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CD86 AND CD80 RECEPTOR COMPETITION
ASSAYS

CROSS REFERENCE TO OTHER
APPLICATIONS

This application claims the benefit of priority from provi-
sional U.S. Patent Application 60/761,624, filed Jan. 24,
2006, and provisional U.S. Patent Application 60/832,012,
filed Jul. 20, 2006.

FIELD OF THE INVENTION

The present invention relates to methods for monitoring
compounds used to treat inmune system diseases such as
graft rejection following organ transplant. Specifically, the
present invention relates to a flow-cytometry based CD86 or
CDB8O receptor competition based assay for measuring the
binding efficiency of .104EA29YTg to CD86 or CD8O0 recep-
tors by comparing the binding of non-competing anti-CD86
or CD80 monoclonal antibodies to CD86 or CD80 receptors
(total CD86 or CD80 expression) respectively and the bind-
ing of competing anti-CD86 or CD80 antibodies to CD86 or
CDB8O receptors not bound by L104EA29Y]1g.

BACKGROUND OF THE INVENTION

The hallmark of a vertebrate immune system is the ability
to discriminate “self” from “non-self” (foreign). This prop-
erty has led to the evolution of a system requiring multiple
signals to achieve optimal immune activation (Janeway, Cold
Spring Harbor Symp. Quant. Biol. 54:1-14 (1989)). T cell-B
cell interactions are essential to the immune response. Levels
of many cohesive molecules found on T cells and B cells
increase during an immune response (Springer et al., A, Rev.
Immunol. 5:223-252 (1987); Shaw and Shimuzu, Current
Opinion in Immunology, Eds. Kindt and Long, 1:92-97
(1988)); and Hemler Immunology Today 9:109-113 (1988)).
Increased levels of these molecules may help explain why
activated B cells are more effective at stimulating antigen-
specific T cell proliferation than are resting B cells (Kaiuchi et
al., J. Immunol. 131:109-114 (1983); Kreiger et al., I. Immu-
nol. 135:2937-2945 (1985); McKenzie, J. Immunol. 141:
2907-2911 (1988); and Hawrylowicz and Unanue, J. Immu-
nol. 141:4083-4088 (1988)).

The generation of a T lymphocyte (“T cell”) immune
response is a complex process involving cell-cell interactions
(Springer et al., A. Rev. Immunol. 5:223-252 (1987)), par-
ticularly between T and accessory cells such as B cells, and
production of soluble immune mediators (cytokines or lym-
phokines) (Dinarello and Mier, New Engl. Jour. Med 317:
940-945 (1987)). This response is regulated by several T-cell
surface receptors, including the T-cell receptor complex
(Weiss et al., Ann. Rev. Immunol. 4:593-619 (1986)) and
other “accessory” surface molecules (Springer et al., (1987)
supra). Many of these accessory molecules are naturally
occurring cell surface differentiation (CD) antigens defined
by the reactivity of monoclonal antibodies on the surface of
cells (McMichael, Ed., Leukocyte Typing I1I, Oxford Univ.
Press, Oxford, N.Y. (1987)).

In order to achieve effective T lymphocyte activation, two
receptors on the cell surface must be engaged by their respec-
tive ligands and deliver a signal to the cell. First the T cell
receptor must recognize antigen in the context of MHC on an
antigen presenting cell. Second, a co-stimulatory receptor
must bind the appropriate ligand, or co-receptor, on the anti-
gen presenting cell. The most studied T cell co-stimulatory
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receptor is CD28, which binds to B7 molecules (CD80 and
CDB86) on antigen presenting cells. Green J L, Leytze G M,
Emswiler J, Peach R, Bajorath J, Cosand W, Linsley P S.
Covalent dimerization of CD28/CTLA-4 and oligomeriza-
tion of CD80/CDS86 regulate T cell costimulatory interac-
tions. J. of Biol. Chem. 271: 26762-26771, 1994. Inhibition
of the CD28/B7 pathway in vitro inhibits T cell proliferation,
cytokine production and induces antigen specific T cell unre-
sponsiveness. Green J L, Leytze G M, Emswiler J, Peach R,
Bajorath J, Cosand W, Linsley P S. Covalent dimerization of
CD28/CTLA-4 and oligomerization of CD80/CD86 regulate
T cell costimulatory interactions. J. of Biol. Chem. 271:
26762-26771, 1994; and Kelly S, Linsley P, Warner G, Shyu
W C and Paborji M. Investigator Brochure, BMS-188667,
CTLA4lg. In animal models, this pathway has been shown to
be important in T cell-dependent immune responses, includ-
ing alloantigen recognition and autoimmunity. Green J L,
Leytze G M, Emswiler J, Peach R, Bajorath J, Cosand W,
Linsley P S. Covalent dimerization of CD28/CTLA-4 and
oligomerization of CD80/CD86 regulate T cell costimulatory
interactions. J. of Biol. Chem. 271:26762-26771, 1994; and
Kelly S, Linsley P, Warner G, Shyu W C and Paborji M.
Investigator Brochure, BMS-188667, CTLA4Ig. Larsen, C.
P., Pearson, T. C., Adams, A. B., Tso, P., Shirasugi, N., Strob-
ert, E., Anderson, D., Cowan, S., Price, K., Naemura, J.,
Emswiler, J., Greene, J., Turk, L., Bajorath, J., Townsend, R.,
Hagerty, D., Linsley, P. S., and R. J. Peach. 2005. Rational
Development of LEA29Y, a High-Affinity Variant of
CTLA4-Ig with Potent Immunosuppressive Properties.
American Journal of Transplantation. 5(3):443-53. Thus, the
CD28/B7 pathway represents a viable, logical target for an
immunomodulatory therapeutic agent.

CTLA41g (BMS-188667), a fusion protein comprising the
extracellular domain of human CTLA-4 (cytotoxic T-lym-
phocyte-associated antigen 4) and a fragment of the Fc
domain of human IgG1, blocks the CD28/B7 pathway by
binding to CD80 and CD86 on the surface of the antigen
presenting cells. This compound has been found to be clini-
cally useful as an immunosuppressant. See U.S. patent appli-
cation Ser. No. 10/419,008 (Publication No. 20040022787
A1), hereby incorporated by reference in its entirety, which
describes and discusses CTLA4Ig and L.104EA29YIg and
methods of preparation and use thereof. U.S. Pat. Nos. 5,844,
095, 5,885,796, and 5,851,795, also incorporated by refer-
ence in their entirety, describe and discuss CTLA4Ig.

A related molecule, L104EA29Y]Ig (BMS-224818) (also
known as LEA29Y), was found to be a particularly potent
immunomodulatory therapeutic agent. This compound is a
human CTL A4Ig molecule containing a two amino acid sub-
stitution that results in enhanced binding to CD80 and CD86
relative to CTLA4lg. See Larsen, C. P., Pearson, T. C.,
Adams, A. B., Tso, P., Shirasugi, N., Strobert, E., Anderson,
D., Cowan, S., Price, K., NaemurFfia, J., Emswiler, J.,
Greene, J., Turk, L., Bajorath, J., Townsend, R., Hagerty, D.,
Linsley, P. S.,and R. J. Peach. 2005. Rational Development of
LEA29Y, a High-Affinity Variant of CTLA4-Ig with Potent
Immunosuppressive Properties. American Journal of Trans-
plantation. 5(3):443-53. U.S. patent application Ser. No.
09/865,321 (Publication No. 2002-0182211 A1), which is
also hereby incorporated by reference in its entirety, describes
and discusses L104EA29Y]g.

CDB80 and CDS86 are discussed in Carreno, B. M., and
Collins, M., 2002 (The B7 Family of Ligants and Its Recep-
tors. New Pathways for Costimulation and Inhibition of
Immune Responses, Annu. Rev Immunol. 20:29-53) and
Salomon, B., and Bluestone, J. A., 2001 (Complexities of
CD28/B7: CTLA-4 Costimulatory Pathways in Autoimmu-
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nity and Transplantation, Arnu. Rev. Immunol. 19:225-52).
Given that CTLA4Ig and L104EA29Y]1g bind to circulating
leucocytes expressing CD80 and/or CD86 molecules, it
would be informative to monitor the extent to which CD80
and/or CD86 is bound to the fusion protein(s), in addition to
the amount of compound circulating in the plasma during
clinical use. In doing so, clinicians would be able to correlate
compound exposure levels with receptor saturation levels
required for efficacy in order to monitor binding efficiency.
Understanding the extent to which CD86 is saturated with
L104EA29YTg at various blood concentrations can be used to
help justify different dosing schemes or regimes. For
example, during the development phase, different formula-
tions and routes of administration will be utilized (e.g.
monthly intravenous or weekly subcutaneous treatment).
This assay could be used to help establish the best route and
course of administration which demonstrates maximum satu-
ration for the longest period of time.

