCTAGCCTATCTGCGCTCCCGTAGTCG
TCTTTTTATCTATCTGCTTTCTTTGGCATTTCTTGTCTTACTCTTTCAGT
TTTTTATTTGCCAGTCTAGGAATTTACTTCCTCTACTTTTTCTTCTTGTG
TTGCTTTGTAACCATATTATTTTTCACT TGGGACATATTGGTGGAAACGC
AGGTCTATCGCCAGGAACTTCTCTATGGAGAGAGGGAAGCCAAGTCTCCT
TTGGAAATAGCTTTAGCAGAAAAATTAGAAGCGCGTGAGATGGAACTCTA
TCAGCAGAGGTCAAAAGCAGAAAGARAACTGACGGATTTGCTGGATTACT
ATACCTTGTGGGTCCATCAGATAAAGACCCCCATTGCAGCCAGTCAACTC
TTAGTTGCAGAAGTGGTCGACCGCCAACTGAAGCAGCAGCTAGAACAGGA
AATTTTCAAAATCGACTCCTATACCAACCTAGTTTTACAGTACCTGCGTT
TAGAAAGTTTCCATGATGATTTGGTCTTAAAGCAGGTTCAAATTGAGGAC
TTGGTCAAGGAAATAATTCGTAAATATGCTCTTTTCTTTATTCAAAAAGG
CTTAAATGTCAATCTACATGACCTTGATAAAGAAATCGTGACGGATAAAA
AGTGGCTGCTAGTGGTTATTGAGCAAATCATCTCAAACAGT CTCAAGTAC
ACCAAGGAAGGTGGTCTGGAGAT TTATATGGATGACCAAGAGCTTTGTAT
CAAAGATACGGGAATCGGGATAAAAAACAGTGATGTCCTCCGAGTATTTG
AACGTGGCTTTTCAGGATACAATGGCCGTTTGACCCAGCAGTCCTCTGGA
CTTGGCCTTTATCTATCTAAGAAAATTTCTGAAGAACTGGGGCACCAGAT
TCGTATCGAGTCTGAGGTCGGAAAAGGAACGACAGTGCGGATTCAGTTTG
CTCAAGTGAACTTAGTCCTTGAGTAA

4211.2
(SEQ. ID. NO. 351)

ATGGAACTTAATACACACAATGCTGAAATCTTGCTCAGTGCAGCTAATAA
GTCCCACTATCCGCAGGATGAACTGCCAGAGATTGCCCTAGCAGGGCGTT
CAAATGTTGGTAAATCCAGCTTTATCAACACTATGTTGAACCGTAAGAAT
CTCGCCCGTACATCAGGAAAACCTGGTAAAACCCAGCTCCTGAACTTTTT
TAACATTGATGACAAGATGCGCTTTGTGGATGTGCCTGGTTATGGCTATG
CTCGTGTTTCTAAAAAGGAACGTGAAAAGTGGGGGTGCATGATTGAGGAG
TACTTAACGACTCGGGAAAATCTCCGTGCGGTTGTCAGT CTAGTTGACCT
TCGTCATGACCCGTCAGCAGATGATGTGCAGATGTACGAATTTCTCAAGT
ATTATGAGATTCCAGTCATCATTGTGGCGACCAAGGCGGACAAGATTCCT
CGTGGTAAATGGAACAAGCATGAATCAGCAATCAAAAAGARAATTAAACTT
TGACCCGAGTGACGATTTCATCCTCTTTTCATCTGTCAGTAAGGCAGGGA
TGGATGAGGCTTGGGATGCAATCTTAGAAAAATTGTGA
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4211.3
(SEQ. ID. NO. 352)

ATGACAAAGAAACAACTTCACTTGGTGATTGTGACAGGGATGAGTGGCGC
AGGGAAAACTGTAGCCATTCAGTCCTTCGAGGATCTAGGTTATTTCACCA
TTGATAATATGCCGCCAGCTCTCTTGCCTAAGTTTTTGCAGCTGGTTGAA
ATTAAGGAAGACAATCCTAAGTTGGCCTTGGTAGTGGATATGCGTAGCCG
TTCTTTCTTTTCAGAGATTCAAGCTGT TTTGGATGAGT TGGAAAATCAAG
ATGGTTTGGATTTCAAAATCCTCTTTTTGGATGCGGCTGATAAGGAATTC
CTCGCTCGTTACAAGGAAACCAGACGGAGTCACCCACTAGCAGCAGACGG
TCGTATTTTAGATGGAATCAAGTTGGAACGTGAACTCTTGGCACCTTTGA
AARAATATGAGCCAAAATGTGGTGGATACGACTGAACTCACTCCACGTGAG
cTGCGCAAAACCCTTGCAGAGCAGTTT TCAGACCAAGAACAAGCCCAGTC
TTTCCGTATCGAAGTCATGTCTTTCGGATTTAAGTATGGAATCCCGATTG
ATGCGGACTTGGTCTTTGATGTCCGTTTCTTGCCAAATCCCTATTATTTA
CCAGAACTGAGAAACCAAACGGGTGTGGATGAACCTGTTTATGATTATGT
CATGAACCATCCTGAGTCAGAAGACTTTTATCAACATTTATTGGCCTTGA
TTGAGCCGATTCTGCCAAGTTACCARAAGGAAGGTAAGTCCGTTTTGACC
ATTGCCATGGGATGTACGGGTGGACAACACCGTAGTGTGGCATTTGCTAA
ACGCTTGGCGCAGGACTTATCCAAGAATTGGTCTGTTAATGAAGGGCATC
GCGACAAAGACCGCAGAAAGGAAACGGTAAACCGTTCATGA

4211 .4
(SEQ. ID. NO. 353)

ATGAGAAAACCAAAGATAACGGTGATTGGTGGAGGGACTGGAAGTCCCGT
CATTCTAAAAAGTCTGCGGGARAAAGATGTGGAAATCGCAGCTATCGTGA
CGGTGGCAGATGATGGTGGTTCTTCAGGTGAACTCCGAAAARATATGCAA
CAGTTGACACCGCCAGGTGATCTTCGTAATGTCCTTGTGGCCATGTCGGA
TATGCCTAAGTTTTATGAGAAGGTCTTTCAGTATCGGTTCTCTGAGGATG
CCGGAGCCTTTGCTGGCCATCCATTGGGAAATCTCATCATTGCTGGCTTG
TCAGAAATGCAGGGTCAACCTATAATGCCATGCAGTTATTGAGCAAATTT
TTCCATACAACAGGGAAAATTTATCCTTCCAGTGACCATCCTTTGACCCT
TCATGCAGTCTTTCAGGATGGGACAGAAGTGGCTGGAGAGAGTCATATTG
TAGACCATCGAGGCATAATTGACAATGTCTATGTGACCAATGCCCTAAAC
GATGATACGCCTCTGGCCAGCCGTCGAGTAGTGCAGACCATCCTTGAAAG
TGACATGATTGTCCTAGGGCCAGGTTCCCTCTTTACCTCTATTTTGCCCA
ATATCGTGATTAAGGAAATTGGGCGGGCTCTTTTGGAAACCAAGGCAGAA
ATTGCCTATGTCTGCAATATCATGACCCAACGTGGGGAGACGGAACACTT
TACAGATAGCGACCACGTGGAAGTCTTGCATCGTCACCTTGGTCGCCCTT
TTATCGACACTGTCTTGGTGAATATTGAAAAAGTGCCTCAGGAATACATG
AATTCCAACCGTTTTGATGAATACTTAGTGCAAGTGGAACACGATTTTGT
AGGTCTTTGTAAGCAAGTTTCGCGCGTGATTTCATCTAACTTCCTTCGTC
TGGAAAATGGCGGTGCCTTCCACGATGGAGATTTGATTGTGGACGAGTTG
ATGCGCATTATACAGGTGAAARAATGA

4213.1
(SEQ. ID. NO. 354)

ATGAAAAATTTGATAAAGTTGCTAATAATTAGATTGATTGTTAACTTAGC
AGACAGTGTATTTTATATAGTAGCATTGTGGCACGTTAGCAATAATTATT
CTTCGAGCATGTTCTTAGGAATATTTATTGCAGTAAATTATCTACCGGAT
TTGTTACTAATCTTTTTTGGACCAGTTATTGACAGAGTAAATCCGCARAR
AATTCTTATAATATCAATTTTGGTTCAATTAGCAGTGGCTGTAATATTTT
TATTATTATTAAACCAAATATCATTTTGGGTGATAATGAGTCTAGTGTTT
ATTTCAGTAATGGCTAGCTCCATAAGT TACGTGATAGAAGATGTGTTGAT
TCCTCAAGTGGTAGAATATGATAAGAT TGTATTTGCAAATTCTCTTTTTA
GTATTTCGTATAAAGTATTAGATTCTATTTTTAATTCATTCGCATCATTT
TTACAGGTGGCAGTAGGATTTATTT TATTGGTTAAGATAGATATAGGCAT
ATTTTTACTTGCTCTATTTATATTGTTGTTGTTAAAATTTAGAACTAGCA
ATGCGAATATAGAAAACTTCTCTTTCAAATATTACAAGAGAGAAGTGTTG
CAAGGTACAAAGTTTATTTTAAATAATAAATTATTATTTAARACCAGTAT
TTCTTTAACGCTTATAAACTTTTTTAT TCATTTCAGACAGTAGTTGTACC
GATTTTTTCTATTCGATATTTTGATGGTCCGATTTTTTATGGTATTTTTT
TAACTATTGCTGGTTTGGGTGGTATAT TGGGAAATATGCTAGCGCCAATC
GTAATAAAATATTTAAAATCGAATCAAATTGTTGGTGTATTTCTTTTTTT
GAACGGCTCAAGTTGGTTAGTAGCAATTCTTATAAAAGACTATACTTTAT
CACTTATTTTATTTTTCGTTTGTTTTATGTCTAAAGGAGTCTTCAATATT
ATTTTTAATTCGTTGTACCAACAAATACCTCCACATCAACTTCTTGGTAG
GGTAAATACTACCATTGATTCTATTATTTCTTTTGGAATGCCAATTGGTA
GTTTAGTTTGCAGGAACGCTTATTGATTTGAATATTGAATTAGTGTTAAT
TGCTATTAGCATACCTTATTTTTTGTTTTCTTATATTTTT TATACGGATA
ATGGATTGAAAGAATTTAGTATATATTAG

4213.2

(SEQ. ID. NO. 355)
ATGATGTCTAACAAAAATAAGGAAATTCTGATTTTTGCGATTCTCTATAC
AGTCCTCTTTATGTTTGATGGCGTTAAATTGCTGGCTTCTTTAATGCCAT

CTGCCATTGCAAATTATCTTGTTTATGTAGTTTTAGCTCTATATGGCTCC
TTCTTGTTCAAGGATAGATTGATCCAACAATGGAAGGAGATTAGAAAGAC
TAAAAGAAAATTCTTCTTTGGAGTCTTAACAGGATGGCTCTTTCTCATTC
TGATGACTGTTGTCTTTGAAT TTGTATCAGAGATGTTGAAGCAGTTTGTG
GGACTAGATGGACAAGGTCTAAATCAGTCTAATATTCAAAGTACCTTTCA
AGAACAACCACTACTGATAGCTGTTTTTGCTTGTGTCATTGGACCTCTGG
TAGAAGAATTATTTTTCCGTCAGGTCTTATTGCATTACT TGCAGGAACGG
TTGTCAGGTTTACTAAGCATTATTCTGGTAGGACTTGTTTTTGCTCTGAC
TCATATGCACAGTTTGGCTCTATCAGAGTGGATTGGTGCAGTTGGTTACT
TAGGTGGAGGCCTTGCCTTTTCTATTATTTATGTGAAAGAAAAAGAGAAT
ATCTACTATCCCCTACTTGTTCACATGTTAAGCAACAGCCTCTCCTTAAT
CATTTTAGCTATCAGTATAGTAAAATGA

4224 .1
(SEQ. ID. NO. 356)

TTGAAAAAGCCAATTATCGAATTCAAAAACGTCTCTAAAGTTTTTGAAGA
CAGCAACACCAAGGTTCTCAAAGACATCAACTTTGAGTTGGAAGAAGGGA
AATTCTACACCCTTCTAGGTGCATCTGGTTCGGGGAAATCAACTATCCTA
AACATTATTGCAGGTTTACTGGATGCGACGACAGGAGATATCATGCTAGA
CGGTGTTCGTATCAATGATATTCCAACCAACAAGCGCGACGTACATACCG
TCTTCCAATCCTATGCCTTGTTCCCACATATGAATGTGT TTGAAAATGTT
GCCTTTCCACTTCGCTTGCGTAAAATTGATAAGAAAGAAATCGAGCAGCG
TGTAGCGGAAGTTCTCAAGATGGTTCAGTTGGAAGGTTATGAAAAACGTT
CCATCCGCAAACTTTCTGGAGGACAACGTCAGCGTGTGGCCATCGCCCGT
GCTATCATCAACCAACCCCGTGTGGTCTTGTTGGACGAGCCTTTATCAGC
GCTGGACTTGAAATTGAGAACAGACATGCAGTACGAATTGCGTGAATTAC
AACAACGATTGGGCATTACCTTTGTCTTTGTCACTCACGAT CAGGAAGAA
GCTCTTGCCATGAGTGACTGGATTTTCGTTATGAATGATGGCGAGATTGT
CCAGTCTGGAACCCCTGTGGACATCTACGATGAGCCAATCAACCACTTTG
TTGCCACCTTTATCGGGGAGT CAAACATCTTGCCAGGTACCATGATTGAG
GACTACTTGGTCGAATTTAACGGCARACGCTTTGAAGCGGTTGATGGTGG
GATGAAGCCARATGAACCTGTTGAGGTCGTTATTCGTCCAGAGGACTTGC
GCATTACCCTTCCTGAAGAAGGCAAGCTCCAAGTTAAGGTCGATACCCAG
CTTTTCCGTGGAGTTCATTATGAAATTATCGCCTATGACGAACTTGGAAA
TGAATGGATGATCCACTCAACCCGTAAGGCTATCGTGGGTGAGGAAATCG
GTCTGGACTTTGAACCAGAAGACATCCACATCATGCGTCTCAATGAAACC
GAAGAAGAGTTCGATGCTCGTATTGAGGAGTACGTAGAAATCGAAGAGCA
AGAAGCAGGTTTGATCAATGCAATCGAGGAGGAAAGAGATGAAGAAAACA
AGCTCTAA

4252.1
(SEQ. ID. NO. 357)

ATGAAATCAATGAGAATCTTATTTTTGTTAGCTTTAATTCAAATCAGTTT
GAGTAGCTGTTTCCTATGGAAGGAATGCATCTTGTCCTTTAAACARAGTA
CAGCTTTTTTCATCGGAAGCATGGTTTTCGTTTCAGGAATCTGTGCTGGA
GTAAATTATCTTTATACCCGTAAGCAAGAAGTCCATAGTGTCCTAGCCAG
TAAGAAGTCGGTGAAGCTTTTTTACAGTATGTTACTCTTAATTAATTTGT
TAGGAGCTGTTCTTGTTTTGT CAGATAACTTGTTCATCAAARATACGCTG
CAGCAAGAATTAGTTGACTTTTTATTGCCATCCTTCTTTTTCCTATTTGG
GCTAGATTTGCTGATTTTTTTACCCTTGAAAAAATACGTGCGCGATTTTC
TTGCTATGCTGGACAGAAAAAAGACAGTGTTGGTGACTATTTTAGCAACA
CTTCTTTTCTTAAGAAATCCAATGACCATTGTCTCACTTCTGATTTATAT
TGGACTGGGCTTGTTTTTTGCAGCCTATCTTGTCCCAAATTCGGT TAAGA
AGGAAGTTTCCTTTTTATGGTCATATTTTCCGAGATCTTGTATTGGT CAT
TGTTACGCTCATTTTCTTTTAG

4252.2
(SEQ. ID. NO. 358)

ATGGTTAAAAAAATTATTGGAATGGTGCTAGCTTTACTTTCTGTAACTGT
AGTAGGAGTAGGTGTTTTTGCTTATACTATTTATCAACAAGGGACAGAAA
CCTTAGCTAAAACCTATAAAAAAATCGGTGAAGAAACCAAGGTTATTGAA
GCGACTGAACCTCTAACCATTCTGTTAATGGGAGTGGACACCGGARATGT
TGAACGAACTGAAACTTGGGT CGGTAGAAGTGATAGCATGATCTTGATGA
CAGTGAATCCTAAAACGAAAAAAACAACAATGATGAGTTTAGAGCGGGAT
ATTCGACGCGCATTGAATCAGGGAATGGTCAGGCTCATGAAGCGAAACTG
AACTCAGCATATGCAGATGGTGGAGCAGAGCTTGCTATAGAAACCATTCA
AAAAATGATGAATATCCATATTGATCGCTATGTGATGGTCAATATGAGAG
GATTGCAAAAACTAGTGGATGCAGTAGGAGGTATTACAGTCAATAATATC
CTAGGTTTCCCAATTTCTATCAGTGACCAAGAAGAATTTAATACTATTTC
TATCGGTGTTGGGGAGCAACATATTGGGGGAGAAGAAGCCCTAGTCTATG
CACGAATGCGTTACCAAGATCCTGAGGGGGATTATGGTCGTCAAAAACGT
CAACGTGAAGTTATTCAAAAAGTCATGGAAAAAGCTCTCAGTTTARATAG
CATTGGTCATTATCAAGAGAT TCTARAAAGCTTTGAGTGACAATATGCAGA
CCAATATTGATTTGTCTGCAAAAAGTATCCCTAACTTGCTAGGCTATAAA
GATTCATTTAAAACCATTGAAACTCAGCAGTTGCAGGGTGAAGGAGAGAT
ACTTCAAGGTGTTTCTTACCAGATTGTTTCGAGAGCACATATGTTGGAAA
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TGCAAAATCTACTCCGACGTTCTTTGGGACAAGAAGAAGTTACTCAGCTT
GAAACCAATGCGGTTTTAT TTGAAGATTTATTTGGCAGAGCACCTGTTGG
TGATGAAGATAATTAA

4256 .2
(SEQ. ID. NO. 359)

ATGAAAAAACAAGCCTATGTCATTATTGCTCTCACCTCCTTCCTATTTGT
CTTTTTTTTCTCCCACAGCTTGCTGGAAATACTTGATTTTGACTGGTCTA
TCTTTTTGCACGATGTCGAAAAAACAGAAAAATTTGTCTTTTTATTGTTG
GTTTTCAGCATGTCCATGACCTGTCTCTTAGCCCTGTTTTGGCGAGGGAT
CGAAGAGCTTTCTCTAAGAAAAATGCAGGCTAATCTCAAGCGTTTATTAG
CAGGGCAAGAAGTGGTTCAGGTTGCAGATCCAGATTTGGATGCCAGTTTC
AAGTCCTTATCAGGTAAACTTAACCTTTTGACAGAGGCTCTTCAAAAAGC
TGAAAATCAGAGCCTTGCTCAGGAAGAGGAAATCATCGAGAAGGAACGGA
AGCGAATTGCTCGGGATTTGCACGATACAGTCAGTCAGGAGTTGTTTGCG
GCCCACATGATTTTATCGGGTATCAGTCAGCAGGCTTTGAAATTGATAGA
GAAAAGATGCAGACCCAGT TGCAGAGTGTCACAGCTATTTTAGAAACAGC
CCAGAAGGATTTGCGGGTTTTGCTCTTGCATTTGCGACCAGTTGAACTGG
AGCAGAAGAGCTTGATAGAAGGGATTCAAATTCTTTTAAAAGAGCTTGAG
GACAAGAGTGATCTTAGGGTTAGTCTCAAGCAGAATATGACGAAATTGCC
TAAGAAAATCGAGGAGCATATCTTCCGTATCCTGCAAGAGTTGATTAGCA
ATACCCTCCGCCATGCCCAGGCATCTTGCCTAGATGTCTACCTCTATCAG
ACAGATGTTGAATTGCAACTGAAGGTGGCTGGACAATGGGATTGGTTTCCA
GTTAGGGAGCTTAGACGACTTGAGT TATGGACTGCGAAATATCAAGGAGC
GGGTTGAAGATATGGCTGGAACAGT TCAACTCTTGACAGCTCCCAAGCAA
GGGCTGGCGGTTGATATCCGTATTCCCCTGTTAGATAAGGAATGA

4263 .1
(SEQ. ID. NO. 360)

ATGATTGTTTCCATTATTTCTCAAGGATTTGTCTGGGCTATTCTAGGTCT
GGGAATCTTTATGACATTTAGGATT TTAAACTTTCCAGATATGACGACAG
AAGGTTCCTTCCCTCTTGGGGGAGCTGTTGCTGTCACTTTGATAACCAAA
GGCGTGAACCCATTTTTAGCGACACTTGTTGCTGTAGGAGCAGGTTGTTT
GGCTGGAATGGCAGCAGGCCTTCTT TATACAAAAGGGAAGATCCCAACCT
TGCTCTCAGGGATTTTGGTGATGACTTCTTGTCACTCAATCATGCTCTTG
ATTATGGGACGTGCGAATTTAGGCCTGCTGGAACCAAGCARATTCAGGAT
GTTTGCCTTTTGAT TCGGATTTGAATCAACTCTTGACAGGTCTCATCTTT
GTGAGTATTGTTATTGCTCTCATGCTCTTTTTCTTGGACACTAAACTCGG
ACAAGCCTATATTGCTACAGGGGATAATCCTGATATGGCTAGAAGTTTCG
GGATTCATACTGGACGCATGGAGCTCATGGGCTTGGTCTTATCAAATGGT
GTGATTGCCCTTGCAGGTGCCCTCATTGCTCAGCAAGAAGGTTATGCCGA
TGTGTCTCGAGGGATCGGGGTTATCGT TGTGGGGCTTGCAAGTTTGATTA
TTGGAGARAGTTATTTTCAAGAGTTTGAGCTTGGCAGAGCGTTTGGTTACT
ATCGTTGTAGGTTCTATCGCTTATCAATTTTTAGTGTGGGCAGTTATCGC
ACTTGGCTTTAATACAAGTTACCTTCGTTTATACAGTGCCTTGATTTTAG
CAGTCTGCCTCATGATTCCAACATTTAAGCAAACAATCTTGAAAGGAGCC
AAGTTAAGCAAATGA

4346 .1
(SEQ. ID. NO. 361)

ATGAAAAAAATGAAAGTTTGGTCTACTGTACTTGCAACGGGAGTTGCTCT
TACTACACTTGCTGCTTGCTCTGGAGGTTCAAATTCTACGACTGCTTCTT
CATCTGAAGAAAAAGCTGATAAAAGTCAAGAATTAGTTATCTATTCGAAC
TCAGTCTCAAATGGTCGTGGTGATTGGTTAACTGCTAAAGCAARAAGAAGC
TGGTTTTAATATAAAAATGGT TGATAT CGCTGGCGCTCAATTAGCAGACC
GTGTTATTGCTGAGAAGAATAATGCAGTTGCAGATATGGTATTTGGAATT
GGTGCTGTTGATTCAAATAAAATTAGAGATCAAAAATTACTAGTACAGTA
CAAGCCTAAATGGTTAGATAARATTGATCAATCTTTATCAGATAAAGATA
ATTATTATAATCCTGTGATTGTTCAACCATTAGTTTTAATTGGGGCGCCT
GATGTAAAAGAAATGCCTAAAGATTGGACTGAATTAGGTAGTAAGTATAA
AGGTAAATATTCAATTTCTGGTCTTCAAGGAGGTACAGGACGGGCAATTC
TAGCAAGTATCTTAGTTCGATACCT TGATGATAAAGGTGAATTAGGTGTT
TCCGAAAAAGGTTGGGAAGTAGCAARAGAATATTTGAAAAATGCATACAC
TCTTCAAAAGGGAGAAAGTTCAATTGT TAAGATGTTAGACARAGAAGATC
CAATACAATATGGAATGATGTGGGGTTCTGGTGCATTAGTTGGACAARAA
GAACAAAATGTTGTTTTCAAAGT TATGACTCCTGAGATTGGTGTACCATT
TGTAACTGAACAAACTATGGTTTTAAGCACTAGTAAAAAACAAGCGTTAG
CTAAAGAATTTATTGATTGGT TTGGTCAATCAGAAATTCAAGTAGAATAT
AGTAAGAACTTTGGATCTATTCCTGCARAATAAAGATGCCCTCAAAGATCT
ACCTGAAGATACGAAGAAATTTGTTGATCAAGTGAAACCACAARATATTG
ACTGGGAAGCTGTTGGAAAGCAT TTGGATGAATGGGTAGAARAAAGCTGAA
TTAGAATACGTACAATAA

4346 .2

(SEQ. ID. NO. 362)
ATGATTAAATTTGATAATATTCAAATTAAATATGGTGATTTTGTTGCAAT
TGATAATCTGAATTTAGATATACATGAAGGGGAATTTTTTACATTTCTTG
GGCCTTCAGGATGTGGTAAATCAACTACTTTGAGAGCATTGGTAGGTTTT
CTAGATCCATCATCAGGAAGTATTGAAGTTAATGGAACAGATGTCACTCA
TTTGGAACCTGAAAAGCGTGGAATTGGTATTGTATTTCAATCTTATGCGC
TATTTCCAACTATGACTGTTTTTGATAATATTGCATTTGGTTTAAAGTTA
AGAAGGTAGCTCCAGATGTTATTAAAGCTAAAGTATCAGCAGTGGCAGCA
AAAATTAAGATCTCTGATCAACAGTTACAGCGTAATGTATCAGAATTATC
TGGGGGTCAACAACAAAGGGTAGCATTGGCTCGTGCTCTGGTTCTTGAAC
CTAAAATTCTTTGTCTAGATGAACCATTGTCAAACCTTGACGCAAAATTA
CGTGTAGATTTGAGAAAAGAGTTGAAAAGACTTCAAAAAGAGTTAGGTAT
TACTACTTTATATGTTACTCATGATCAAGAGGAAGCCTTGACTTTATCTG
ATAGAATTGCAGTCTTTAACAATGGATACATCGAACAGGTCGGTACACCA
GTAGAGATTTATCATAATTCTCAAACTGAATTTGTATGTGATTTTATTGG
AGATATTAATGTTTTGACCGATGAAACAGTCCACGAAGTATTATTGAAAA
ATACAAGCGTTTTCTTAGAGGATAAAAAAGGATACATTCGATTAGAGAAA
GTTCGATTCAATCGTGAAACTGAACAAGATTTTATTCTARAAGGGACAAT
TATTGATGTTGAGTTTTCTGGAGTTACAATTCACTATACAATAAAAGTTT
CTGAAAGTCAGATTCTTAATGTAACAAGTATTGATAGTCAGGCTGCTATT
AGATCTGTCGGAGAAAGTGTGGAATTATTTATCACACCATCAGACGTTCT
GCAATTTTAA

4346.3

(SEQ. ID. NO. 363)
ATGCGTCATAAATTAAATTTAAAAGATTGGCTTATTCGTTTAGGGTTAAT
CTGGTTCTTAGTAACATTTATTATTTATCCAAACTTTGATCTAGTAGTGA
ATGTATTTGTAAAAGGAGGAGAATTTTCCCTTGATGCTGTACATCGTGTT
CTAAAATCTCAGAGGGCACTTCAGAGTATTATGAACAGT TTTAAGTTAGC
ATTTTCACTCATTATTACAGTTAATGTCGTAGGTATTCTTTGTGTTCTAT
TTACAGAGTACTTTGATATTAAAGGTGCTAAAATTTTAAAATTAGGTTAT
ATGACCTCTTTAATTTATGGAGGAGTGGTTTTAGCGACTGGATATAAATT
TGTCTATGGTCCTTATGGATTGATTACAAAATTTTTACAAAATGTTATCC
CTTCTTTAGACCCTAACTGGTTTATTGGGTATGGTGCAGTCTTATTCATT
ATGACATTTTCAGGAACTGCTAATCATACATTGTTTTTAACAAATACAAT
TCGAAGCGTTGACTATCACACTATTGAGGCTGCTCGAAATATGGGAGCAA
AACCATTTACTGTTTTCCGAAAAGTAGTGTTACCAACCTTAATTCCAACT
CTATTTGCACTTACTATTATGGTTTTTCTTAGTGGTTTATCTGCAGTAGC
AGCACCCATGATTGTTGGTGGTAAAGAATTTCAAACTATAAATCCAATGA
TTATTACATTTGCAGGGATGGGGAATTCTCGTGATTTAGCTGCCCTACTT
GCAATTATTTTAGGTATTGCAACTACAATTTTGCTTACTATCATGAATAA
GATAGAAAAAGGTGGAAATTATATTTCTATCTCTAAGACTAAAGCGCCTC
TTAAAAAACAAAAAATTGCGTCTAAGCCTTGGAATATCATTGCTCACATT
GTAGCATATGGATTGTTCACAGTTTTCATGCTTCCACTAATTTTTATAGT
ATTATACTCATTTACAGATCCAGTTGCAATTCAAACAGGTAACTTAACAT
TATCAAACTTTACTTTAGAAAATTATCGCTTATTCTTTAGTAATAGTGCG
GCATTCTCTCCATTCTTGGTCAGCTTTATTTATTCTATTATTGCTGCGAC
AACAGCAACAATTCTCGCAGTTGTATTTGCTCGTGTTGTCAGAAAACATA
AATCTCGTTTTGATTTCTTATTTGAATATGGTGCTCTACTTCCTTGGTTA
CTACCAAGTACACTTTTAGCAGTAAGTTTATTATTTACTTTTAATCAGCC
ACAATTTCTTGTCTTGAATCAGATTTTGGTAGGTAGTTTGGTAATTCTAC
TTATTGCATATATAGTTGTAAAAATCCCATTTTCTTATAGAATGGTACGT
GCTATTTTATTTAGTGT TGATGATGAGATGGAAGATGCAGCAAGAAGTAT
GGGTGCTTCACCTTTTTATACTATGATGAAGGTTATCATTCCATTTATTT
TACCGGTTGTTCTCTCTGTTATTGCTTTAAACTTTAACTCTTTATTAACT
GACTTCGACTTATCTGTATTCCTTTACCATCCCCTAGCTCAACCATTAGG
TATTACGATTCGATCTGCAGGTGATGAAACAGCAACATCTAATGCACAAG
CTCTGGTATTTGTTTATACAATTGTTCTGATGATTATTTCTGGAACGGTA
TTATACTTCACACAAAGACCGGGCGTAAAGTAAGGAAATAA

TABLE 2

(SEQ ID. NO. 1)
MEELVTLDCLFIDRTKIEANANKYSFVWKKTTEKFSAKLQEQIQVYFQEE
ITPLLIKYAMFDKKQKRGYKESAKNLANWHYNDKEDSYTHPDGWYYRFHH
TKYQKTQTDFQQEIKVYYADEPESAPQKGLYMNERYQONLKAKECQALLSP
QGRQIFAQRKIDVEPVFGQIKASLGYKRCNLRGKRQVRIDMGLVLMANNL
LKYSKMKZ