BRIEF SUMMARY OF THE INVENTION

The present invention relates to assays for monitoring and
measuring the binding of L104EA29YIg to a receptor, in
particular, a CD86 or CD8O0 receptor. In this assay, peripheral
mononuclear cells are isolated from a blood sample, and
portions of the mononuclear cell sample are preincubated
with increasing concentrations of L104EA29Y1g. After incu-
bation, a labeled anti-CD86 or anti-CD80 antibody is added,
and the binding of the labeled antibody is measured using
flow cytometry. By comparing the binding of portions of the
mononuclear cell sample with varying concentrations of
L104EA29Y1g added to a portion of the mononuclear cell
sample with no L104EA29YIg added, one can determine that
L104EA29Y]g is binding the receptor.

In yet another embodiment of the invention, an assay
method is provided in which the binding efficiency of
L104EA29Y]1g to a receptor is measured using a competing
antibody and a non-competing antibody concurrently. In such
an assay, peripheral monocytes are isolated from a blood
sample, and portions of the monocyte sample are preincu-
bated with L104EA29Y1g. After incubation, a labeled com-
peting anti-receptor antibody is added, and then a non-com-
peting anti-receptor antibody is added. The binding of the two
antibodies is measured using flow cytometry. The binding of
the non-competing antibody represents the amount of total
receptor, and the binding of the competing antibody repre-
sents the amount of available receptor, unbound by
L104EA29YIg. In this way, the binding efficiency of
L104EA29Y1g may be determined using a single sample.

In yet another embodiment of the invention, an assay
method is provided in which the binding efficiency of
L104EA29Y]1g to a receptor is measured using a competing
antibody and a non-competing antibody in separate samples.
In such an assay, whole blood is treated with L104EA29Y]g.
PBS is used as an untreated control. Mouse 1gG solution is
added to all samples to block non-specific binding of detec-
tion reagents. To detect levels of unbound CD86, fluores-
cently labeled competing anti-receptor antibody (e.g., mAb
HAS) is added to one set of samples. To detect total CD86
levels, a fluorescently labeled non-competing anti-receptor
antibody (e.g. mAb 2DD4) is added to another set of samples.
To detect monocytes, CD14-FITC is added to each sample. To
assess non-specific fluorescence associated with the labeled
anti-CD86 mAbs, excess unlabeled anti-human CD86 mAb is
added to a subset of the relevant samples (e.g. unlabeled HAS
is added to samples containing labeled HAS). Cells are lysed
using Lysing solution, and the binding of the antibodies is
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measured using flow cytometry. The binding of the non-
competing antibody represents the amount of total receptor,
and the binding of the competing antibody represents the
amount of available receptor, unbound by L104EA29Y]Ig.
Specific binding (AMFI (Medium fluorescence intensity)) is
determined by the difference between the total binding (la-
beled anti-CD86 mAb alone) and the non-specific binding
(labeled + excess unlabeled anti-CD86 mAb). In this way, the
binding efficiency of L104EA29YIg may be determined
using two separate samples.

In yet another embodiment of the invention, an assay
method is provided for monitoring the binding efficiency of
L104EA29YTgin a clinical setting. In such an assay, a patient
is dosed with L104EA29YIg. A blood sample from the
patient is obtained, and a mixture of mouse IgGs are added to
aliquots of the blood sample to reduce Fe receptor-mediated
non-specific binding. Human CD14-FITC is added to iden-
tify monocytes. Then, labeled competing anti-receptor anti-
body and labeled non-competing anti-receptor antibody are
added to the aliquots of blood sample. As above, to assess
non-specific fluorescence associated with the labeled anti-
CDB86 mAbs, excess unlabeled anti-human CD86 mAb is
added to a subset of the relevent samples (e.g. unlabeled HAS
is added to samples containing labeled HAS). A lysing/fixa-
tive solution is used to lyse red blood cells and fix leukocytes.
The samples are centrifuged to remove lysed blood cells and
isolate leukocytes. The total receptor and available receptor
(not bound by L104EA29YTg) are measured by determining
the binding of the competing and non-competing antibodies
(respectively). Specific binding (AMFI) is determined by the
difference between the total binding (labeled anti-CD86 mAb
alone) and the non-specific binding (labeled+excess unla-
beled anti-CD86 mAb).

In one preferred aspect of the above embodiments of the
present invention, the receptor is CD86 or CD80.

In another preferred aspect of the above embodiments, the
anti-receptor antibody is an anti-CD86 antibody. In particu-
lar, the competing anti-CD86 antibody is FUN-1, IT2.2, or
HAS (clone HAS.2B7). In another preferred embodiment, the
anti-receptor antibody is an anti-CD80 antibody. In particu-
lar, the competing anti-CD80 antibody is either mAb 1,307 .4
or mAb MAB104.

Inanother preferred aspect of the invention, the anti-human
CD86 or anti-human CD80 antibody is labeled with a fluo-
rophore. In another preferred aspect of the invention, the
fluorophore is phycoerythrin (PE).

In yet another preferred aspect of the above embodiments,
the non-competing anti-CD86 antibody is mAb 2D4.

In yet another preferred aspect of the above embodiments,
the non-competing anti-CD80 antibody is mAb 1420.

In yet another embodiment of the invention, monoclonal
antibodies mAb 1420 and 2D4, and hybridomas that express
such mAbs are provided. The hybridomas used to produce
these antibodies were deposited on Jan. 13, 2006 with the
American Type Culture Collection (ATCC), 10801 Univer-
sity Blvd., Manassas, Va. 20110-2209 under the provisions of
the Budapest Treaty, and have been accorded ATCC acces-
sion number PTA-7304 (hybridoma expressing mAb 1420),
and PTA-7305 (hybridoma expressing mAb 2D4). These and
other embodiments of the invention will be apparent in light
of the detailed description below.

BRIEF DESCRIPTION OF THE FIGURES

FIG. 1 1llustrates the results of a CD86 competition in
isolated peripheral blood mononuclear cells with competing
mAb FUN-1.
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FIG. 2 illustrates (a) the results of competition in whole
blood with competing mAb FUN-1 (1 ug/ml) and (b) the
results of competition in whole blood with a non-competing
mAb 2D4.

FIG. 3 presents the nucleotide sequence (SEQ ID NO:1) of
the CTLA4lg molecule. Also shown is the amino acid
sequence (SEQ ID NO:2) encoded by the nucleic acid.
CTLA4Ig molecules that can be produced from this nucle-
otide sequence include molecules having the amino acid
sequence of residues: (1) 26-383 of SEQ ID NO:2, (ii) 26-382
of SEQ IDNO:2, (iii) 27-383 of SEQ ID NO:2, or (iv) 26-382
of SEQ ID NO:2, or optionally (v) 25-382 of SEQ ID NO:2,
or (vi) 25-383 of SEQ ID NO:2. The DNA and amino acid
sequences comprise the following regions: (a) an Oncostatin
M signal sequence (amino acids 1-26 of SEQ ID NO:2); (b)
an extracellular domain of human CTLA4 (amino acids
27-151 of SEQ IDNO:2); (c) amodified portion of the human
IgG1 constant region (amino acids 152-383 of SEQ ID
NO:2), including a modified hinge region (amino acids 152-
166 of SEQ ID NO:2), a modified human 1gG1 CH2 domain
(amino acids 167-276 of SEQ ID NO:2), and a human IgG1
CH3 domain (amino acids 277-383 of SEQ ID NO:2).

FIG. 4 depicts anucleotide (SEQ ID NO:3) and amino acid
(SEQ ID NO:4) sequence of L104EA29Y]g (also known as
“LEA29Y™) comprising an Oncostatin M signal sequence; a
mutated extracellular domain of CTLA4 starting at (as des-
ignated in FIG. 4) methionine at position +1 and ending at
aspartic acid at position +124, or starting at alanine at position
-1 and ending at aspartic acid at position +124; and an Ig
region. SEQ IDNO: 3 and 4 designate the first amino acid of
the Oncostatin M signal sequence (M, which is followed by
G) as 1. SEQ ID NO: 3 and 4 depict a nucleotide and amino
acid sequence, respectively, of L104EA29Y1g comprising an
Oncostatin M signal sequence; a mutated extracellular
domain of CTL A4 starting at methionine at position +27 and
ending at aspartic acid at position +150, or starting at alanine
at position +26 and ending at aspartic acid at position +150;
and an Ig region. L104EA29YIg can have the amino acid
sequence of residues: (1) 26-383 of SEQ ID NO:4, (1) 26-382
of SEQ ID NO:4; (iii) 27-383 of SEQ ID NO:4 or (iv) 27-382
of SEQ ID NO:4, or optionally (v), 25-382 of SEQ ID NO:4,
or (vi) 25-383 of SEQ ID NO:4.

FIG. 5 depicts the results of an ex vivo CD86 receptor
competition in whole blood with mAb HAS and mAb FUN1.
(NHV=Normal healthy volunteer.) This figure demonstrates
that the concentration of L104EA29Y]g required to inhibit
specific binding of HAS by 50% is 0.13 ug/ml, and the con-
centration of L104EA29Y]g required to inhibit the specific
binding of FUN1 by 50% is 0.49 ug/ml.

FIG. 6 depicts the characterization of CD86 competition
with mAb FUNI after incubation of whole blood with
L104EA29YIg. (MFI=Median fluorescence intensity;
MLR=Mixed leukocyte reaction; NS=Non-specific). This
figure summarizes FUN-1 performance in the assay on blood
collected from 6 different NHV's demonstrating the effect of
L104EA29Y]Ig inhibition of antibody binding.

FIG. 7 depicts the characterization of CD86 competition
with mAb HAS after incubation of whole blood with
L104EA29Y1g. This figure summarizes HAS performance in
the assay on blood collected from 6 different NHV's demon-
strating the effect of L104EA29YIg inhibition of antibody
binding.

FIG. 8 depicts a CD86 receptor competition assay on
whole blood collected from NHVs administered
L104EA29YIg  subcutaneously.  (SC=Sub-cutaneous;
squares indicate pre-dose, triangles indicate Day 5, circles
indicate Day 14, and diamonds indicate Day 42). FIG. 8
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demonstrates that L1I04EA29YTg administration SC to nor-
mal healthy volunteers, inhibits the binding of FUNI to
monocytes by day 3, but this effect is reversed by day 14.

FIG. 9 depicts the correlation between pharmacokinetics
(PK) and pharmacodynamics (PD) of the results shown in
FIG. 8, which helps one understand what serum drug concen-
trations are required to achieve a desired pharmacodynamic
activity such as saturating the target. Open and closed tri-
angles represent the two subjects who received
L104EA29Y]1g. This figure demonstrates that in the subjects
administered [.104EA29YTg SC, more inhibition of Fun-1
binding to peripheral blood monocytes is observed with
increasing serum concentrations of L104EA29YTg.

FIG. 10 depicts a comparison of the specific binding of
several anti-CD86 mAbs in NHVs to monocytes in whole
blood. The data show that all three antibodies bind to mono-
cytes in a similar fashion.

FIG. 11 depicts specific binding of mAb 2D4 in clinical
samples (including blood from renal transplant patients
treated with L104E29YTIg). In transplant patients receiving
L104EA29Y1g, 2D4 binding is unchanged following admin-
istration of L104EA29YIg and not significantly different
from NHVs.

FIG. 12 depicts specific binding of mAb HAS and mAb
FUNT in clinical samples (including blood from renal trans-
plant patients treated with L.104E29YIg). This data demon-
strates that as opposed to 2D4, FUN-1 and HAS binding are
significantly inhibited by L104E29YIg administration in
transplant patients and significantly reduced compared to
NHVs.

FIG. 13 depicts simulated clinical PK and PD profiles. This
figure depicts a model suggesting how this assay could be
used to monitor receptor saturation following LL104E29Y1g
administration. [thypothesizes that shortly after the first dose,
receptor saturation is maximized and remains at the desired
level despite changes in dose regimen such as frequency of
dose or strength of dose.

FIG. 14 depicts the titration of anti-CD86 PE FUN1, dem-
onstrating the effects on L104EA29YIg binding. These
results were used to determine the concentration of antibodies
to use in competition assays.

FIG. 15 depicts the titration of anti-CD86 PE HA5.2B7,
demonstrating the effects on L104EA29YIg binding. These
results were used to determine the concentration of antibodies
to use in competition assays.

FIG. 16 depicts the titration of anti-CD86 PE 2D4 | dem-
onstrating the effects of L104EA29YIg binding.
L104EA29YIg does not affect the binding of mAb 2D4.

FIG. 17 depicts specific binding of a non-competing mAb
2D4 in clinical samples of long term and short term subjects.
In transplant patient receiving L104EA29YTg, 2D4 binding is
unchanged following administration of L104EA29YIg and
not significantly different from Cyclosporine A (CsA) treated
control subjects. The assay is similar to the assay described in
FIG. 11 except that Cs A treated subjects are used as controls
and results from subjects treated with L104EA29Y]g for a
period of 6 months or less are also included.

FIG. 18 depicts specific binding of a competing mono-
clonal antibody HAS in clinical samples of long term and
short term subjects. This data demonstrate that HAS binding
is significantly inhibited by L104EA29YTg administration in
transplant patients and significantly reduced compared to
CsA treated control subjects. The assay is similar to the assay
described in FIG. 12 except that CsA treated subjects were
used as controls and results from subjects treated with
L104EA29Y]g for a period of 6 months or less are also
included.
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FIG. 19 depicts CD86 receptor competition assay in whole
blood from normal healthy volunteers with mAb HAS. The
data demonstrates that the concentration of CTLA4Ig
required to inhibit specific binding of HAS by 50% is 2.63
pg/ml, whereas the concentration of .104EA29YTg required
to inhibit specific binding of HAS by 50% is 0.11 pg/ml. The
assay is the same type of assay as shown in FIG. 5, donor B,
except that the results in FIG. 19 represent the average
response of 6 donors.

FIG. 20 depicts CD80 receptor competition assay in whole
blood from normal healthy volunteers with mAb 1.307.4. The
data demonstrate that the concentration of CTLA41g required
to inhibit specific binding of L307.4 by 50% is 0.01 pg/ml,
and the concentration of LI04EA29Y]g required to inhibit
specific binding of 1.307.4 by 50% is 0.01 pg/ml. The results
represent the average response of 6 donors.

FIG. 21 depicts the results of CD80 and CD86 receptor
saturation and inhibition of allo-response assay for compari-
son. Depicted are the IC50s of CTL.A4lgina mixed leukocyte
reaction, in a CD86 receptor competition assay using mAb
HAS, and in a CD8O0 receptor competition assay using mAb
L307.4. Also depicted are the IC50s of L104EA29YIg in a
mixed leukocyte reaction, in a CD86 receptor competition
assay, and in a CD80 receptor competition assay.

DETAILED DESCRIPTION OF THE INVENTION

The present invention may be understood more readily by
reference to the following detailed description of the pre-
ferred embodiments of the invention and the Examples
included herein. This invention describes the development of
a flow cytometry-based “CD86 Receptor Competition
Assay” for L104EA29YTg.

Preliminary attempts to develop a CTLA4Ig-based CD80
and/or CD86 receptor competition assay failed. Most periph-
eral blood monocytes express very low (orno)levels of CD80
on their surface prior to stimulation, thus developing a CD80
receptor competition assay would be highly challenging.
Additionally, the relatively high affinity of L104EA29Y1g for
CDB86 (relative to CTLA4Ig or mAbs) allows L104EA29Y1g
to compete for binding with the anti-CD86 mAbs tested.

Flow cytometry has been used with increasing regularity in
clinical laboratories for immunophenotyping of leukocyte
antigens. The advantages of flow cytometry include speed,
sensitivity, precision and objectivity. The components and
operation of flow cytometers is well known to those skilled in
the art and will not be described in detail herein. For purposes
of a description of such, applicants refer to U.S. Pat. No.
5,567,627, issued Oct. 22, 1996 which is incorporated herein
by reference in its entirety. It is sufficient to indicate that the
components and methodology of flow cytometry can be used
to provide specific information on a number of parameters of
asample. Forexample it is possible to provide information on
components of different sizes within a sample, while simul-
taneously providing information on signals of different wave-
lengths received from different components received from the
sample. Thus, when a sample includes components of varying
sizes and also includes components with labels which emit
different wavelengths of light the flow cytometry data
obtained can provide multidimensional information to the
user. The present invention utilizes this technology by pro-
viding different types of labeled antibodies and labeled and
unlabelled cells expressing known antigens. By exposing a
sample to such and thereafter analyzing such within a flow
cytometer it is possible to obtain substantial amounts of infor-
mation regarding the blood in a quick and efficient manner.
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In this flow cytometric assay, the total CD86 expression
levels on peripheral monocytes are detected by a truly non-
competing mAb (e.g. 2D4) and the level of CD86 molecules
not bound by L104EA29Y]Ig is detected by a competing
anti-CD86 mAb (e.g. FUN-1 and 1T2.2).

As used herein, a competing anti-receptor antibody is an
antibody which is measurably prevented from binding to a
receptor by a given molecule, such as L104EA29YIg. A non-
competing anti-receptor antibody is an antibody which does
not measurably prevent binding of a given molecule, such as
L104EA29Y]Ig, to the receptor.