(SEQ ID. NO. 2)
MGKGHWNRKRVYSIRKFAVGACSVMIGTCAVLLGGNIAGESVVYADETLI
THTAEKPKEEKMIVEEKADKALETKNIVERTEQSEPSSTEAIASEKKEDS
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AVTPKEEKVSAKPEEKAPRIESQASNQEKPLKEDAKAVTNEEVNQMIEDR
KVDFNONWYFKLNANSKEAKPDADVSTWKKLDLPYDWSIFNDFDHESPAQ
NEGGQLNGGEAWYRKTFKLDEICDLKKNVRLTFDGVYMDSQVYVNGQLVG
HYPNGYNQFSYDITKYLQKDGRENVIAVHAVNKQPSSRWYSGSGIYRDVT
LQVTDKVHVEKNGTTILTPKLEEQQHGKVETHVTSKIVNTDDKDHELVAE
YQIVERGGHAVTGLVRTASRTLKAHES TSLDAILEVERPKLWTVLNDKPA
LYELITRVYRDGQLVDAKKDLFGYRYYHWTPNEGFSLNGERIKFHGVSLH
HDHGALGAEENYKAEYRRLKQMKEMGVNS IRTTHNPASEQTLQIAAELGL
LVQEEAFDTWYGGKKPYDYGRFFEKDATHPEARKGEKWSDFDLRTMVERG
KNNPAIFMWSIGNEIGEANGDAHSLATVKRLVKVIKDVDKTRYVTMGADK
FRFGNGSGGHEKIADELDAVGFNYSEDNYKALRAKHPKWLIYGSETSSAT
RTRGSYYRPERELKHSNGPERNYEQSDYGNDRVGWGKTATASWTFDRDNA
GYAGQRWTGTDY IGEPTPWHNQNQTPVKSSYFGIVDTAGI PKHDFYLYQS
QWVSVKKKPMVHLLPHWNWENKELASKVADSEGKIPVRAYSNASSVELFL
NGKSLGLKTFNKKQTSDORTYQEGANANELYLEWKVAYQPGTLEAIARDE
SGKEIARDKITTAGKPAAVRLIKEDHATIAADGKDLTYIYYEIVDSQGNVYV
PTANNLVRPQLHGQGQLVOVDNGEQASRERYKAQADGSWIRKAFNGKGVA
IVKSTEQAGKFTLTAHSDLLKSNQVTVEFTGKKEGQEKTVLGTEVPKVQTI
IGEAPEMPTTVPFVYSDGSRAERPVTWSSVDVSKPGIVTVKGMADGREVE
ARVEVIALKSELPVVKRIAPNTDLNSVDKSVSYVLIDGSVEEYEVDKWEIL
AEEDKAKLAIPGSRIQATGYLEGQPIHATLVVEEGNPAAPAVPTVTVGGE
AVTGLTSQKPMQYPXLAYGAKLPEVTASAKNAAVTVLQASAANGMRASI I
IQPKDGGPLQTYAIQFLEEAPKIAHLS LQVEKADSLKEDQTVKLSVRAHY
QDGTQAVLPADKVTFSTSGEGEVAIRKGMLELHKPGAVTLNAEYEGAKDQ
VELTIQANTEKKIAQSIRPVNVVTDLHQEPSLPATVTVEYDKGFPKTHKV
TWQAIPKEKLDSYQTFEVLGKVEGIDLEARAKVSVEGIVSVEEVSVTTPI
AEAPQLPESVRTYDSNGHVSSAKVAWDAIRPEQYAKEGVVVNGRLEGTQL
TTKLHVRVSAQTEQGANISDQWTGSELPLAFASDSNPSDPVSNVNDKLIS
YNNQPANRWTNWNRTNPEASVGVLFGDSGILSKRSVDNLSVGFHEDHGVG
VPKSYVIEYYVGKTVPTAPKNPSFVGNEDHVFNDSANWKPVTNLKAPAQL
KAGEMNHF SFDKVETYAVRIRMVKADNKRGTSITEVQIFAKQVAAAKQGQ
TRIQVDGKDLANFNPDLTDYYLESVDGKVPAVTASVSNNGLATVVPSVRE
GEPVRVLAKAENGDILGEYRLHFTKDKSLLSHKPVAAVKQARLLQVGQAL
ELPTKVPVYFTGKDGYETKDLTVEWEEVPAENLTKAGQFTVRGRVLGSNL
VAEITVRVTDKLGETLSDNPNYDENSNQAFASATNDIDKNSHDRVDYLND
GDHSENRRWTNWSPTPS SNPEVSAGVIFRENGKIVERTVTQGKVQFFADS
GTDAPSKLVLERYVGPEFEVPTYYSNYQAYDADHPFNNPENWEAVPYRAD
KDIAAGDEINVTFKAIKAKAMRWRMERKADKSGVAMIEMTFLAPSELPQE
STQSKILVDGKELADFAENRQDYQI TYKGQRPKVSVEENNQVASTVVOSG
EDSFPVLVRLVSESGKQVKEYRIHLTKEKPVSEKTVAAVQEDLPKIEFVE
KDLAYKTVEKKDSTLYLGETRVEQEGKVGKERIEFAINPDGSKEEKLREV
VEVPTDRIVLVGTKPVAQEAKKPQVSEKADTKPIDSSEASQTNKAQLPST
GSAASQAAVAAGLTLLGLSAGLVVTKGKKEDZ

(SEQ ID. NO. 3)
MKIMKXKYWTLAILFFCLFNNSVTAQEIPKNLDGNITHTQTSESFSESDE
KQVDYSNKNQEEVDQONKFRIQIDKTELPVTTDKHLEKNCCKLELEPQINN
DIVNSESNNLLGEDNLDNKIKENVSHLDNRGGNIEHDKDNLESSIVRXYE
WDIDKVTGGGESYKLYSKSNSKVSIAILDSGVDLONTGLLKNLSNMSKNY
VPNKGYLGKEEGEEGIISDIQDRLGHGTAVVAQIVGDDNINGVNPHVNIN
VYRIFGKSSASPDWIVKAWDAVDDGNDHNLSTGQYLMIDGEYEDGTNDFE
TFLKYKKAIDYANQKGVIIVAALGNDSLNVSNQSDLLKLISSRIZKVRKP
GLVVDVPSYFSSTISVGGIDRIGNLSDFSNKGDSDAIYAPAGSTLSLSEL
GLNNFINAEKYKEDWIFSATLGGYTYLYGNSFAAPKVSGAIAMIIDKYKL
KDQPYNYMFVKKFWKKHYQZ

(SEQ ID. NO. 4)
MKKTWKVFLTLVTALVAVVLVACGQGTASKDNKEAELKXVDFILDWTPNT
NHTGLYVAKEKGYFKEAGVDVDLKLPPEESSSDLVINGKAPFAVYFQDYM
AKKLEKGAGITAVAAIVEHNTSGILSRKSDNVSSPKDLVGKKYGTWNDPT
ELAMLKTLVESQGGDFEKVEKVPNNDSNSITPIANGVFDTAWIYYGWDGI
LAKSQGVDANFMYLKDYVKEFDYYSPVIIANNDYLKDNKEEARKVIQAIK
KGYQYAMEHPEEAADILIKNAPELKEKRDFVIESQKYLSKEYASDKEKWG
QFDAARWNAFYKWDKENGI LKEDLTDKGFTNEFVKZ

(SEQ. ID. NO. 5)
MKRTWRNSFVTNLNTPFMIGNIEJPNRTVLAPMAOVTNSAFRTIAKELGA
GLVVMEMVSDKGIQYNNEKTLHMLHIDEGENPVSIQLFGSDEDSLARAAE
FIQENTKTDIVDINMGCPVNKIVKNEAGAMWLKDPDKIYSIINIVQSVLD
IPLTVKIMRTGWADPSLAVENALAAEAAGVSALAMHGRTREQMYTGHADL
ETLYKVAQALTICIPFIANGDIRTVQEAKQRIEEVGADAVMIGRAAMGNP
YLENQINHYFETGEILPDLTFEDKMKIAYEHLKRLINLKGENVAVRERGL
APHYLRGTSGTSGAAKLRGAI SQASTLAEIETLLQLEKAZ

(SEQ. ID. NO. 6)
MIKNPKLLTKSFLRSFAILGGVGLVIHIAIYLTFPFYYIQLEGEKFNESA
RVFTEYLKTKTSDEIPSLLQSYSKSLTISAHLKRDIVDKRLPLVHDLDIK
DGKLSNYIVMLDMSVSTADGKQVTVQFVHGVDVYKEAKNILLLYLPYTFL
VTIAPSFVFSYFYTKRLLNPLFYISEVTSKMODLDDNIRFDERJCDEVGE
VGKQINGMYEELLKVIYELESRNEQIVKLONQKVSFVRGASHELKTPLAS
LRMLENMQHNIGDYKDHPKYIAKSINKIDOMSHLLEEVLESSKFQEWTEC
RETTVKPVLVDILSRYQELAHSIGVTIENQLTDATRVVMSLRALDKVLTN
LISNAIKYSDKNGRVHSEQDGYLSIKNTCAPLSDQELEHLEDFYHSQIVT
DKDESSGLGLY1VNNILESYQMDYSFLPYEHGMEFKISLZ

(SEQ. ID. NO. 7)
MYLGDLMEKAECGQFSILLQESQTTVKAVMEETGFSKATLTKYVTLLNDK
ALDSGLELATHSEDENLRLSIGAATKGRDIRSLFLESAVKYQILVYLLYH
QOFLAHQLAQELVISEATLGRHLAGLNQILSEFDLSIQNGRWRGPEHQIH
YFYFCLFKVWSSQEWEGHMQKPERKQEIANLEEICGASLSAGQKLDLVLW
AHISQORLRVNACQFQVIEEKMRCYPDNIFYLRLLRKVPSFFAGQHIPLG
VEDGEMMIFFSFLLSHRILPLHTMEYILGFGGQLADLLTQLIQEMKKEEL
LGDYTEDHVTYELSQLCAQVYLYKGYILODRYKYQLENRHPYLLMEHDFK
ETAEEIFHALPAFQQGTDLDKKI LWEWLQLIEYMAEGGQHMRIGLDLTSG
FLVFSRMAAILKRYLEYNRFITTIEAYDPSRHYDLLVTNNPIHKKEQTPV
YYLKNDLDMEDLVAIRQLLFTZ

(SEQ. ID. NO. 8)

MEFSKKTRELSIKKMQERTLDLLHGGGI TGAGVALQAAASGLETGLIEMQ
DFAEGTSSRSTKLVHGGLRYLKQFDVEVVSDTVSERAVVQQOIAPHIPKSD
PMLLPVYDEDGATFSLFRLKVAMDLYDLLAGVSNTPAANKVLSKDQVLER
QPNLKKEGLVGGGVYLDFRNNDARLVIENIKRANQDGALANHKAEGFLFD
ESGKITGVVARDLLTDQVFEIKARLVINTTGPWSDKVRNLSNKGTQPSQM
RKGVHLVVDSSKIKVSQPVYFDTGLGDGRMVEFVLPRENKTYEGTTDTDYT
GDLEHPKVTQEDVDYLLGIVNNRFPESNITIDDIESSWAGLRPLIAGNSA
SDYNGGNNGTISDESFDNLIATVESYLSKEKTREDVESAVSKLESSTSEK
HLDPSAVSRGSSLDRDDNGLLTLAGGKITDYRKMAEGAMERVVDIICAEF
DRSFKLINSKTYPVSGGELNPANVDSEIEAFAQLGVSRGLDSKEAHYLAN
LYGSNAPKVFALAHSLEQAPLSLADTLSHYAMRNELLTLSPVDFLLRRTN
HMLEFMRDSLDSIVEPILDEMGRFYDWTEEEKATYRADVEAALANNDLAEL
KNZ

(SEQ. ID. NO. 9)
MMNELFGEFLGTLIILLGNGVVAGVVLPKTKSNSSGWIVITMGWGIAVAV
AVFVSGKLSPAYLNPAVTIGVALKGGLPWASVLPYILAQFAGAMLGQILV
WLOFKPHYEAEENAGNILATFSTGPAIKDTVSNLISEILGTFVLVLTIPA
LGLYDFQAGIGTFAVGTLIVGIGLSLGGTTGYALNPARDLGPRIMHSILP
IPNKGDGDWSYAWIPVVGPVIGAALAVLVFSLFZ

(SEQ. ID. NO. 10)
MTKKKERISVIHREKILWLKWYFMRDKEQPKYSVLERKMFDAAKNQDMLA
YOKYATIKQTSEADIRVQTSEADILEAVKEVYVYNHMNV IGACQRILFIS
QSPAYDKLNKWPNIYSDLYFSVVPLPKMGVYHEMVGIZ

(SEQ. ID. NO. 11)
MKNSNEAEMKLLYTDIRTSLTEILTREAEELVAAGKRVEFYIAPNSLSFEK
ERAVLEYLSQQOASFSITVIRFAQMARYLVLNDLPAKTTLDD IGLGLAFYK
CLAELDPKDLRVYGAIKQDPQLIQQLIELYHEMTKSQMSFLDLENLTDED
KRADLLLIFEKVTAYLNQGQLAQESQLSHLIEAIENDKVSSDFNQIALVI
DGFTRFSAEEERVVDLLHGKGVEWIGAYASKKAYTSPFSEGNLYQAVKFL
HHLASKYQTPAQDCSQTHEKMDSFDKASRLLESSYDFSELALDVDEKDRE
NLQOIWSCLTQKEELELVARSTIRQKLHENSDLSYKHFRJILLGDVASYQLSL
KTIFDQYQIPFYLGRSEAMAHHPLTQFVESILALKRYRPRQEDLINLLRT
DLYTDLSQSDIDAFEQYIRYLGINGLPAFQQTFTKSHHGKFNLERLNVLR
LRILAPLETLFASRKQKAEKLLQKWSVFLKEGAVTKQLODLTITLEAVEQ
ERQAEVWKAFCNVLEQFATVFAGSQVSLEDFLALLHSGMSLSQYRTIPAT
VDTVLVQSYDLIAPLTADFVYAIGLTQDNLPKISQNTSLLTDEERQNLNQ
ATEEGVQLLIASSENLKKNRY TMLSLVNSARKQLFLSAPSLEFNESESKES
AYLQELIHFGFRRREKRMNHKGLSKEDMGSYHSLLSSLVAYHQQGEMSDT
EQDLTFVKVLSRVIGKKLDQQGLENPAIPTSPSSKTLAKDTLQALYPAKQ
EFYLSTSGLTEFYRNEYSYFLRYVLGLQEELRLHPDARSHGNFLHRFEAL
QLPNEDSFDQRLEQAIQETSQERBFSAIYQESLEAQITKEVLLDVARTTG
HILRHNPAIETIKEEANFGGKDQAFIQLDNGRSVFVRGKVDRIDRLKANG
AIGVVDYKSSLTQFQFPHFFNGLNSQLPTYLAALKREGEQNFFGAMYLEM
AEPVQSLMAVKSLAGAVVEASKSMKYQGLFLEKESSYLGEF YNKNKANQL
TDEEFQLLLDYNAYLYKKAAEKILAGRFAINPYTENGRS IAPYVQQOHQAT
TGFEANYHLGQARFLEKLDLADGKRLVGEKLKQAWLEKIREELNRZ
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(SEQ. ID. NO. 12)
MKLIPFLSEEEIQKLQEAEANSSKEQKKTAEQIEAIYTSAQNILVSASAG
SGKTFVMAERLDQLARGVEISQLFISTFTVKAATELKERLEKJCISKKIQ
ETDDVDLKQHLGRQLADLPNAATIGTMDSFTQKFLGKHGYLLDIAPNFRIL
QNQSEQULENEVFHEVFEAHYQGKQKETFSHLLKNFAGRGKDERGLRQQV
YKIYDFLQSTSNPQKWLSESFLKGFEKADFTSEKEKLTEQIKQALWDLES
FFRYHLDNDAKEIAKAAYLENVQLILWDEEGSLNQESDSQAYQAVLARVY
AISKEKNGRALTNASRKADLKPLADAYNEERKTQFAKLGQISDQIAILDY
QERYHGDTWKLAKTFQSFMSDFVEAYRQRKRQENAPEFADISHYTIEILE
NFPQVRESYQERFHEVMVDEYQD TNHI QERMLELLSNGHNRFMVGDIKQS
IYRFRQADPQCFNEKFQRYAQNPQEGRLIILKENFRSSSEVLSATNDVFE
RLMDQEVGEINYDNKHQLVFANTKLTPNPDNKAAFLLYDKDDTGEEEESQ
RETKLTGEMRLVIKEILKLHQEKGVAFKRIALLTSSRSRNOQILLALSEY
GEPVKTDGEQNNYLQSLEVQVMLDTLRVIHNPLODYALVALMKSPMFGFD
EDELARLSLQKAEDGVHENLYEKLVNAQKMAS SQKGLIHTALAEKLKQFM
DILASWRLYAKTHSLYDLIWKIYNDRFYYDYVGALPNGPARQANLYALAL
RADQFEKSNFEKGLSRFIRMIDQVLEAQHDLASVAVAPPKDAVELMT IHK
SKGLEFPYVFILNMDQD INKQDSMSEVILSRQNGLGVKYIAKMETGAVED
HYPKTIKLSIPSLTYRQNEEELQLASYSEQMRLLYVAMTRAEKKLYLVGK
GSREKLESKEYPAAKNGKLNSNTRLQARNFQDWLWAISKVFTKDKLNFSY
RFIGEDQLTREAIGELETKSPLQDS SQADNRQSDTIKEALEMLKEVEVYN
TLHRAAIELPSVQTPSQUCKPYEPVMDMEGVEIAGQGQSVGKKISFDLPD
FSTKEKVTGAEIGSATHELMQRIDLSQQLTLASLTETLKQVQTSQAVRDK
INLDKILAFFDTVLGQEILANTDHLYREQPFSMLKRDQKSQEDFVVRGIL
DGYLLYENKIVLEFDYKTDRYDEPSQLVDRYRGQLALYEEALSRAYSIENT
EKYLILLGKDEVQVVKVZ

(SEQ. ID. NO. 13)
MELARHAESLGVDALATIPPIYFRLPEYSVAKYWNDISSAAPNTDYVCYN
IPQLAGVALTPSLYTEMLKNPRVIGVKNSSMPVQDIQTFVSLGGEDMIVF
NGPDEQFLGGRLMGARAGIGGTYGAMPELFLKLNQLIADKDLETARELQY
AINAHGKLTSAHGNMYGVIKEVLKINBGLNIGSVRSPLTPVTEEDRPVVE
AAAALIRETKERFLZ

(SEQ. ID. NO. 14)
MYKTKCLREKLVLFLKIFFPIUYQFANYSASFVDTAMTGQYNTMDLAGVS
MATSTWNPPFTPLTGIVSALVPIIGHHLGRGKKEEVASDFYQFIYLALGL
SVVLLGMVLPLAPIILNHIGLEAAVAAVAVRYLWFLSIGIIPLLLFSVIR
SLLDSLGLTKLSMYLMLLLLPLNSGFNYLLIYGAFGVPELGGAGAGLGTS
LAYWVLLGISVLVLFKQEKLKALHLEKRIPLNMDKIKEGVRLGLPIGGTV
FAEVAIFSVVGLIMAKFSPLIIASHQSAMNFSSLMYAFPMSISSAMAIVV
SYEVGAKRFDDAKTYIGLGRWTALIFAAFTLTFLYIFRGNVASLYGNDPK
FIDLTVRFLTYSLFFQLADTFAAPLQGILRGYKDTVIPFYLGLLGYWGVA
IPVYAIZ

(SEQ. ID. NO. 15)
MSTLAKIEALLFVAGEDGIRVRQLAELLSLPPTGIQQOSLGKLAQKYEKDP
DSSLALIETSGAYRLVTKPQFAEILKEYSKAPINQSLSRALETLIIAYKQ
PITRIEIDAIRGVNSSGALAKLQAFDLIKEDGKKEVLGRPNLYWITDYFL
DYMGINHLEELPVIDELEIQAQESQLFGERIEEDENQZ

(SEQ. ID. NO. 1s6)
MDTMISRFFRHLPEALKSLEKRNGWMTVAAVSSVMITLTLVAIFASVIFNT
AKLATDIENNVRVVVYIRKDVEDNSQTIEKEGQTVTNNDYHKVYDSLKNM
STVKSVTFSSKEEQYEKLTEIMGDNWKIFEGDANPLYDAYIVEANTPNDV
KTIAEDAKKIEGVSEVQDGGANTERLFKLASFIRVWGLGIAALLIFIAVF
LISNTIRITIISRSREIQIMRLVGAKNSYIRGPFLLEGAFIGLLGAIAPS
VLVFIVYQIVYQSVNKSLVGQNLSMISPDLFSPLMIALLFVIGVFIGSLG
SQGISMRRFLKIZ

(SEQ. ID. NO. 17)

MKKVRF IFLALLFFLASPEGAMASDGTWQGGQYLKEDGSQAANEWVFDTH
YOSWFYIKADANYAENEWLKQGDDYFYLKSGGYMAKSEWVEDKGAFYYLD
QDGKMKRNAWVGTSYVGATGAKVIEDWVYDSQYOAWEY IKADGQHAEKEW
LOIKGKDYYFKSGGYLLTSQWINQAYVNASGAKVOQGWLEFDKQYQSWEFY I
KBNGNYADKEWIFENGFHYYYLKSGGYMAANEWEWDKESWFYLKFDGKMA
EKEWVYDSHSQAWYYFKSGGYMTANEWIWDKESWEFYLKSDGKIAEKEWVY
DSHSQAWYYFKSGGYMTANEWIWDKESWFYLKSDGKIAEKEWVYDSHSQA
WYYFKSGGYMAKNETVDGYQLGSDGKWLGGKTTNENAAYYQVVPVTANVY
DSDGEKLSYISQGSVVWLDKDRKSDDKRLAITISGLSGYMKTEDLQALDA
SKDFIPYYESDGHRFYHYVAQNASI PVASHLSDMEVGKKYYSADGLHFDG
FKLENPFLFICDLTEATNYSAEELDKVFSLLNINNSLLENKGATFKEAEE
HYHINALYLLAHSALESNWGRSKIAKDKNNFFGITAYDITPYLSAKTFDD
VDKGILGATKWIKENYIDRGRTFLGNKASGMNVEYASDPYWGEKIASVMM
KINEKLGGKDZ

(SEQ. ID. NO. 18)
MKKVLOKYWAWAFVVIPLLLQAIPFYVPMFQGAFYSFTNWTGLTYNYKFV
GLNNFKLLFMDPKFMNAIGFTAI IAIAMVVEIALCIARVLNSKIKGQTFF
RAWFFFPAVLSGLTVALIFKQVFNYGLPAIGNALHIEFFQTSLLGTKWGA
IFAAVFVLLWQOVAMPEIIFLAGLQSIPTEITEAARIDGATSKQVEFWNIE
LPYLLPSVSMVFELALKGGLTAFDQVFAMTGGGPNNAITSLGLLVYNYAF
KNNQFGYANATAVILFFLIVVISHQLRVSKKFEIZ

(SEQ. ID. NO. 19)
MMKQDERKALIGKYILLILGSVLILVPLLATLFSSFKPTKDIVDNFFGFF
TNFTWDNFSRLLADGIGGYYWNSVVITVLSLLAVMIFIPMAAYSIARNMS
KRKAFTIMYTLLILGIIFVPFQVIMIPITVMMSKLGLANTPGLILLYLTY
AIPQTLFLYVGYIKISIPESLDEAAEIDGANQFTTYFRI IFPMMKPMHAT
TMIINALWFWNDFMLPLLVLNRDSKMWTLPLFQYNYAGQYFNDYGPSFAS
YVVGIISITIVYLFFQRHIHSGMSNGAVKZ

(SEQ. ID. NO. 20)
MKSILQKMGEHPMLLLFLSYSTVISILAQNWMGLVASVGMFLFTIFFLHY
QSILSHKFFRLILQFVLFGSVLSAAFASLEHPQIVKKPNYAPLSPNMQVW
HONRAEVTFFNPNYYGI ICCFCIMIAPYLFTTTKLNWLKVFCVIAGPVNL
FGLNFTONRTAFPAI IAGAIIYLFTTTKNWKAFWLSIGVFAIGLSFLFSS
DLGVRMGTLDSSMEERI SIWDAGMALFKONPFWGEGPLTYMNSYPRIHAP
YHEHAHSLYIDTILSYGIVGTILLVLSSVAPVRLMMDMSQESGKRPIIGL
YLSFLTVVAVHGIFDLALFWIQSGFIFLLVMCSIPLEHRMLVSDMTDZ

(SEQ. ID. NO. 21)
MSKMDVQKIIAPMMKFVNMRGIIALIKDGMLAILPLTVVGSLFLIMGQLP
FEGLNKSIASVFGANWTEPPMQVYSGTFAIMGLISCFSIAYSYAKNSGVE
ALPAGVLSVSAFFILLRSSYIPKQGEAIGDAISKVWFGGQGHGAHIGLVV
GSIYTFFIKRKIVIKMPEQVPQAIAKQFEAMIPAVIFLSSMIVYILAKSL
TNGGTFIEMIYSAIQVPLQGLTGSLYGAIGIAFFISFLWWEGVHGQSVVN
GVTALLLSNLDANKAMLASANLSLENGAHIVTQQFLDSFLTLSGSGITFG
LVVAMLFAAKSKQYQALGKVAAFPAIFNVNEPVVFGFPEVMNPVMEVPF I
LVPVLAAVIVYGAIATGFMQPFSGVTLPWSTPAILSGFLVGGWQGVETQL
VILAMSTLVYFPFFKVQDRLAYQNEIKQSZ

(SEQ. ID. NO. 22)
MKKKDLVDQLVSEIETGKVRTLGIYGHGASGKSTFAQELYQALDSTTVNL
LETDPYITSGRHLVVPKDAPNQKVTASLPVAHELESLQRDILACRRVWMS
Z

(SEQ. ID. NO. 23)
MKKRYLVLTALLALSLAACSQEKTKNEDGETKTEQTAKADGTVGSKSQGA
AQKKAEVVNKGDYYSIQGKYDEI IVANKHYPLSKDYNPGENPTAKAELVK
LIKAMQEAGPPISDHYSGFRSYETQTKLYQDYVNQDGKAAADRYSARPGY
SEHQTGLAFDVIGTDGDLVTEEKAAQWLLDHAADYGFVVRYLKGKEKETG
YMAEEWHLRYVGKEAIKEIAASGLSLEEYYGFEGGDYVDZ

(SEQ. ID. NO. 24)
MREPDFLNHFLKKGYFKKHAKAVLALSGGLDSMFLFKVLSTYQKELEEEL
ILAHVNHKQRIESDWEEKELRKLAAEAELPIYISNFSGEFSEARARNEFRY
DFFQEVMKKTGATALVTAHHADDQVETIFMRLIRGTRLRYLSGIKEKQVV
GEIEIIRPFLHFQKKDFPSIFHFEDTSNQENHYFRNRIRNSYLPELEKEN
PRFRDAILGIGNEILDYDLAIAELSNNINVEDLQQLPSYSESTQRVLLQT
YLNRFPDLNLTKAQFAEVQQILKSKSQYRHPIKNGYELEKEYQQFQICKI
SPQADEKBDELVLHYQNQVAYQGYLFSFGLPLEGELIQQIPVSRETSIHI
RHRKTGDVLIKNGHRKKLRRLFIDLKIPMEKRNSALIIEQFGEIVSILGI
ATNNLSKKTKNDIMNTVLYIEKIDRZ

(SEQ. ID. NO. 25)
MRKPLIILLLPSFLTISKVVSTEKEVVYTSKEIYYLSQSDFGIYFRBKLS
SPMVYGEVPVYANEDLVVESGKLTPKTSFQITEWRLNKQGI PVPKLSNHQ
FIAADKRFLYDQSEVTPTIICKVWLESDFKLYNSPYDLKEVKSSLSAYSQ
VSIDKTMFVEGREFLHIDQAGWVAKESTSEEDNRMSKVQEMLSEKYQKDS
FSIYVKQLTTGKSAGINQDEKMYAASVLKLSYLYYTQEKINEGLYQLDTT
VKYVSAVNDFPGSYKPEGSGSLPKKEDNKEYSLKDUTKV SKESDNVAHNL
LGYYISNQSDATFKSKMSAIMGDDWDPKEKLISSKMAGKFMEAIYNQNGE
VLESLTKTDFDSQRIAKGVSVKVAHKIGDADEFKHDTGVVYADSPFILST
FTKNSDYDTISKIAKDVYEVLKZ

(SEQ. ID. NO. 26)
MKKONNGLIKNPFLWLLFIFFLVTGFQYFYSGNNSGGSQQINYTELVQET
TDGNVKELTYQPNGSVIEWSGVYKNPKSTKEETGIQFFTPSVTKVEKFTS
TILPADITVSELQKLATDHKAEVTVKHBSSSGIWINLLVSWPFGILFFFL
FSNIMGNMGGGNGRNPMSFGRSKAXANKBDIKVRFSDVAGAEEEKQELVE
VVEFLKDPKRFKLGARIPAGVLLEGPPGTGKLLLAKAVAGEAGVPFFSDS
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GSDLVEMFVGVGASRVRSLFEDAKKAAPAIIFIDEIDAVGRQRGVGLGGG
NFRTRQTLNQLLIEMDGFEGNEGIIVIAATNSDVLDPALLRPGRFDRKVL
VGRPDVKGEAILKVHAKNKPLAEDVDLKLVAQQTPGFGFVGADLENVLNE
AALVAARRNSIIDASDIDEAEDRVIAGPSKKKDKTVSQKERELVAYHEAG
HIVGLVLSNARVVHKVTIVPRGRAGGYMIALPKEDQMLEDMKEQLAGLMG
GRVAEEIIFNVQITGASNDFEQATQMARMVIVTEYGMSEKLGPVQYEGNH
AMLGAQSPQSEQTAYEIDEEVRSLLNEARINKAAEHQSNRETHKLLEALL
KYETLDSTQIKALYETGKMPEAVEEESHALSYDEVKSKMNDEKZ

(SEQ. ID. NO. 27)
MKRSSLLVRMVISIFLVFLILLALVGTFYYQSSSSATIEATIEGNSQSQTS
HFIQSYIKKLETTSTGLTQQTDVLAYAENPSQDKVEGIRDLFLTILKSDK
DLKTVVLVTKSGQVISTDDSVQMKT SSDMMAEDWYQKATHQGAMPVLTPA
RKSDSQWVISVTQELVDAKGANLGVLRLDSYETLEAYLNQLOLGQQGFAF
IINENHEFVYHPQHTVYSSSSKMEAMKPYDTGQGYTPGHKSYVSQEKIAG
TDWTVLGVSSLEKLDQVRSQLLWTLLGASVTSLLVCLCLVWFSLKRWIAP
LKDLRETMLEIASGAQNLRAKEVGAYELREVTRQFNAMLDQIDQLMVAIR
SQEETTRQYQLQALSSQINPHFLYNTLDTIIWMAEFHDSQRVVQVTKSLA
TYFRLALNQGKDLICLSDEINHVRQYLFIQKQRYGDKLEYEINENVAFDN
LVLPKLVLQPLVENALYHGIKEKEGQGHIKLSVQKQDSGLVIREDDGVGE
QDAGDS SQSQLKRGGVGLONVDQRLKLHPGANYHMKIDSRPQKGTKVEIY
INRIETSZ

(SEQ. ID. NO. 28)
MKRSSLLVRMVISIFLVFLILLALVGTIYYQSSSSATIEATIEGNSQTTIS
QTSHFIQSYIKKLETTSTGLTQQTDVLAYAENPSQDKVEGIRDLFLTILK
SDKDLKTVVLVTKSGQVISTDDSVQMKTSSDMMAEDWYQKATHQGAMPVL
TPARKSDSQWVISVTQELVDAKGANLGVLRLDISYETLEAYLNQLQLGQQ
GFAFIINENHEFVYHPQHTVYSSSSKMEAMKPYIDTGQGYTPGHKSYVSQ
EKIAGTDWTVLGVSSLEKLDQVRSQLLWTLLGASVTSLLVCLCLVWFSLK
RWIAPLKDLRETMLEIASGAQNLRKEVGAYELREVTRQFNAMLDQIDQLM
VAIRSQEET1RQYQLOALSSQINPHFLYNTLDTUWMAEFHDSQRVVQVTK
SLATYFRLALNQGKDLICLSDENHVRQYLPIQKQRYGDKLEYEINENVAF
DNLVLPKLVLQPLVENALYHGIKEKEGQGHIKLSVQKQDSGLVIRIEDDG
VGFQDAGDSSQSQLKRGGVGLONVDQRLKLHFGANYHMKIDSRPQKGTKV
EIYINRIETSZ

(SEQ. ID. NO. 29)
MFFKLLREALKVKQVRSKILETIFWLVFRIGTSITVPGVNANSLNALSGL
SFLNMLSLVSGNALKNFSIFALGVSPYITASIVVQLLOMDILPKFVEWGK
QGEVGRRKLNQATRYIALVLAFVQSIGITAGFNTLAGAQLIKTALTPQVF
LTIGIILTAGSMIVTWLGEQETDKGYGNGVSMHFAGNSSIPEMIQGIYVD
YEFVNVPSSRITSSIIFVHLIITVLLIIYFTTYVQOAEYKIPIQYTKVAQG
APSSSYLPLKVNPAGVIPVIFASSITAAPAATLQFLSATGHDWAWVRVAQ
EMLATTSPTGIAMYALLIILFTFFYTFVQINPEKAAERYKRVVPISMEFV
LVKVQKNICLNFFVVLQLLVPSSLVZ

(SEQ. ID. NO. 30)
MDIRQVTETIAMIIEEQNFDIRTITMGISLLDCIDPDENRAAEKIYQKIT
TKAANLVAVGDEIAAELGIPIVNKRVSVTPISLIGAATDATDYVVLAKAL
DKAAKE1GVDFIGGFSALVQKGYQICGDEIILINSIPRALAETDKVCSSV
NIGSTKSGINMTAVADMGRIIKETANLSDMGVAKLVVFANAVEDNPFMAG
AFHGVGEADVIINVGVSGPGVVKRALEKVRGQSPDVVAETVKKTAFKITR
IGQLVGOMASERLGVEFGIVDLSLAPTPAVGDSVARVLEEMGLETVGTHG
TTAALALLNDQVKKGGVMACNQVGGLSGAFIPVSEDEGMEAAVONGSLNL
EKLEAMTAICSVGLDMIAIPEDTPAETIAAMIADEAAIGVINMKTTAVRI
IPKGKEGDMIEIGGLLGTAPVMKVNGASSVDFISRGGQIPAPIHSFKNZ

(SEQ. ID. NO. 31)
MTQI IDGKALAAKLQGQLAEKTAKLKEETGLVPGLVVILVGDNPASQVYV
RNKERSALAAGFRSEVVRVPETITQEELLDLIAKYNQDPAWHGILVQLPL
PKHIDEEAVLLAIDPEKDVDGFHPLNMGRLWSGHPVMIPSTPAGIMEMFH
EYGIDLEGKNAVVIGRSNIVGKPMAQLLLAKNATVTLTHSRTHNLSKVAA
XADILVVAIGRAKFVTADFVKPGAVVIDVGMNRDENGKLCGDVDYEAVAP
LASHITPVPGGVGPMTITMLMEQTYQAALRTLDRKZ

(SEQ. ID. NO. 32)
MSKFNRIHLVVLDSVGIGAAPDANNFVNAGVPDGASDTLGHISKTVGLNV
PNMAKIGLGNIPRETPLKTVAAESNPTGYATKLEEVSLGKDTTGHWEIMG
LNITEPFDTFWNGFPEE1LTKIEEFSGRKVIREANKPYSGTAVIYDFGPR
QMSTGELHYTSADPVLQIAAHEDIIPLDELYRICEYARSITLERPALLGR
IIARPYVGEPGNFTRTANRRDLAVSPFFPTVLDKLNEAGIDTYAVGKIND
IFNGAGINHDMGHNKSNSHGIDTLLKTMGLAEFEKGFSFTNLVDFDALYG
HRRNAHGYRDCLHEPDERLPEHAAMRENDLLLITADHGNDPTYAGTDHTR
EYIPLLAYSPAFKGNGLIPVGHFADISATVADNFGVETAMIGESFLDKLV
Z

(SEQ. ID. NO. 33)
MFISISAGLVTFLLTLVEPAFIQFYRKAQITGOOMNEDVKQHQAKAGTPT
MGGLVPLITSVLVAFFFALFSSQFSNNVGMIILFILVLYGLVGFLDDFLK
VFRKINEGLNPKQKLALQLLGGVIFYLFYERGGDILSVPGYPVHLGFFYI
PFALFWLVGFSNAVNLTDGVDGLASISVVISLSAYGVIAYVQGOMDLLLY
ILAMIGGLLGFFIPNHKPAKVFMGDVGSLALGGMLAATSMALHQEWTLLU
GIVYVFEFTSVMMQVSYFKLTGGKPIFRMTPVHHHFELGGLSGKGNPWSE
WKVDFFFWGVGLLASLLTLAILYLMZ

(SEQ. ID. NO. 34)
LFKKNKDELNIALPAMGENFLOMLMGMVDSYLVAHLGLIAISGVSVAGNI
MYQATIRALGAAISSVLSKSIGQKDQSKLAYNVTEALKITLLLSILLGFLS
IFAGKSMIGLLGTERDVAESGGLYLSLVGGSIVLLGLMTSLGALIRATHN
PRLPLYVSFLSNALNILFSSLAIFVLDMGIAGVAWGTIVSRLVGLVILWS
QLKLPYGKPTFGLDKELLTLALPAAGERLMMRAGDVVHALVVSFGTEAVA
GNAIGEVLTQFNYMPAFGVATATVMLLARAVGEDDWKRVASLSKQTLFLS
LFMLPLSFSIYVLGVPLTHLY TDSLAVEASVLVTLFSLLGTPMTTGTVIY
TAVAQGLGNARLPFYATSIGMWCIRIGTGYLMGIVLGWGLPGIWAGSLLD
NGFRWLFLRYRYQRYMSLKGZ

(SEQ. ID. NO. 35)
MOTQEKRSQAAVLGLOHLAMYSGSILVPIMIATALGYSAEQLTYLISTDI
FMCGVATFLQLQLNKYFGIGLPVVLGVAFQSVAPLIMIGQSHGSGAMFGA
LIASGIYVVLVSGIFSKVANLFPSIVTGSVITTIGLTLIPVAIGNMGNNY
PEPTGQSLLAAITVLIILNIFTKGFIKSISILIGLVVGTAIAATMGLVDF
SPVAVAPLVHPTPLYFG, PTFEISSIVMMCIIATVSMVESTGVYLALSDI
TKDPIDSTRLRNGYREGLAVLLGGIFNTFPYTGFSQNVGLVKLSGIKKRL
PIYYAAGFLVLLGLLPKFGALAQIIPSSVLGGAMLVMFGFVSIQGMQILA
RVDFANNEHNFLIAAVSIAGVGLNNSNLFVSMPTAFQMEFSNGIVVASLL
AIVLNAVLNHKKKZ

(SEQ. ID. NO. 36)
MKDRKEYLQODKGKVTVNDLAQALGKDSSKDFRELIKTLLMERKHQIRFEE
DGSLTLEIKKKHEITLKGI FHAHKNGFGFVSLEGEEDDLFVGKNDVNYAT
DGDTVEVVHCKVADRNKGTAAEAKIIDILEHSLTTVVGQIVLDQEKPKYA
GYISKNQK1SQPIYVKKPALKLEGTEVLKVPEDKYPSKKHDFFVASVLDV
VGHSTDVGIDVLEVLESMDIVSEFPEAVVKEAESVPDAP SQKDMEGRLDL
RDEDGADAKDLDOAVHI KALKNGNLEPGVHADVSYYEGSALDKEALNRTS
VYVTDRVVPMLPERSNGICSLNPQVDRLTQSAIMEIDKHGRVVNTQTVIK
TSFRMTYSDVNDILAGDEEKEYHKIVSSIELMAKLHETLENMRVKRGALN
FDTNEAKILVDKQGKPVDIVLRQRGIAERMIESFMLMANETVAEHFSKLD
LPRYIHEBPKAEKVQKFIDYASSFGLRIYGTASELSQEALODIMRAVEGB
PYADVLSMMLRSMQQARYSEHNHGHYGLAADYYTHFTSPIRRYPDLLVHR
MIRDYGRSKEIAEHFEQVIPEIATQSSNRERRAIEAEREVEAMKKAEYME
EYVGEEYDAVVSSIVKFGLFVELPNTVEGLINTNLPEFYHFNERDLTLRG
EKSGITFRVGQQIRIRVERADKMTGEIDFSFVPSEDFDVIEKGLKQSSRS
GRGRDSNRRSDKKEDKRKSGRSNDKRKHSQKDKKKKGKKPFYKEVAKKGA
KHGKGRGKGRRTKZ

(SEQ. ID. NO. 37)
MGTTGFTIIDLIILIVYLLAVLVAGIYFSKKEMKGKEFFKGDGSVPWYVT
SVSIFATMLSPISFLGLAGSSYAGSWLWFAQLGMVVAIPLTHIILPIFAR
DIDTAYDYLDKRFNSKALRISALLFIIYQLGRMSUMYLPSAGLSVLTGID
INILIILMGVVAIVYSYTGGLKSVLWTDFIQGVILJSGVVLALFVLIANT
KGGFGAVAETLANGKFLAANEKLFDPNLLSNSIFLIVMGSGPTILSSYAS
SODLVORFTTTONIKKLNKMLFTNGVLSLATAVFYLIGTGLYVEYQVQNA
DSAASNIPQDQIFMYFIAYQLPVGITGLILAATIYAASQSTISTGLNSVAT
SWTLDIQDVISKNMSDNRRTKIAQFVSLAVGLPSIGVSIVMAHSDIKSAY
EWFNSFMGLVLGLLGGVRLGVSKKANKQGAYAALPIVMVFICYFLPPTAV
SYWAYSLISISVSVVSGYIVSVLTGNKVSAPKYTTIEDI TEIKADSSWEV
RMZ

(SEQ. ID. NO. 38)
MKEFSKKYAGSAVIVSLSLCAYALNQHRSQENKDNNRVSYVDGSQSSQKSE
NLTPDQVSQKEGIQAEQAEQIVIKITDQGYVTSHGDHYHYYNGKVPYDAL
FSEELLMKDPNYQLKDADIVNEVKGGYUKVDGKYYVYLKDAAHADNVRTK
DEINRQKQEHVKDNEKVNSNVAVZRSQGRYTNDGYVPNPADIIEDTGNAY
IVPHGGHYHY IPKSDLSASELAAAKAHLGKNMQPSQLSYSSTASDNNTQS
VAKGSTSKPANKSENLQSLLKELYDSPSAQRYSESDGLVIDPAKIISRTP
NGVAIPHGDHYHPIPYSKLSALEEKTARVPISGTGSTVS TNAKPNEVVSS
LGSLSNPSSLTTSKELSSASDGYIFNPKDIVEETATAYWRHGDHFHYIPK
SNQIGQPTLPNNSLATPSPSLPINPGTSHEKHEEDGYGFDANRIIAEDES
GFVMSHGDHNHYFFKKDLTEEQIKVRKNIZ
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(SEQ. ID. NO. 39)
MKKRAIVAVIVLLLIGLDQLVKSYIVQQIPLGEVRSWIPNFVSLTYLONR
GAAPSILQDQQLLFAVITLVVVIGAIWYLHKHMEDSFWMVLGLTLUAGGL
GNFIDRVSQGPVVDMFHLDFINFAIFNVADSYLTVGVIILLIAMLKEEIN
GNZ

(SEQ. ID. NO. 40)
MNTNLASFIVGLHDENDRFYFVQKDGQTYALAKEEGQHTVGDTVKGFAYT
DMKQKLRLTTLEVTATQDQFGWGRV TEVRKDLGVFVDTGLPDKEIVVSLD
ILPELKELWPKXGDQLYIRLEVDKKDR INGLLAYQEDFQRLARPAYNNMQ
NONWPAIVYRKLSGTFVYLPENNNMLGFIHPSERYAEPRLGQVLDARVIG
FREVDRTLNLSLKPRSFEMLENDAQMILTYLSSNGGFMTLNDKSSPDDIK
ATFGISKGQFKKALGGLMKAGKIKQDQFGTELIZ

(SEQ. ID. NO. 41)
MKDVSLFLLKKVFKSRLNWIVLALFVSVLGVTFYLNSQTANSHSLESRLE
SR1IAANERAINENEEKLSQMSDTSSEEYQFAXNNLDVQKNLLTRKTEILT
LLKEGRWKEAYYLQWQDEBKNYEFVSNDPTASPGLKMGVDRERKI YQALY
PLNIKAHTLEFPTHGIDQIVWILEVIIPSLFVVAIIFMLTQLFAERYQNH
LDTAHLYPVSKVTFAISSLGVGVGYVTVLFIGICGFSPLVGSLISGFGQL
DYPYNYSLVNQEVTIGKIQDVLFPGLLLAFLAFIVIVEVVYLIAYPFKQK
MPVLFLSLIGIVGLLFGIQTIQPLOQRIAHLIPFTYLRSVEILSGRLPKQI
DNVDLNWSMGMVLLPCLIIFLLLGILFISRWGSSQKICEFFNREZ

(SEQ. ID. NO. 42)
MMKFILDIVSTPAILVALIAILGLVLQKKKLPDIIKGGIKTFVGFLVVSG
GAGIVONSLNPFGTMPEHAPHLSOVVPNNEAIVAVAUITYGSATAMIMFA
GMVENILIARFTRFKYIFLTGHHTLYMACMIAVILSVAGFTSLPLILLGG
LALGUMSISPAFVQKYMVQLTGNDKVALGHFSSLGYWLSGFTGSLIGDKS
KSTEDIICPPKSLAPLRDSTVSITLSMAVIYUVAIFAGSEYIEKEISSGT
SGLVYALQLAGQFAAGVFVLAGVRLILGEIVPAPKGISERLVPNSKPALD
CPIVYTYAPNAVLIGFTSSFVGGLVSMVIMIASGTVVILPGVVPHFFCGA
TAGVTGNASGGVRGATIGAPLQGILISFLPVFLMPVLGGLGFQGSTFSDA
DFGLSGIILGMLNQFGSQAGIVIGLVLILAVMFGVSPIKKPSATEEZ

(SEQ. ID. NO. 43)
MIKTFLSALSVILFSIPIITYSFPPSSNLNZWLSTQPILAQIYAFPLATA
TMAAILSFLFFFLSFYKKNKQIRFYSGILLLLSLILLLFGTDKTLSSASN
KTKTLKLVTWNVANQIEAQHIERIFSKFDADMAIFPELATNIRGEQENQR
IKLLFHQVGLSMANYDIFTSPPTNSGIAPVTVIVKXSYGFYTEAKTFHTT
RFGTIVLHSRKQNIPDI IALHTAPPLPGLMEIWKQODLNITHNQLASKYPK
ATIIAGDFNATMRHGALAKI SSHRDALNALPPFERGTWNSQSPKLFNATID
HILLPKNHYYVKDLDIVSFQNSDHRCIFTEITFZ

(SEQ. ID. NO. 44)
MNPIQRSWAYVSRKRLRSFLILLVLLAGISACLTLMKSNKTVESNLYKSL
NTSPSIKKIENGQTFKLSDLASVSKIKGLENVSPELEVAKLKDKEAVTGE
QSVERDDLSAADNNLVSLTALEDSSKDVTFTSSAFNLKEGRLHLQKGDSK
KILHEELAKKNGSLHDKIGLDAGQSESGKGQTVEFEIIGWSGKKQEKFTG
LSSDFSENQVFTDYESSQTLLGNSEAQVSAARFYVENPKEMDGLMKQVEN
IALENQGYQVEKENKAFEQIKDSVATFQTPLTIFLYGMLIAGAGALILVL
SLWLRERVYEVGILLALGKGKSS1FLQFCLEVVLVSLGALLPAFVAGNAT
TTYLLOQTLLASGDQASLODTLAKASSLTSILSFAESYVFLVLLSCLSVAL
CFLFLFRKSPKEILSSISZ

(SEQ. ID. NO. 45)
MLHNAFAYVTRKFFKSIVTFLIILLMASLSLVGLSIKGATAKASQETFKN
ITNSFSMQINRRVNQGTPRGAGNEKGEDIKKITENKAIESYVKRINAIGD
LTGYDLIETPETKKNLTADRAKRFGSSLMITGVNDSSKEDKFVSGSYKLV
EGEHLTNDDKDKILLHKDLAAKHGWKVGDKVKLDSNIYDADNEKGAKETV
EVTIKGLFDGHNKSAVTYSQELYENTAITDIHTAAKLYGYTEDTAIYGDA
TFFVTADKNLDDVMKELNGISGINWKSYTLVKSSSNYPALEQS ISGMYXM
ANLLFWGSLSPSVLLLALLLSLWINARRKEVGILLSIGLKQASILGQFIT
ESILIAIPALVSAYFLANYTARAIGNTVLANVTSGVAKQASKARAQASNLG
GGAEVDGFSKTLSSLD1SIQTSDFIIIFVLALVLVVLVMALASSNLLRKQ
PKELLLDGEZ

(SEQ. ID. NO. 46)
MSQDKOMKAVSPLLORVINISSIVGGVGSLIFCIWAYQAGILQSKETLSA
FIQOAGIWGPPLFIFLQILQTVVPIIPGALTSVAGVFIYGHIIGTIYNYI
GIVIGCAIIFYLVRLYGAAFVQSVVSKRTYDKYIDWLDKGNRFDRFFIFM
MIWPISPADFLCMLAALTKMSFKRYMTIIILTKPFTLVVYTYGLTYIIDF
EWQMLZ

(SEQ. ID. NO. 47)
MRNMWVIKETYLRHVESWSFFFMVISPFLFLGISVGIGHLQGS SMAKNNK
VAVVTTVPSVAEGLKNVNGVNFDYKDEASAKEAIKEEKLKGYLTIDQEDS
VLKAVYHGETSLENGIKFEVTGTLNELQNQLNRSTASLSQEQEKRLAQTI
QFTEKIDEAKENXKFIQTIAAGALGFFLYMILITYAGVTAQEVASEKGTK
IMEVVFSSIRASHYFYARMMALFLVILTHIGIYVVGGLAAVLLFKDLPFL
AQSGILDHLGDAISLNTLLFILISLFMYVVLAAFLGSMVSRPEDSGKALS
PLMILIMGGFFGVTALGAAGDNLLLKIGSYIPFISTFFMPFRTINDYAGG
AEAWISLALTVWAVVATGFIGRMYASLVLQTDDLGIWKTFKRALSYKZ

(SEQ. ID. NO. 48)
MTETIKLMIKAHTSVRRFKEQEIPQVDLNEILTAAQMASSWKNFQSYSVI
VVRSQEKKDALYELVPQEAIRQSAVFLLFVGDLNRAEKGARLHTDTFQPQ
GVEGLLISSVDAALAGONALLAAESLGYGGVHGLVRYKSEEVAELFNLPD
YYTYSVFGMALGVPNQHHDMKPRLPLENVVFEEEYQEQSTEAIQAYDRVQ
ADYAGARATTSWSQRLAEQFGQAEPS STRKNLEQKKLLZMLKLIAIVGTN
SKRSTNRQLLQYMQKHF TDKAEIELVEIKATIPVFNKPADKQVPAEILEIA
AKIEEADGVHGTPEYDHSIPAVLMSALAWLSYGIYPLLNKPIMITGASYG
TLGSSRAQLQLRQILNAPEIKANVLPDEFLLSHSLOAFNPSGDLVDLDVI
KKLDAIFDDPRIFVKITEKLRNAQELLRKDAEDFDWENLZ

(SEQ. ID. NO. 49)
MNTYQLNNGVEIPVLGFGTFICAKDGEEAYRAVLEALKAGYRHIDTAAIY
QNEESVGQAIKDSGVPREEMFVT TKLWNSQQTYSQTRQALEKSIEKLGLD
YLDLYLIHWPNPKPLRENDAWFTRNAEVWRAMEDLYQEGKIRAIGVSNFL
PHHLDALLETATIVPAVNQVRLAPGVYQDQVVAYCREKGILLEAWGPPGQ
GELFDSKQVQEIAANHGKSVAQLALAWSLAEGFLPLPKSVTTSRIQANLD
CFGIELSHEERETLKTIAVQSGAPRVDDVDFZ

(SEQ. ID. NO. 50)
MRCKMLDPIAIQLGPLAIRWYALCIVTGLILAVYLTMKEAPRKKIIPDDL
DPILVAFPLAILGARLYYVIFRFDYYSQNLGEIFAIWNGGLAIYGGLITG
ALVLYIFADRKLINTWDFLDIAAPSVMIAQSLGRWGNFFNQEAYGATVDN
LDYLPGRRDQMYIEGSYRQPTFLYESLWNLLGFALILIERRKWKSLRRGH
ITAFYLIWYGFGRMVIEGMRTDSLMFFGFRVSQWLSVVLIGLGIMIVIYQ
NRKKAPYYITEEENZ

(SEQ. ID. NO. 51)
MGKLSSILLGTVSGAALALFLTSDKGKQVCSQAQDPLDDLREDPEYAKEQ
VCEKLTEVKEQATDFVLKTKEQVESGEITVDSILAQTKSYAFQATEASKN
QLNNLKEQWQEKAEALDDSEEIVIDITEEZ

(SEQ. ID. NO. 52)
MKTKLIFWGSMLFLLSLSILLTIYLAWIFYPMEIQWLNLTNRVYLKPETI
QYNFHILMNYLTNPFSQVLQMPDFRSSAAGLNHFAVVKNLFHLVQLVALV
TLPSFYVFVNRIVKKDFLSLYRKSLLALVVLPVMIGLGGVLIGFDQFFTL
FHQILFVGDDTWLFDPAKDPVIMILPETFFLHAFLLFFALYENFFGYLYL
KSRRKZ

(SEQ. ID. NO. 53)
MTYHFTEEYDHVIGAGHAGVEASLAASRMGCKVLLATINIEMLAFMPCNP
SIGGSAKGIVVREVDALGGEMAKTIDKTYIQMKMLNTGKGPAVRALRAQA
DKELYSKEMRKTVENQENLTLRQTMIDEILVEDGKVVGVRTATHQEYAAK
AVNTTGTALRGEIIIGDLKYSSGPNHSLASINLADNLKELGLEIGRFKTG
TPPRVKASSINYDVTEIQPGDEVPNHFSYTSRDEDYVKDQVPCWLTYTNG
TSHEUQNNLHRAPMF TGVVKGVGPRYCPSIEDKIVRFADKERHQLFLEPE
GRNTEEVYVQGLSTSLPEDVQRDLVHSIKGLENAEMMRTGYAIEYDMVLP
HOLRATLETKKISGLFTAGQTNGTSGYEEAAGQGUAGINAALKIQGKPEL
ILKRSDGYIGVMIDDLVTKGTIEPYRLLTSRAEYRLILRHDNADMRLTEM
GREIGLVDDERWARFEIKICNQFDNEMKRLDSIKLKPVKETNAKVEEMGF
KPLTDAVTAKEFLRRPEVSYQDVVAFIGPAAEDLDDKIIELIETEIKYEG
YISKAMDQVAKMKRMEEKRIPANIDWDDIDSIATEARQKFKUNPETIGQA
SRISGVNPADISILMVYLEGKNRSISKTLQKSKZ

(SEQ. ID. NO. 54)
MTKQVLLVDDEEHILKLLDYHLSKEGFSTQLVTNGRKALALAETEPFDFI
LLDIMLPQLDGMEVCKRLRAKGVKTP IMMVSAKSDEFDKVLALELGADDY
LTKPFSPRELLARVKAVLRRTKGEQEGDDSDNIADDSWLEFGTLKVYPERH
EVYKANKLLSLTPKEFESDKNPFFEVFKVSKVTAQZ

(SEQ. ID. NO. 55)
MT TEFKDGF LWGGAVAAHQLEGGWQEGGKGI SVADVMTAGRHGVAREITLG
VLEGKYYPNHEAIDFYHRYKEDIALFAEMGFKCPRTSIAWTRFPKGDELE
PNEEGLQFYDNLPDECLKNGIEPVITLSHFEMPYHLVTEYGGWKNRKLID
FPAREAEVVFKRYKDKVKYWMTFNEINNQANYQEDFAPFTNSGIVYEEGD
NREAIMYQAAHYELVASARAVKIGHEINPDFQIYYMSFAIDSHRENNPYD
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YLETEDLVKNNYVKASEWEWQIDPEGLRYALNWFTDHYHLPLFNENGFGM
DQVAADGMVHDDYREYLGAHIREMKKAVVEDGVDLMGYTPWGCIDLVSAG
TGEMRKRYGFIYVDKDDNGKGSYNRSPKKFGWYKEVISSNGESVEZ

(SEQ. ID. NO. 56)
MDQONGLFGFLENHVMGPMGKLAQPKVVLTAAGMAAVPFWGSMFLVFSIL
POAPSPPWADIFSASFDKFTSLYMVANYATMGSLSLYFVLSLAYELTKIY
AEEEELNMNPLNGALLALMAFVMTVPQUFDGGMMKTSLKEGAV IADGWAM
GNVVARFGTTGIFTAHMAIVTVLIYRMCVKHNWVIKMPEAVPEGVSRGPT
ALVPGFVVAFVVIFINGLLVAMGTDIKVLMPFGFVSNLTNSWIGLMUYLL
TQLLWWGIHGANIVFAFVSPIALANMAENAAGGHFAVAGEFSNMFLVIAG
GSGATLGLCLYIAFASKSEQLKIGRSVVPALFNINEPLILGLPIIYNPAL
AIPFILAPMVTATIYYVANSLNFIKPIIAQVPWPTPVGIGAFLGTADLRA
VLVALVCAFAAPLVYLPFTRVYDQKLVKEEQGIZ

(SEQ. ID. NO. 57)
MKKFYVSPIFPILVGLIAFGVLSTFIIFVNNNLLTVLILPLEVGGYVFLF
KKLRVHYTRSDVEQIQYVNHQAEESLTALLEQMPVGVMKLNLS SGEVEWF
NPYAELILTKEGDFDLEAVQTIIKASVGNPSTYAKLGEKRYAVHMDASSG
VLYFVDVSREQAITDELVTSRPVIGVSVDNYDDLEDETSESDISQENSFV
ANFISEFSEKHMMFSRRVSMDRFYLFTDYTVLEGLMNDKFSVIDAFREES
KOQRQLPLTLSMGFSYGDGNHDEIGKVALLNLNLAEVRGGDQVVVKENDST
KNPVYFGGGSAASTIKRTRTRTRAMMTASDKIRSVDQVEVVGHKNLDMDA
LGSAVGMQLFASNVIENSYALYDEEQMSPDIERAVSFIEKEGVTKLLSVK
DAMGMVTNRSLLILVDHSKTALTLSKEFYDLFTQTIVIDHHRRPQDFPDN
AVITYIESGASSASELVTELIQPONSKKNRLSRMQOASVLMACMMLDTKNF
TSRVTSRTFDVASYLRTRGSDSIAIQEIAATDFEEYREVNEULQGRKLGS
DVLIAEAKDMKCYDTVVISKAADAMLAMSGIEASFVLAKNTQOFISLSAR
SRSKLNVQRIMEELGGGGHFNLAAAQIKDVTLSEAGEKLTEIVLNEMKEK
EKEEZ

(SEQ. ID. NO. 58)
MKEKNMWKELLNRAGWI LVFLLAVLLYQVPLVVTSILTLKEVALLQSGLI
VAGLSIVVLALFIMGARKTKLASFNFSFFRAKDLARLGLSYLVIVGSNIL
GSILLOLSNETTTANQSQINDMVONSSIISSFFLLALLAPICEEILCRGI
VPKKIFRGKENLGFVVGTIVFALLHQPSNLPSLLIYGGMSTVLSVIAYKT
QRLEMSILLHMIVNGIAFCLLALVVIMSRTLGISVZ

(SEQ. ID. NO. 59)
MKEKNMWKELLNRAGWI LVFLLAVLLYQVPLVVTSILTLKEVALLQSGLI
VAGLSIVVLALFIMGARKTKLASFNFSFFRAKDLARLGLSYLVIVGSNLG
SILLOLSNETITANQSQINDMVONSSLISSPFLLALLAPICEEILCRGIV
PKKIPRGKENILGFVVGTWFALLHQPSNLPSLLIYGGMSTVLSWAYKTQR
LEMSILLHMIVNGIAFCLLALVVIMSRTLGISVZ

(SEQ. ID. NO. 60)
MDTQKIEAAVKMUEAVGEDANREGLQETPARVARMYQEIFSGLGQTAEEH
LSKSFEIIDDNMVVEKDIFFHTMCEHHFLPFYGRAHIAYIPDGRVAGLSK
LARTVEVYSKKPQIQERLNIEVADALMDYLGAKGAFVVIEAEHMCMSMRG
VRKPGTATUTVARGLFETDKDLRDQAYRLMGLZMKDLFLKRKQAFRKECL
GYLRYVLNDHFVLFLLVLLGFLAYQYSQLLOHFPENHWPILLFVGITSVL
LLLWGGTATYMEAPDKLFLLVGEEEIKLHLKRQTGISLVFWLFVQTLFLL
LFAPLFLAMGYGLPVFLLYVLLLGVGKYFHFCQKASKFFTETGLDWDYVI
SQESKRKQVLLRFFALFTQVKGI SNSVKRRAYLDFILKAVQKVPGKIWQN
LYLRSYLRNGDLFALSLRLLLLSLLAQVFIEQAWIATAVVVLFNYLLLPQ
LLALYHAFDYQYLTQLFPLDKGQKEKGLQEVVRGLTSFVLLVELVVGLIT
FQEKLALLALLGAGLVLLVLYLPYQVKRQMQDZ

(SEQ. ID. NO. 61)
MRKSIVLAADNAYLIPLETTIKSVLYHNRDVDFYILNSDIAPEWFKLLGR
KMEVVNSTIRSVHIDKELFESYKTGPHINYASYFRFFATEVVESDRVLYL
DSDIIVTGELATLFEIDLKGYSIGAVDDVYAYEGRKSGFNTGMLLMDVAK
WKEHSIVNSLLELAAEQNQVVNLGDQS ILNIYFEDNWLALDKTYNYMVGI
DEYHLAQECERLDDNPPTIVHYASHDKPWNTYSISRLRELWWVYRDLDWS
EIAFQRSDLNYFERSNQSKKQVMLVTWSADIKHLEYLVQRLPDWHPHLAA
PCDCSEELTSLSQYTNVTVYQNVLHSRIDWLLDDSEVYLDINTGGEVFNV
VTRAQESGKICIFAFDI TRKSMDDGLYDGIFSVERPDDLVDRMKNIEIEZ

(SEQ. ID. NO. 62)
MTKIYSSIAVKKGLFTSFLLFIYVLGSRIILPFVDLNTKDFLGGSTAYLA
FSAALTOGNLRSLSIFSVGLSPWMSAMILWQMFSFSKRLGLTSTSIEIQD
RKKMYLTLLIAVIQSLAVSLRLPVQSSYSAILVVLMNTILLIAGTFFLVW
LSDLNASMGIGGSIVILLSSMVLNIPODVLETFQTVHIPTGHVLLALLTL
VFSYLLALMYRARYLVPVNKIGLHNRFKRYSYLEIMLNPAGGMPYMYVMS
FLSVPAYLFILLGFIFPNHSGLAALSKEIMVGKPLWVYVYISVLFLFSII
FAFVTMNGEEIADRMKKSGEYIYGIYPGADTSRFINRLVLRFSVIGGLFN

VIMAGGPMLFVLFDEKLLRLAMIPGLFMMFGGMIFTIRDEVKALRLNETY
RPLIZ

(SEQ. ID. NO. 63)
MSSLSDQELVAKTVEFRQRLSEGESLDDILVEAFAVVREADKRILGMFPY
DVQVMGAIVMHYGNVAEMNTGEGKTLTATMPVYLNAPSGEGVMVVTPNEY
LSKRDAEEMGQVYRFLGLTXGVPFTEDPKKEMKASEKKLIYASDWTTINS
NLGPDYLNDNLASNEEGKFLRPFNYVUDEIDDILLDSAQTPLIIAGSPRV
QSNYYAIIDTLVTTLVEGWYIPKEEKEEVWLTTKGAKSAENELGIDNLYK
EEHASFARHLVYAIRAHKLFTKDKDYHRGNEMVLVDKGTGRLMEMTKLQG
GLHQAIEAKEHVKLSPETRAMAS ITYQSLPKMFNKISGMTGTGKVAEKEF
IETYNMSVVRIPTNRPRQRIDYPDNLYITLPEKVYASLEYIKQYHAKGNP
LLVFVGSVEMSQLYSSLLFREGI AHNVLNANNAAREAQI ISESGQMGAVT
VATSMAGRGTDCKLGKGVAELGGUVIGTERMESQRIDLQIRGRSGRQGDP
GMSKFFVSLEDDVIKKFGPSWVHKKYKDYQVQDMTQPEVLKGRKYRKLVE
KAQHASDSAGRSARRQTLEYAESMNIQRDIVYKERNRLIDGSRDLEDVVYV
DIIERYTEEVAADHYASRELLFWPIVTNISFHVKEVPDYIDVTDKTAVRS
FMKQVIDKELSEKKELLNQHDLYEQPLRLSLLKAIDDNWVEQVDYLQQLS
MAIGGQSASQKNPEVEYYQEAYAGFEAMKEQIHADMVRNLLMGLVEVTPK
GEIVTHFPZ

(SEQ. ID. NO. 6&4)
MIGTFAAALVAVLANRVPIEITPNSANTEIAPPDGIGQVLSNLLLKLVDN
PVNALLTANYIRILSWAVIFGIAMREASKNSQELLKTIADVTSKIVEWII
NLAPFGILGLVFKISDKGVGSLANYGILLVLLVTTMLPVAPVVNPLIAPF
FMRRNPYPLVWNCLRVSGVTAPFTRSSATNTPVNMKLCMDLGLNPDTYSV
SIPLOSTINMAGVAITINLLTLAAVNTLGTPVDFATAFVLSVVAAISSCD
ASGIAGGSLLUPVACSLFGISNDIAIQIVGVGPVIGVQDSCETALNSSTD
VLFTAVAEYAATRKKZ

(SEQ. ID. NO. 65)
MSISQRTTKLILATCLACLLAYFLNLSSAVSAGIIALLSLSDTRRSTLKL
ARNRLFSMLLALAIGVLAFHLSGFHIWSLGLYLAVPLAYKMGWEIGITPS
TVLVSHLLVQESTSPDLLVNEFLLFAIGTGFALLVNLYMPSREEEIQHYH
TLVEEKDILQRFKYYLSRGDGRNRAQLVAELDTLLKEALRLVYLDHSDHL
FHQTDYHIHYFEMRQRQSRILRNMAQQINTCHLAASESLILAQLFSKAGQ
LSQTNPASDLLDEIERYLEVFRNRSLPKTREEPETRATLLOLLREAKTFI
QVKVDFYQKYRQZ

(SEQ. ID. NO. 66)
MEIMSLAIAVFAVIIGLVIGYVSISAKM1SSQEAAELMLLNAEQEATNLR
GQAEREADLLVNEAKRESKSLKKEALLEAKEEARKYREEVDAEFKSERQE
LKQIESRLTERATSLDRXDDNLTSKEQTLEQKEQSISDRAKNLDAREEQL
EEVERQKEAELERIGALSQAEARDIILAQTSENLTREIASRIREAEQEVK
ERSDKMAKDILVQAMQRIAGEYVAESTNSTVHLPDDTMKGRIIGRGRNIR
TFESLTGVDVIIDDTPEVVTLSGFDPIRREIARMTMEMLLKDGRIHPARI
EELVEKNRQEIDNKIREYGEAAAYEIGAPNLHPDLMKIMGRLQPRTSYGQ
NVLRHS IEVAKLAGIMASELGENAALARRAGFLHDIGKAIDHEVEGSHVE
IGMELARKYKEPPVVVNTIASHHGDVEAESVIAVIVAAADALSAARPGAR
SESLESYIKRLHDLEEIANGFEGVQTSFALQAGREIRIMVNPGKIKDDKV
TILAHKVRKKIENNLDYPGNIKVTVIRELRAVDYAKZ

(SEQ. ID. NO. 67)
MMLKPS IDTLLDKVPSKYSLVILBAKRAHELEAGAPATQGFKSEKSTLRA
LEEIESGNVTIHPDPEGKREAVRRRIEEEKRRKEEEEKKIKEQIAKEKED
GEKIZ

(SEQ. ID. NO. 68)
MSAYQLPTVWQODEASNQGAFTGLNRPTAGARFEQNLPKGEQAFQLYSLGT
PNGVKVTILLEELLEAGFKEAAYDLYKIATMDGDQFGSDPFKLNPNSKIP
ALLDQSGTENVRVFESAHILLYLAEKFGAFLPSNPVEKVEVLNWLEWQAG
AAPFLGGGFGHFFNYAPEKLEYPINRFTMEVKRQLDLLDKELAQKPYIAG
NDYTIADIAIWSWYGQLVQGNLYQGSAKFLDASSYQNLVKWAEKANRPAYV
KRGLEVTYTEIKZ