As used herein, “CTLA41g” or “CTLA4-1g” refers to a
protein molecule having the amino acid sequence of residues:
(1)26-383 of SEQID NO:2, (ii) 26-382 of SEQ ID NO:2; (iii)
27-383 of SEQ ID NO:2, or (iv) 27-382 of SEQ ID NO:2, or
optionally (v) 25-382 of SEQID NO:2, or (vi) 25-383 of SEQ
ID NO:2. Expression of CTLA4Ig in mammalian cells can
result in the production of N- and C- terminal variants.
CTLA4lIg also refers to multimeric forms of the polypeptide,
such as dimers, tetramers, and hexamers. Dimer combina-
tions can include, for example: (i) and (i); (i) and (ii); (i) and
(ii1); (1) and (iv); (i) and (v); (1) and (vi); (ii) and (ii); (ii) and
(i11); (1) and (iv); (i1) and (v); (i1) and (vi); (i11) and (ii1); (ii)
and (iv); (ili) and (v); (iil) and (vi); (iv) and (iv); (iv) and (v);
(iv)and (vi); (v) and (v); (v)and (vi); and, (vi) and (vi). These
different dimer combinations can also associate with each
other to form tetramer CTLA4Ig molecules. (DNA encoding
CTLAA4Ig as shown in SEQ ID NQO:2 was deposited on May
31, 1991 with the American Type Culture Collection (ATCC),
10801 University Blvd., Manassas, Va. 20110-2209 under the
provisions of the Budapest Treaty, and has been accorded
ATCC accession number ATCC 68629; a Chinese Hamster
Ovary (CHO) cell line expressing CTLA4Ig as shown in SEQ
ID NO:2 was deposited on May 31, 1991 with ATCC identi-
fication number CRL-10762).

L104EA29YIg (also known as “LEA29Y” or
“L104EA29Y™) is a genetically engineered fusion protein
similar in structure to CTAL4Ig. Two amino acid modifica-
tions were made to CTLA4Ig, leucine to glutamic acid at
position 104 (L104E), which is position 130 of SEQ ID NO:2,
and alanine to tyrosine at position 29 (A29Y), which is posi-
tion 55 of SEQ ID NO:2, to generate L104EA29Y1g.

As used herein, “L104EA29YIg” refers to a protein mol-
ecule having the amino acid sequence of residues: (1) 26-383
of SEQ ID NO:4, (ii) 26-382 of SEQ ID NO:4; (iii) 27-383 of
SEQ ID NO:4, or (iv) 27-382 of SEQ ID NO:4, or optionally
(v) 25-382 of SEQID NO:4, or (vi) 25-383 of SEQ ID NO:4.
Expression of L104EA29YTg in mammalian cells can result
in the production of N- and C- terminal variants.
L104EA29YIg also refers to multimeric forms of the
polypeptide, such as dimers, tetramers, and hexamers. Dimer
combinations can include, for example: (i) and (i); (i) and (i1);
(1)and (iii); (i) and (iv); () and (v); (i) and (vi); (i) and (ii); (ii)
and (iii); (i1) and (iv); (i1) and (v); (i1) and (v1); (iii) and (iii);
(iil) and (iv); (iii) and (v); (iii) and (vi); (iv) and (iv); (iv) and
(v); (iv) and (vi); (v) and (v); (v) and (vi); and, (vi) and (vi).
These different dimer combinations can also associate with
each other to form tetramer L104EA29Y1g molecules. (DNA
encoding 1.104EA29YIg was deposited on Jun. 20, 2000,
with the American Type Culture Collection (ATCC) under the
provisions of the Budapest Treaty. It has been accorded ATCC
accession number PTA-2104. L104EA29YIg is further
described in co-pending U.S. patent application Ser. Nos.
09/579,927,  60/287,576 and 60/214,065, and in
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US20020182211A1 and WO/01/923337 A2, which are incor-
porated by reference herein in their entireties.)

EXAMPLES
Example 1
In Vitro Assays

Initial experiments were performed to measure the binding
of L104EA29YIg to CD86. Various antibodies were used
singly or in combination to develop an assay procedure that
allows the measurement of L104EA29YTg binding relative to
the availability of CD86 receptor.

Materials

Dulbecco’s PBS without Ca++ and Mg++ (Mediatech Inc.,
Herndon Va., Cat #21-031-CM), or equivalent

BMS-224818-01 (L104EA29Y1g). 100 mg, resuspended
and stored frozen as a 10 mg/ml stock solution in PBS

Lymphocyte Separation Medium (Mediatech Inc., Hern-
don Va., Cat #25-072-CV)

Sodium azide (Sigma-Aldrich, Milwaukee, Wis., Cat
#82002), or equivalent

Trypan Blue, 0.4% (Invitrogen, Grand island N.Y., Cat
#15250-061) or equivalent

10xFACS Lysing Solution (BD Biosciences, San Jose
Calif., Cat #349202)

Fetal Bovine Serum (Mediatech Inc., Herndon Va., Cat
#35-011-CV), or equivalent

Human IgGlx, from human plasma (Sigma-Aldrich, St.
Louis, Mo., Cat #15154), or equivalent

IgG from human serum (Sigma-Aldrich, St. Louis, Mo.,
Cat #14506), or equivalent

IgG from murine serum (Sigma-Aldrich, St. Louis, Mo.,
Cat #15381), or equivalent

Anti-CD14-FITC conjugated mAb (Becton Dickinson,
San Jose, Calif. Cat #555397)

Anti-CD86-PE conjugated mAb, clone FUN-1 (Becton
Dickinson, San Jose, Calif. Cat #555658)

Anti-CD86-PE conjugated mAb, clone 1T2.2 (Becton
Dickinson, San Jose, Calif. Cat #555665)

Anti-CD86-PE conjugated mAb 2D4-PE. (BMS propri-
etary mAb, conjugated to PE, Batch Control #14640, by
Caltag Laboratories)

Anti-CD80-PE conjugated mAb (1420-PE) (BMS propri-
etary mAb, conjugated to PE, Batch Control #17312, by
Caltag Laboratories.)

Sodium citrate CPT Vacutainer™, 8 mL, (Becton Dickin-
son, Cat #362761)

Sodium heparin CPT Vacutainer™, 8 mL, (Becton Dick-
inson, Cat #362753)

Anti-CD80 conjugated mAb [.307.4 (Becton Dickinson,
Cat 340294)

Anti-CD80 conjugated mAB 104 (Beckman Coulter, Cat
#IM1976)

Anticoagulant Acid Citrate Dextrose Solution Formula
(ACD-A) (2 mg/ml dextrose, 1.8 mg/ml sodium citrate,
0.6 mg/ml citric acid; Gambro #777967000) Heparin
(Sigma H3149, 30 U/ml)

A. Detection of CD86 in Human PBMC and Competition
with L104EA29YIg

Given that monocytes represent the circulating leukocyte
population expressing the most abundant expression of
CD86, the expression of CD86 on CD14+ monocytes was
evaluated in a two color direct immunofluorescence assay
(FIG. 1). As expected, peripheral monocytes in PBMCs (pe-
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ripheral blood monocytes) expressed moderate levels of
CDB86 as detected by anti-CD86 mAb FUN-1 (or IT2.2 data
not shown) binding. When PBMCs are pre-incubated with
increasing concentrations of L104EA29YIg (0.1 to 100
ug/test), the detectable anti-CD86 binding was inhibited in a
concentration dependant manner. These data suggest that
L104EA29YTg can compete with selective anti-CD86 mAbs
(e.g. FUN-1 and IT2.2) for CD86 binding on peripheral blood
monocytes. Thus the reagents and potential for generating a
CDB86 receptor competition assay to measure co-stimulation
blockade by L104EA29YTg exists and does so only due to the
unique high affinity L104EA29Y]1g has for CD86.

Not wishing to be bound by any specific procedure, the
Applicants provide the following example procedure to dem-
onstrate how the assay may be done in an in vitro setting:

PBMC Procedure:

1. 40 ml blood is drawn into a syringe containing heparin
(30 U/ml), EDTA (5.4 mM) or ACD-A (2 mg/ml dex-
trose, 1.8 mg/ml sodium citrate, 0.6 mg/ml citric acid) as
an anti-coagulant.

2. Layer 20 ml of blood over 15 ml of Lymphocyte Sepa-
ration Medium.

3. Centrifuge 1800 rpm for 25 minutes at room tempera-
ture.

4. Remove the PBMC layer and transfer to a 50 ml tube.
Add 30 ml PBS.

5. Centrifuge 1800 rpm for 10 minutes at room tempera-
ture.

6. Resuspend the pellet in 50 ml PBS.

7. Centrifuge at 1200 rpm for 10 minutes at room tempera-
ture.

8. Resuspend the pellet in PBS and determine cell number
using trypan blue staining.

9. Resuspend the cells at a final concentration of 107 cells
per ml in 0.5% FBS/PBS/0.1% sodium azide.

10. Aliquot 106 cells (100 ul) into a 12x75 mm polystyrene
tube on ice.

11. Add L104EA29Y1g at desired concentrations (e.g.,
between 0 and 200pg/ml) to tube and incubate for 15
minutes on ice.

12. Add 20 pg of either human IgG1 (200 pg/ml final
concentration) or mixed human 1gGs (200 ug/ml final
concentration) to block potential FcR binding of detec-
tion antibodies. Incubate 10 minutes on ice.