(SEQ. ID. NO. 69)
LASLITSIIMFYVGFDVLRDTIQKILSREETVIDPLGATLGIISAAIMFV
VYLYNTRLSKKSNSNALKAAAKDNLSDAVTSLGTAIAILASSFNYPIVDK
LVAITIITFFILKTAYDIFIESSFSLSDGFDDRLLEDYQKAIMEIPKISKYV
KSQRGRTYGSNIYLDITLEMNPDLSVFESHEIADQVESMLEERPGVFDTD
VHIEPAPIPEDEILDNVYKKLLMREQLIDQGNQLEELLTDDFVYIRQDGE
QMDKEAYKTKKELNSATIKDIQITSISQKTKLICYELDGIIHTSIWRRMET
WONIFHQET
KKEZ
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(SEQ. ID. NO. 70)
MTIKLVATDMDGTFLDGNGRFDMDRLKSLLVSYKEKGIYFAVASGRGFLS
LEKLFAGVRDDIIFIAENGSLVEYQGQDLYEATMSRDFYLATFEKLKTSP
YVDINKLLLTGKKGSYVLDTVDETYLKVSQHYNENIQKVASLEDITDDIF
KFTTNFTEETLEDGEAWVNENVPGVKAMTTGFESIDIVLDYVDKGVAIVE
LVKKLGITMDQVMAFGDNLND LHMMQVVGHPVAPENARPEILELAKTVIG
HHKERSVIAYMHGLZ

(SEQ. ID. NO. 71)
MADIKLIALDLDGTLLITTDKRLTDRTKETLQAARDRGIKVVLTTGRPLK
AMDFFLHELGTDGQEDEYTITFNGGLVQKNTGEILDKTVFSYDDVARLYE
ETEKLSLPLDAISEGTVYQIQSDQELYAKFNPALTFVPVDFEDLSSQMTY
NKCVTAFAQEPLDAAEQKI SPELFDQYEIFKSREMLLEWS PKNVHKATGL
AKLISHLGIDQSQVMACGDEANDLSMI EWAGLGVAMONAVPEVKAAANVV
TPMINDEEAVAWAIEEYVLKENZ

(SEQ. ID. NO. 72)
MESLLILLLIANLAGLFLIWQRQDRQEKHLSKSLEDQADHLSDQLDYRFD
QARQASQLDQKDLEVVVSDRLQEVRKELHQGLTQVRQEMTDNLLQTRDKT
DQRLQALQESNEQRLEQMRQTVEEKLEKTLQTRLOASFETVSKQLESVNR
GLDEMQTVARDVGALNKVLSGTKTRGALGELQLGQHED IMTPAQYEREYA
TVENSSERVEYAIKLPGQGDQEYVYLPIDSKFPLADYYRLEEAYETGDKD
ETERCRKSLLASVKRFARDIRNKYIAPPRTTNFGVLFVPTEGLYSEIVRN
PYFFDDLRREEQIWAGPSTLSALLNSLSVGFKTLNIQKSADHI SKTLASY
KTEFGKFGGI LVKAQKHLQHASGNI DELLNRRTIAT ERTLRHI ELSEGEP
ALDLLHFQENEEEYEDZ

(SEQ. ID. NO. 73)
MKISHMKKDELFEGFYLIKSADLRQTRAGKNYLAFTFQDDSGEIDGKLWD
AQPHNIEAFTAGKVVHMKGRREVYNNTPQVNQITLRLPQAGEPNDPADFK
VKSPVDVIKEIRDYMSQMIFKIENPVWQRIVRNLYTKYDKEFYSYPAAIC
TNHHAFETGLAYHTATMVRLADALSEVYQLNKSLLYAGIMLHDLAKVIEL
TGPDQTEYTVRGNLLGHIALIDSEITKTVMELGIDDTKEEVVLLRHVILS
HHGLLEYGSPVRPRIMEAEIIHMIDNLDASMMMMS TALALVDKGEMTNKI
FAMDNRSFYKPDLDZ

(SEQ. ID. NO. 74)
MSEKAKKGFKMPSSKTVLLIIIAIMAVLTFIPAGAPIEGIYETQPONPQG
IWDVLMAPIRAMLGTHPEEGSLIKBTSAAIDVAPRLMVGGFLGIVNKTGA
LDVGIASIVKKYKGREKMLILVLMPLFALGGTTYGMGEETMAFYPLLVPV
MMAVGFDSLTGVAIILLGSQIGCLASTLNPFATGIASATAGVGTGDGVLR
LIFWVTLTALSTWFVYRYADKIQKDPTKSLVYSTRKEDLKHFNVEESSSV
ESTLSSKQKSVLFLPVLTFILMVLSRPWTDLGVTIPDDENTWLTGLPVIG
NIVGSSTSALGTWYFPEGAMLFAFMGILIGVIYGLKEDKUSSFMNGAADL
LSVALIVAIARGIQVIMNDGMITDT ILNWGKEGLSGISSQVFIVVTYIFY
LPMSFLIPSSSGLASATMGIMAPLGEFVNVRPSLIITAYQSASGVLNLIA
PTSGIVMGALALGRINIGTWWKFMGKLVVAIIVVTIALLLLGTPLPFLZ

(SEQ. ID. NO. 75)
MSNSFVKLLVSQLFANLADIFFRVTIIANIYUSKSVIATSLVPILIGISS
FVASLLVPLVTKRLALNRVLSLSQFGKTILLAILVGMPTVMQSVAPLVTY
LFVVAISILDGFAAPVSYAIVPRYATDLGKANSALSMTGEAVQLIGWGLG
GLLFATIGLLPTTCINLVLYIISSFLMLFLPNAEVEVLESETNLEILLKG
WKLVARNPRLRLIWSANLLEFSNTIWVSSHLVFVTELLNKTESYWGYSNT
AYSIGIIISGLLRISEKFLAAKWEPQLFTPNLIVFIQNPCLSLDPGWFLF
SPNGCFLLDKKEFPLYGISVEKNTKRKETHMNSLPNHHIQNKSFYQLSFD
GGHLTQYGGLIFFQELFSQLKLKERISKYLVTNDQRRYCRYSDSDILVQP
LPQLLTGYGTDYACKELSADAYFPKLLEGGQLASQPRFSRTDEETVHSLR
CLNLELVEFFLQPHQLNQLIVDEDS THFTTYGKQEGVAYNAHYRAHGYHP
LYAFEGKTGYCFNAQLRPGNRYCSEEADSFTTPVLERFNQLLFRMDSGFA
TPKLYDLIEKTGQYYUKLKKNTVLSRLGDLSLPCODEDLTILPHSAYSET
LYQAGSWSHKRRVCQFSERKEONLPYDVISLVTNMTSGTSQDQFQLYRGR
GQAENF IKEMKBGFFGDKTDSSTLIKNEVRMMMSCIAYNLYLFLKHLAGG
DFQTLTIKRFRMLHVVGKCVRTGRKQLLKLSSLYAYSELFSALYSRIRKV
NLNLPVPYEPPRRKASLMMHZ

(SEQ. ID. NO. 76)
MMEFFQQLPHLEPYGNPQYFVYVIAATLPIFIGLFFKKRFAWYEVLVSLF
FIVITMLVGGKTNQLAALGIYLCWEILLLLFYKHYRKDGKWVFYLVSFLSL
LPIIFVKVQPAINGTQSLLGFLGISYLTPRSVGIVIELRDGVIKDPTLWE
FLRFLLFMPTFSSGPIDRFKRFNENYQATPERDELMDMLDESVRY IMWGE
LYKFILAHVLGETLLPPLKNLALQSGGFFNLYALAVMY TFGLELFFDFAG
YSMPALAI SNLMGIRSPINFNKPFLSRDLKEFWNRWHMSLSFWEFRDFVPM
RMVMVLTRKKVFKNRNVTS SMAY IVNMLMGFWHGVTWYYIAYGLFHGLGL
VINDAWVRKKKTLNKERKKAGKAALPENRWIQLLGMVVTFHVVMLSFLIF
SGFLNNLWFKKZ

(SEQ. ID. NO. 77)

MLKRLWMI FGPYLIAGLLVFLLIFFYPTEMHHNLGAEKRSAVATT IDSFK
ERSQKVRALSDPNVRFVPFFPGSS EWLRFDGAHPAVLAEKYNRS YRYLLGQ
GGAASLNQYFGMOOMLPQLENKQVVYVISPQWFSKNGYDPAAPQQYPNGD
QLTSFLKHQSGDOASOYAATRLLOQPPNVAMKDLYQKLASKEELS TADNE
MI ELLARFNERQASFFGOF SVRGYVNYDKHVAKYLKILPDQPS YQAI EDV
VKADAEKTSNNEMGMENYPYNEQIKKDLKKLKDSQKSPTYLKSPEYNDLQ
LVLTQFSKSKVNPIFIIPPVNEKWMNYAGLREDMYQQTVOK IRYQLESQG
FTNIADFSKDGGEPFFMKDTI HLGWLGWLAFDKAVDPFLSNPTPAPTYHL
NERFFSKDWATYDGDVKEFQZ

(SEQ. ID. NO. 78)
MEKNLKALKQTTDQEGPAI EPEKAEDTKTVONGYFEDAAVKDRTLSDYAG
NWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAY Y TKGYHTDY TKINT
TDNTMEFVQGGQSKKYTYKYVGKKILTYKKGNRGVRFLFEATDADAGOFK
YVQFSDHNVAPVKAEHFHI FFGGTSQEALFEEMDNWPTYYPDNLSGQEIA
QEMLAHZ

(SEQ. ID. NO. 79)
MKDGHLLAHHIRLLNGRIFQKLLSQDPEALYRGEQGKILAVLWNSETGCA
TATDIALATGLANNTLTTMIKKLEEQKLVIVSPCGKDKRKKYLVLTELGK
SQKEVGHRVSQKLDT IFYKGF SEEETHQFEGFQERILANLKEKGNEVZ

(SEQ. ID. NO. 80)
MTNLIATFQDRFSDWLTALSQHLOLSLLTLLLAILLAIPLAVFLRYHEKL
ADWVLQIAGIFQTIPSLALLGLFIPLMGIGTLPALTALVLYAIFPILONT
GLKGIDPNLQEAGIAFGMTRWERLKIFEIPLAMPVIMSGIRTAAVLIGTA
TLAALIGAGGLGSPILLGIDRNNASLILIGALSSAVLAIAFNFLLKVMEK
KLRTSGFALVALLLGLSYSPALLVQKEKENLVIAGKIGPEPEILANMYKL
LIEENTSMTATVKPNPGKTSFLYEALKKGDIDIYPEETGTVTESLLQPSP
KVSHEPEQVYQVARDGIAKQDHLAYLICPMSYQNTYAVAVPKKIAQEYGL
KT ISDLKKVEGQLKAGF TLEFNDREDGNKGLQSMYGLNLNVAT IEPALRY
QAIQSGDIQITDAYSTDAELERYDLQVLEDDKQLFPPYQGAPLMKEALLK
KHPELERVLNTLAGKITESQMSQLNYQVGVEGKSAKQVAKEFLQEQGLLK
Kz

(SEQ. ID. NO. 81)
MMHTYLQKKIENIKTTLGEMSGGYRRMVAAMADLGFSGTMKAIWDDLPAH
RSFAQWIYLLVLGSFPLWLELVYEHRIVDWIGMICSLTGIICVIFVSEGR
SNYLFGLINSVIYLILALQKGFYGEVLTTLYFTVMQPIGLLVIYQAQFKK
EKQEFVARKLDGKGWTKYLSISVLWALAFGFIYQSIGANRPYRDSITDAT
NGVGQILMTAVYREQWIFWAATNVEFSIYLWWGESLQIQGKYLIYLINSLV
GWYQWSKAAKQONTDLLNZ

(SEQ. ID. NO. 82)
MRNMKAKY AVWVAPFLNLTYAIVEFIAGGVFGSSAVLADSVHDLGDAIAT
GISAFLETISNREEDNQYTLGYKRFSLLGALVTAVILVTGSVLVILENVT
KILHPQPVNDEGI LWLGILTINLLSLVVGKGKTKNESILSLHFLEDTLGW
VAVILMAIVLRFTDWYILDPLLSLVISFFILSKALPRFWSTLKIFLDAVP
EGLDIKQVKSGLERDNVASLNQLNLWTMDALEKNAIVHVCLKEMEHMETC
KESIRIFLKDCGFONITIEIDADLETHQTHKRKVCDLERSYEHQHZ

(SEQ. ID. NO. 83)
MIEYKNVALRYTEKDVLRDVNLQIEDGEFMVLVGPSGSGKT TMLKMINPL
LEPTDGNIYMDGKRIKDYDERELRLSTGYVLQATALIPNLTVAENIALIP
EMKGWSKEEI TKKTEELLAKVGLPVAEYGHRLPSELSGGEQQRVGIVLRA
MIGQPICIFLMDEPFSALDAISRKQLOVLTKELIEFGMTTIFVTHDTDEA
LKLADRJAVLODGEIRQVANPET ILKAPATDFVADLPGGSVHDZ

(SEQ. ID. NO. 84)
MSAVAISAMTKVMQETHGNPSSTHGHGRQAGKLLREARQELAQLLRTKPQ
HIFFTSGGTEGNNTTIIGYCLRHQEQGKHIITTAIEHHAVLETIDYLVQH
FGFEATIIQPENQEITAQQIQKALRDDTILVSTMFVNNETGNLLPIAEIG
QILKQHPAAYHVDAVQAIGKIPHSEELGIDFLTASAHKFHGPKGIGFLYA
SSMDFDSYLHGGDQEQKRAGTENLPAIVGMVAALKEDLEKQEEHFQHVQN
LETAFLAELEGIQYYLNRGKHHLPYVLNIGFPGQKNDLLLLRLDLAGIST
GSACTAGVVQSSHVLEAMYGANSERLKESLRISLSPONTVEDLQTLAKTL
KEUGGZ

(SEQ. ID. NO. 85)
MLFKLSKEKIELGLSRLSPARRIFLSFALVILLGSLLLSLOFVQVESSRA
TYFDHLFTAVSAVCVTGLSTLPVAHTYNIWGQIICLLLIQIGGLGLMTFI
GVFYIQSKQKLSLRATIQDSFSYGSLRFVYSIFLTTFLVESLGAILLSFR
LIPQLGWGRGLFSSIFLAISAFCNAGPDNLGSTSLFAFQTDLLVNLVIAG
LIITGGLGPMVWEFDLAGHVGRKKKGRLHFHTKLVLLLTIGLLLFGTATTL
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FLEWNNAGTIGNLPVADKVLVSFFQTVTMRTAGFSTIDYTQAHPVTLLIY
ILOMFLGGAPGGTAGGLKITTFFVLLVFARSELLGLPHANVARRTIAPRT
VQKSFSFIIFLMSFLIGILLGITAKGNPPFIHLVFETISALSTVGVTANL
TPDLGKLALSVIMPLMFMGRIGPLTLFVSLADYXPEKKDMIHYMKADISI
GZ

(SEQ. ID. NO. 86)
MSDRTIGILGLGIFGSSVLAALAKQDMNIIAIDDHAER INQFEPVLARGV
IGDITDEELLRSAGIDTCDTVVVATGENLESSVLAVMHCKSLGVPTVIAK
VKSQTAKKVLEKIGADSVISPEYEMGQSLAQTILFHNSVDVFQLDKNVS I
VEMKIPQSWAGQSLSKLDLRGKYNLNILGFREQENSPLDVEFGPDDLLKA
DTYILAVINNQYLDTLVALNSZ

(SEQ. ID. NO. 87)
MKLLSIAISSYNAAAYLHYCVESLVIGGEQVGILIINDGSQDQTQEIAEC
LASKYPNIVRAIYQENKCHGGAVNRGLVEASGRYFKVVDSDDWVDPRAYL
KILETLQELESKGQEVDVFVTNFVYEKEGQSRKKSMSYDSVLPVRQIFGW
DQVGNFSKGQYTMMHSLIYRTDLLRASQFZ

(SEQ. ID. NO. 88)
MKENPNQRYTRWSRRLSVGVASVVVASGFFVLVGQPSSVRADGLNPTPGQ
VLPEETSGTKEGDLSEKPGDTVLTQAKPEGVTGNTNSLPTPTERTEVSEE
TSPSSLDTLPBKDEEAQKNPELTDVLXETVDTADVDGTQASPAERRPEQV
KGGVKENTKDSIDVPAAYLEKAEGKGPFTAGVNQVIPYELFAGDGMLTRL
LLKASDNAPWSDNGTAKNPALPPLEGLTICGKYFYEVDLNGNTVGKQGQA
UDQLRANGTQTYKATVKVYGNKDGKADLTNLVATKNVD ININGLVAKETV
QKAVADNVKDSI IDVPAAYLEKGEGPTAGVNHVIPYELFAGDGMLTRLLL
LSDKAPWSDNGDAKNPALSPLGENVKTKGQYFYQVALDGNVAGKEKQALI
DQFRANGTQTYSATVNVYGNKDGKPDLDNIVATKKVTLNNGLSKETVQKA
VADNVKDSIDVPAAYLEKAKGEGPFTAGVNHVIPYELFAGDGMLTRLLLK
ASDKAPWSDNGDAKNPALSPLGENVKTKGQYFYQLALDGNVAGKEKQALT
DQFRANGTQTYSATVNVYGNKDGKPDLDNIVATKXVTININGLISKETVQ
KAVADNVKTVSMFQQPTZ

(SEQ. ID. NO. 89)
MKLKSYILVGYIISTLLTILVVFWAVQKMLIAKGEIYFLLGMTIVASLVG
AGISLFLLLPVFTSLGKLKEHAKRVAAKDFPSNLEVQGPVEFQQOLGQTFN
EMSHDLQVSFDSLEESEREGLMIAQLSHDIKTPITSIQATVEGILDGIIK
ESEQAHYLATIGRQTERLNKLVEELNFLTLNTARNQVETTSKDSIFLDKL
LIECMSEFQFLIEQERRDVHLQVIPESARIEGDYAKLSRILVNEITVSSQ
YGLGSTETLVLNLSGSENKAZ

(SEQ. ID. NO. 90)
MFGQTAQHGLTNSLKDFWIFLLNIGPQLAFFCOMLRCSRSVEQGTGNHRR
EFNMIQQIFSHFGMTHLGQIKLVYQESIDLELLVNALNHHLLIDRLVLTP
NQITIEIDRQIVHGLDLLKGRXDKEIIDIKSMFROLELASTQQICPNQRV
HHGILAFGEISDLVPAKNLPNRQDZ

(SEQ. ID. NO. 91)
MEHLATYPSTYGGAPAALGWLAVGLSGMGSAYGVGKAGOSAAALLKEQPE
KFASALILQLLPGTQOLYGFVIGLIWLQLTPSLPLEKGVAYFVALPIALV
GYFSAKHQGNVAVAGMQILAKRPKEFMKGAILAAMVETYAILAIWVSFIL
TLRVZ

(SEQ. ID. NO. 92)
MLKSEKQSRYQMLNEELSFLLEGETNVLANLSNASALIKSRFPNTVFAGF
YLFDGKELVLGPFQGGVSCIIRIALGKGVCGEAAGHFQETVIVGDVTTYL
NYISCDSLAKSEIVVPMMKNGQLLGVLDLDSSEIEDYDAMDRDYLEQFVA
ILLEKTAWDFTMFEEKSZ

(SEQ. ID. NO. 93)
MSVLEKDLHVEIEGKEILKGVNLTLTGEAAIMGPNGTGKSAAIMGNPNYE
VTKGEVLFDGVNILELEVDERARMGLF LAMQYPSEIPGITNAEFLRAAMN
AGKEDDEKISVREFITKLDEKMELLNMKEEMAERYLNEGF SGGEKKRNE I
LOLLMLEPTFALLDEIDSGLDIDALKVVSKGVNAMRGEGFGAMIITTHYQ
RLLNYITPDVVHVMMEGRVVLSGGPELAARLEREGYAKLAEELGYDYKEE
LZ

(SEQ. ID. NO. 94)
MPYKRQRSFSMALSKLDSLYMAVVADHSKNPHHQGKLEDAEQI SLNNPTC
GDVINLSVKFDAEDRLEDIAFLNGCTISTASASMMTDAVLGKKQEILELA
T1FSEMVQGQKDERQDQLGDAAGVAKFPQPJKCATWNALKIENQEKQZ

(SEQ. ID. NO. 95)
MKIQDLLRKDVMLLDLQATEKTAVIDEMIKNLTDHGYVTDEFETFKEGIL
AREALTSTGLGIAMPHSKNAAVKEATVLFAKSNKGVDYESLDGQATDLFF

MIAAPEGANDTHLAALAELSQYLMKDGFADKLRQATSADQVIELFDQASE
KTEELVQAPANDSGDFIVAVTACTTGIAHTYMAQEALQKVAAEMGVGIKY
ETNGASGVGNQLTAEDIRKAKAI ITAADKAVEMDREFDGKPLINRPVADGI
RKTEELINLALSGDTEVYRANGAJ (AATASNEKQSLGGALYLMSGVSQML
PFVIGGGIMIALAFLIDGALGVPNENLGNLGSYHELASMFMKIGGAAFGL
MLPVFAGYVAYSIAEKPGLVAGFVAGALAKEGFAFGKIPNDFLGGLGGGS
AVLLGIVLGGMMAVDMGGPVNKAAYVFGTGTLAATVSSGGSVAMAAVMAG
GMVPPLAIFVATLLEFVLVGAIVSGVVYGYLRKPQAZ

(SEQ. ID. NO. 96)
MANKNTSTTRRRPSKAELERKEAIQRMLISLGIAILLIFAAFKLGAAGIT
LYNLIRLLVGSLAYLAIFGLLIYLFFFKWIRKQEGLLSGFFTIFAGLLLI
FEAYLVWKYGLDKSVLKGTMAQVVTDLTGFRTTSFAGGGLIGVALYPTAF
LESNIGTYFIGSLILVGSLLYSPWSVYDIAEFSRGFAKWWEGHERRYEER
FVKQEEKARQKAEKEARLEQEETEKALLDLPPVDMETGE I LTEEAVONLP
PIPEEKWVEPEI1LPQAELKFPEQEDDSDDEDVQVDFSAKEALEYKLPSL
QLFAPDKPKDQSKEKKWRENTI KILEATFASFGIKVTVERAEIGPSVTKYE
VKPAVGVRVNRI SNLSDDLALALAAKDVRIEAPIPGKSUGTEVPNSDIAT
VSFELWEQSQTKAENFLEI PLGKAVNGTARAFDLSKMPHLLVAGS TGSGK
SVAVNGIIASILMKARPDQVKFMMYDPKMVELSVYNDIPILLIPVVTNPR
KASKALQKVVDEMENRYELFAKVGVRNIAGFNAKVEEFNSQSEYKQI PLP
FIVVIVDELADLMMVASKBVEDAIIRLGQKARAAGI HMI LATQRPSVDVI
SGUKANVPSRVAFAVSSGTDSRTLDNGAEKLLGRGDMLFKP IDENHPVRL
QGSFISDDDVERIVNPIKTQADADYDESFDPGEVSENEGEFSDGDAGGDP
LFEEAXSLVIETQKASASMIQRRLSVGENRATRLMEELE IAGY IGPAEGT
KPPICVLQQZ

(SEQ. ID. NO. 97)
MSYFKKYKFDKSQFKLGMRTKTGIAVFLVLLIFGFGWKGLOIGALTAVES
LRESFDESVHFGTSRILGNSIGGLYALVFLLNTFFWEAWVTLVVVPICTM
LTIMTNVAMNNCAGVIGGVAAMLHTLSPSGETILYVFVRVLETFMGVFVA
UVNYDIDRIRLFLEKKEKZ

(SEQ. ID. NO. 98)
MNKSEHRHQLIRAUTKNKIHTQAELQALLAENDIQVTQATLSRDIKNMNL
SKVREEDSAYYVLNNGS ISKWEKRLELYMEDALVWMRPVQHQVLLKTLPG
LAQSFGSHDTLSFPDAATLCGNDVCLIICEDADTAQKCFEELKKFAPPFF
FEEZ

(SEQ. ID. NO. 99)
MCSIKLNALSYMGRVLNIFPItTGTYVARVLDRTDYGYFNSVDTILSFFL
PFATYGVYNYGLRAI SNVKDNKKDLNRTFSSLEYLCIACTILTRAVYILA
YPLEFFTDNPIVKKVYLVMGIQLIAQFSIEWVNBALENYSILFYKTAFRIL
MLVSIFLPVKNEHDEVVYTLVMSLTLINYLSYFWKRDIKLVKIHLSDFKP
LFLPLTAMLVANANMLVFTTLDRLFLVICTGIDVNVSYAQRIVIVIAGVV
TGAIGVSVPRLSYYLGKGDKEAYVSLVNRCSRIFNPFHPLSFGLMVLGNA
ILLYGSEKYIGGGILTSLFAFRTULALDTILGSQILFTNGYHKRTVYTVF
AGLLNLGLNSLLFFNHVAPEYYLLTRMLSETSLLVFYIIFEHRKQLIHLG
HIFSYTVRYSLFSLSWAIYFUNFVYPVDMVINLPFLINTGLIVLLSAISY
ISLLVFRKDStFYEFLNHVLALKNKFKKSZ

(SEQ. ID. NO. 100)
MELEFMKITNYEIYXLKKSGLTNQQILICVLEYGENVDQELLLGDIADISG
CRNPAVFMERYPQIDDAHLSKEFQKFPSPSILDDCYPWDLSEIYDAPVLL
FYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAXG
DTAAHMAALONGGKTAVIGTGLDVFPKANKRLODYIGNDHLVLSEYGPGE
QPLKHFPARNRIAGLCRGVIVAEAKMRSGSLTCERAMEEGRDVFAIPGST
LDGLSDGCIIMLIQEGAKLVTSGQDVLAEFEPZ

(SEQ. ID. NO. 101)
MKQLTVEDAKQIELEILDYIDTLCKKIININYIINYGTLIGAVRHEGFIP
WDDDIDLSMPRBDYQRFINIFQKEKSKYKLLSLERDKNYNNFIKTDSTRK
IIDTRNTKTYESGIIDIFPDRFDDPKVIDTCYKESKLLSFSKHKNWYKDS
LLKDWIRTAFWLLLRPVSPRYFANKIEKEIQKYSRENGQYMAFIPSKFKE
KEVFPSGTFDKTIDLPPENLSLPAPEKPDTILTQFYGDYMTLPPEEKRFY
SHEFHAYKLEDZ

(SEQ. ID. NO. 102)
MIKINHLTITQNKDLRDLVSDLTMTIQDGEKVAIIGEEGNGKS TLLKLMG
EALSDFTIKGNIQSDYQSLAYPQKVPEDLKKKTLHDYFFLDSIDLDYSIL
YRLAEELHFDSNRFASDQEIGNLSGGEALKIQLIHELAICPFEILFLDEP
SNDLDLETVDWLKGQIQKTRQTVTFISHDEDPLSETADT IVLRLVKHRKE
AETHVEHLDYDSYSEQRKANFAKQSQQOAANNQRAYDKTMEKIRRVKQNVE
TALRATKDSTAGRLLAKKMKTVLSQEKRYEKAAQSMTQKPLEEEQIQLFF
SDIQPLPASKVLVQLEKENLS IDDRVLVQKLQLTVRGQEKIGI IGPNGVG
KSTLLAKLQRLLNDKREISLGIMPQDYHXJCLQLDLSPIAYLSKTGEKEE
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LOKQSHLASLNFSYPMQHQRSLSGGQQGKLLLLDLVLRKPNFLLLDEPTR
NPSPTSQPQIRKLFATYPGGLITVSHDRRFLKEVCSIIYRMTEHGLKLVN
LEDLZ

(SEQ. ID. NO. 103)
MKPKTFYNLLAEQNLPLSDQQKEQFERYFELLVEWNEKINLTAITDKEEV
YLKNFYDSIAPILQGLIPNETIKLLDIGAGAGFPSLPMKILYPELDVTII
DSLNKRINFLQLLAQELDLNGVHFYHGRAEDFAQDKNFRAQYDEFVTARAV
ARMQVLSELTIPYLKVGGKLLALKASNAPEELLEAKNALNLLFSKVEDNL
SYALPNRDPRYITVVEKKKETPNKYPRKAGMPNKRPLZ

(SEQ. ID. NO. 104)
MSIKUAVDIDGTLVNSQKEITPEVFSAIQDAKEAGVKVVIATGRPIAGVA
ICLLDDLQLRDEGDYVVTFNGALVQETATGHEIISSLTYEDYLDMEFLSR
KLGVHMHAITKDGIYTANRNIGKYTVHESTLVSMPYRTPEEMAGKJIVKCM
FIDEPEIPEIKKIAKYITKTNDESGVAHAIRTWVLZ

(SEQ. ID. NO. 105)
MIWIILGVIALIVIIVSYNGLVKNRMOQTKEAWSQIDVQLKRRNDLLPNLI
ETVKGYAYEGLEKVAELRNQVTSPAEAMKASDALTRQVSGIFAVAESYPD
LKASANPVICLQEELTNTENKSYSRQLYNSVVSNYNVKLETFSNI IAGMF
GFKAADFLQTPEEEKSVPKVDPSGLGDZ

(SEQ. ID. NO. 106)
MLFDQIASNKRKTWILLLVFFLLLALVGYAVGYLIRSGLGGLVIALIIGF
IYALSMIFQSTEVMSMNGAREVDEQTAPDLYHVVEDMALVAQIPMPRVEI
IDDPALNAFATGSNPONAAVAATSGLLAIMNREELEAVMGHEVSHIRNYD
IRISTIAVALASAI TMLSSMAGRMMWWGGAGRRRSDDDRDGNGLEIIMLYV
VSLLAIVLAPLAATLVQLAISRQREFLADASSVELTRNPQGMINALDKLD
NSKPMSRHVDDASSALYINDPKKGGGFQKLFYTHPPt SERIERLKQMZ

(SEQ. ID. NO. 107)
MKLNIQEIRKQSEGLNFEQTLDLVDDLRARNQEILDVKDILAVGKVQYED
RMYFLDYQLSYTIVLASSRSMEPVELVESYPVTEVFMEGATNQLDQEVLD
DDLVLPIENGELDLAESVSDNLLNIPIKVLTAEEBAGQCPISGNDWQIMT
EEEYQAQKAVKKEENSPFAGLQGLFDGD
EZ

(SEQ. ID. NO. 108)
MKRQLALVVPSGGQDSRTCLWVMQHYETVEAVTFAYGORMHLEQRRREIA
KEQGRHHILDMSLLGQITAQPDFAT IHSYIPDKLCVESKSLKLYLFSYRN
HGDFHENCNTIGKDLVNLLDPRYLEVWGKFTPRGGISDPYYNYGKQGTKY
EGLAEQRLFQHDLYPEKIDNRZ

(SEQ. ID. NO. 109)
MTETVEDKVSHSn*GLDILKGIVAAGAVISGTVATQTKVFTNESAVLEKT
VEKTDALATNDTVVLGTISTSNSASSTSLSASESASTSASESASTSASTS
ASTSASESASTSASTSISASSTVVGSQTAAATEATAKXVEEDRKKPASDY
VASVTINVNLQSYAgRRKRSVDSIEQLLASTKNAAVSGNTVNGAPAINASL
NLAKSETKVYTGEGVDSVYRVPIYYKLKVTNDGSKLTFTYTVTYVNPKTN
DLGNISSMRPGYSYNSGTSTQTMLTLGSDLGKPSGVKNYITDKNGRQVLS
YNTSTMTRQGSGYTWGNGAQMNGFFAKXGYGLTSSWIVPITGTDTSFTFT
PYAARTDRIGINYFNGGGKVVESSITSQSLSQSKSLSVSASQSASASAST
SASASASTSASASASTSASASASTSASVSASTSASASASTSASASASTSA
SESASTSASASASTSASASASTSASASASTSASESASTSASASASTSASE
SASTSASASASTSASASASTSASGSASTSTSASASTSASASASTSASASA
SISASESASTSASESASTSTSASASTSASESASTSASASASTSASASAST
SASASASTSASASTSASESASTSASASASTSASASASTSASASASTSASA
SASTSASVSASTSASASASTSASASASTSASESASTSASASASTSASASA
STSASASASTSASESASTSASASASTSASESASTSASASASTSASASAST
SASGSASTSTSASASTSASASASTSASASASISASESASTSASESASTST
SASASTSASESASTSASASASTSASASASTSASASARQVRRPQPVHLNRM
QPVRQPQQVLVHQLQHQRVHRLQHQPVPRLORQPVROLOQVPVLQSQHQQ
VLQPQHRQVPRLQOQAHQHLNQRRQAPQLQOVPVROPORROVRQPQQVLVH
QLOHQRVHRLRRQPVHQSQQVPVRQLPHQQVPRLOQAPVRRLQQVLAPQP
QPQPVRQPQQVSQRLNRITQRVRPLQQVLAPQPQRQOVHRLORORVRLNR
HORVRPLQQVLAPQPQRQOVHRLOHQRVRPLOQVLAPQPQRQQVHRLQRQ
RVRLSQHQRVRQPQOAHQLLNLHQPVRQPQHRQAPQLQQVPVRQPQRRQV
RRLOQVPVRQPQQVPVRQPQRRQVRRPQPVHLNRNQPVRQPQQOVLVHQLQ
MORVHRLQHQPVHQSQQVPVRQPRINKCLGFSKYZ

(SEQ. ID. NO. 110)
MGVETWFYSSICWLALGLGSVWKFPYMTAANGGGGFLLIFLLSTILIGPL
LLAEALGRSAGVSAIKTFGKLGKNNKYNIGWIGAFALFLLSFYSVIGGWT
LVYLGIEFGKLFQLGGTGDYAQLEFTSfLSNPAIALGAQAAPILLNIFIVS
RGVQKGIERASKVMMPLLFIVFVFIIGRSLSLPNAMEGVLYPDSKLTSTG