13. Add indicated amount (e.g. 1 pg) of anti-human CD86
PE (antibody labeled with PE, i.e., phycoerythrin) (e.g.
BD clone FUNI1 ) antibody, incubate 30 minutes on ice

14. Add 1 ml FACS Lysing Solution, incubate 30 minutes
on ice.

15. Centrifuge at 1500 rpm for 5 minutes at4 C. Resuspend
pellet in 250 ul FACS Lysing Solution.

16. Read on flow cytometer. For acquisition, gate on the
monocyte population, as identified by forward and side
scatter properties (G1). Acquisition is stopped after
accumulation of 5000 G1 events.

17. For analysis, the median fluorescence of G1 events is
determined on ahistogram of FL.2 events (CD86 PE) and
isused to determine the relative level of CD86 present on
the surface of monocytes.

B. Detection of CD86 in Human Whole Blood Samples and
Competition with L104EA29Y]g

To be useful as a clinical assay, the CD86 competition
observed on PBMC’s must also be detectable in whole blood
samples. To demonstrate this potential, whole blood from a
normal healthy volunteer was drawn into vacutainers contain-
ing either ACD or EDTA. The blood was then pre-incubated



US 7,510,844 B2

11

with 0, 5, 120 and 250 ug/ml L104EA29YTg at 37° C. for 1
hour. Following incubation, CD86 not occupied by
L104EA29YTg was measured by incubating the blood
samples at 4° C. with FUN-1 (and/or IT2.2). The results of the
flow cytometry measurements suggest that expected levels of
CDB86 expression on CD14+ monocytes were detected; how-
ever, the use of different anti-coagulants resulted in different
levels of detectable CD86 in the absence of L104EA29Y]g.
Increasing concentrations of L104EA29YTg inhibited FUN-1
binding in a concentration dependant manner (FIG. 2a) and
there appeared to be no effect of anticoagulant choice on this
inhibition.

Not wishing to be bound by any specific procedure, the
Applicants provide the following example procedure to dem-
onstrate how the assay may be done:

Whole Blood Procedure

1. Draw blood into ACD-A anticoagulant

2. Dispense L104EA29YIg into 12x75 mm polypropylene
tube for desired final concentration (e.g., between 0 and
200 ug/ml).

3. Add whole blood to L104EA29Y]1g. Incubate on a rota-
tor in the 37° C. CO, incubator for 1 hr.

4. Aliquot 200 ul of blood sample into a 12x75 mm poly-
styrene tube on ice.

5. To each tube, add 25 ug of mouse mixed IgGs to block
potential FcR binding of detection antibodies. Incubate
for 15 minutes on ice.

6. To each tube, add 20 ul anti-human CD14 FITC (5
pg/ml)/ and indicated amount (e.g. 1 ug) of anti-human
CD86 PE (e.g. BD clone FUN1). Incubate on ice for 30
minutes.

7. Add 2 ml of FACS Lysing Solution (BD) to each tube.
Incubate on ice for 30 minutes.

8. Spin the tubes for 5 minutes at 1500 rpm, at 4° C.

9. Resuspend in 200 ul FACS Lysing Solution.

10. Read on flow cytometer, adjusting compensation set-
tings as necessary. For acquisition, gate on the monocyte
population, as identified by forward and side scatter
properties (G1). Gate on CD14+ monocytes using a dot
plot of forward scatter vs. CD14 (G2). The additive
events of G1 and G2 (termed G3) are observed on a
histogram looking at the FL2 channel (CD86 PE).
Acquisition is stopped after accumulation of 3000 G3
events.

11. For analysis, the median fluorescence of G3 events is
determined on a histogram of FL.2 events (CD86 PE) and
is used to determine the relative level of CD86 present on
the surface of CD14+ monocytes.

C. Detection of CD86 in Human Whole Blood Cells with
Concurrent use of Competing and Non-Competing Anti-
CD86 Antibodies.

Additionally, the binding of 2D4, an anti-CD86 mAb
which does not compete with CTLA-4, is not affected by the
preincubation with a high concentration (200 ug/ml) of
L104EA29Y1g (FIG. 2b). This suggests that 2D4 does not
compete with L104EA29Y]g for binding to CD86 and can be
used to measure the total surface expression of CD86 even in
the presence of L104EA29Y1g.

D. Summary

The data for these experiments are shown in FIGS. 1, 2a
and 2b. These data demonstrate that selected anti-CD86
mAbs (e.g. FUN-1 and 1T2.2), which do not compete with
CTLAAIg, will compete with [L104EA29YTg for binding to
CD86 on the surface of antigen presenting cells. The data also
demonstrate that truely non competing anti-CD86 mAbs (e.g.
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2D4) can be used to measure total surface CD86 expression
even in the presence of high concentrations of
L104EA29YTg. These observations are unique to
L104EA29YIg due to the enhanced affinity for CD86 as
compared to CTL.A4Ig and other CD86 ligands. These obset-
vations are the basis for the novel application of these
reagents for the development of a clinical assay to measure
costimulation blockade by L104EA29Y]g.

Example 2
Clinical Ex Vivo and In Vivo Studies

To be useful as a clinical assay, the CD86 competition
observed on PBMC’s must also be detectable in whole blood
samples. To demonstrate this potential, whole blood from a
normal healthy volunteer was drawn into vacutainers contain-
ing either ACD or EDTA. The blood was then pre-incubated
with varying concentrations of L.104EA29YTg. Assay con-
centrations were determined by titration of FUN-1 PE, HAS
PE and 2D4 PE. (See FIGS. 14-16, and Tables 1 and 2).
Following incubation, CD86 not occupied by L104EA29Y g
was measured by incubating the blood samples at 4° C. with
HAS.2B7. The concentration of L104EA29Y]g required to
inhibit antibody binding by 50% varies, depending on the
antibody. For example, 0.13 pg/ml of L104EA29YIg is
required to inhibit HA5 binding by 50%, while 0.49 ug/ml of
L104EA29Y]1g is required to inhibit FUN-1 binding by 50%.
(See FIG. 5). FUN-1 and HAS5 performance in the assay on
blood collected from 6 different normal healthy volunteers
(NHVs) demonstrating the effect of T.104EA29YTg inhibi-
tion of antibody binding is shown in FIGS. 6 and 7. In general,
HAS appears to be more sensitive as it detects greater receptor
saturation at similar L104EA29YIg concentrations and lower
1C50s. All three monoclonal antibodies (FUN-1, HAS, and
2D4) bind to CD86 (on monocytes) at similar levels. (See
FIG. 10).

In clinical studies, FUN-1 specific binding, as measured by
change in median fluorescence intensity (MFI), is inhibited
substantially by Day 5 after dosing with L104EA29Y]g. (See
FIG. 8). L104EA29Y]g inhibits binding of FUN-1, and, when
administered subcutaneously, as the concentration of
L104EA29Y]g increases, so does the inhibition of FUN-1
binding. (See FIG. 9). In transplant patients continually
receiving L104EA29YTg, 2D4 binding is unchanged follow-
ing a single administration of L104EA29Y]g and not signifi-
cantly different from NHVs. (See FIG. 11). The term
“trough” refers to the time point just prior to the next admin-
istration of the drug, when the concentration of drug is at its
lowest blood level in a patient. As opposed to 2D4, Fun-1 and
HAS binding are significantly inhibited by L104EA29YIg
administration in transplant patients and significantly
reduced compared to NHVs. (See FIG. 12; 2D4 data not
shown.) FIG. 13 is a model suggesting how this assay could
be used to monitor receptor saturation following
L104EA29Y1g administration. It hypothesizes that shortly
after the first dose, receptor saturation is maximized and
remains at the desired level despite changes in dose regimen
such as frequency of dose or strength of dose.

Not wishing to be bound by any specific procedure, the
Applicants provide the following example procedure to dem-
onstrate how the assay may be done:

Materials
L104EA29YTg, BMS Syracuse, lot 4E82288/MSF521A,;
100 mg vial reconstituted with 10 ml PBS, to a final
concentration of 10 mg/ml. 50 pl aliquots stored @-20°
C.
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CD86 PE (clone HA5.2B7) Beckman Coulter #IM2729 lot
15 (conc 6.25 pg/ml)

CD86 APC clone 2D4; 0.09 mg/ml; BMS generated mAb,
APC conjugated by Calbiochem

CD14 FITC BD #555397

Purified anti-CD86 (clone HAS5.2B7) Beckman Coulter
#IM2728, 200 ug Iyophilized; resuspended at 200 pug/ml
in dH,0/0.1% azide

Purified anti-human CD86 (clone 2D4) 2.29 mg/ml

Mouse IgG, reagent grade, Sigma #15381; 10 mg lyo-
philized; resuspend in 5 ml PBS to a final concentration
of 2 mg/ml, stored @4° C.