LLYALGQSFALSLGVTVMLTYASYLDKXTNLVQSGISIVAMNISISIMAG
LAFQARSPFNQSEGGPSLLVLPQLIDKMPFGTUYVLFLLLFLFATVTFSV
VMLEINVDNITNQDNSKRAXWSVILGLTFVFGTPSALSYGVMADVHIFGK
TFFDAMDFLVSNLLMPFGALYLSLTGYTFKKALAMEELHLDERAWKQGLF
QVWLFLLRFFVSSFQSSSLWSSLPNLCNQKGLEZ

(SEQ. ID. NO. 111)
MLKKWQLKDVILLAFLSIFFC3GVFVGSGYVYNELSLLLTPLGLQAFANE
ILFGLWCMAAPIAATFVPRVGSATIGEVLAALAEVLYGSQFGLGALLSGF
VQGLGSEFGFIVTKNRYESWLSLTANSIGITLVSFVYEYIKLGYYAFSLP
FVLSLLVVRFISVYFFCTILVRAIVKLYHQFATGGKAZ

(SEQ. ID. NO. 112)
MVKVATQTPHSLLLILSLETSFIPSIALTLSVVAPCILFMLYYRRFKMLA
WMLLLAILPSFANYWAVQLHGDASQAVMLGTRAFVTVCIGLVEVSSVSLK
ELLLYLAQKGLSRSWSYALIVVFNSFPLOQEIKSLKEACLLRGQELHFWS
PLIYSKVLMTVFRWRHLYLRALSAHGYDEHAQLKNSYRTFYPKKTKLIYL
LFFLLLQTSLLZ

(SEQ. ID. NO. 113)
MRKHQLQVHKLTLSMMALDVVLTPRIEGMAPMSSVVNLAGIMMGPVYALA
MATVRAFXRNfFRQGIPPLALTGATFGALLAGLFYKYGRKFHYSALGEIL
GTGUGSIVSYPVMVLFTGSAAKLSWFEYTPREFGATLIGTALSFIAFRFL
KQEFFKKVQGYFFSERIDZ

(SEQ. ID. NO. 114)
MOETNPFPIGSSSLIHCFLNEISCEMLANGILALGCKPVMADDSREVLDF
IKQSQALNLGHLSAEKEKJIJRMAASYANQSSLPMVVDAVGVRSSIRKSLV
KDLLDYRPRVLKGNMSEIRSLVGLKHHGVGVDASAJCDQETEDLLQVLKD
WCQTYPGMSFLVTGPKDLVVSKNQVAVLGNGCTELDWITGTGDLVGALTA
VFLSQGKTGPEASCLAVSYLNIAAEKIVVQOMGLEEFRYQVLNQLSLLRR
DENWLDTIKGEVYEZ

(SEQ. ID. NO. 115)
MNHKAILSDVMGNATALEAVL&DAXNQGASEYWLLGDIFLPGPGANDLVA
LLKDLPPASVRGNWDDRVLEALDGQYGLEDPQEVQLLRMTQYLMERMDPA
TIVALRSLPLLEKKEIDGLRFSISHNLPDKNYGGDLLVENDTEKFDQLLD
AETDVAVYGHVHKQLLRYGSQGQQIINPGSIGMPYFNWEALKNHRSQYAV
IEVEDGELLNIQFRKVAYDYEAELELAKSKGLPFIEMYEELRRDDNYQGH
NLELLASLIEKHGYVEDVKNFFDFLZ

(SEQ. ID. NO. 116)
MNVQIVRIIPTLKANNRKLNETFYIETLGMKALLEESAFLSLGDQTGLEK
LVLEEAPSMRTRKVEGRKKLARLIVKVENPLEIEGTTDS IHRLYKGONGY
AFEIPSPEDDLILIHAEDDIASLVEVGEKPEQTDLASKEISMELHLDIFL
ESSEIGASLDFIPAQGODLTVDNTVTWDLSMLKFLVNELDLSLRQKFEST
EYFIPKSEKGKDNVELWEVZ

(SEQ. ID. NO. 117)
MKWTKHIIKKIEEQIEAGIYPGASFAYFKDNQWTEFYLGQOSDPEHGLQTE
AGLVYDLASVSKVVGVGTVCTFLWEIGQLDIDRLVIDFLPESDYPDTIRQ
LLTRATDLDPPIPNRDLLTAPELKEAMFHLNRSQPAFLY SDVHPLLLGFL
EFNQDLDVILKDQVWKPWGMTETKFGPVELAVPTVRGVEAGIVHDPKARL
LGREAGSAGLFSTIKDLQIFLEHYLADDFALNQNFSPLDDKERSLAWNLE
GDWLDHTGYTGTF IMWNRQKQEATFLSNRTYEKDERAQWILDRINQVMNL
IEEZ

(SEQ. ID. NO. 118)
MMKKTYNHILVWGVIFYSICIVCFCFTPQEQSTVGVGTPGIQHLGRLVFL
LTPFNSLWKLGEVSDIGQLCWIFLONILNVFLFFPLIFQLLYLFPNLRKT
KKVLLFSFLVSLGIECTQLILDFFFDFNRVFEIDDLWTNTLGGYLAWLLY
KRLHKVRNZ

(SEQ. ID. NO. 119)
MKIPLLTFLARHKFVYVLLTLLFLALVYRDVLMYFFDIHAPDLAKFDGQA
IKNDLLKSALDFRILONLGQSFIIPIIIVLLGFQYIELKNXVLRLSRBVS
YOGLKRKLTLQVASIPCLIYLVTVLUAHTYFFGTFSPLGWNSLSDGSGLQ
RLLDGEIKSYLFFTCVLLIGIFINAIYFLQIVDYVGNVTRSAITYLMFLW
LGSMLLYSALPYYMVPMTSLMQASYGDVSLMKLPYILYIVPYMVLEICYE
DNVZ

(SEQ. ID. NO. 120)
MFKVLOKVGKAFMLPIAILPAAGLLLGLGGALSNPRTIATYPILDNSIFQ
SIFQVMSSAGEVVFSNLSLLLCVGLCIGLAKRDKGTAALAGVTGYLVMTA
TUALVKLFMAEGSAIDTGVIGALVVGIVAVYLHNRYNNIQLPSALGGGSP
PISFSSILIGFVFFVWPPFQQLLVSTGGYSQAGPIGTLYGFLMRLSGAVG
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LHHIIYPMTYTELGGVETVAGQTVGAQKIPAQLADLAHSGLFREGTREAG
REFSTMMFGLPAACLAMYHSVPKNRRKKYAGLFGVALTSFITGITEPIEFM
FLPVSPVLYVHAFLDGVSPFIADVLNISIGNTFSGGVIDFRLFGILQGNA
KTNWVLQIPGLIWSVLYYIIFRWFTQNVLTRGEEVDSKEISESADSTSNT
ADYLKQDSLQIIRALGGSNNIEDVDACVTRLRVAVEVNQVDKALLKQIGA
VDVIEVKGGIQATIYGAKAILYKNSINEILGVDDZ

(SEQ. ID. NO. 121)
MKFRKLACVLAGAAVLGLAACGNSGGSKDAAKSGGDGAKTEITWWAFPVFE
TQEKTGDGVGTYEKSUEAFEKANPD IKVKLETDFKSGPEKNTAIEAGTAP
DVLFDAPGRI IQYGKNGKLAELNDLFTDEFVKDVNNENRVQASKAGDKAY
MYPISSAPFYMAMNKKMLEDAGVANLVKEGWITDDFEKVLKALKDKGYTP
GSLEFSSGQGGDQGTRAFISNLYSGSVTDEKVSKYTRDDPKFVKGLEKATS
WIKDNLINNGSQFDGGADIQNFANGQTSYTILWAPAQNGIQAKLLEASKY
EVVEVPFPSDEGKPALEYLVNGFAVNNKDDKKVAASKKIQFIADDKEWGP
KDVVRTGAFPVRTSFGKLYEDKRMETSGWTQSPYYNTIDGFAEMRTLWPM
LOSVSNGDEKPADALKAFTEKANET IKKAMKQZ

(SEQ. ID. NO. 122)
MQSTEKKPLTAFTVISTIILLLLTVLFIPPFYWILTGAFKSQPDTIVIPP
QWFPKMPTMENFQQLMVONPALQWMWNSVFISLVTMFLVCATSSLAGYVL
AKKRFYGORILFAIFIAAMALPKQVVLVPLVRIVNFMGHDTLWAVILPLI
GWPFGVFLMKQFSENIPTELLESAKIDGCGEIRTFWSVAPPVKPGFAALA
IPTFINTWNDYFMQLVMLTSRNNLTISLGVATMQAEMATNYGLMAGAALA
AVPIVTVFLVFQKSTQGITMGAVKGZ

(SEQ. ID. NO. 123)
MKIMFKNFNNILLNRCIVLLLRIVLMMILINHLLSTAVQKQDAVIFFKRE
LSFSYNDYSEANLEIPICLLLNLSIFMVGWLSVILLESDLADHYHHLIRY
QSSSFFDYTRKRLVVISKFFTODLFVWFLGLLPLGIHFKTVALFFLLAQL
MMLYLLLSYUALISAGAGFSFFLYPLAFVGQEWMMDHIVTVYLVLLSLLV
MLVSRLESKFKKGZ

(SEQ. ID. NO. 124)
MGKGEMGKGVIGLEFDSEVLVNKAPTLQLANGKTATFLTQYDSICTLLPA
VDKEDIGQEIIFIAKGS IESMHNLPVNLAGARVPGVNGSKAAVHEVPEFT
GGVNGTEPAVHEIAEYKGSDSLVTLTTGKDY TYKAPLAQQALPETGNKES
DLLASLGLTAFLGLFTLGKXREQZ

(SEQ. ID. NO. 125)
MKKTFFLLVLGLFCLLPLSVIAIDFKINSYQGDLYIHADNTAEFRQKIVY
QFEEDFKGQIVGLGRAGKMPSGFDIDPHPKIQAAKNGAELADVTSEVTEA
DGYTVRVYNPGQEGDIVEVDLVWNL , KNLLPLYDDIAELNWQPLTDSSES
IEKFEFHVRGDKGAEKLFFTGKLBGTIEKSNLDYTIRLDNLPAKRGVELH
AYWPRTDFASARDQGLKGNRLEENKIEDSIVREKDQSKQLVTIWVLPSILS
ISLLLSVCYFIYRRKTRPSVKYAKNHRLYEPPMELEPMVLSEAVY5TSLE
EVSPLVKGAGKFTFDQLIQATLLDVIDRGNVSIISEGDAVGLRLVKEDGL
SSFEKDCLNLAFSGKICEETLSNLFADYKVSDSLYRRAKVSDEKRIQARG
LOLKSSPEEVLNQMOEGVRKRVSFWGLPDYYRPLTGGEKALQVGMGALTL
PLFIGFGLFLYSLDVNGYLYLPLPILGFLGLVLSVFYYWKLRLDNRDGVL
NBAGAEVYYLWTSFENMLRIARLDQAELESVVWNRLLVYATLFGYADKVS
HLMKVNQIQVENPDINLYVAYGWHS TYHSTAQMSHYASVANTASTYSVSS
GSGSSGGGFSGGGGGGS IGAFZ

(SEQ. ID. NO. 126)
MKKVRKIFQKAVAGLCCISQLTASSIVALAETPETSPAIGKVVIKBTOEG
GALLGDAVFELKNNTDGTTVSQRTEAQTGEAIFSNIKPGTYTLTEAQPPV
GYKPSTKQWTVEVEKNGRT TVQGEQVENREEALSDQYPQTGTYPDVQTPY
QUCVDGSEKNGQHKALNPNPYERVPEGTLSKRIYQVNNLDDNQYGIELTV
SGKTVYEQKDKSVPLDVVILLDNSNSMSNIRNKNARRAERAGEATRSLID
KTSDSENRVALVTYASTIFDGTEFTVBKGVADKNGKRLNDSLFwWNYDQTS
VITNTKDYSYLKLTNDKND IVELKNKVPTEAEDHDGNRLMYQFGATF TQK
ALMKADEILTQQARQNSQKVIFHITDGVPTMSYPINFNHATFAPSYQNQL
NAFFSKSPNKDGLLSDRTQATSGEI TIVRGDGQSYQMFTDKTVYEKGAPA
AFPVKPEKYSEMKAAGYAVGDPNGGYWLNWRESILAYPFNSNTAKITNHG
DPTRWYYNGNIAPDGYDVFTVGIGINGDPGTDEATATSFMQSISSKPENY
TNVTDTRKILEQLNRYFHT IVTEKKSENGTITDPMGELIDLQLGTDGRFD
PADY TLTANDGSRLENGQAVGGPQONDGGLLKNAKVLYDRREKRIRVTGLY
LGTDEKVTLTYNVRLNDEFVSNKFYDTNGI fLRLHPKEVEQNTVRDFPIP
KIRDVRKYPEITSKEKKLGDIBF IKVNKNDKKPLRGAVEFSLQKQHPDYPD
IYGAIDONGTYQNVRTGEDGLTFKNLSDGKYRLFENSEPAGYKPVQNKPI
VAFQIVNGEVRDVTSVPQDIPAGYEFTNDKHYRRNEPIPPKREYPRTGGI
GMLPFYLIGCMMMGGVLLYRRKHPZ

(SEQ. ID. NO. 127)
MKSINKFLTMLAALLLTASSLFSAATVFAAGTTTTSVTVHKLLATDGDMD
KIANELETGNYAGNKVGVLPANAKEIAGTLTGSKAVPIEIELPLNDVVDA
HVYPKNTEAKPKIDKDFKGKANPDTPRVDKDTPVNHQVGDVVEYEIVTKI
PALANYATANWSDRMTEGLAFNKGTVVTVDDVALEAGDYALTEVATGFDL
KLTDAGLAKVNDQNAEKTVKI TYSATLNDKAIVEVPESNDVTINYGNNPD
HGNTPKPNKPNENGDLTLTKTWVDATGAPIPAGAEATFDLVNAQTGKVVQ
TVTLDKNTVTVNGLDKNTEYKFVERS IKGYSADYQEITTAGEIAVKNWKD
ENPKPLDTEPKVVTYGKKFVKVNDKDNRIAGAEFEWVADKDNENVVKLVS
DAQGRFEI TGLLAGTYYLEETKQPAGYALLTSRQKFEVTATSYSATGQGI
EYTAGSGKDDATKVVNKKITIPQTGGIGTIIFAVAGAAIMGIAVYAYVKN
NKDEDQLAZ

(SEQ. ID. NO. 128)
MTMQKMQKMSRJIFFVMALCPSLVWGAHAVQAQEDHTLVLQLENYQEVVSQ
LPSRDGHRLQVWKLDDSYSYDDRVQIVRDLHSWDENKLS SFKKTSFEMTF
LENQIEVSHIPNGLYYVRSUQTDAVSYPAEPLFEMTDQTVEPLVIVAKJIC
TDTMVKLIKVDQDHNRLEGVGFKLVSVARDVSEKEVPLIGEYRYSSSGQV
GRTLYTDKGEIPVRNLPLGNYRYKEVELAGYAVTTLDTDVQLVDHQLVTI
TVVNQKLPRGNVDFMKVDORTNTSLQGAMFKVMKEESGHYTPVLQNGKEV
VVTSGKDGRFRVEGLEYGTYYLWELQAPTGYVQLTSPVSFTIGKDTRKEL
VTVVKNNKRRIDVPDTGEETLVYLDACCHVVWZ

(SEQ. ID. NO. 129)
MSHIYLSIFTSLLLMLGLVNVAQADEYLRIGMEAAYAPFNWTQDDDSNGA
VKIDGTNQYANGYDVQIAKKAKDLGKEPLVVKTKWEGLVPALTSGKIDMI
IAGMSAERICQEIAFSSSYYTSEPVLLVKKDSAYASS&YLDDPNGAKITSQ
QGVYLYNLL4QIPGAKI CI TAMGDFAQMRQALEAGVDAYVSERPEALTAE
AANSKFKMIQVEPGFKGEEDTAIAIGLRKNDNRISQINASIETSKDDQVA
LMDRMIKEQPAEATITEETSSSFFSQVAKILSENWQQOLLRGAGITLLISY
GTIIGLIIGLAIGVFRTAPLSENKVIYGLOKLVGWVLNVYIEIRGTPMVQ
SMVIYYGTAQAFGINLDRTLAATIFIVSINTGAYMTEVRGGI LAVDKGQFE
AATALGMTHNQTMRKWLPQVVRNILPATGNEFVINIKDTSVLNVISVVEL
YFSGNTVATQTYQYFQTFRIIAVIYFVLTFTVTRILRFIERRMDMDTYTR
OANQMOTEDLKZ

(SEQ. ID. NO. 130)
MTQAILEIKHLKKSYGONEVLEKDSLTHKGEVISIIGSSGSGKSTFLRINL
LETPTDGQYHGONVLEKGYDLTQYREKLGMVFQSFNLFENLNVLENTIVA
QTRVLKRERTEAEKIAKENLEKVGMGERYWQAKPKQLSGGOKQRVALARA
LSMNPDAILFDETSALDPEMVGEVLKIMODLAQEGLTMIVVTHEMEFARD
VSHRVFMDKGVLAEEGKPEDLFTNPKEDRTKEFLQRYLKZ

(SEQ. ID. NO. 131)
MKKYQLLFSAVFSYLFFVFSLSQLTLIVONYWQFSSQGNLPWIQNILSLL
FIGVMIVVLVQGHGYLFPJPPJCKWLWYSLTVLVLVQISFNVQTAKHVQS
TAEGWAVLIGYSGTNFAELGIYALFFLVPLMEELYRGLLOHAFFKRFGLD
LLLPSILFALPHFSSLPSLLDIFVFATVGIIFAGLTRYTKSIYPSYAVHV
INNIVATFPFLLTFLHRVLGZ

(SEQ. ID. NO. 132)

MNKKQWLGLGLVAVAAVGLAACGNRS SRNAASSSDVKTKIVTDTGGVDDK
SEFNQSAWEGLQAWGKEHNKDNGF TYFQSTSEADYANNLOQAAGSYNLIFG
VGFALNNAVKDAAKEHTDLNYYLIDDVIKDQKNVASVTFADNESGYLAGV
AAAKTTKTKQVGFVGGIESEVISRFEAGFKAGVASVDPISKVQVDYAGSF
GDAAKGKTIAAQYAAGADIVYQVAGGTGAGVFAEAKSLNESRPENEKVWI
GVDRDQEAEGKYTSKDGKESNFVLVSTLKQVGTTVKDISNKAERGEFPGG
QVIVYSLKDKGVDLAVTNLEEGKKAVEDAKAKILDGSVKPEKZ

(SEQ. ID. NO. 133)
MSKKLOQISVPLISVFLGILLGAIVMWIFGYDAIWGYEELPYTAFGSLRG
IGEIFRAMGPLVLIGLGFAVASRAGFPNVGLPGQALAGWILSGWFALSHP
DMPRPLMILATIVIALIAGGIVGAIPGILRAYLGTS2VIVTIMMNYIVLY
VGNAPIHAPPKDFMQSTDSTIRVGANATYQTPWLAELTGNSRMNIGIFFA
IIAVAVIWFMLKKTRLGFEIRAVGLNPMASEYAGISAKRTHLSMI ISGAL
AGLGGAVEGLGTFQONVYVQGS SLAIGFNGMAVSLLAANSPIGILPAAFLF
GVLQVGAPGMNAAQVPSELVSIVTASIIFFVSVEYLIERPVKPKKQVKGG
Kz

(SEQ. ID. NO. 134)
MGVKKLKLTSLLGSLLITACATNGVTSDITAESADWSKLVYFFAEIIRFL
SFDISIGVGULFRVLIRTVLLPVQVQMVASRKMOEAQPRIKALREQYPGR
DMESRTKLEQEMRKVFKEMGVRQSDSLWPILIQMPVILALFQALSRVDFL
KTGHFLWINLGSVDTRLVLPILAAVFTFLSTWLSNKALSERNGAT TAMMY
GIPVLIRPAVYAPGGVALYWTVSNAYQVLQTYFLNNPFKIIAEREAVVQA
QKDLENRKRKAKKKAQKTKZ
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(SEQ. ID. NO. 135)
MVIDPFANELDYYLVSHFHSDHIDPYTAAAILNNPKLEHVKFIGPYHCGR
IWEGWGVKERFLVVKPGDTIELKDMKIHAVESFDRTCLVTLPVNGADETG
GELAGLAVTDEEMAQKAVNYIPETPGGTIYHGADSHFSNYFAJCHGKDFK
IDVALNNYGENPVGIQDKMTS IDLLRMAENLRTKVIIPVHYDIWSNFMAS
TNEILELwKMRKDRLQYDFHPFIwEVGGKYTYPQDQHLVEYHHPRGFDDC
FEQDSNIQFKALLZ

(SEQ. ID. NO. 136)
MFLSGWLSFANYIHDLLVLFPDSPFLNAFESATAAPLVEELSCVFVTM4P
VRXKSTLTGIASOLCFQMIKNGYIRTDLPEGFDFISRILERJISGIASHW
TFSGLAVVGVYLLYRAYKC3QKVGKKQGLIFLGLALGTHFLFNSPFVELE
TEIPLAIPVVTAIALYGFYMAYCFVEKHNELMTZ

(SEQ. ID. NO. 137)
MKVEPRCDVLSRMSHFFIRILIMLQELVERSWATRQAYHELEVKHHDSKV
RRVEEDLLALSNDIGNPQRLVMTKQGRYYDETPYTLEQKLSENIWWLLEL
SQRLDIDILTEMENFLSDKEKQLNVRTWKZ

(SEQ. ID. NO. 138)
MLDWKQFFLAYLRSRSRLFIYLLSLAFLVLLFQFLASLGIYFLYFPPLCC
FVTILFRWDILVETQVYRQELLYGEREAKSPLEIALAEKLEAREMELYQQ
RSKAERKLTDLLDYYTLWVHQIKTPIAASQLLVAEVVDRQLKQQLEQEIF
ICIDSYTNLVLQYLRLESPHDDLVLKQVQIEDLVKEIITRKYALFRQKGLN
VNLHDLDKEIVTDKJICwLLVVIEQI ISNSLKYTKEGGLEIYMDDQELCIK
DTGIGIKNSDVLRVFERGFSGYNGRLTQQSSGLGLYLSKKISEELGHQIR
IESEVGKGTRVRIQFAQVNLVLEZ

(SEQ. ID. NO. 139)
MELNTHNAEILLSAANKSHYPQDELPEIALAGRSNVGKSSFINTMLNRXN
LARTSGKPGQLLNFFNIDDKMRFVDVPGYGYARVSKKEREKWGCMIEEYL
TRRENLAVVSLVDLRHDPSADDVOMYEFLKYYEIPVIRVATKADKIPRGK
WNKHESAIKKKLNFDPSDDFILFSSVSKAGMDEAWDAILEKLZ

(SEQ. ID. NO. 140)
MTKKQLHLVVTGMSGAGKTVAIQSFBDLGYFEDNMPPALLPKFLQLVEIK
EDNPKLALVVDMRSRSFFSEIQAVLDELENQDGLDPKILLDAADKELVAR
YKETRRSHPLAADGRLDGIGLRELLAPLKNMSQNVVDRRELTPRELRITL
AEQFSDQEQAQSFPJEVMSFGIKYGIPIDADLVFDVRFLPNPYYLPELRN
QTGVDEPVYDYVMNHPESEDFYQHLLALIEPILPSYQKEGKSVLTIAMGC
TGGOMRSVAFAKRLAQDLS KNWSVNEGHPDKDRRKETVNRSZ

(SEQ. ID. NO. 141)
MRKPKITVIGGGTGSPVTLKSLREKDVEAAIVTVADDGGS SGELRKNMQQ
LTPPGDLRNVLVAMSDMPKFYEKVFQYRFSEDAGAFAGHPLGNLUAGLEM
QGSTYNAMQLLSKFPHRGKYPSSDHPLTLVFQTEVAGHIVDMRGI IDNEV
LHRLRPFIDTVLVNEKVPEYMNSNRPDEYLVQVEHDFVGLCKQVSRVISS
NPLPENGGAIDLIVDELMRIQVKKZ

(SEQ. ID. NO. 142)
MKNLIKLLIUVNLADSVFYIVALWHVSNNYSSSMFLGFIAVNYLPDLLLI
GPVDRVNPQKILIILVQLAVAVIFTLLLNQISFWVIMSLVFSVMASSISY
VIEDVLIQVVEYDKIVFANSLFSISYKVLDSFNSFFLQVAVGILLVKIDI
GIPLLALFILLLLKRTSNANIENFSFKYYKREVLOGTHFILNNGLLFTSI
SLTLINFFYSFQTVVVPFSIRYGPIJYGIPLTGLGGILGNMLAPIVIKYL
KSNQVGVFLFLNGSSWLVAIVIKDYTLSLILFFVCFMSKGVNIINSLYQQ
IPPHQLLGRVNTTIDSIISFGMPIGSLVAGTLIDLNIELLVLIAISIPYF
LFSYLFYTDNGLKEFSIYZ

(SEQ. ID. NO. 143)
MMSNKNKEILIFAILYTVLFMFDGVKLLASLMPSAIANYLVYVVLALYGS
FLFKDRLIQQWKEIRKTKRKFFFGVLTGWLFLILMTVVFEFVSEMLKQFV
GLDGQGLNQSNIQSTFQEQPLLIAVFACVIGPLVEELFFRQVLLHYLQER
LSGLLSIILVGLVFALTHMHSLALSEWIGAVGYLGGGLAFSIIYVKEKEN
IYYPLLVHMLSNSLSLIILAISIVKZ

(SEQ. ID. NO. 144)
LKKPIIEFKNVSKVFEDSNTCVLKDNFELEEGICYTLLGASGSGKSTILN
HAGLLDATRGDIMLDGVRINDPTIKRDVHTVFQSYALFPHMNVFENVAFP
LRLRKIDKKEIEQRVAEVLKMVQLEGYEKRSLRKLSGGQRORVAIARAII
NQPRVVLLDEPLSALDLKLRTDMQYELRELQORLGI TFVFVTHDQEALAM
SDWTVMNDGETVQSGTPVDIYDEPINHFVATFGBSNILPGTMIEDYLVEF
NGKREAVDGGMKPNEPVEVVIRPEDLRTLPEEGKLQVKVDTQLFRGVHYE
UAYDELGNEWMIHS TRKAVGEEGLDFBPEDIHIMRLNETEEEFDAPJEEY
VEIEEQEAGLINAIEEERDEENKLZ

(SEQ. ID. NO. 145)
MKSMRILFLLALIQISLSSCFLWKECILSFKQSTAFFIGSMVFVSGICAG
VNYLYTRKQEVHSVLASKKSVKLFYSMLLLNLLGAVLVLSDNLFKNLQQE
LVDFLLPSFFLFGLDLLIFLPLKXYVRDFLAMLDRXTVLVTILATLLFLR
NPMTVSLLIYIGLGLFFAAYLVPNSVKKEVSFYGHIRDLVLVIVTLIFFZ

(SEQ. ID. NO. 146)
MVKKIIGMVLALLSVTVVGVGVFAYTIYQQGTETLAIZTYKKIGEETKVI
EATEPLTILLMGVURGNVERTETWVGRSDSMILMTVNPKTKRI TMMSLER
DILTRIESGNGQAHEAKLNSAYADGGAELAIETIQKMMNIHIDRYVMVNM
RGLOKLVDAVGGRRVNNLGFPISSDQEENTSIGVGEQHIGGEEALVYARM
RYQDPEGDYGRQKRQREVIQKVMEKALSLNSIGHYQEILKALSDNMQTNI
DLSAKSPNLLGYPZDSFKTIETQQLOGEGEILQGVSYQIVSRAHMLEMQN
LLRRSLGQEEVTQLETNAVLFEDLFGRAPVGDEDNZ

(SEQ. ID. NO. 147)
MKKQAYVUALTSFLEVFFFSHSLLEILDFDWSIFLHDVEKTEKFVFLLLV
FSMSMTCLLALFwRGIEELSLRKMOANLKRLLAGQEVVQVADPDLDASFK
SLSGKLNLLTEALQKAENQSLAQEEEIIEKERKRIARDLHDTVSQELFAA
HMILSGISQQALKLDREKMQTQLQSVTAILETAQKDLRVLLLHLRPVELE
QKSLIEGIQILLKELEDKSDLRVSLKONMTKLPKKLEEHIFRILQELSNT
LRHAQASCLDVYLYQTDVELQLKVVDR4GIGFQLGSLDDLSYGLRNIKER
VEDMAGTVQLLTAPKQGLAVDIRIPLLDKEZ

(SEQ. ID. NO. 148)
MIVSIISQGFVWAILGLGIFMTFRILNFPDMTTEGSIPLGGAVAVTLITK
GVNPFLATLVAVGAGCLAGMAAGLLYTKGKIPTLLSGILVMTSCHSIMLL
IMGRANLGLLGTKQIQDVLPFDSDLNQLLTGLRFVSRVXALMLPLLDTKL
GQAYIATGDNPDMARSFGHTGRMELMGLVLSNGVIALAOALAQQEGYADV
SRGGVIVVGLASLIIGEVISLAEPVTIVVGSIAYQFLVWAVIAIOFNTSY
LRLYSALILAVCLMUTFKQTILKGAJCLSKZ

(SEQ. ID. NO. 149)
MKKMKVWS TVLATGVALTRLAACSGGSNSTTASSSEEKADKSQELVIYSN
SVSNGRGDWLTAXAEAGFNIKMVDIAGAQLADRVLAEKNNAVADMVFGIG
AVDSNKIRDQKLLVQYKPKWLDKIDQSLSDKDNYYNPVIVQPLVLIGAPD
VKEMPKDWTELGSKYKGKYSISGLQGGTGRALASILVRYLDDKGELGVSE
KGWEVAICEYLKNAYTLQKOESSIVKMLDKEDPIQYGMMWGSGALVGQKE
QNVVPKVMTPEIGVPFVTEQTMVLSTSKKQALAKEFIDWFGQSEIQVEYS
KNFGSIPANKDALKDLPEDTKKFVDQVKPONIDWEAVGKHLDEWVEKAEL
EYVQZ

(SEQ. ID. NO. 150)
MIKFDNIQIKYGDFVAIDNLNLDHEGEFTFLGPSGCGKSTLRALVGFLDP
SSGSIEVNGTDVTHLEPEKRGIGVFQSYALFPTMTVDNIAFGLKVKKVAP
DVIKAKVSAVAAKIKISDQOLORNVSELSGGOOORVALARLVLEPKILCL
DEPLSNLDAKLRVDLRKELKRLOKELGRITLYVTHDQEEALTLSDRIAVF
NNGYIEQVGTPVEIYHNSQTEVCDPIGDNVLTDETVHEVLLKNTSVFLED
KKGYIRLEKVRFNRETEQDFLKGTUDVEFSGVTEHYTIKVSESQILNVTS
IDSQAARSVGESVELFITPSDVLQFZ

(SEQ. ID. NO. 151}
MRHKLNLKDWLRLGLRWFLVTRIYPNFDLVVNVFVKGGESLDAVHRVLKQ
PALQSMNSPSLIVNVVGILCVLFTEYFDIKGAKZLKLGYMTSLIYGGVVL
ATGYKFVYGPYGLITKFLONVIPSLDPNWPIGYGAVLFIMIFSGTANHTL
FLTNTHSVDY TIEARNMGKPVFRICVVLPTLITLFALTIMVFLSGLSAVA
APMIVGGKEFQTINPMI ITFAGMGNSRDLAALLAIILGIATTILLTIMNK
IEKGGNYISISKTKAPLKKQKIASKPWNIIAHIVAYGLFTVFMLPLIFIV
LYSPTDPVVIALNFNSLLTDFDLSVFLYHPLAQPLGITIPSAGDETATSN
AQALVF\RYTIVLMIISGTVLYPTQPJGPIVPI CZ

TABLE 3

I1D201-4106.4

(SEQ. ID. NO. 168)
ATGATAAAAAATCCTAAATTATTAACCAAGTCTTTTTTAAGAAGTTTTGC
AATTCTAGGTGGTTGGTCTAGTCATTCATATAGCTATTTATTTGACCTTT
CCTTTTTATTATATTCAACTGGAGGGGGAAAAGTTTAATGAGAGCGCAAG
AGTGTTTACGGAGTATTTAAAGACTAAGACATCTGATGAAATTCCAAGCT
TACTCCAGTCTTATTCAAAGTCCTTGACCATATCTGCTCACCTTAAAAGA
GATATTGTAGATAAGCGGCTCCCTCTTGTGCATGACTTGGATATTAAAGA
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TGGAAAGCTATCAAATTATATCGTGATGTTAGATATGTCTGTTAGTACAG
CAGATGGTAAACAOGTAACCGTGCAAT TTGTTCACGGGGTGGATGTCTAC
AAAGAAGCAAAGAATATTTTGCTTTTGTATCTCCCATATACATTTTTGGT
TACAATTGCTTTTTCCTTTGTTTTTTCTTATTTTTATACTAAACGCTTGC
TCAATCCTCTTTTTTACATTTCAGAAGTGACTAGTAAAATGCAAGATTTG
GATGACAATATTCGTTTTGATGAAAGTAGGAAAGATGAAGTTGGTGAAGT
TGGAAAACAGATTAATGGTATGTATCAGCACTTGTTGAAGGTTATTTATG
AGTTGGAAAGTCGTAATGAGCAAATTGTAAAATTGCAAAATCAAAAGGTT
TCCTTTGTCCGCGGAGCATCACATGAGTTGAAAACCCCTTTAGCCAGTCT
TAGAATTATCCTAGAGAATATGCAGCATAATATTGGAGATTACAAAGATC
ATCCAAAATATATTGCAAAGAGTATAAATAAGATTGACCAGATGAGCCAC
TTATTAGAAGAAGTACTGGAGTCTTCTAAATTCCAAGAGTGGACAGAGTG
TCGTGAGACCTTGACTGTTAAGCCAGT TTTAGTAGATATTTTATCACGTT
ATCAAGAATTAGCTCATTCAATAGGTGTTACAATTGAAAATCAATTGACA
GATGCTACCAGGGTCGTCATGAGTCTTAGGGCATTGGATAAGGTTTTGAC
AAACCTGATTAGTAATGCAATTAAATATTCAGATAAAAATGGGCGTGTAA
TCATATCCCAGCAAGATGGCTATCTCTCTATCAAAAATACATGTGCGCCT
CTAAGTGACCAAGAACTAGAACATTTATTTGATATATTCTATCATTCTCA
AATCGTGACAGATAAGGATGARAGTTCCGGTTTGGGTCTTTACATTGTGA
ATAATATTTTAGAAAGCTATCAAATGGATTATAGTTTTCTCCCTTATGAA
CACGGTATCGAATTTAAGATTACCTTATAG