FACS Lysing Solution, 10x, BD #349202

Whole Blood In Vitro Procedure
1. Draw blood into ACD-A vacutainer or syringe with
ACD-A as anti-coagulant.
2. Dilute 10 mg/ml L104EA29YTg in PBS to a concentra-
tion that is 10-fold above the desired final concentration.
See dilutions in Table 1 below.

TABLE 1

Concentration of L104EA29YIg used in Assays

Correlation
L104EA29Y1g ul 10 mg/ml with clinical
final conc. ulPBS  L104EA29YIg values
250 pg/ml 150 50 peak
125 pg/ml 175 25 intermediate
5 pug/ml 100 First dilute 1:100, trough
then add 100
2 ug/ml 160 First dilute 1:100, trough
then add 40

3. Dispense 150 pl of diluted L104EA29YTg into a 12x75
mm polypropylene tube. Dispense 150 ul PBS to addi-
tional tube for untreated control.

4. Add 1.35 ml of whole blood to L.104EA29Y]g or PBS.
Incubate on arotatorin the 37° C. CO, incubator for 1 hr.

5. On ice, dispense 10 ul of mouse IgG solution to 12x75
mm polystyrene sample tubes.

6. Dispense 100 ul of blood for each sample into 12-12x75
polystyrene tubes.

7. Incubate on ice 10 minutes.

8. To three tubes, add 3.5 ul purified, unlabeled HAS mAb
(purified). To three additional tubes, add 4.4 pl of puri-
fied, unlabeled 2D4 mAb. (Seetable below). Incubate 15
minutes on ice.

9. To all tubes, add 10 ul CD14 FITC.

10. Add 20 pl of anti-human CD86 PE (clone HA5.2B7)
antibody to tubes as indicated in table below. Add 10 pl
of 2D4-APC to tubes as indicated in Table 2 below.

TABLE 2
Addition of unlabeled/labeled antibody reagents.
HASPE, Unlabeled 2D4- Unlabeled CD14-
TUBE ul HAS,ul  APC,pl 2D4, ul FITC, pl

1 20 — — — 10
2 20 — — — 10
3 20 — — — 10
4 20 33 — — 10
5 20 33 — — 10
6 20 33 — — 10
7 — — 10 — 10
8 — — 10 — 10
9 — — 10 — 10
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TABLE 2-continued

Addition of unlabeled/labeled antibody reagents.

HAS5 PE,  Unlabeled 2D4- Unlabeled CD14-
TUBE ul HAS, ul - APC,ul 2D4, ul FITC, pl
10 — — 10 4.4 10
11 — — 10 4.4 10
12 — — 10 4.4 10

11. Incubate 30 minutes on ice.

12. Dilute 10xFACS Lysing Solution 1:10 with dH,O. Add
1 ml of FACS Lysing Solution to each tube. Vortex and
incubate RT 15 minutes.

13. Spin the tubes for 5 minutes at 1500 rpm, at 4° C.

14. Resuspend in 200 pl FACS Lysing Solution.

15. Read on flow cytometer, adjusting compensation set-
tings as necessary. For acquisition, gate on the monocyte
population, as identified by forward and side scatter
properties (G1). Gate on CD14+ monocytes using a dot
plot of forward scatter vs. CD14 (G2). The additive
events of G1 and G2 (termed G3) are observed on a
histogram looking at the FL.2 channel (CD86 PE, FUN1)
or FL4 channel (CD86 APC, 2D4). Acquisition is
stopped after accumulation of 3000 G3 events.

16. For analysis, the median fluorescence of G3 events is
determined on a histogram of FL2 events (CD86 PE,
HAS) or FL4 events (CD86 APC, 2D4) and is used to
determine the relative level of CD86 present on the
surface of CD14+ monocytes.

Example 3

Clinical Assay

A. CD86 Clinical Assay Procedure

To perform such an assay, blood samples obtained from
patients dosed with L104EA29YTg can be aliquoted into 200
wl samples into a 12x75 mm polystyrene tube on ice (4° C.).
To each tube, 25 pg of mouse mixed IgGs can be added to
block potential FcR binding of detection antibodies (e.g.
FUN-1, 2D4, 1420 etc.) and incubated for 15 minutes at 4C.
To each tube, 20 pl anti-human CD14 FITC can be added and
indicated amount (e.g. 1 pg) of fluorescently labeled anti-
human CD86 (e.g. FUN1,HAS or 2D4) and incubated at 4° C.
for 30 minutes. To assess non-specific fluorescence associ-
ated with the labeled anti-CD86 mAbs, excess unlabeled
anti-human CD86 mAb is added to a subset of the relevant
samples (e.g. unlabeled HAS is added to samples containing
labeled HAS). 2 ml of FACS Lysing Solution (BD) can be
added to each tube to lyse the red blood cells and fix the
leukocytes. The blood may be subsequently incubated at 4° C.
for 30 minutes. To isolate the leukocytes and remove lysed
RBCs and excess reagents, the samples can be centrifuged at
1500 rpm for 5 minutes at 4° C. and resuspended in 200 pl
FACS Lysing Solution for analysis on the flow cytometer as
described in the methods. The total CD86 expressed on the
surface of the APC can be determined by using mAb 2D4
while the available CD86 can be measured by using mAb
FUN-1 or HAS as examples. Specific binding (AMFT) is
determined by the difference between the total binding (la-
beled anti-CD86 mAb alone) and the non-specific binding
(labeled +excess unlabeled anti-CD86 mAb). With this data
one could calculate the ratio of unbound CD86 to total CD86
and determine the extent of receptor saturation by
L104EA29Y1g in a given blood sample. Alteratively, one
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could also perform the same procedure on patient blood
obtained prior to administration of L104EA29Y]Ig to detet-
mine the total CD86 levels and repeat the analysis following
administration of the compound to measure the decrease in
the binding of the competing antibody as compared to pre-
treatment. In this way, one would be able to determine the
extent of receptor saturation following administration of
compound.

B. CD80 Clinical Assay Procedure

Although CD80 expression on monocytes is very low or
not at all, other cell types or activated monocytes do express
higher levels of CD80. The expression of total and available
CD80 can be measured in a similar fashion on these cell types
by using the non competing CD80 mAb 1420 to measure total
CD80 expressed and the competing mAb L307.4 or mAb
MAB104 to measure CD80 unbound by [104EA29YIg.
With this data one could calculate the ratio of unbound CD80
to total CD80 and determine the extent of receptor saturation
by L104EA29Y]gina given blood sample. Alternatively, one
could also perform the same procedure on patient blood
obtained prior to administration of L104EA29Y]g to deter-
mine the total CD80 levels and repeat the analysis following
administration of the compound to measure the decrease in
the binding of the competing antibody as compared to pre-
treatment. In this way, one would be able to determine the
extent of receptor saturation following administration of
compound.

As shown in FIG. 20, whole blood was stimulated with 1
pg/ml LPS for 4 hours at 37° C. to induce the expression of
CD80. The unbound CD8O0 level was determined by the level
of binding of competing antibody 1.307.4. The results shown
in FIG. 20 represent the average response of 6 donors.

C. Allo-Response Assay
To measure allo-responses, mixed leukocyte reactions
(MLR) were performed. For MLR proliferation assays mea-
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suring titrations of CTLA-41g or L104EA29YTg, T cells were
cultured at 1x10°/well in quadruplicate wells together with
1x10%, 2x10° or 0.4x10® allogeneic MoDC as antigen-pre-
senting cells (APCs) in 96-well round-bottom plates in a total
volume of 200 wl of 10% FCS-RPMI. CTLA-4Ig or
L104EA29Y1g was added to wells at a starting final concen-
tration of 30 pg/ml, followed by half-log dilutions down to a
final concentration of 1 ng/ml. On day 5 after initiation of the
MLR, cultures were pulsed with one uCi of *[H]-thymidine
(PerkinElmer, Boston, Mass.) for 6 hours, harvested on a
Packard cell harvester (PerkinFlmer), and counted by liquid
scintillation on a +Packard TopCount NXT (PerkinElmer).
The results of CD80 and CD86 receptor saturation and inhi-
bition of allo-response assay are shown in FIG. 21.

Example 4

Methods of Producing Antibodies

The production of antibodies is discussed in detail in U.S.
patent application Ser. No. 10/375157 (Publication No. 2003-
0224458) which is hereby incorporated by reference in its
entirety. The antibodies of the invention can be produced by
any method known in the art for the synthesis of antibodies, in
particular, by chemical synthesis or preferably, by recombi-
nant expression techniques.