(SEQ. ID. NO. 152)
MIKNPKLLTLSFLRSFAILGGVGLVIHIAIYLTFPFYYIQLEGEKFNESA
RVFTEYLKTKTSDEIPSLLQSYSKSLTISAHLKRDIVDKRLPLVHDLDIK
DGKLSNYIVMLDMSVSTADGKQVTVQFVHGVDVYKEAKNILLLYLPYTFL
VTIAFSFVFSYFYTKRLLNPLFYISEVTSKMODLDDNIRFDESRKDEVGE
VGKQINGMYEHLLKVIYELESRNEQIVKLIQNQKVSFVRGASHELKTPLA
SLRILENMQHNIGDYKDHPKYIAKS INKIDQMSHLLEEVLESSKFQEWTE
CRETLTVKPVLVDILSRYQELAHSTGVTTENGLTDATRVVMSLRALDKVL
TNLTSNATTCYSDJGRVIISEQDGYLSIKNTCAPLSDQELEHLEFDIFYHS
QIVIDKDESSGLGLYIVNNILESYQMDYSFLPYEHGMEFKISLZ

I1D202-41069

(SEQ. ID. NO. 169)
ATGGATAARATTATTAAAACTATATCAGAAAGCGGAGCCTTTCGTGCTTT
TGTCCTTGATAGCACTGAAACCGTCCGCACTGCTCAAGAAARACATCAAA
CCCAAGCTAGCTCAACTGTAGCGCTTGGTCGAACTCTTATCGCTAGCCAG
ATTCTCGCAGCCAATGAAAAAGGAAATACCAAACTTACAGTTAAGGTGTT
GGGATCTAGCTCTCTAGGTGCTATTATCACCGTCGCTGATACCAAGGGGA
ACGTCAAAGGCTATGTTCAAAATCCTGGCTGTTGACATCAAAAAGACTGCG
ACTGGTGAAGTCCTAGTCGGACCTTTTGTTGGAAATGGTCAATTCCTCGT
TATCACAGACTACGGTACTGGAAATCCTTACAACTCTATAACTCCCCTCA
TCTCTGGAGAAATCGGTGAAGACCTTGCCTTTTACCTTACTGAAAGCCAA
CAAACGCCTTCAGCGGTCGGCCTCAATGTCCTTTTGGACGAGGAAGACAA
GGTCAAGGTTGCAGGTGGTTTCCTAGTTCAAGTCTTGCCAGGAGCCAAGA
AAGAAGAGATTGCTCGCTTTGAAAAACGCATCCAAGAAATGCCAGCTATC
TCTACTCTTCTCGAAACGTTTCCAATGTGACTGTAGCCATGAACGCTTTA
TGAACGCTCTTGCCAGCCTTCCAAGCTCAGACTTACAGGAAATGAAAGAG
GAAGACCACGGGGCAGAAATCACTTGTCAATTCTGCCAAACTACTTACAA
CTTTGATGAAAAGGACCTGGAGGAACTCATTCGTGACAAATCTTAA

(SEQ. ID. NO. 153)
MDKIIKTISESGAFRAFVLDSTETVRTAQEKHQTQASSTVALGRTLIASQ
ILAANEKGNTKLTVKVLGSSSLGAI ITVADTKCNV1CGYVQPCVDTKKTA
TGEVLVGPFVGNGQFLVTTDYGTG&PYNSTTPLTSGETGEDLAFYLTESQ
QTPSAVGLNLLDEEDKVKVAGGFLVQVLPGAKKEETARFETCRTQEMPAT
STLLESDDHIEALLKATYGDEAYKRLSEEEIRFQCDCSHERFMNALASLP
SSDLQEMKEEDHGAEITCQFCQTTYNFDEKDLEELIRDKSZ

1D203-4115

(SEQ. ID. NO. 170)

ATGAAATCAATAACTAAAAAGAT TARAGCAACTCTTGCAGGAGTAGCTGC
CTTGTTTGCAGTATTTGCTCCATCATTTGTATCTGCTCAAGAATCATCAA
CTTACACTGT TARAGAAGGTGATACACTTTCAGAAATCGCTGAAACTCAC
AACACAACAGTTGAAAAATTGGCAGAAAACAACCACATTGATAACATTCA
TTTGATTTATGTTGATCAAGAGTTGGT TATCGATGGCCCTGTAGCGCCTG
TTGCAACACCAGCGCCAGCTACTTATGCGGCACCAGCCGCTCAAGATGAA
ACTGTTTCAGCTCCAGTAGCAGAAACT CCAGTAGTAAGTGAAACAGTTGT
TTCAACTGTAAGCGGAT CTGAAGCAGAAGCCAAAGAATGGATCGCTCAAA
AAGAATCAGGTGGTAGTATACAGCTACAAATGGACGTTATATCGGACGTT
ACCAATTAA

(SEQ. ID. NO. 154)
MKSITKKIKATLAGVAALFAVFAPSFVSAQESSTYTVKEGDTLSEIAETH
NTTVEKLAENNHTDNTHLTYVDQELVIDGPVAPVATPAPATYAAPAAQDE
TVSAPVAETPVVSETVVSTVSGSEAEAKEWIAQKESGGS IQLOMDVISDYV
TNZ

1D204-4111.7

(SEQ. ID. NO. 171)
ATGAATTTAGGAGAATTTTGGTACAATAAAATAAATAAGAACAGAGGAAG
AAGGTTAATGAAGAAAGTAAGATTTATTTTTTTAGCTCTGCTATTTTTCT
TAGCTAATCCAGAGGGTGCAATGGCTAGTGATGGTACTTGGCAAGGAAAA
AGTATCTGAAAGAAGATGGCAGT CAAGCAGCAAATGAGTGGGTTTTTGAT
ACTCATTATCAATCTTGGTTCTATATAAAAGCAGATGCTAACTATGCTGA
AAATGAATGGCTAAAGCAAGGTGACGACTATTTTTACCTCAAATCTGGTG
GCTATATGGCCAAATCAGAATGGGTAGAAGACAAGGGAGCCTTTTATTAT
CTTGACCAAGATGGAAAGATGAAAAGAAATGCTTGGGTAGGAACTTCCTA
TGTTGGTGCAACAGGTGCCAAAGTAATAGAAGACTGGGT CTATGATTCTC
AATACGATGCTTGGTTTTATATCAAAGCAGATGGACAGCACGCAGAGAAA
GAATGGCTCCAAATTAAAGGGAAGGACTATTATTTCAAATCCGGTGGTTA
TCTACTGACAAGTCAGTGGATTAATCAAGCTTATGTGAATGCTAGTGGTG
CCAAAGTACAGCAAGGTTGGCTTTTTGACAAACAATACCAATCTTGGTTT
TACATCAAAGAAAATGGAAACTATGCTGATAAAGAATGGATTTTCGAGAA
TGGTCACTATTATTATCTAAAATCCGGTGGCTACATGGCAGCCAATGAAT
GGATTTGGGATAAGGAATCTTGGTTTTATCTCARATTTGATGGGARAATG
GCTGAAAAAGAATGGGTCTACGATTCTCATAGTCAAGCTTGGTACTACTT
CAAATCCGGTGGTTACATGACAGCCAATGAATGGATTTGGGATAAGGAAT
CTTGGTTTTATCTCAAATCTGATGGGAAAATAGCTGAAAAAGAATGGGTC
TACGATTCTCATAGTCAAGCTTGGTACTACTTCAAATCCGGTGGTTACAT
GACAGCCAATGAATGGATTTGGGATAAGGAATCTTGGTTTTACCTCAAAT
CTGATGGGAAAATAGCTGAAAAAGAATGGGTCTACGATTCTCATAGTCAA
GCTTGGTACTACTTCAAATCTGGTGGCTACATGGCGAAARATGAGACAGT
AGATGGTTATCAGCTTGGAAGCGATGGTAAATGGCTTGGAGGAAAAACTA
CAAATGAAAATGCTGCTTACTATCAAGTAGTGCCTGTTACAGCCAATGTT
TATGATTCAGATGGTGAAAAGCTTTCCTATATATCGCAAGGTAGTGTCGT
ATGGCTAGATAAGGATAGAAAAAGTGATGACAAGCGCTTGGCTATTACTA
TTTCTGGTTTGTCAGGCTATATGAAAACAGAAGATTTACAAGCGCTAGAT
GCTAGTAAGGACTTTATCCCTTATTATGAGAGTGATGGCCACCGTTTTTA
TCACTATGTGGCTCAGAATGCTAGTATCCCAGTAGCTTCTCATCTTTCTG
ATATGGAAGTAGGCAAGAAATATTATTCGGCAGATGGCCTGCATTTTGAT
GGTTTTAAGCZTGAGAATCCCTTCCTTTTCAAAGATTTAACAGAGGCTAC
AAACTACAGTGCTGAAGAATTGGATAAGGTATTTAGTTTGCTARACATTA
ACAATAGCCTTTTGGAGAACAAGGGCGCTACTTTTAAGGAAGCCGAAGAA
CATTACCATATCAATGCTCTTTATCTCCTTGCCCATAGTGCCCTAGARAG
TAACTGGGGAAGAAGTAAAAT TGCCAAAGATAAGAATAATTTCTTTGGCA
TTACAGCCTATGATACGACCCCTTACCTTTCTGCTAAGACATTTGATGAT
GTGGATAAGGGAATTTTAGGTGCAACCAAGTGGATTAAGGAAAATTATAT
CGATAGGGGAAGAACTTTCCTTGGAAACAAGGCTTCTGGTATGAATGTGG
AATATGCTTCAGACCCTTATTGGGGCGAAAAAATTGCTAGTGTGATGATG
AAAATCAATGAAAGCTAGGTGGCAAAGATTAG

(SEQ. ID. NO. 155)
MNLGEFWYNKINKNRGRRLMKKVRFIFLALLFFLASPEGAMASDGTWQGK
QYLKEDGSQAANEWVFDTHYQSWFYIKADANYAENEWLKQGDDYFYLKSG
GYMAKSEWVEDKGAFYYLDQDGKMKRNAWVGTSYVGATGAKVIEDWVYDS
QYDAWFYIKADGOHAEKEWLQIKGKDYYFKSGGYLLTSQWINQAYVNASG
AKVQQGWEFDKQYQSWFY TKENGNYADKEWIFENGHY YYLKSGGYMAANEW
IWDKESWFYLKFDGKMAEKEWVYDSHSQAWYYFKSGGYMTANEWTWDKES
WEYLKSDGKIAEKEWVYDSHSQAWYYFKSGGYMTANEWIWDKESWEFYLKS
DGKIAEKEWVYDSHSQAWY YFKSGGYMAKNETVDGYQLGSDGKWLGGKTT
NENAAYYQVVPVTANVYDSDGEKLSYISQGSVVWLDKDRKSDDKRLAITI
SGLSGYMKTEDLQALDASKDFIPYYESDGHRFYHYVAQNASIPVASHLSD
MEVGKKYYSADGLHFDGFKLENPFLFKDLTEATNYSAEELDKVEFSLLNIN
NSLLENKGATFKEAEEHYHINALYLLAHSALESNWGRSKIAKDKNNFFGI
TAYDTTPYLSAKTFDDVDKGILGATKWIKENYIDRGRTFLGNKASGHMNVE
YASDPYWGEKIASVNNKINEKLGGKDZ

I1D205-41181.1

(SEQ. ID. NO. 172)
ATGAAAAAATTAGGTACATTACTCGTTCTCTTTCTTTCTGCAATCATTCT
TGTAGCATGTGCTAGCGGAAAAARAGATACAACTTCTGGTCAAAAACTAA
AAGTTGTTGCTACAAACTCAATCATCGCTGATATTACTAAAAATATTGCT
GGTGCAAAATTGACCTTCATAGTATCGTTCCGATTGGGCAAGACCCACAC
GAATACGAACCACTTCCTGAAGACGTTAAGAAAACTTCTGAGGCTAAATT
TGATTTTCTATAACGGTATCAACCTTGAAACAGGTGGCAATGCTTGGTTT
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ACAAAATTGGTAGAAAATGCCAAGAAAACTGAAAACAAAGACTACTTCGC
AGTCAGCGACGGCGTTGATGTTATCTACCTTGAAGGTCAARATGAAARAG
GAAAAGAAGACCCACACGCTTGGCTTAACCTTGAAAACGGTATTATTTTT
GCTAAAAATATCGCCAAACAATTGAGCGCCAAAGACCCTAACAATAAAGA
ATTCTCATGAAAAAAATCTCAAAGAATATACTGATAAGTTAGACAAACTT
GATAAAGAAAGTAAGGATAAATTTAATAAGATCCCTGCTGAAAAGAAACT
CCATTGTAACCAGCGAAAGGAGCATTCAAATACTTCTCTAAAGCCTATGG
TGTCCCAAGTGCTTTACATCTGGGAAATCAATACTGAAGAAGAAGGAACT
CCTGAACAAATCAAGACCTTGGTTGAAAAACTTCGCCAAACAAAACTTCC
ATCACTCTTTGTAGAATCAAGTGTGGATGACCGTCCAATGAAAACTGTTT
CTCAAGACACAAACATCCCAATCTACGCTCAAATCTTTACTGACTCTATC
GCAGAACAAGGTCCCGAAGGCGACAGCTACTACAGCATGATGAAATACAA
CCTTGACAAGATTGCTGAAGGATTGGCAAAATAA

(SEQ. ID. NO. 156)
MKKLGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIA
GDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEANLIFYNGINLETGGNAWF
TKLVENAKKTENKDYFAVSDGVDVIYLEGONEKGKEDPHAWLNLENGIIF
AKNIAKQLSAKDPNNKEFYEKNLKEYTDKLDKLDKESKDKFNKIPAEKKL
IVTSEGAFKYFSKAYGVPSAY IWEINTEEEGTPEQIKTLVEKLRQTKVPS
LFVESSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNL
DKIAEGLAKZ

1D206-41191.1

(SEQ. ID. NO. 173)
ATGGAATGGTATAAAAAAATCGGACTTCTTGCAACTACAGGTTTAGCTTT
GTTTGGGCTCGGCGCTTGCTCCAACTATGGTAAATCTGCGGATGGCACAG
TGACCATCGAGTATTTCAACCAGAARAAAGAAATGACCAAAACCTTGGAA
GAAATCACTCGTGATTTTGAGAAGGAAAACCCTAAGATCAAGGTCAAAGT
CGTCAATGTACCAAATGCTGGTGAAGTATTGAAGACACGCGTTCTCGCAG
GAGATGTGCCTGATGTGGTCAATATTTACCCACAGTCCATCGAACTGCAA
GAATGGGCAARAGCAGGTGTTTTTGAAGATTGACCAACAAAGACTACCTG
AAACGCGTGAAAATGGCTACGCTGARAAATATGCTGTAAACGAAAAAGTT
TACAACGTTCCTTTTACAGCTAATGCTTATGGAATTTACTACAACAAAGA
TAAATTCGAAGAACTGGGCTTGAAGGT TCCTGAAACCTGGGATGAATTTG
AACAGTTAGTCAAAGATATCGTTGCTAAAGGACAAACACCATTTGGAATT
GCAGGTGCAGATGCTTGGACACTCAATGGTTACAATCAATTAGCCTTTGC
GACAGCAACAGGTGGAGGAAAAGAAGCARATCAATACCTTCGTTATTCTC
AACCAAATGCCATTAAATTGTCGGATCCGATTATGAAAGATGATATCAAG
GTCATGGACATCCTTCGCATCAATGGATCTAAGCAARAGAACTGGGAAGG
TGCTGGCTATACCGATGTTATCGGAGCCTTCGCACGTGGGGATGTCCTCA
TGACACCAATGGGTCTTGGGCGATCACAGCGATTAATGAACAAAAACCGA
ACTTTAAGATTGGGACCTTCATGATTCCAGGAAAAGAAAAAGGACAAAGC
TTAACCGTTGGTGCGGGAGACTTGGCATGGTCTATCTCAGCCACCACCAA
ACATCCAARAGAAGCCAATGCCTTTGTGGAATATATGACCCGTCCAGAAG
TCATGCAAAAATACTACGATGTGGACGGATCTCCAACAGCGATCGAAGGG
GTCAAACAAGCAGGAGAAGATTCACCGCCTTGCTGGTATGACCGAATATG
CCTTTACGGATCGTCACTTGGTCTGGT TGCAACAATACTGGACCAGTGAA
GCAGACTTCCATACCTTGACCATGAACTATGTCTTGACCGGTGATAAACA
AGGCATGGTCAATGATTTGAATGCCTTCTTTAACCCGATGAAAGCGGATG
TGGATTAG

(SEQ. ID. NO. 157)
MEWYKKIGLLATTGLALFGLGACSNYGKSADGTVTIEYFNQKKEMTKTLE
EITRDFEKENPKIKVKVVNVPNAGEVLKTRVLAGDVPDVVNIYPQSIELQ
EWAKAGVFEDLSNKDYLKRVKNGYAEKYAVNEKVYNVPETANAYGIYYNK
DKFEELGLKVPETWDEFEQLVKDIVAKGQTPFGIAGADAWTLNGYNQLAF
ATATGGGKEANQYLRYSQPNAIKLSDPIMKDDIKVMDILRTNGSKQKNWE
GAGYTDVIGAFARGDVLMTPNGSWAITAINEQKPNDKIGTFMI PGKEKGQ
SLTVGAGDLAWS ISATTKHPKEANAFVEYMTRPEVMQKYYDVDGSPTAIE
GVKQAGEDSPLAGMTEYAF TDRHLVWLQOYWTSEADFHTLTMNYVLTGDK
QGMVNDLNAFFNPMKADVDZ

I1D207-4123.1

(SEQ. ID. NO. 174)
ATGAAGAAAATCAAACCGCATGGACCGTTACCAAGTCAGACTCAGCTAGC
TTATCTGGGAGATGAACTAGCAGCTTTTATCCACTTCGGTCCTAATACCT
TTTATGACCAAGAATGGGGGACTGGACAGGAGGATCCTGAGCGCTTTAAC
CCGAGTCAGTTGGATGCGCGTGAGTGGGTTCGTGTGCTCAAGGAAACGGG
CTTCAAAAAGTTGATTTTGGTGGTCAAGCACCACGATGGCTTTGTCCTTT
ATCCGACAGCTCACACAGATTATTCGGTTAAGGTCAGTCCTTGGAGGAGA
GGAAAGGGCGAGTTGCTCCTTGAAGTATCCCAAGCTGCCACAGAGTTTGA
TATGGATATGGGGGTCTACCTGTCACCGTGGGATGCCCATAGTCCCCTCT
ATCATGTGGACCGAGAAGCGGACTACAATGCCTATTATCTGGCTCAGTTG

AAGGAAATCTTATCAAATCCTAACTATGGGAATGCTGGTAAGTTCGCTGA
GGTTTGGATGGATGGTGCCAGAGGAGAGGGCGCGCAAAAGGTTAATTATG
AATTTGAAAAATGGTTTGAAACCATTCGTGACCTGCAGGGCGATTGCTTG
ATTTTTTCAACAGAAGGCACCAGTATCCGCTGGATTGGCAATGAACGAGG
GTATGCAGGTGATCCACTGTGGCAARAGGTGAATCCTGATAAACTAGGAA
CAGAAGCAGAGCTGAACTATCTTCAGCACGGGGATCCCTCGGGCACGATT
TTTTCAATCGGAGAGGCAGATGTTTCCATCCGTCCAGGCTGGTTCTACCA
TGAGGATCAGGATCCTAAGTCTCTCGAGGAGTTGGTCGAAATCTACTTTC
ACTCAGTAGGGCGAGGAACTCCACTCTTGCTTAATATTCCGCCGAATCAA
GCTGGGCTCTTTGATGCAAAGGATATTGAACGACTTTATGAATTTGCGAC
CTATCGCAATGAGCTCTATAAAGAAGATTTGGCTCTGGGAGCTGAGGTAT
CTGGTCCAGCTCTTTCCGCAGACTTTGCTTGTCGCCATT TGACAGACGGC
CTTGAGACCAGCTCTTGGGCAAGCGATGCAGACTTGCCCATCCAGTTAGA
ACTCGACTTAGGTTCTCCTAAAACTTTTGATGTAATTGAGT TAAGAGAAG
ATTTGAAGCTAGGGCCCGAATCGCTGCTTTTCATGTGCAAGTAGAGGTGG
ATGGTGTCTGGCAGGAGTTTGGT TCGGGTCATACTGTTGGT TACAAACGT
CTCTTACGAGGAGCAGT TGTTGAGGCACAGAAGATACGTGTAGTCATTAC
AGAATCACAGGCCTTTGCCTTTGTTGACCAAGATTTCCCTTTATAAAACT
CCTGGATTATCAAAAAAAGAAGTTGTTCAGGAACTAGCATTTGCAGAAAA
AAGCCTAGCTGTGGCAAAGGGAGAAAATGCCTATTTTACAGTTAAGCGCA
GAGAATGTAGTGGTCCTTTAGAAGCTAAGATTTCGATTCAACCGGGGACA
GGTGTCCATGGTGTCGCCTATCAGGATGAGATTCAAGTCCTTGCGTTTCA
AACTGGTGAGACTGAAAAAAGTCTGACGCTACCAACCTTGTATTTCGCAG
GAGATAAAACCTTGGATTTCTATCTGAACCTAACGGTGGATGGTCAGCTT
GTGGATCAACTTCAAGTCCAAGTTTCATAA

(SEQ. ID. NO. 158)

MKKIKPHGPLPSQTQLAYLGDELAAF IHFGPNTFYDQENGTGQEDPERFN
PSQLDAREWVRVLKETGFKKLILVVKHHDGFVLYPTAHTDY SVKVSPWRR
GKGDLLLEVSQAATEFDMDMGVY LSPWDAHSPLYHVDREAD YNAYYLAQL
KEILSNPNYGNAGKFAEVWMDGARGEGAQKVNYEFEKWFET IRDLQGDCL
IFSTEGTS IRWIGNERGYAGD PLWQKVNPDKLGTEAELN YLQHGDPSGTI
FSIGEADVSIRPGWFYHEDQDPKSLEELVEI YFSHVGRVGTPLLLNI PPN
QAGLFDAKDI ERLYEFATYRNELYKEDLALGAEVSGPALSADFACRHLTD
GLETSSWASDADLPIQLELDLGS PKTFDVIELREDLKLGQRIAAFHVQVE
VDGVWQEFGSGHTVGYKRLLRGAVVEAQKTRVVTTESQAPPLLTKTSLYK
TPGLSKKEVVQELAFAEKSLAVAKGENAYFTVKRRECSGPLEAKISIQPG
TGVHGVAYQDEIQVLAFQTGETEKSLTLPTLYFAGDKTLKFYLNLTVDGQ
LVDQLQVQVSY

I1D208-4125.12

(SEQ. ID. NO. 175)
ATGCTTGAARAGACTGAAAAGAATACATTATATGTTTTGGAT CAGTTTAAT
TTTTATGATTTTCCCCATCCTGTCTGTAGTGACTGGGTGGCTTTCTGCCT
GGCATTTATTGATTGATATTCTATTTGTAGTGGCATATTTGGGTGTTTTA
ACAACTAAGAGCCAGCGCCTATCTTGGCTATATTGGGGCCTCATGCTGAC
TTATGTAGTTGGGAATACTGCCTTTGTTGCTGTTAATTATATCTGGTTTT
TCTTTTTCCTATCCAATCTCTTAAGTTATCATTTCAGCGTACGTAGTTTA
AAGTCTTTACATGTCTGGACTTTTCTTCTTGCTCAAGTCCTTGTTGTGGG
GCAACTGTTGATTTTTCAGAGAATCGAAGTTGAGTTTCTATTCTATCTAC
TTGTAATTCTTACTTTTGTCGATTTAATGACTTTTGGAT TGGTTCGGATT
CGTATTGTCGAGGATTTGAAAGAAGCTCAGGTCAAGCAAAATGCTCAGAT
AAATCTATTGCTTGCTGAAAATGAACGTAGTCGTATCGGTCAGGATTTGC
ATGATAGTCTGGGACATACCTTTGCTATGCTGAGTGTCAAGACAGATTTA
GCCTTGCAGTTATTTCAGATGGAGCTTATCCACAGGTGGAAAGGAATTAA
AGAAATTCACCAGATAGCAGGATCCATGA

(SEQ. ID. NO. 159)
MLERLKRTHNYMFWTSLTFMTFPTLSVVTGWLSAWHLLTDFLFVVAYLGV
LTTKSQRLSWLYWGLMLTYVVGNTAFVAVNY INFFFFLSNLLSYHFSVRS
LKSLHVWTFLLAQVLVVGQLLIFQRIEVEFLFYLLVILTFVOLMTFGLVR
IRIVEDLKEAQVKONAQINLLLAENERSRIGQDLHDSLGHT FAMLSVKTD
LALQLFQMEAYPQVEKELKETIHQISKDPZ

1D290-4126.3

(SEQ. ID. NO. 176)
ATGAATGATAAGTTAAAAATCTTCTTGTTGCTAGGAGTATTTTTTCTAGC
CATAACCGGTTTCTATGTTCTATTGATACGAAATGCAGGGCAGACAGATG
CCTCGCAAATTGAAAAGGCGGCAGTTAGCCAAGGAGGAAAAGCAGTGAAA
ARAACAGARATTAGTAAAGACGCAGACTTGCACGAAATTTATCTAGCTGG
AGGTTGTTTCTGGGGAGTGGAGGAATATTTCTCACGTGTTCCCGGGGTGA
CGGATGCCGTTTCAGGCTATGCAAATGGTAGAGGAGAAACAACCAAGTAC
GAATTGATTAACCAAACAGGTCATGCAGAAACCGTCCATGTCACCTATGA
TGCCAAGCAAATTTCTCTCAAGGAAATCCTGCTTCACTATTTCCGCATTA
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TCAATCCAACCAGCAAA) *ATAAACAAGGAAATGATGTGGGGACCCAGTA
CCGTACTGGTGTTTATTACACAGATGACAAGGATTTGGAAGTGATTAACC
AAGTCTTTGATGAGGTGGCTAAGAAATACGATCAACCTCTAGCAGTTGAA
AAGGAAAACTTGAAGAATTTTGTGGTGGCTGAGGATTACCATCAAGACTA
TCTAAAGAAAAATCCAAATGGCTACTGCCATATCAATGTTAATCAGGCGG
CCTATCCTGTCATTGATGCCAGCAAATATCCAAAACCAAGTGATGAGGAA
TTGAAAAAGACCCTGTCACCTGAGGAGTATGCAGTTACCCAGGAAAATCA
AACAGAACGAGCTTTCTCAAACCGTTACTGGGATAAATTTGAATCCGGTA
TCTATGTGGATATAGCAACTGGGGAACCTCTCTTTTCATCARAAAGACAAA
TTTGAGTCTGGTTGTGGCTGGCCTAGT TTTACCCAACCCATCAGTCCAGA
TGTTGTCACCTACAAGGAAGATAAGTCCTACAATATGACGCGTATGGAAG
TGCGGAGCCGAGTAGGAGATTCTCACCTTGGGCATGTCTTTACGGATGGT
CCACAGGACAAGGGCGGCTTACGTTACTGTATCAATAGCCTCTCTATCCG
CTTTATTCCCAAAGACCAAATGGAAGAAAAAGYCTACGCTTATTTACTAG
ATTATGTTGATTAA

(SEQ. ID. NO. 160)
MNDKLKIFLLLGVFFLAITGFYVLLIRNAGQTDASQIEKAAVSQGGKAVK
KTEI SKDADLHETYTAGGCFWGVEEYFSRVPGVTDAVSGYANGRGETTKY
ELINOTGHAETVHVTYDAKQISLKEILLHYFRIINPTSKNKQGNDVGTQY
RTGVYYTDDKDLEVINQVFDEVAKKYDQPLAVEKENLKNFVVAEDYHQDY
LKKNPNGYCHINVNQAAYPVIDASKYPKPSDEELKKTLSPEEYAVTQENQ
TERAFSNRYWDKFESGIYVDIATGEPLFSSKDKFESGCGWPSFTQPISPD
VVTYKEDKSYNMTRMEVRSRVGD SHLGMVFTDGPQDKGGLRYCINSLSIR
FIPKDOMEEKGYAYLLDYVDZ

1D210-4127.1

(SEQ. ID. NO. 177)
ATGAAAAAGAAATGGATGTATTATGCTGCTTGTTCTTCTAATGAATCTGC
CGATGACAGTTCATCTGATAAAGGAGACGGCGGTTCGCTAGTCGTTTATT
CACCAAACTCAGAGGGCTTAATTGGAGCAACTATTCCTGCCTTTGAAGAA
AAATATGGTATCAAAGTAGAACTGATTCAAGCTGGTACTGGAGAACTTTT
CAAAR) ACTAGAGTCAGAAAARGAAGTTCCTGTAGCTGATGTTATCTTTG
GTGGTTCTTATACACAATATACTACCCACGGAGAACTCTTTGAAAACTAT
ACTTCAAAAGAAAATGATAATGT TATCAAAGAATATCAAAACACAACTCG
CTACTCTACTCCTTATACACTAGATGGTAGTGTTTTAATCGTCAACCCTG
ATTTAACTAAAGGCATGAACATCGAAGGATATAACGATCTTTTCAAACCT
GAACTAAAAGGAAAAATCGCAACTGCTGACCCAGCAAACTCTTCTAGCGC
CTTTGCTCAATTAACAAATATGCTACAAGCTCAAGGTGGTTAACAAAGAT
GATAAGGCTTGGTCTTATGTARAAGATCTTTTCACACTTATTGATGGTAA
AATCGGTTCAGTTCATCTAGTGT CTATAAAGTAGTCGCTGATGGAGAAAT
GGCTGTTGGTCTCTCTTATGAAGAT CCAGCAGTTAAACTCTTAAATGACG
GAGCTAACATTAAGGTAGTCTATCCAAAAGAAGGAACCGTCTTCCTACCT
GCTAGTGCTGCTATCGTTAAAAAATCTAAAAATATGGAAAATGCCAAGAA
ATTTATCGATTTTATTATCTCTCAAGAAGTACAAGATACACTTGGTACAA
CCACTACTAACCGTCCTGTTCGTAARAATGCTAAAACAAGCGAAAACATG
AAACCAATTGACAAAATCAAALACACTCACTGAAGATTATGATTATGTCAT
CAAGAATAAATCAGATATCGTTAAGAAATACAACGAAGTCTTTACAGATA
TCCAATCTAAACAGTAA

(SEQ. ID. NO. 161)
MKKKWMYYAACSSNESADDSSSDKGDGGSLVVYSPNSEGLIGATIPAFEE
KYGIKVELIQAGTGELFKKLESEKEVPVADVIFGGSYTQYTTHGELFENY
TSKENDNVIKEYQNTTGYSTPYTLDGSVLIVNPDLTKGMNIEGYNDLFKP
ELKGKIATADPANS SSAFAQLTNMLQAQGGYKDDKAWSYVKDLFTLIDGK
IGSSSSVYKVVADGEMAVGLS YEDPAVKLLNDGANIKVVYPKEGTVFLPA
SAAIVKKSKNMENAKKF IDFIISQEVQDTLGTTTTNRPVRKAKTS ENMKP
IDKIKTLTEDYDYVIKNKSDIVKKYNEVFTDIQSKQZ

I1D211-4127.2

(SEQ. ID. NO. 178)
ATGAGTGAGATCAAAATTATTAACGCCAAAAAAATCTACCACGATGTCCC
TGTTATTGAGAATTTGAACATTACAAT TCCAAAAGGAAGTCTCTTTACCC
TTCTTGGAGCTTCAGGATGTGGGAARACGACCCTTCTTCGTATGATTGCA
GGTTTCAACAGTATCGAAGGTGGAGAATTTTACTTCGATGATACAAARAAT
CAATAATATGGAACCCAGCAAACGCAATATCGGGATGGTTTTCCAAAACT
ACGCTATTTTCCCACATTTGACTGTCCGAGACAACGTTGCTTTTGGTCTT
ATGCAAAAGAAGGTTCCAAAAGAAGAATTGATTCAACAGACCAACAAGTA
TCTTGAACTCATGCAAATTGCTCAATATGCGGATCGAAAGCCCGATAAAC
TCAGTGGTGGACAACAACAACGTGTCACCTTGGCATGCGCCTTAGCGGTT
AATCCAAGTGTTCTCCTCATGGACGAGCCACTTAGTAATCTGGAGGCCAA
ACTTCGCTTGGATATGCGTCAAGCCATCCGAGAAATCCAACACGAAGTGG
GAATTACAACTGTTTATGTAACCCACGACCAAGAAGAAGCCATGGCTATT
TCAGACCAAATTGCTGT TATGAAAGATGGGGTGATCCAACARATCGGCCG