The mAb 2D4 and mAB 1420 were labeled with fluoro-
chromes typically used in flow cytometry studies (FITC, PE,
etc.). The assay is not dependent on the type of fluorochrome
used, different labels can be used in this assay and mixed and
matched to suit the investigators purpose.

Throughout this application various publications are refer-
enced. The disclosures of these publications in their entireties
are hereby incorporated by reference into this application in
order to more fully describe the state of the art to which this
invention pertains.

SEQUENCE LISTING

<160> NUMBER OF SEQ ID NOS: 4
<210>
<211>
<212>
<213>
<220>
<223>

SEQ ID NO 1

LENGTH: 1152

TYPE: DNA

ORGANISM: artificial sequence
FEATURE :

OTHER INFORMATICN: CTLA4Ig

<400> SEQUENCE: 1

atgggtgtac tgctcacaca gaggacgctg ctcagtctgg tecttgecact cectgtttceca 60
agcatggega geatggeaat geacgtggece cagectgetyg tggtactgge cagecageega 120
ggcatcegeta getttgtgtyg tgagtatgea tetecaggea aagecactga ggteegggty 180
acagtgette ggcaggetga cagccaggtg actgaagtet gtgeggeaac ctacatgatg 240
gggaatgagt tgacctteet agatgattee atctgeacgyg gcacctecag tggaaatcaa 300
gtgaacctea ctatccaagg actgagggee atggacacgg gactcetacat ctgcaaggty 360
gagctcatgt acccaccgec atactacctg ggcataggca acggaaccca gatttatgta 420
attgatccag aaccgtgece agattctgat caggagecca aatcttetga caaaactcac 480
acatccccac cgtccccage acctgaactc ctgggtggat cgtcagtett cetcttecece 540
ccaaaaccca aggacaccct catgatetcee cggaccectg aggtcacatg cgtggtggtg 600
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gacgtgagece acgaagaccce tgaggtcaag ttcaactggt acgtggacgg cgtggaggtg 660
cataatgcca agacaaagcc gcgggaggag cagtacaaca gcacgtaccg ggtggtcagce 720
gtcctcaceyg tectgcacca ggactggcetg aatggcaagyg agtacaagtg caaggtctec 780
aacaaagccce tcecagecee catcgagaaa accatctcca aagccaaagg gcagcecccga 840
gaaccacagyg tgtacaccct gcccccatec cgggatgage tgaccaagaa ccaggtcage 900
ctgacctgce tggtcaaagg cttetatcce agcgacatceg ccgtggagtg ggagagcaat 960
gggcagcegyg agaacaacta caagaccacg cctcecceegtge tggactcecga cggctectte 1020
ttcctcectaca gcaagctcac cgtggacaag agcaggtgge agcaggggaa cgtcttctca 1080
tgctcecgtga tgcatgagge tctgcacaac cactacacgce agaagagcct ctccctgtet 1140
ccgggtaaat ga 1152

<210> SEQ ID NO 2
<211> LENGTH: 383

<212> TYPE:

PRT

<213> ORGANISM: artificial sequence
<220> FEATURE:
<223> OTHER INFORMATICN: CTLA4Ig

<400> SEQUENCE: 2

Met Gly Val
1

Leu Leu Phe

Ala Val Val
35

Tyr Ala Ser
50

Gln Ala Asp
65

Gly Asn Glu

Ser Gly Asn

Thr Gly Leu
115

Tyr Leu Gly
130

Pro Cys Pro
145

Thr Ser Pro

Phe Leu Phe

Pro Glu Val

195

Val Lys Phe
210

Thr Lys Pro
225

Val Leu Thr

Leu Leu Thr Gln Arg

5

Pro Ser Me
20

Leu Ala Se

t Ala Ser

r Ser Arg
40

Pro Gly Lys Ala Thr

Ser Gln Va
70

55

1 Thr Glu

Leu Thr Phe Leu Asp

85

Gln Val As
100

n Leu Thr

Tyr Ile Cys Lys Val

Ile Gly As
Asp Ser As
15

Pro Ser Pr
165

Pro Pro Ly

180

Thr Cys Va

120

n Gly Thr
135

P Gln Glu
0

o Ala Pro

s Pro Lys

1 Val Val
200

Asn Trp Tyr Val Asp

Arg Glu Gl
23

Val Leu Hi
245

215

u Gln Tyr
0

s Gln Asp

Thr Leu Leu
10

Met Ala Met
25

Gly Ile Ala

Glu Val Aryg

Val Cys Ala
75

Asp Ser Ile
90

Ile Gln Gly
105

Glu Leu Met

Gln Ile Tyr

Pro Lys Ser
155

Glu Leu Leu
170

Asp Thr Leu
185

Asp Val Ser

Gly Val Glu

Asn Ser Thr
235

Trp Leu Asn
250

Ser Leu Val

Hig Val Ala
30

Ser Phe Val
45

Val Thr Val
60

Ala Thr Tyr

Cys Thr Gly

Leu Arg Ala

110

Tyr Pro Pro
125

Val Ile Asp
140

Ser Asp Lys

Gly Gly Ser

Met Ile Ser

190

His Glu Asp
205

Val His Zsn
220

Tyr Arg Val

Gly Lys Glu

Leu 2la
15

Gln Pro

Cys Glu

Leu Arg

Met Met
80

Thr Ser
95

Met Asp

Pro Tyr

Pro Glu

Thr His
160

Ser Val
175

2Arg Thr

Pro Glu

Ala Lys

Val Ser

240

Tyr Lys
255
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Cys Lys Val
Ser Lys Ala
275

Pro Ser Arg
290

Val Lys Gly
305

Gly Gln Pro

Asp Gly Ser

Trp Gln Gln
355

His Asn His
370

Ser Asn Lys Ala Leu

260

Lys Gly Gln Pro Arg

280

Asp Glu Leu Thr Lys

295

Phe Tyr Pro Ser Asp
310

Glu Asn Asn Tyr Lys

325

Phe Phe Leu Tyr Ser

340

Gly Asn Val Phe Ser

360

Tyr Thr Gln Lys Ser

<210> SEQ ID NO 3
<211> LENGTH: 1152

<212> TYPE:

DNA

375

Pro Ala Pro
265

Glu Pro Gln

Asn Gln Val

Ile Ala Val
315

Thr Thr Pro
330

Lys Leu Thr
345

Cys Ser Val

Leu Ser Leu

<213> ORGANISM: artificial sequence
<220> FEATURE:
<223> OTHER INFORMATION: L104EA29YIg

<400> SEQUENCE: 3

atgggtgtac
agcatggega
ggcategeta
acagtgette
gggaatgagt
gtgaacctca
gagctecatgt
attgatccag
acatcecceac
ccaaaaccca
gacgtgagcece
cataatgcca
gtcetcaceg
aacaaagccce
gaaccacagg
ctgacctgece
gggcageegyg
ttectetaca
tgetecgtga

cegggtaaat

tgctcacaca
gcatggeaat
getttgtgty
ggcaggetga
tgaccttect
ctatccaagg
acccacegede
aaccgtgecee
cgtececage
aggacacccet
acgaagaccee
agacaaagcc
tecetgeaccea
teecagecee
tgtacacccet
tggtcaaagg
agaacaacta
gcaagctceac
tgcatgagge

ga

<210> SEQ ID NO 4
<211> LENGTH: 383

<212> TYPE:

PRT

gaggacgetg
geacgtggee
tgagtatgea
cagecaggty
agatgattee
actgagggece
atactacgag
agattetgat
acctgaacte
catgatctee
tgaggtcaag
gegggaggag
ggactggetyg
catcgagaaa
gecaceatee
cttetateee
caagaccacg
cgtggacaag

tctgcacaac

ctcagtetgyg
cagectygety
tetecaggea
actgaagtet
atctgeacgy
atggacacgg
ggcataggea
caggageccca
ctggggggat
cggaceecty
ttcaactggt
cagtacaaca
aatggcaagg
accatcteca
cgggatgage
agcgacatcg
ccteecgtge
agcaggtgge

cactacacgce

<213> ORGANISM: artificial sequence

Ile Glu Lys
270

Val Tyr Thr
285

Ser Leu Thr
300

Glu Trp Glu

Pro Val Leu

Val Asp Lys

350

Met His Glu
365

Ser Pro Gly
380

tecttgeact
tggtactgge
aatatactga
gtgcggeaac
geacctecay
gactctacat
acggaaccca
aatcttetga
cgtcagtett
aggtcacatyg
acgtggacgg
gcacgtaceg
agtacaagtyg
aagccaaagy
tgaccaagaa
ccgtggagty
tggactecega

agcaggggaa

agaagagect

Thr Ile

Leu Pro

Cys Leu

Ser Asn

320

Asp Ser
335

Ser Arg

Ala Leu

Lys

cctgttteca
cagcagecga
ggtecgggty
ctacatgaty
tggaaatcaa
ctgcaaggty
gatttatgta
caaaactcac
cctettecee
cgtggtggty
cgtggaggty
tgtggtecage
caaggtctee
gcagceccga
ccaggtcage
ggagagcaat
cggctectte
cgtcttetea

ctecetgtet

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1152
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<220> FEATURE:

<223> OTHER INFORMATION:

<400> SEQUENCE:

Met Gly Val Leu

1

Leu

Ala

Tyr

Gln

65

Gly

Ser

Thr

Tyr

Pro

145

Thr

Phe

Pro

Val

Thr

225

Val

Cys

Ser

Pro

Val
305
Gly

Asp

Trp

Leu

Val

Ala

50

Ala

Asn

Gly

Gly

Glu

130

Cys

Ser

Leu

Glu

Lys

210

Lys

Leu

Lys

Lys

Ser

290

Lys

Gln

Gly

Gln

Asn
370

Phe

Val

35

Ser

Asp

Glu

Asn

Leu

115

Gly

Pro

Pro

Phe

Val

195

Phe

Pro

Thr

Val

Ala

275

Arg

Gly

Pro

Ser

Gln

355

His

Pro

20

Leu

Pro

Ser

Leu

Gln

100

Ile

Asp

Pro

Pro

180

Thr

Asn

Arg

Val

Ser

260

Asp

Phe

Glu

Phe

340

Gly

4

Leu

5

Ser

Ala

Gly

Gln

Thr

85

Val

Ile

Gly

Ser

Ser

165

Pro

Cys

Trp

Glu

Leu

245

Asn

Gly

Glu

Tyr

Asn
325
Phe

Asn

Thr

Thr

Met

Ser

Lys

70

Phe

Asn

Cys

Asn

Asgp

150

Pro

Val

Tyr

Glu

230

His

Lys

Gln

Leu

Pro

310

Asn

Leu

Val

Gln

L104EA29YIg

Gln

Ala

Ser

Tyr

55

Thr

Leu

Leu

Lys

Gly

135

Gln

Ala

Pro

Val

Val

215

Gln

Gln

Ala

Pro

Thr

295

Ser

Tyr

Tyr

Phe

Lys
375

Arg

Ser

Arg

40

Thr

Glu

Asp

Thr

Val

120

Thr

Glu

Pro

Lys

Val

200

Asp

Tyr

Asp

Leu

Arg

280

Lys

Asp

Lys

Ser

Ser
360

Ser

Thr

Met

25

Gly

Glu

Val

Asp

Ile

105

Glu

Gln

Pro

Glu

Asp

185

Asp

Gly

Asn

Trp

Pro

265

Glu

Asn

Ile

Thr

Lys

345

Cys

Leu

Leu

10

Ala

Ile

Val

Cys

Ser

90

Gln

Leu

Ile

Lys

Leu

170

Thr

Val

Val

Ser

Leu

250

Ala

Pro

Gln

Ala

Thr

330

Leu

Ser

Ser

Leu

Met

Ala

Arg

Ala

75

Ile

Gly

Met

Tyr

Ser

155

Leu

Leu

Ser

Glu

Thr

235

Asn

Pro

Gln

Val

Val

315

Pro

Thr

Val

Leu

Ser

His

Ser

Val

60

Ala

Cys

Leu

Tyr

Val

140

Ser

Gly

Met

Hig

Val

220

Tyr

Gly

Ile

Val

Ser

300

Glu

Pro

Val

Met

Ser
380

Leu

Val

Phe

45

Thr

Thr

Thr

Arg

Pro

125

Ile

Asp

Gly

Ile

Glu

205

His

Arg

Lys

Glu

Tyr

285

Leu

Trp

Val

Asp

His

365

Pro

Val

Ala

30

Val

Val

Tyr

Gly

Ala

110

Pro

Asp

Lys

Ser

Ser

190

Asp

Asn

Val

Glu

Lys

270

Thr

Thr

Glu

Leu

Lys

350

Glu

Gly

Leu

15

Gln

Cys

Leu

Met

Thr

95

Met

Pro

Pro

Thr

Ser

175

Arg

Pro

Ala

Val

Tyr

255

Thr

Leu

Cys

Ser

Asp

335

Ser

Ala

Lys

Ala

Pro

Glu

Arg

Met

80

Ser

Asp

Tyr

Glu

His

160

Val

Thr

Glu

Lys

Ser

240

Lys

Ile

Pro

Leu

Asn

320

Ser

Arg

Leu
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What is claimed is:

1. An assay method for monitoring binding efficiency of
L104EA29YTg to CD80 or CD86 receptor in a patient, said
method comprising the steps of:

(a) obtaining a blood sample from a patient dosed with
L104EA29Y1g, the blood sample including leukocyte
cells;

(b) adding CD14-FITC to the blood sample;

(¢c) adding labeled competing anti-receptor antibody
selected from the group consisting of mAb FUN-1, mAb
1T2.2, mAb HAS5.2B7, mAb L.307.A and mAb MAB
104 and non-competing anti-receptor antibody selected
from the group consisting of mAb 2D4 and mAb 1420 to
the blood sample;

(d) lysing the blood sample and fixing leukocytes;

(e) isolating leukocytes from the lysed blood sample;

(D measuring the total receptor expression and available
receptor from the leukocyte cells.

2. The assay of claim 1, wherein the receptor is CD86.

3. The assay of claim 2, wherein the competing anti-recep-

tor antibody is mAb FUN-1.

4. The assay of claim 2, wherein the competing anti-recep-
tor antibody is mAb IT2.2.

5. The assay of claim 2, wherein the competing anti-recep-
tor antibody is mAB HAS5.2B7.

6. The assay of claim 2, wherein the non-competing anti-
receptor antibody is mAb 2D4.

7. The assay of claim 1, wherein the receptor is CD8O.

8. The assay of claim 7, wherein the competing anti-recep-
tor antibody is mAb 1307 .4.

9. The assay of claim 7, wherein the competing anti-recep-
tor antibody is mAb MAB104.

10. The assay of claim 7, wherein the non-competing anti-
receptor antibody is mAb 1420.

11. The assay of claim 1, further comprising detecting the
presence of antibodies using flow cytometry.

12. The assay of claim 1, wherein subsequent to step (a)
and prior to step (b), further comprising step (a') blocking Fc
receptor-mediated non-specific binding.
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13. The assay of claim 12, wherein the Fc receptor-medi-
ated non-specific binding is blocked by the addition of mixed
mouse IgGs to the blood sample.

14. The assay of claim 1, wherein the binding efficiency of
L104EA29YTg is measured by comparing bound and
unbound receptors to determine percent of receptor saturation
by L104EA29YTg.

15. An assay method for monitoring binding efficiency of
L104EA29YTg to CD80 or CD86 receptor in a patient, said
method comprising the steps of:

(a) obtaining a control blood sample from said patient;

(b) dosing said patient with L104EA29Y1g,

(c) obtaining a test blood sample from said patient dosed
with L104EA29Y]Ig;

(d) adding CD14-FITC to the control and test blood
samples;

(e) adding labeled competing anti-receptor antibody
selected from the group consisting of mAb FUN-1, mAb
1T2.2, mAb HA5.2B7, mAb L307.A and mAb MAB
104 to the control and test blood samples;

(P) lysing the blood samples and fixing leukocytes;

) isolating leukocytes from the lysed blood sample;

(h) comparing the binding of the competing anti-receptor
antibody in test and control isolated leukocytes.

16. The assay of claim 15, wherein the receptor is CD86.

17. The assay of claim 16, wherein the competing anti-
receptor antibody is mAb FUN-1.

18. The assay of claim 16, wherein the competing anti-
receptor antibody is mAb 1T2.2.

19. The assay of claim 16, wherein the competing anti-
receptor antibody is mAb HAS5.2B7.

20. The assay of claim 15, wherein the receptor is CD80.

21. The assay of claim 20, wherein the competing anti-
receptor antibody is mAb L307.4.

22. The assay of claim 20, wherein the competing anti-
receptor antibody is mAb MAB104.

23. The assay of claim 14, further comprising detecting the
presence of antibodies using flow cytometry.
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CERTIFICATE OF CORRECTION

PATENT NO. : 7,510,844 B2 Pagelof 1
APPLICATION NO. : 11/656206

DATED : March 31, 2009

INVENTOR(S) : Robert M. Townsend, Catherine A. Fleener and Francisco Leon

It is certified that error appears in the above-identified patent and that said Letters Patent is
hereby corrected as shown below:

In the Claims:

Claim 1

Column 23 Line 11

L307.A should read “L307.4”
Claim 15

Column 24 Line 19
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