ACCAAAAGAACTCTATCATAAACCAGCTAATGAGTTTGTGGCAACCTTTA
TCGGACGCACAAATATTATCCCTGCCAATCTTGAAAAACGGAGCGACGGC
GCTTATATCGTCTTTTCGAGATGGCTATGCCCTTCGAATGCCAGCTCTTG
ATCAGGTTGAGGAGCAAGCTATTCATGTAAGCATTCGTCCCGAAGAGTTT
ATCAAAGATGAATCTGGAGATAT TGAAGGAACTATTAGAGATAGCGTCTA
TCTTGGACTAAATACGGATTATTTCATTGAGACAGGTTTTGCCTCAAAAA
TTCAAGTTAGTGAAGAATCAACTTTTGAAGAAGATCTACAAAAAGGCAAT
CGTATTCGTCTACGAATCAATACGCAAAAATTAAACATCTTTTCTGCAGA
TGGTTCCCAAAACCTGATAAAAAGGAGTCAACCATGGAACGTAA

(SEQ. ID. NO. 162)
MSEIKIINAKKIYHDVPVEINLNITIPKGSLFTLLGASGCGKTTLLRMIA
GFNSIEGGEFYFDDTKINNMEPSKRNIGMVFQNYAIFPHLTVRDNVAFGL
MOKKVPKEELIQQTNKYLELMQIAQYADRKPDKLSGGQORVTLACALAVN
PSVLLMDEPLSNLEAKLRLDMRQAIREIQHEVGITTVYVTHDQEEAMAILS
DQIAVMKDGVIQQIGRPKELYHKPANEFVATFIGRTNIIPANLEKRSDGA
YIVFSDGYALRMPALDQVEEQATHVSIRPEEFIKDESGDIEGTIRDSVYL
GLNTDYFIETGFASKIQVSEESTFEEDLQKGNRIRLRINTQKLNIFSADG
SONLIKGVNHGTZ

1D212-4136.1

(SEQ. ID. NO. 179)
ATGAAGAAAAAATTATTGGCAGGTGCCATCACACTATTATCAGTAGCAAC
TTTAGCACGTTGTTCGAAAGGGTCAGAAGGTGCAGACCTTATCAGCATGA
AAGGGGATGTCATTACAGAACATCAATTTTATGAGCAAGTGAAAACGAAC
CCTTCAGCCCAACAAGTCTTGTTAAATATGACCATCCAAAAAGTTTTTGA
AAAACAATATGGCTCAGAGCTTGATGATAAAGAGGTTGATGATACTATTG
CCGAAGAAAAAAAACAATATGGCGARAACTACCAACGTGTCTTGTCACAA
GCAGGTATGACTCTTGAAACACGTARAGCTCAAATTCGTACAAGTAAATT
AGTTGAGTTGGCAGTTAAGAAGGTAGCAGAAGCTGAATTGACAGATGAAG
CCTATAAGAAAGCCTTTGATGAGTACACTCCAGATGTAACGGCTCAAATC
ATCCGTCTTAATAATGAAGATAAGGCCAAAGAAGTTCTCGAAARAGCCAA
GGCAGAAGGTGCTGATTTTGCTCAATTAGCCAAAGATAATTCAACTGATG
AAAAAACARAAGAAAATGGTGGAGAAATTACCTTTGATTCTGCTTCAACA
GAAGTACCTGAGCAAGTCAAAAALAGCCGCTTTCGCTTTAGATGTGGATGG
TGTTTGTGATGTGATTACAGCAACTGGCACACAAGCCTACAGTAGCCAAT
ATTACATTGTAAAACTCACTAAGAAAACAGAAAAATCATCTAATATTGAT
GACTACAAAGAAAAATTAAAAACTGTTATCTTGACTCAAAAACAARATGA
TTCAACATTTGTTCAAAGCAT TATCGGAAAAGAATTGCAAGCAGCCAATA
TCAAGGTTAAGGACCAAGCCTTCCARAAATATCTTTACCCAATATATCGGT
GGTGGAGATTCAAGCTCAAGCAGTAGTACATCAAACGAATAG

(SEQ. ID. NO. 163)
MKKKLLAGAITLLSVATLAACSKGSEGADLISKMKGDVITEHQFYEQVKS
NPSAQOVLLNMTIQKVFEKQYGSELDDKEVDDTIAEEKKQYGENYQRVLS
QAGMTLETRKAQIRTSKLVELAVKKVAEAELTDEAYKKAFDEY TPDVTAQ
IIRLNNEDKAKEVLEKAKAEGADGAQLAKDNATDEKTKENGGEITFDSAS
TEVPEQVKKAAFALDVDGVSDVITATGTQAYAAQYYIVKLTKKTEKSSNI
DDYKEKLKTVILTQKQONDS TFVQSIIGKELQAANIKVKDQAFQNIFTQYI
GGGDSSSSSSTSNEZ

1D213-4137.3

(SEQ. ID. NO. 180)
ATGAAAAAAAATATTAAACAATATGTAACCTTAGGTACTGTAGTGGTATT
ATCAGCATTTGTTGCTAACTCAGTTGCAGCTCAGGAGACTGAAACTTCTG
AAGTATCAACACCAAAGTTGGTGCAACCTGTTGCACCAACGACTCCGATT
TCGGAAGTACAACCTACATCGGATAACTCTTCGGAAGTTACTGTACAACC
TCGAACAGTTGAAACTACTGT TAAGGATCCATCTTCTACAGCGGAAGAAA
CTCCTGTCTTAGAAAAAAATAATGTTACTTTAACAGGGGGCGGAGAAAAT
GTTACTAAAGAGTTAAAGGATAAATTTACTAGCGGTGACTTTACTGTAGT
GATTAAGTACAATCAGTCAAGTGAGRAAGGCTTACAAGCTCTGTTTGGAA
TATCTAATTCCAAACCCGGTCAACAAAATAGTTATGTAGATGTGTTCCTT
AGAGACAATGGTGAGTTGGGGATGGAAGCGCGTGATACTTCTTCCAATAA
AAATAACCTAGTATCCAGACCTGCTTCAGTTTGGGGTAAGTACAAACAAG
AGGCTGTGACTAACACTGTTGCAGTAGTAGCAGATTCAGTCAAAARAAACA
TATTCTTTATACGCAAATGGTACAAAAGTAGTAGAAAAGAAAGTGGATAA
TTTCCTAAACATCAAGGATATTARAAGGTATTGATTACTATATGCT TGGGG
GAGTGAAACGTGCAGGAAAAACGGCGTTTGGTTTTAACGGAACACTAGAA
AATATCAAATTCTTTAATAGTGCATTGGATGAAGAAACTGT TAAAAAGAT
GACAACAAACGCTGTTACTGGACATTTAATTTATACGGCTAATGATACAA
CAGGTTCTAACTATTTCCGTATTCCAGTTCTGTATACTT TTAGCAATGGT
CGGGTATTTTCAACGATTGACGCTCGTTACGGTGGAACTCATGATTTCTT
GAATAAAATTAATATTGCTACAAGTTATAGTGATGATAATGGTAAGACAT
GGACTAAACCAAAATTAACATTGGCATTCGATGATTTTGCGCCAGTACCA
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TTAGAATGGCCTCGTGAAGTTGGTGGACGTGACTTACAAATCAGCGGTGG
TGCAACCTATATTGACTCTGTTATTGT TGAAAAAAAGAACAAACAAGTAC
TCATGTTTGCTGATGTGATGCCTGCTGCAGTAAGTTTTAGAGAAGCAACT
AGAAAAGATTCAGGTTATAAACAAATTGATGGTAATTATTACCTTAAATT
AAGGAAACAAGGTGATACTGATTACAATTATACTATTCGTGAGARATGGTA
CTGTATACGACGATCGTACCAACAGACCAACTGAATTTTCAGTAGATAAA
AATTTCGGTATTAAACAAAATGGTAATTATTTGACGGTAGAGCGG

(SEQ. ID. NO. 16é4)
MKKNIKQYVTLGTVVVLSAFVANSVAAQETETSEVSTPKLVQPVAPTTPS
IEVQPTSDNSSEVTVQPRTVETTVKDPSSTAEETPVLEKNNVTLTGGGEN
VTKELKDKFTSGDFTVVIKYNQS SEKGLQALFGISNSKPGQONSYVDVFL
RDNGELGMEARDTS SNKNNLVSRPASVWGKYKQEAVTNTVAVVADSVKKT
YSLYANGTKVVEKKVDNFLNIKDIKGIDYYMLGGVKRAGKTAFGFNGTLE
NIKFFNSALDEETVKKMTTNAVTGHLITYANDTTGSNYFRIPVLYTFSNG
RVFSSIDARYGGTHDFLNKINIATSYSDDNGKTWTKPKLTLAFDDFAPVP
LEWPREVGGRDLQISGGATYIDSVIVEKKNKQVLMFADVMPAGVSFREAT
RKDSGYKQIDGNYYLKLRKQGDTDYNYTIRENGTVYDDRTNRPTEFSVDK
NFGIKQNGNYLTVER

UD214-4185

ATGAAAAAATTTAGCCTATTACTAGCTATCCTACCATTTTTGGTTGCCTG
TGAGAATCAAGCTACACCCAAAGAGACTAGCGCTCAAAAGACAATCGTCC
TTGCTACAGCTGGCGACGTGCCACCATTTGACTACGAAGACAAGGGCAAT
CTGACAGGCTTTGATATCGAAGTTTTAAAGGCAGTAGATGARAAACTCAG
CGACTACGAGATTCAATTCCAAAGAACCGCCTGGGAGAGCATCTTCCCAG
GACTTGATTCTGGTCACTATCAGGCTGCGGCCAATAACTTGAGTTACACA
AAAGAGCGTGCTGAAAAATACCTTTACTCGCTTCCAATTTCCAACAATCC
CCTCGTCCTTGTCAGCAACAAGAAARATCCTTTGACTTCTCTTGACCAGA
TCGCTGGTAAAACAACACAAGAGGATACCGGAACTTCTAACGCTCAATTC
ATCAATAACTGGAATCAGAAACACACTGATAATCCCGCTACAATTAATTT
TTCTGGTGAGGATATTGGTAAACGAATCCTAGACCTTGCTAACGGAGAGT
TTGATTTCCTAGTTTTTGACAAGGTATCCGTTCAAAAGATTATCAAGGAC
CGTGGTTTAGACCTCTCAGTCGTTGATTTACCTTCTGCAGATACGGGGAG
CAATTATATCATTTTCTCAAGCGACCAAAAAGAGTTTAAAGAGCAATTTG
ATAAAGCGCTCAAAGAACTCTATCAAGACGGAACCCTTGAAAACTCAGCA
ATACCTATCTAGGTGGTTCTTACCTCCCAGATCAATCTCAGTTACAATAA

(SEQ. ID. NO. 165)
NKKFSLLLAILPFLVACENQATPKETSAQKTIVLATAGDVPPFDYEDKGN
LTGFDIEVLKAVDEKLSDYEIQFQRTAWESIFPGLDSGHYQAAANNLSYT
KERAEKYLYSLPISNNPLVLVSNKKNPLTSLDQIAGKTTQEDTGTSNAQF
INNWNQKHTDNPATINFSGEDIGKRILDLANGEFDFLVFDKVSVQKIIKD
RGLDLSVVDLPSADSPSNYIIFSSDQKEFKEQFDKALKELYQDGTLEKLS
NTYLGGSYLPDQSQLQZ

I1D215-4211.1

(SEQ. ID. NO. 182)
ATGAAAAAAAATAGTTTATATATCATATCCTCACTCTTTTTTGCTTGTGT
CTTATTTGTCTATGCTACGGCGACGAATTTTCAAAACAGTACCAGTGCTA
GGCAGGTAAARACGGAAACCTATACTAATACAGTAACAAATGTCCCTATT
GACATACGCTATAATAGTGATAAGTATTTTATTAGCGGTTTTGCTTCAGA
AGTATCAGTGGTCTTGACTGGTGCARATCGCCTATCGCTAGCTAGTGAAA
TGCAAGAAAGTACACGTAAATTCAAGGTTACTGCTGACCTAACAGATGCC
GGTGTTGGAACGATTGAAGTTCCTT TGAGCATTGAAGATTTACCCAATGG
GCTGACCGCTGTGGCGACTCCGCAAAAAATTACAGTCAAGATTGGTAAGA
AGGCTCAGAAGGATAAGGTAAAGATTGTACCAGAGATTGACCCTAGTCAA
ATTGATAGTCGGGTACAAATTGAAAATGTCATGGTGTCAGATARAGAAGT
GTCTATTACGAGTGACCAAGAGACATTGGATAGAATTGATAAGATTATCG
CTGTTTTGCCAACTAGCGAACGTATAACAGGTAATTACAGTGGTTCAGTA
CCTTTGCAGGCAATCGACCGCAATGGTGTTGTCTTACCGGCAGTTATCAC
TCCGTTTGATACAATAATGAAGGTGACTACAAAACCAGTAGCACCAAGTT
CAAGCACATCAAATTCAAGTACAAGCAGTTCATCGGAGACATCTTCGTCA
ACGAAACGAACTAGTTCAAAALACGAATTAA

(SEQ. ID. NO. 166)
NKKNSLYIISSLFFACVLFVYATATNFQNSTSARQVKTETYNTVTNVPID
IRYNSDKYFISGFASEVSVVLTGANRLSLASEMQESTRKFKVTADLTDAG
VGTIEVPLSIEDLPNGLTAVATPQKITVKIGKKAQKDKVKIVPEIDPSQI
DSRVQIENVMVSDKEVSITSDQETLDRIDKIIAVLPTSERITGNYSGSVP
LOAIDRNGVVLPAVITPFDTIMKVTTKPVAPSSSTSNSSTSSSSETSSST
KATSSKTNZ

I1D216-4127.3

ATGTTGATTGGCGAAGGGTATCGGACTTTCCCTGTCCTGATTTATACCCA
ATTTATTAGCGAGGTTGGAGGAAATTCTGCTTTTGCAATTATGGCGATTA
TCATTGCCTTGGCAATTTTCCTTATCCAAAAACACATTGCARACCGCTAC
AGTTTCAGCATGAATCTGCTCCATCCAATTGAGCCTARAAAAACTACAAA
AGGAAAAATGGCTGCCATTTATGCAACAGTCTACGGAATTATCTTTATCT
CTGTTTTACCTCAAATCTACTTAATTTATACCTCTTTCCTAAAAACATCA
GGTATGGTATCTGTTAAAGGTTATTCTCCAAACAGTTACAAGGTAGCTTT
CCATCGTATGGGATCTGCTATTTTCAATACCATTCGTATCCCTTTGATTG
CCTTAGTTCTAGTTGTTCTATTTGCGACATTTATCTCCTACCTAGCCGTT
AGAAAACGGAATTTGTTTACAAACTTAATTGACAGCCTCAGTATGGTACC
TTATATTGTACCAGGAACCGTTCTAGGGATTGCCTTCATTTCTTCCTTCA
ATACTGGTCTATTTGGAAGTGGATTTCTTATGATTACAGGGACTGCTTTC
ATCTTGATTATGTCTCTATCTGCCAGAAGATTACCTTATACTATTCGCTC
ATCTGTTGCTAGCTTACAACAAATAGCACCAAGTATTGAAGAAGCTGCTG
AAAGCTTAGGAAGTAGTCGTCTCAATACCTTTGCTAAGATTACAACTCCA
ATGATGCTATCTGGTATCATTTCTGGAGCCATCTTATCTTGA

(SEQ. ID. NO. 167)
MLIGEGYRTFPVLIYTQFISEVGGNSAFAIMAIIIALATIFLIQKHIANRY
SFSMNLLHPEIPKKTTKGKMAATYATVYGIIFISVLPQITLIYTSFLKTS
GMVSVKGY SPNSYKVAFHRMGSAIFNTIRIPLIALVLVVLFATFISYLAV
RKRNLFTNLIDSLSMVPYIVPGTVLGIAFISSFNTGLFGSGFLMITGTAF
ILIMSLSARRLPYTIRSSVASLQQIAPSIEEAAESLGSSRLNTFAKITTP
MMLSGIISGAILSZ

TABLE 4

ID301

(SEQ. ID. NO. 196)
ATGAATAAGAAAAAAAGATTTTAACAAGTCTAGCCAGCGTCGATATCTTA
GGGGCTGGTTTTGTTACGTCTCAGCCTACTTTTGTAAGAGCAGAAGAATC
TCCACAAGTTGTCGAAAAATCTTCATTAGAGAAGGAAATATGAGGAAGCA
ARAGCAARAGCTGATACTGCCAAGAAAGATTACGAAACGGC TAAARAAGAA
AGCAGAAGACGCTCAGAAAAAGTATGAAGATGATCAGAAGAGAACTGAGG
AGAAAGCTCGAAAAGAAGCAGAAGCATCTCAAAAATTGAATGATGTGGCG
CTTGTTGTTCAAAATGCATATAAAGAGTACCGAGAAGTTCAAAATCAACG
TAGTAAATATAAATCTGACGCTGAATATCAGAAAAAATTAACAGAGGTCG
ACTCTAAAATAGAGAAGGCTAGGAAAGAGCAACAGGACTTGCARAATAAA
TTTAATGAAGTAAGAGCAGTTGTAGTTCCTGAACCAAATGCGTTGGCTGA
GACTAAGAAAAAAGCAGAAGAAGCTAAAGCAGAAGAAAAAGTAGCTAAGA
GAAAATATGATTATGCAACTCTAAAGGTAGCACTAGCGAAGAAAGAAGTA
GAGGCTAAGGAACTTGAAATTGAAARACTTCAATATGAAATTTCTACTTT
GGAACAAGAAGTTGCTACTGCTCAACATCAAGTAGATAATTTGAAAAAAC
TTCTTGCTGGTGCGGAT CCTGATGATGGCACAGAAGTTATAGAAGCTAAA
TTAAAAAAAGGAGAAGCTGAGCTAAACGCTAAACAAGCTGAGTTAGCAAA
AARRACAAACAGAACTTGAAAAACTTCTTGACAGCCTTGATCCTGAAGGTA
AGACTCAGGATGAATTAGATAAAGAAGCAGAAGAAGCTGAGTTGGATAAA
ARAGCTGATGAACTTCAAAATAAAGTTGCTGATTTAGRAAAAGAAATTAG
TAACCTTGAAATATTACTTGGAGGGGCTGATCCTGAAGATGATACTGCTG
CTCTTCAAAATAAATTAGCTGCTAARARAAGCTGAGTTAGCAAAAAAACAA
ACAGAACTTGAAAAACTTCTTGACAGCCTTGATCCTGAAGGTAAGACTCA
GGATGAAT TAGATAAAGAAGCAGAAGAAGCTGAGTTGGATAARAAAGCTG
ATGAACTTCAAAATAAAGTTGCTGATTTAGAAAAAGARATTAGTAACCTT
GAAATATTACTTGGAGGGGCTGATTCTGAAGATGATACTGCTGCTCTTCA
ARATAAATTAGCTACTAAAAAAGCTGAATTGGAAAAAACTCAAAAAGAAT
TAGATGCAGCTCTTAATGAGT TAGGCCCTGATGGAGATGAAGAAGAAACT
CCAGCGCCGGCTCCTCAACCAGAGCAACCAGCTCCTGCACCAAAACCAGA
GCAACCAGCTCCAGCTCCAAAACCAGAGCAACCAGCTCCTGCACCAAAAC
CAGAGCAACCAGCTCCAGCTCCAAAACCAGAGCAACCAGCTCCAGCTCCA
ARACCAGAGCAACCAGCTAAGCCGGAGAAACCAGCTGAAGAGCCTACTCA
ACCAGAAAAACCAGCCACTCCAAAAACAGGCTGGAAACAAGAARAACGGTA
TGTGGTATTTCTACAATACTGATGGTTCAATGGCAATAGGT TGGCTCCAA
AACAACGGTTCATGGTACTACCTAAACGCTAACGGCGCTATGGCAACAGG
TTGGGTGAAAGATGGAGATACCTGGTACTATCTTGAAGCATCAGGTGCTA
TGAAAGCAAGCCAATGGTTCAAAGTATCAGATAAATGGTACTATGTCAAC
AGCAATGGCGCTATGGCGACAGGCTGGCTCCAATACAATGGCTCATGGTA
CTACCTCAACGCTAATGGTGATATGGCGACAGGATGGCTCCAATACAACG
GTTCATGGTATTACCTCAACGCTAATGGTGATATGGCGACAGGATGGGCT
ARAGTCAACGGTTCATGGTACTACCTAAACGCTAACGGTGC TATGGCTAC
AGGTTGGGCTAAAGT CAACGGTTCATGGTACTACCTAAACGCTAACGGTT
CAATGGCAACAGGTTGGGTGAAAGATGGAGATACCTGGTACTATCTTGAA
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GCATCAGGTGCTATGAAAGCAAGCCAATGGTTCAAAGTATCAGATAAATG
GTACTATGTCAATGGCTTAGGTGCCCTTGCAGTCAACACAACTGTAGATG
GCTATAAAGTCAATGCCAATGGTGAATGGGTTTAA

(SEQ. ID. NO. 184)
MNKKKMILTSLASVAILGAGFVTSQPTFVRAEESPQVVEKSSLEKKYEEA
KAKADTAKKDYETAKKKAEDAQKKYEDDQRKTEEKARKEAEASQKLNDVA
LVVONAYKEYREVQNQRSKYKSDAEYQKKLTEVDSKIEKARKEQQODLONK
FNEVRAVVVPEPNALAETKKKAEEAKAEEKVAKRKYDYATLKVALAKKEV
EAKELEIEKLQYEISTLEQEVATAQHQVDNLKKLLAGADPDDGTEVIEAK
LKKGEAELNAKQAELAKKQTELEKLLDSLDPEGKTQDELDKEAEEAELDK
KADELONKVADLEKEISNLEILLGGADPEDDTAALONKLAAKKAELAKKQ
TELEKLLDSLDPEGKTQDELDKEAEEAELDKKADELONKVADLEKEISNL
EILLGGADSEDDTAALONKLATKKAELEKTQKELDAALNELGPDGDEEET
PAPAPQPEQPAPAPKPEQPAPAPKPEQPAPAPKPEQPAPAPKPEQPAPAP
KPEQPAKPEKPAEEPTQPEKPATPKTGWKQENGMWYFYNTDGSMAIGWLQ
NNGSWYYLNANGAMATGWNVKDGDTWY YLEASGAMKASQWEFKVSDKWYYV
NSNGAMATGWLQYNGSWYYLNANGDMATGWLQYNGSWYYLNANGDMATGW
AKVNGSWYYLNANGAMATGWAKVNGSWYYLNANGSMARTGWVKEGDTWYY
LEASGAMKASQWFKVSDKWYYVNGLGALAVNTTVDGYKVNANGEWVZ

ID302

(SEQ. ID. NO. 197)
ATGTTTGCATCAAAAAGCGAAAGAARAGTACATTATTCAATTCGTAAATT
TAGTGTTGGAGTAGCTAGTGTAGTTGT TGCCAGTCTTGTTATGGGAAGTG
TGGTTCATGCGACAGAGAACGAGGGAGCTACCCAAGTACCCACTTCTTCT
AATAGGGCAAATGAAAGTCAGGCAGAACAAGGAGAACAACCTARAAAACT
CGATTCAGAACGAGATAAGGCAAGGAAAGAGGTCCAGGAATATGTAARAAA
AAATAGTGGGTGAGAGCTATGCAAAATCAACTAAAAAGCGACATACAATT
ACTGTAGCTGCCAGTCTTGTTATGGGAAGTGTGGTTCATGCGACAGAGAA
CGAGGGAGCTACCCAAGTACCCACTTCTTCTAATAAGATACTGATGATGG
AGAGTCGATCAAAAGTAGATGAAGCTGTGTCTAAGTTTGAAAAGGACTCA
TCTTCTTCGTCAAGTTCAGACTCTTCCACTAAACCGGAAGCTTCAGATAC
AGCGAAGCCAAACAAGCCGACAGAACCAGGAGAAAAGGTAGCAGAAGCTA
AGAAGAAGGTTGAAGAAGCTGAGAARAAAGCCAAGGATCAAAAAGAAGAA
GATCGTCGTAACTACCCAACCATTACTTACAAAACGCTTGAACTTGAAAT
TGCTGAGTCCGATGTGGAAGT TAAARAAGCGGAGCTTGAACTAGTAARAG
TGAAAGCTAACGAACCTCGAGACGAGCAAAAAATTAAGCAAGCAGAAGCG
GAAGTTGAGAGTAAACAAGCTGAGGCTACAAGGTTAAAAAAATCAAGACA
GATCGTGAAGAAGCAGAAGAAGAAGCTAAACGAAGAGCAGATGCTAGATG
CGAAGTCTTCAGATTCTAGCGTAGGTGAAGAAACTCTTCCAAGCCCATCC
CTGAAACCAGAAAAAAAGGTAGCAGAAGCTGAGAAGAAGGTTGAAGAAGC
TAAGAAAAAAGCCGAGGATCARAAAGAAGAAGATCGCCGTAACTACCCAA
CCAATACTTAGARAACGCTTGAACTTGAAATTGCTGAGTCCGATGTGGAA
GTTAAAAAAGCGGAGCTTGAACTAGTAAAAGAGGAAGCTAAGGAACCTCG
AAACGAGGAAAAAGTTAAGCAAGCARAAGCGGAAGTTGAGAGTAAAAAAG
CTGAGGCTACAAGGTTAGAAARAAATCAAGACAGATCGTAAARAAGCAGAA
GAAGAAGCTARACGAAAAGCAGCAGAAGAAGATAAAGTTAAAGAARAACC
AGCTGAACAACCACAACCAGCGCCGGCTCCARAAGCAGAANAACCAGCTC
CAGCTCCAAAACCAGAGAATCCAGCTGAACAACCAAAAGCAGAAAAACCA
GCTGATCAACAAGCTGAAGAAGACTATGCTCGTAGATCAGAAGAAGAATA
TAATCGCTTGACTCAACAGCAACCGCCAAARAACTGAAAAACCAGCACAAC
CATCTACTCCAAAAACAGGCTGGAARACAAGAARACGGTATGTGGTACTTC
TACAATACTGATGGTTCAATGGCGACAGGATGGCTCCAAAACAATGGCTC
ATGGTACTACCTCAACAGCAATGGCGCTATGGCGACAGGATGGCTCCAAA
ACAATGGTTCATGGTACTATCTAAACGCTAATGGTTCAATGGCAACAGGA
TGGCTCCAAAACAATGGTTCATGGTACTACCTAAACGCTAATGGTTCAAT
GGCGACAGGATGGCTCCAATACAATGGCTCATGGTACTACCTAAACGCTA
ATGGTTCAATGGCGACAGGATGGCTCCAATACAATGGCTCATGGTACTAC
CTAAACGCTAATGGTGATATGGCGACAGGTTGGGTGAAAGATGGAGATAC
CTGGTACTATCTTGAAGCATCAGGTGCTATGAAAGCAAGCCAATGGTTCA
AAGTATCAGATAAATGGTACTATGTCAATGGCTCAGGTGCCCTTGCAGTC
AACACAACTGTAGATGGCTATGGAGTCAATGCCAATGGTGAATGGGTAAA
CTAA

(SEQ. ID. NO. 185)
MFASKSERKVHYSIRKFSVGVASVVVASLVMGSVVHATENEGATQVPTSS
NRANESQAEQGEQPKKLDSERDKARKEVEEYVKKIVGESYASKTKKRHTI
TVALVENELNNIKNEYLNKIVESTSESQLQILMMESRSKVDEABSGEKDS
SSSSSSDSSTKPEASDTAKPNKPTEPGEKVAEAKKKVEEAEKKAKDQKEE
DRRNYPTITYKTLELEIAESDVEVKKAELELVKVKANEPRDEQKIKQAEA
EVESKQAEATRLKIKTDREEAEEEAKRRADAKEQGKPKGRAKRGVPGELA
TPDKKENDAKSSDSSVGEETLPSPSLKPEKKVAEAEKKVEEAKKKAEDQK
EEDRRNYPTNTYKTLELEIAESDVEVKKAELELVKEEAKEPRNEEKVKQA
KAEVESKKAEATRLEKIKTDRKKAEEEAKRKAAEEDKVKEKPAEQPQPAP

APKAEKPAPAPKPENPAEQPKAEKPADQQAEEDYARRSEEEYNRLTQQQP
PKTEKPAQPS TPKTGWKQENGMWYFYNTDGSMATGWLONNGSWYYLNSNG
AMATGWLONNGSWYYLNANGSMATGWLONNGSWYYLNANGSMATGWLQYN
GSWYYLNANGSMATGWLQYNGSWYYLNANGDMATGWVKDGDTWYYLEASG
AMKASQWEFKVSDKWYYVNGSGALAVNTTVDGYGVNANGEWVNZ

ID303

(SEQ. ID. NO. 198)
ATGGTAAAAAGACGTATAAGGAGAGGGACGAGAGAACCTGAAAAAGT TGT
TGTTCCTGAGCAATCATCTATTCCTCGTATCCTGTATCTGTTACATCTAA
CCAAGGAACAGATGTAGCAGTAGAACCAGCTAAAGCAGT TGCTCCAACAA
CAGACTGGAAACAAGAAAATGGTATGTGGTATTTTTATAATACTGATGGT
TCCATGGCAACAGGTTGGGTACAAGTTAATAGTTCATGGTACTACCTCAA
CAGCAACGGTTCTATGAAAGT CAATCAATGGTTCCAAGT TGGTGGTAAAT
GGTATTATGTAAATACATCGGGTGAGTTAGCGGTCAATACAAGTATAGAT
GGCTATAGAGTCAATGATAATGGTGAATGGGTGCGTTAA

(SEQ. ID. NO. 186)
MVKRRIRRGRREPEKVVVPEQSSIPSYPVSVTSNQGTDVAVEPAKAVAPT
TDWKQENGMWYFYNTDGSMATGWVQVNSSWYYLNSNGMKVNQWEQVGGKW
YYVNTSGELEVNTSIDGYRVNDNGEWVRZ

1D304

(SEQ. ID. NO. 199)
CTGAATACAAGTTTTGTTCATGCTGCTGATGGGATTCAATATGTCAFAGA
TGATACTAGAGATAAAGAAGAGGGAATAGAGTATGATGACGCTGACAATG
GGGATATTATTGTAAAAGTAGCGACTAAACCTAAGGTAGTAACCAAGAAA
ATTTCAAGTACGCGAATTCGTTATGAAAAAGATGAAACAAAAGACCGTAG
TGAAAATCCTGTTACAATTGATGGAGAGGATGGCTATGTAACTACGACAA
GGACCTACGATGTTAATCCAGAGACTGGTTATGTTACCGAACAGGTTACT
GTTGATAGAAAAGAAGCCACGGATACAGTTATCAAAGTTCCAGCTAAAAG
CAAGGTTGAAGAAGTTCTTGTTCCATTTGCTACTAAATATGAAGCAGACA
ATGACCTTTCTGCAGGACAGGAGCAAGAGATTACTCTAGGAAAGAATGGG
AAAACAGTTACAACGATAACTTATAATGTAGATGGAAAGAGTGGACAAGT
AACTGAGAGTACTTTAAGTCAAAAAAAAGACTCTCAAACAAGAGTTGTTA
AAAAAAGAACCAAGCCCCAAGTTCTTGTCCAAGAAATTCCAATCGAAACA
GAATATCTCGATGGCCCAACTCTTGATAAAAGTCAAGAAGTAGAAGAAGT
AGGAGAAATTGGTAAATTACTCTTACTACAATCTATACTGTAG

(SEQ. ID. NO. 187)
LNTSFVHAADGIQYVRDDTRDKEEGIEYDDADNGDI IVKVATKPKVVTKK
ISSTRIRYEKDETKDRSENPVTIDGEDGYVTTTRTYDVNPETGYVTEQVT
VDRKEATDTVIKVPAKSKVEEVLVPFATKYEADNDLSAGQEQEITLGKNG
KTVTTITYNVDGKSGQVTESTLSQKKDSQTRVVKKRTKPQVLVQEIPIET
EYLDGPTLDKSQEVEEVGEIGKLLLLQSILZ

ID305

(SEQ. ID. NO. 200)
ATGAAGCTTTTGAAAAAAATGATGCAAATCGCACTAGCCACATTTTTCTT
CGGTTTGTTAGCGACAAATACAGTATTTGCAGATGATTCTGAAGGATGGC
AGTTTGTCCAAGAAAATGGTAGAACCTACTACAAAAAGGGGGATCTAAAA
GAAACCTACTGGAGAGTGATAGATGGGAAGTACTATTATTTTGATCCTTT
ATCCGGAGAGATGGTTGTCGGCTGGCAATATATACCTGCTCCACACAAGG
GGGTTACGATTGGTCCTTCTCCAAGRAATAGAGATTGCTCTTAGACCAGAT
TGGTTTTATTTTGGT CAAGATGGTGTATTACAAGAATTTGTTGGCAAGCA
AGTTTTAGAAGCAAAAACTGCTACGAATACCAACAAACATCATGGGGAAG
AATATGATAGCCAAGCAGAGAAACGAGTCTATTATTTTGAAGATCAGCGT
AGTTATCATACTTTAAAAACTGGTTGGATTTATGAAGAGGGTCATTGGTA
TTATTTACAGAAGGATGGTGGCTTTGATTCGCGCATCAACAGATTCACGG
TTGGAGAGCTAGCACGTGGTTGGGTTAAGGATTACCCTCTTACGTATGAT
GAAGAGAAGCTAAAAGCAGCTCCATGGTACTATCTAAATCCAGCAACTGG
CATTATGCAAACAGGTTGGCAATATCTAGGTAATAGATGGTACTACCTCC
ATTCGTCAGGAGCTATGGCAACTGGCTGGTATAAGGAAGGCTCAACTTGG
TACTATCTAGATGCTGAAAATGGTGATATGAGAACTGGCTGGCAAAACCT
TGGGAACAAATGGTACTATCTCCGTTCATCAGGAGCTATGGCAACTGGTT
GGTATCAGGAAAGTTCGACTTGGTACTATCTAAATGCAAGTAATGGAGAT
ATGAAAACAGGCTGGTTCCAAGTCAATGGTAACTGGTACTATGCCTATGA
TTCAGGTGCTTTAGCTGTTAATACCACAGTAGGTGGTTACTACTTAAACT
ATAATGGTGAATGGGTTAAGTAA

(SEQ. ID. NO. 188)
MKLLKKMMQIALATFFFGLLATNTVFADDSEGWQFVQENGRTYYKKGDLK
ETYWRVIDGKYYYFDPLSGEMVVGWQYIPAPHKGVTIGPSPRIEIALRPD
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WFYFGQDGVLQEFVGKQVLEAKTATNTNKHHGEEYDSQAEKRVYYFEDQR
SYHTYLHS SGAMATGWYKEGS TWYYLDAENGDMRTGWQNLGNKWYYLRS S
GAMATGWYQESS TWYYLNASNGDMKTGWFQVNGNWYYAYDSGALAVNTTV
GGYYLNYNGEWVKZ

ID306

(SEQ. ID. NO. 201)

TTGGCTGGTAGATATGGTTCTGCTGTT CAGTGTACAGAAGTGACTGCCTC
AAACCTTTCAACAGTTAAAACTAAAGCTACGGTTGTAGAAAAACCACTGA
AAGATTTTAGAGCGTCTACGTCTGATCAGTCTGGTTGGGTGGAATCTAAT
GGTARAATGGTATTTCTATGAGTCTGGCTGATGTGAAGACAGGTTGGGTGAA
AACAGATGGTAAATGGTACTATT TGAATGACTTAGGTGTCATGCAGACTG
GATTTGTAAAATTTTCTGGTAGCTGGTATTACTTGAGCAATTCAGGTGCT
ATGTTTACAGGCTGGGGAACAGATGGTAGCAGATGGTTCTACTTTGACGG
CTCAGGAGCTATGAAGACAGGCTGGTACAAGGAAAATGGCACTTGGTATT
ACCTTGACGAAGCAGGTATCATGAAGACAGGTTGGTTTAAAGTCGGACCA
CACTGGTACTATGCCTACGGT TCAGGAGCTTTGGCTGTGAGCACAACAAC
ACCAGATGGTTACCGTGTAAATGGTAATGGTGAATGGGTAAACTAG

(SEQ. ID. NO. 189)
LAGRYGSAVQCTEVTASNLSTVKTKATVVEKPLKDFRASTSDQSGWVESN
GKWYFYESGDVKTGWVKTDGKWYYLNDLGVMQTGFVKEFSGSWYYLSNSGA
METGWGTDGSRWEYFDGSGAMKTGWYKENGTWYYLDEAGIMKTGWFKVGP
HWYYAYGSGALAVS TTTPDGYRVNGNGEWVNZ

ID307

(SEQ. ID. NO. 200)
ATGAAAATTTTGAAAAAAACTATGCAAGTTGGACTGACAGTATTTTTCTT
TGGTTTGCTAGGGACCAGTACAGTATT TGCAGATGATTCTGAAGGATGGC
AGTTTGTCCAAGAAAACGGAAGAACCTACTACAAAAAGGGGGACCTCAAA
GAAACCTACTGGCGAGTGATTGATGGTAAGTACTATTATTTTGATTCTCT
ATCTGGAGAGATGGTTGTCGGCTGGCAATATATCCCGTTTCCATCTARAG
GTAGTACAATTGGTCCTTACCCAAATGGTATCAGATTAGAAGGTTTTCCA
AAGTCAGAGTGGTACTACTTCGATARAAATGGAGTGCTACAAGAGTTTGT
TGGTTGGAAAACATTAGAGAT TAAAACTAAAGACAGTGTTGGAAGAAAGT
ACGGGGAARAACGTGAAGATTCAGAAGATAAAGAAGAGAAGCGTTATTAT
ACGAACTATTACTTTAATCAARATCATTCTTTAGACACACGTTCGCTTTA
TGATCAGTCTAACTCGTATTATCTAGCTAAGACGGAAATTAATGGAGAAA
ACTACCTTGGTGGTGAAAGACGTGCGGGGTGGATAAACGATGATTCGACT
TGGTACTACCTAGATCCAACAACTGGTATTATGCAAACAGGTTGGCAATA
TCTAGGTAATAAGTGGTACTACCTCCGTTCCTCAGGAGCAATGGCCACTG
GCTGGTATCAGGAAGGTACCACTTGGTATTATTTAGACCACCCAAATGGC
GATATGAAAACAGGTTGGCAAAACCTTGGGAACAAATGGTACTATCTCCG
TTCATCAGGAGCTATGGCAACTGGTTGGTATCAAGATGGTTCAACTTGGT
ACTACCTARATGCAGGTAATGGAGACATGAAGACAGGTTGGTTCCAGGTC
AATGGCAACTGGTACTATGCTTAT

(SEQ. ID. NO. 190)

MKILKKTMQVGLTVFFFGLLGTS TVFADDSEGWQFVQENGRTYYKKGDLK
ETYWRVIDGKYYYFDSLSGEMVVGWQYIPFPSKGSTIGPYPGIRLEGFPK
SEWYYFDIOGVLQEFVOWKTLEILKTISVGRKYGEKREDSEDKEEKRYYT
NYYFNONHSLETGWLYSQSNWYYLAKTEINGENYLGGERRAGWINDDSTW
YYLDPTTGIMQTGWQYLGNEKWYYLRSSGAMATGWYQEGTTWYYLDHPNGD
MKTGWONLGNKWYYLRS SGAMATGWYQDGS TWYYLNAGNGDMKTGWFQVN
GNWYYAYSSGALAVNTTVDGY SVNYNGEWVRZ

1D308

(SEQ. ID. NO. 203)
ATGAAAAAGAAATTAACTAGTTTAGCACTTGTAGGCGCTTTTTTAGGTTT
GTCATGGTATGGGAATGTTCAGGCTGAAGAAAGTTCAGGAAATAAAATCC
ACTTTATCAATGTTCAAGAAGGTGGCAGTGATGCGATTATTCTTGAAAGC
AATGGACATTTTGCCATGGTGGATACAGGAGAAGATTATGATTTCCCAGA
TGGAAGTGATTCTCGCTATCCATGGAGAGAAGGAATTGAAACGTCTTATA
AGCATGTTCTAACAGACCGTGTCTTTCGTCGTTTGAAGGAATTGGGTGTC
CAAAAACTTGATTTTATTTTGGTGACCCATACCCACAGTGATCATATTGG
AAATGTTGATGAATTACTGTCTACCTATCCAGTTGACCGAGTCTATCTTA
AGAAATATAGTGATAGTCGTATTACTAATTCTGAACGTCTATGGGATAAT
CTGTATGGCTATGATAAGGTTTTACAGACTGCTGCAGAAAAAGGTGTTTC
AGTTATTCAAAATATCACACAAGGGGATGCTCATTTTCAGTTTGGGGACA
TGGATATTCAGCTCTATAATTATGARAATGAAACTGATTCATCGGGTGAA
TTARAGAAAATTTGGGATGACAATTCCAATTCCTTGATThGCGTGGTGAA
AGTCAATGGCAAGAAAATTTACCTTGGGGGCGATTTAGATAATGTTCATG
GAGCAGAAGACAAGTATGGTCCTCTCATTGGAAAAGTTGATTTGATGAAG

TTTAATCATCACCATGATACCAACAAATCARATACCAAGGATTTCATTAA
AAATTTGAGTCCGAGTTTGATTGTTCAAACTTCGGATAGTCTACCTTGGA
AAAATGGTGTTTGATAGTGAGTATGTTAATTGGCTCARAGAACGAGGAAT
TGAGAGAATCACGCAGCCAGCAAAGACTATGATGCAACAGTTTTTGATAT
TCGAAAAGACGGTTTTGTCAATATTTCAACATCCTACAAGCCGATTCCAA
GTTTTCAAGCTGGTTGGCATAAGAGTGCATATGGGAACTGGTGGTATCAA
GCGCCTGATTCTACAGGAGAGTATGCTGCTCGGTTGGAATGAAATCGAAGG
TGAATGGTATTACTTTAACCAAACGGGTATCTTGTTACAGAATCAATGGA
AAAAATGGAACAATCATTGGTTCTATITGACAGACTCTGGTGCTTCTGCT
AARAAAT TGGAAGAAAAT CGCTGGAATCTGGTATTATTTTAACAAAGAAAA
CCAGATGGAAATTGGTTGGATTCAAGATA) *AGAGCAGTGGTATTATTTG
GATGTTGATGGTTCTATGAAGACAGGATGGCTTCAATATATGGGGCAATG
GTATTACTTTGCTCCATCAGGGGAAATGAAAATGGGCTGGGTAAAAGATA
AAGAAACCTGGTACTATATGGATTCTACTGGTGTCATGAAGACAGGTGAG
ATAGAAGTTGCTGGTCAACATTATTATCTGGAAGATTCAGGAGCTATGAA
GCAAGGCTGGCATAAAAAGGCAAATGATTGGTATTTCTACAAGACAGACG
GTTCACGAGCTGTGGGTTGGATCAAGGACAAGGATAAATGGTACTTCTTG
ARAGAAAATGGTCAATTACTTGTGAACGGTAAGACACCAGAAGGTTATAC
TGTGGATTCAAGTGGTGCCTGGT TAGTGGATGTTTCGAT CGAGAAATCTG
CTACAATTAAAACTACAAGTCATTCAGAAATAAAAGAAT CCAAAGAAGTA
GTGAAAAAGGATCTTGAAAATAAAGAAACGAGTCAACATGAAAGTGTTAC
ARATTTTTCAACTAGTCAAGATTTGACATCCTCAACTTCACAAAGCTCTG
AAACGAGTGTAAACAAATCGGAATCAGAACAGTAG

(SEQ. ID. NO. 191)
MKKKLTSLALVGAFLGLSWYGNQAQESSGNKIHFINVQEGGSDAI ILESN
GHFAMVDTGEDYDFPDGSDSRYPWREGIETSYKHVLTDRVFRRLKELGVQ
KLDFILVTHTHSDHIGNAHFQGDMDIQLYNYENETDSSGELKKIWDDNSN
LS ISVVKVNGKKI YLGGDLDNVHGAHGQFGDMDIQLYNYENETDS SGELK
KIWDDNSNSLISVVKVNGKKI YLGGDLDNVHGAEDKYGPLIGKVDLMKFN
HHHDTNKSNTKDF IKNLSPSLIVQTSDSLPWJIGVDDSRYVNWLKERGILE
RINAASKDYDATVFDIRKDGFVNISTSYKPIPSFQAGWHKSAYGNWWYQA
PDSTGEYAVGWNEIEGEWYYFNQTGILLONQWKKWNNHWEYLTDSGASAK
NWKKIAGIWYYFNKENQMEIGWIQDKEQWYYLDVDGSMKTGWLQYMGOWY
YFAPSGEMKMGWVKDKETWYYMDSTGVMKTGEIEVAGQHYYLEDS GAMKQ
GWHKKANDWYFYKTDGSRAVGWI KDKDKWYFLKENGQLLVNGKTPEGYTV
DSSGAWLVDVSIEKSATIKTTSHSEIKESKEVVKKDLENKETSQHESVTM
FSTSQDLTSSTSQSSETSVNKSESEQZ

ID309

(SEQ. ID. NO. 204)
ATGGAAATTAATGTGAGTAAATTAAGAACAGATTTGCCTCAAGTCGGCGT
GCAACCATATAGGCAAGTACACGCACACTCAACTGGGAATCCGCATTCAA
CCGTACAGAATGAAGCGGATTATCACTGGCGGAAAGACCCAGAATTAGGT
TTTTTCTCGCACATTGT TGGGAACGGTTGCATCATGCAGGTAGGACCTGT
TGATAATGGTGCCTGGGACGT TGGGGGCGGTTGGAATGC TGAGACCTATG
CAGCGGTTGAACTGATTGAAAGCCATTCAACCAAAGAAGAGTTCATGACG
GACTACCGCCTTTATATCGAACTCTTACGCAATCTAGCAGATGAAGCAGG
TTTGCCGAAAACGCT TGATACAGGGAGT TTAGCTGGAAT TARAACGCACG
AGTATTGCACGAATAACCAACCAAACAACCACTCAGACCACGTTGACCCT
TATCCATATCTTGCTAAATGGGGCATTAGCCGTGAGCAGTTTAAGCATGA
TATTGAGAACGGCTTGACGAT TGAARACAGGCTGGCAGAAGAATGACACTG
GCTACTGGTACGTACATTCAGACGGCTCTTATCCAAAAGACAAGTTTGAG
ARAATCAATGGCACTTGGTACTACTTTGACAGTTCAGGCTATATGCTTGC
AGACCGCTGGAGGAAGCACACAGACGGCAACTGGTACTGGT TCGACAACT
CAGGCGAAATGGCTACAGGCTGGAAGAAAATCGCTGATAAGTGGTACTAT
TTCAACGAAGAAGGTGCCATGAAGACAGGCTGGGTCAAGTACAAGGACAC
TTGGTACTACTTAGACGCTAAAGAAGGCGCCATGGTATCAAATGCCTTTA
TCCAGT CAGCGGACGGAACAGGCTGGTACTACCTCAAACCAGACGGAACA
CTGGCAGACAAGCCAGAATTCACAGTAGAGCCAGATGGCTTGATTACAGT
ARARATAA

(SEQ. ID. NO. 192)
MEINVSKLRTDLPQVGVQPURQVHAHSTGNPHSTVQONEADYHWRKDPELG
FFSHIVGNGCIMQVGPVDNGAWDVGGGWNAETYAAVELIESHSTKEEFMT
DYRLIELLRNLADEAGLPKTLDTGSLAGIKTHEYCTNNQPNNHSDHVDPY
PYLAKWGISREQFKHDIENGLTIETGWQKNDTGYWYVHSDGSYPKDKFEK
INGTWYYFDS SGYMLADRWRKHTDGNWYWFDNSGEMATGWKKIADKWYYF
NEEGAMKTGWVKYKDTWYYLDAKEGAMVSNAFIQSADGTGWYYLKPDGTL
ADKPEFTVEPDGLITVKZ
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ID310

(SEQ. ID. NO. 205)
ATGGGCACAACAGGATTTACAATAATTGACTTAATTATCTTGATTGTTTA
TTTACTTGCGGTGTTGGTTGCAGGTATCTATTTCTCTAAAARAGAGATGA
AAGGAAAAGAGTTCTTTAAAGGAGATGGTTCGGTTCTTCGGTATGTTACT
TCGGTATCCATTTTTGCCACAATGCTCAGTCCGATTTCCTTCTTGGGACT
CGCTGGTAGCTCTTATGCAGGTAGCTGGATTTTATGGTTTGCTCAATTAG
GGATGGTAGTAGCTATTCCACTGACAATTCGTTTTATCTTACCTATCTTT
GCACGGATAGACATCGATACGGCATATGATTACTTGGATAAACGTTTTAA
TTCTAAAGCACTTCGTATTATTTCAGCACTCTTGTTTATTATTTATCAAT
TGGGACGTATGTCTATCATTATGTACCTCCCATCAGCTGGTTTATCAGTA
TTCAGAGGAATTGACATCAATATTTTGATTATTTTGATGGGTGTAGTTGC
AATTGTTTATTCTTATACTGGTGGTCTAAAATCCGTATTATGGACAGACT
TTATTCAAGGTGTGATTCTGATTAGTGGTGTCGTTTTAGCTTTATTTGTA
CTGATTGCTAATATTAAAGGTGGCTTTGGTGCAGTAGCAGAAACATTAGC
AAACGGGAAATTCCTTGCTGCAAATGAAAAACTTTTCGATCCTAACTTGC
TTTCAAACTCCATCTTTTTAATTGTGATGGGTTCAGGCTTTACAATCTTG
TCTTCCTATGCTTCATCTCAAGATTTGGTTCAACGTTTTACTACAACACA
AAATATTAAGAAACTTAATAAGATGTTGTTCACAAAGCCTGTTTTGTCAC
TTGCAACTGCAACAGTCTTTTACTTGATTGGTACAGGCTTGTACGTATTC
TATCAAGTACAARATGCAGATAGTGCAGCTAGCAATATCCCTCAAGACCA
AATCTTTATGTACTTTATTGCATACCAGTTACCAGTAGGTATCACAGGTT
TGATCTTGGCAGCGATTTATGCAGCATCTCAATCAACTATTTCAACAGGT
TTGAACTCTGRTGCAACTTCATGGACATTGGATATTCAAGATGTCATTTC
TAAAAATATGTCAGACAATCGTCGTACGAARATTGCACAATTCGTATCTC
TAGCAGTAGGTTTATTCTCAATTGGTGTTTCCATTGTCATGGCTCACTCA
GATATTAAATCTGCATACGAATGGT TCAATAGTTTCATGGGACTTGTACT
TGGTCTACTTGGTGGTGTATT TATTCT TGGATTTGTTTCTARAAAAGCAA
ATAAACAAGGTGCTTATGCAGCGCTGATTGTATCAACCATCGTCATGGTA
TTTATTAAATACTTCCTTCCTCCAACAGCTGTTAGCTACTGGGCATATTC
ATTGATTTCAATCTCTGTATCAGTAGTTTCAGGTTATATTGTATCTGTTC
TTACTGGAAATAAAGTATCTGCACCTAAATATACAACGATRCATGATATT
ACAGAAATTAAAGCGGATTCAAGTTGGGAAGTTCGTCACTAA

(SEQ. ID. NO. 193)
MGTTGFTIIDLIILIVYLLAVLVAGIYFSKKEMKGKEFFKGDGSVPWYVT
SVSIFATMLSPISFLGLAGSSYAGSWILWFAQLGMVVAIPLTIRFILPIF
ARIDIDRAYDYLDKRFNSKALRIISALLFIIYQLGRMSIIMYLPSAGLSV
LTGIDINILIILMGVVAIVYSYTGGLKSVLWTDFIQGVILISGVVLALFV
LIANIKGGFGAVAETLANGKFLAANEKLFDPNLLSNSIFLIVMGSGFTIL
SSYASSQODLVORFTTTONIKKLN14 LFTNGVLSLATAIVFYLIGTGLYVF
YOVONADSAASNIPQDQIFMYFIAYQLPVGITGLILAAIYAASQSTISTG
LNSVATSWTLDIQDVISKNMSDNRRTKIAQFVSLAVGLFSIGVSIVMAHS
DIKSAYEWFNSFNGLVLGLLGGVFILGFVSKKANKQGAYAALIVSTIVMV
FIKYFLPPTAVSYWAYSLISISVSVVSGYIVSVLTGNKVSAPKYTTIHDI
TEIKADSSWEVRHZ

ID311

(SEQ. ID. NO. 206)
ATGAAAATTAATAAAAAATATCTAGCAGGTTCAGTGGCAGTCCTTGCCCT
AAGTGTTTGTTCCTATGAGCTTGGTCGTCACCAAGCTGGT CAGGATAAGA
AAGAGTCTAATCGAGTTGCTTATATAGATGGTGATCAGGCTCGTCAAAAG
GCAGAAAACTTGACACCAGATGAAGTCAGTAAGAGGGAGGGGATCAACGC
CGAACAAATCCTCATCAAGATTACGGATCAAGGTTATGTGACCTCTCATG
GAGACCATTATCATTACTATAATGGCAAGCTCCCTTATGATGCCATCATC
AGTGAAGAGCTCCTCATGAAAGATCCGAATTATCAGTTGAAGGATTCAGA
CATTGTCAATGAAATCAAGGGTGGTTATGTCATCAAGGTAGACGGAAAAT
ACTATGTTThCCTTAAGGATGCAGCTCATGCGGATAATATTCGGACARAA
GAAGAGATTAAACGTCAGAAGCAGGAACGCAGTCATAATCACGGGTCAGG
AGCTAACGATCATGCAGTAGCTGCAGCCAGAGCCCAAGGACGCTATACAA
CGGATGATGGGTATATCTTCAATGCATCTGATATCATTGAGGACACGGGT
GATGCTTATATCGTTCCTCACGGCGACCATTACCATTACATTCCTAAGAA
TGAGTTATCAGCTAGCGAGTTAGCTGCTGCAGAAOCCTATTGGAATGGGA
AGCAGGGATCTCGTCCTTCTTCAAGTTCTAGTTATAATGCAAATCCAGCT
CAACCAAGATTGTCAGAGAACCACAATCTGACTGTCACTCARACTTATCA
TCAAAATCAAGGGGAAAACATTICAAGCCTTTTACGTGAATHGTATGCTA
AACCCTTATCAGAACGCCCATTGGAATCTGATGGCCTTATTTTCGACCCA
GCGCAAATCACAAGTCGAACCCCCAGAGGTGTAGCTGTCCCTCATGGTAA
CCATTACCACTTTATCCCTTATGAACAAATCTCTGAATTGGAARAAACGAA
TTGCTCGTATTATTCCCCTTCGTTATCGTTCAAACCATTGGGTACCAGAT
TCAAGACCAGAACAACCAAGTCCACRAATCGACTCCGGAACCTAGTCCAAG
TCCGCAACCTGCACCAAATCCTCAACCAGCTCCAAGCAATCCAATTGATG
AGAAATTGGTCAAAGAAGCTGTTCGRAAAAGTAGGCGATGGTTATGTCTTT
GAGGAGAATGGAGTTTCTCGTTATATCCCAGCCAAGGATCTTTCAGCAGA

AACAGCAGCAGGCATTGATAGCAAACTGGCCAAGCAGGAAAGTTTATCTC
ATAAGCTAGGAGCTAAGAAAAACTGACCTCCCATCTAGTGATCGAGAATT
TTACAATAAGGCTTATGACTTACTAGCAAGAATTCACCAAGATTTACTTG
ATAATAAAGGTCGACAAGTTGATTTYGAGGCTTTGGATAACCTGTTGGAA
CGACTCAAGGATGTCCCAAGTGATARAGTCAAGTTAGTGGATGATATTCT
TGCCTTCTTAGCTCCGATTCGTCATCCAGAACGTTTAGGAAAACCAAATG
CGCAAATTACCTACACTGATGATGAGATTCAAGTAGCCAAGTTGGCAGGC
AAGTACACAACAGAAGACGGTTATATCTTTGATCCTCGTGATATAACCAG
TGATGAGGGGGATGCCTATGTAACTCCACATATGACCCATAGCCACTGGA
TTAAAAAAGATAGTTTGTCTGAAGCTGAGAGAGCGGCAGCCCAGGCTTAT
GCTARAGAGAAAGGTTTGACCCCTCCTTCGACAGACCATCAGGATTCAGG
AAATACTGAGGCAAAAGGAGCAGAAGCTATCTACAACCGCGTGAAAGCAG
CTAAGAAGGTGCCACTTGATCGTATGCCTTACAATCTTCAATATACTGTA
GAAGTCAAAAACGGTAGTTTAATCATACCTCATTATGACCATTACCATAA
CATCAAATTTGAGTGGT TTGACGAAGGCCTTTATGAGGCACCTAAGGGGT
ATACTCTTGAGGATCTTTTGGCGACTGTCAAGTACTATGTCGAACATCCA
AACGAACGTCCGCATTCAGATAATGGTTTTGGTAACGCTAGCGACCATGT
TCAAAGAAACAAAAATGGTCAAGCTGATACCAATCAAACGGAAAAACCAA
GCGAGGAGAAACCTCAGACAGAALARCCTGAGGAAGAAACCCCTCGAGAA
GAGAAACCGCAAAGCGAGAAACCAGAGTCTCCAAAACCAACAGAGGAACC
AGAAGAATCACCAGAGGAATCAGAAGAACCTCAGGTCGAGACTGAAAAGG
TTGAAGAAAAACTGAGAGAGGCTGAAGATTTACTTGGAAAAATCCAGGAT
CCAATTATCAAGTCCAATGCCAAAGAGACTCTCACAGGATTAAAAAATAA
TTTACTATTTGGCACCCAGGACAACAATACTATTATGGCAGAAGCTGAAA
AACTATTGGCTTTATTAAAGGAGAGTAAGTAA

(SEQ. ID. NO. 194)
MKINKKYLAGSVAVLALSVCSYELGRHQAGQDKKESNRVAY IDGDQAGQK
EANLTPDEVSKREGINAEQIVIKITDQGYVTSHGDHYHY YNGKVPYDAII
SEELLMKDPNYQLKDSDIVNEIKGGYVIKVDGKYYVYLKDAAHADNIRTK
EEIKRQKQERSHNHGSGANDHAVAAARAQGRYTTDDGTIFNASDIIEDTG
DAYIVPHGDHYHYIPKNELSASELARAEAYWNGKQGSRPSSSSSYNANPA
QPRLSENWNTTVTPTYHONQGENISSLLRELYAKPLSERJVESDGLIFDP
AOITSRTARGVAVPHGNHYHF IPYEQMSELEKRIARIIPLRYRSNHWVPD
SRPEQPSPQSTPEPSPSPQPAP4 PQPAPSNPIDEKLVKEAVRKVGDGYVFE
EENGVSRYIPAKDLSAETAAGIDSKLAKQESLSHKLGAKKTDLPSSDREF
YNKAYDLLARIHODLLDNKGRQVDFEALDNLLERLKDVPSDKVKLVDDIL
AFLAPIRHPERLGKPNAQITYTDDEIQVAKLAGKYTTEDGYIFDPRDITS
DEGDAYVTPHMTHSHWI KKDSLSEAERAAAQAYAKEKGLTPPSTDHQDSG
NTEAKGAEIYNRNKAAKKVPLDRMPYNLQYTVEVKNGSLIIPHYDHYHNI
KFENFDEGLYEAPKGYTLESLLATVKYYVEHPNERPHSDNGFGNASDHVQ
RNKNGOADTNQT3EKPSEEKPQTEKPEEETPREEKPQSEKPESPKPTEEP
EEPSPEESEEPQVETEKVEEKLREADEDLLGKIQDPIIKSNAKETLTGLK
NNLLFGTQDNNTIMAEAEKLLALLKESKZ

ID312

(SEQ. ID. NO. 307)
ATGGAGGGATTGGTTAGAGTGCATTTATTGCCTGTATTTGGCGATTACAA
GCTATCTAAACTTACTACGCCTATTCTTCAACAGCAAGTAAACAAATGGG
CTGACAAGGCAATAAAGGCGAAAAAGGGGCATTTGCTAACTACTCTTTGC
TCCATAACATGAATAAGCGTATTTTGAAATATGGCGTAGCTATCCAGGTA
ATACAATACAACCCAGCTAATGATGTCATCGTTCCACGCAAACAGCAAAA
AGAAAAGGCTGCTGTCAAATACT TAGACAACAAAGAATTAAAACAGTTTC
TTGATTATTTAGATGCTCTGGATCAATCAAATTATGAGAACTTATTTGAT
GTTGTTCTGTATAAGACTTTATTGGCCACTGGTTGCCGTATTAGTGAGGC
TCTGGCTCTTGAATGGT CTGATATTGACCTAGAAAGCGGTGTTATCAGCA
TCAATAAGACACTAAACCGCTATCAGGAAATAAACTCACCTAAATCAAGC
GCTGGTTATCGTGATATACCAATAGACAAAGCCACATTACTTTTACTGAA
ACAATACAAAAACCGTCAACAAATTCAGTCTTGGAAATTAGGCCGATCTG
AAACAGTTGTATTCTCTGTATTTACGGAGAAATATGCTTATGCTTGTAAC
TTACGCAAACGCCTAAATAAGCATTTTGATGCTGCTGGAGTAACTAACGT
ATCATTTCATGGTTTCCGCCATACACATACTACTATGATGCTCTATGCTC
AGGTTAGCCCAAAAGATGTTCAGTATAGATTAGGCCACTCTAATTTAATG
ATCACTGAAAATACTTACTGGCATACTAACCAAGAGAATGCAAAAAAAGC
CGTCTCAAATTATGAAACAGCTATCAACAATTTATAA

(SEQ. ID. NO. 195)
MEGLVRVHLLPVFGDYKLSKLTTPILQQQVNKWADKANKGEKGAFANYSL
LHNMNKRILKYGVAIQVIQYNPANDVIVPRKQOKEKAAVKYLDNKELKQF
LDYLDALDQSNYQNLFDVVLYKTLLATGCRISEALALENSDIDLESGVIS
INKTLNRYQEINSPKSSAGYRDIPIDKATLLLLKQYKNRQOIQSWKLGRS
ETVVFSVFTEKYAYACNLRKRLNKHGDAAGVTVNSFHGFHTHT TMMLYAQ
VSPKDVQYRLGHSNLMI TENTYWHTNQENAKKAVSNYETAINNLZ
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1-20. (canceled)

21. An isolated Streptococcus preumoniae polypeptide
comprising:

(a) SEQ ID NO: 1-167, 184-195; or

(b) a homologue, derivative, or fragment of a sequence of

() that retains the antigenicity or immunogenicity of the
sequence from which it is derived.

22. The polypeptide of claim 21, wherein said polypeptide
is a homologue or derivative having at least 60%, 70%, 80%,
90%, or 95% sequence similarity with the sequence from
which it is derived.

23. A fusion protein comprising the polypeptide of claim
21.

24. An immunogenic and/or antigenic composition com-
prising the polypeptide of claim 21 and one or more excipi-
ents, diluents, or adjuvants.

25. The composition of claim 24, wherein said composi-
tion is an antigenic composition.

26. The composition of claim 24, wherein said composi-
tion is an immunogenic composition.

27. The composition of claim 24, wherein said composi-
tion is a vaccine.

28. The polypeptide of claim 21, wherein said sequence is
SEQ ID NO: 163.

29. An isolated Streptococcus pneumoniae nucleic acid
molecule comprising:

(a) SEQ ID NO: 168-183, 196-363, or an RNA equivalent

thereof;

(b) a sequence that is complementary to a sequence of (a);

(¢) a sequence that codes for the same polypeptide as a

sequence of (a) or (b);

(d) a sequence that shares at least 50% sequence similarity

with a sequence of (a), (b), or (¢); or

(e) a sequence that codes for a homologue, derivative, or

fragment of the polypeptide encoded by a sequence of

(@). (b). (©). or (d); and

wherein the polypeptide coded for by the sequence of
(b), (c), (d), or (e) retains the antigenicity or immu-
nogenicity of the polypeptide encoded by the
sequence from which it is derived.

30. The nucleic acid of claim 29, wherein said nucleic acid
is a homologue or derivative having at least 60%, 70%, 80%,
90%, or 95% sequence similarity with the sequence from
which it is derived.

31. An immunogenic and/or antigenic composition com-
prising the nucleic acid of claim 29 and one or more excipi-
ents, diluents, or adjuvants.

32. The composition of claim 31, wherein said composi-
tion is an antigenic composition.

33. The composition of claim 31, wherein said composi-
tion is an immunogenic composition.

34. The composition of claim 31, wherein said composi-
tion is a vaccine.

35. The nucleic acid of claim 29, wherein said sequence is
SEQ ID NO: 179.

36. Anisolated antibody or fragment thereof that binds to a
Streptococcus pneumoniae polypeptide comprising:

(a) SEQID NO: 1-167, 184-195; or

(b) a homologue, derivative, or fragment of a sequence of

(a) that retains the antigenicity of the polypeptide
encoded by the sequence from which it is derived.

37. The antibody or fragment thereof of claim 36, wherein
said antibody is monoclonal.

38. The antibody or fragment thereof of claim 36, wherein
said antibody is polyclonal.

39. The antibody or fragment thereof of claim 36, wherein
said antibody is humanised.

40. The antibody or fragment thereof of claim 36, wherein
said antibody is chimeric.

41. A composition comprising the antibody or fragment
thereof of claim 36 and one or more excipients, diluents, or
adjuvants.

42. The antibody or fragment thereof of claim 36, wherein
said polypeptide is SEQ ID NO: 163.

43. A method for the detection and/or diagnosis of Strep-
tococcus pneumoniae comprising contacting a test sample
with a probe for at least one nucleic acid of claim 29, wherein
the presence of said nucleic acid is indicative of Streptococ-
cus preumoniae.

44. The method of claim 43, wherein said test sample is
tissue, blood, or saliva.

45. A method for the detection and/or diagnosis of Strep-
tococcus prneumoniae comprising contacting a test sample
with at least one antibody of claim 36, wherein the presence
of a polypeptide bound by said antibody is indicative of
Streptococcus pneumoniae.

46. The method of claim 45, wherein said test sample is
tissue, blood, or saliva.

47. A method of determining whether a polypeptide of
claim 21 represents a potential anti-microbial target, compris-
ing inactivating said polypeptide and determining whether
the Streptococcus preumoniae 1s still viable.

48. A method for the treatment or prophylaxis of Strepto-
coccus preumoniae infection comprising administering an
agent capable of antagonizing, inhibiting, or otherwise inter-
fering with the function or expression of a polypeptide of
claim 21.
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