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0 0 0O adkO fumCO gyrBO icdO mdhO purAd0 O O O recADO OPCROO O OOODODOOOO
PCR-direct sequencingDd 0 0 0 00O 0O OOODO O O XbalO Roche Diagnostics, Inc.,
Tokyo, JapanO O 0O O O PFGEO O CHEF-Dr 11 system Bio-Rad Laboratories, Inc., Her
cules, CAD OO0 OQOQOAO

OO0O0ODODDO0O0O0O0O0OO0OADQFingerprinting Plus Version 1.12,0 00000000008
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Group (sinI:iFlgﬁt\cyhgg(g%) Clonal group®
I B2-5T131 (5)
B2sT1za 1 B2-ST131 (2}
(=16} B2-5T131 (2)
Non-cluster formation B2-5T131 (7)
v D-ST38 (3)
v D-ST1485 (12)
VI AST23(2)
Vil D51393 [2)
Oflt‘fgg’f Vil B1 51533 (2}
D-STA05 (4), D-ST6AS (4), A-ST10 (4), D-ST38 (3), A-ST93

(3). B1-STS8 (2)

A-ST580, A-S5T716, B1-5T533, B1-512787, B2-5T12, B2-
5195, B2-51550, B2-5T3510, D-5T57, D-ST59, D-5T69, D-
5170, D-5T117, D-51354, D-51362, D-5T2847, D-STA248
(1 each)

Non-cluster formation

a Numbers in parentheses are strains.
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Oo0QUUODOoDoDDoDDOOoO9ou LOODODDODOOOOd
Oo0o0o00oDoDOooo0DooDo0DoDoDOoooooO0o-20
O20p LODODOCODODODODODODDOODODODODOODO
1y LOODODODDODO0ODO0ODO0OO0OO0OO0ODOODDOMALDI-TO
0 O MALDI Biotyperl Bruker Daltonik, GmbHO 0O
000000000 D0O0O0OO0OD0a -cyano-4-hydroxy

O000O00O0O0ODDOOBruker Bacterial Test Standard (Bruker) O O OO O OO DO O
00000000000 oo0Do0oo0o0ooDU0ooD0D0o0o0DO0o0DU0Do0oo0DooDo0DO0oDooDOaOo
0O O MALDI Biotyper0 0 O OO OO OO O O O Voyager-DE-10000 Applied Biosystems
0000000 Linear modeD 0 O OO ODODOO
ooooao
MALDI-TOF MSO OO OO OQOOOOODOO
MALDI-TOF MSO O 00D D0OD 0000000 DOB2-STA3l0 00D 0O OOOSTOODOODOO
0 O ClinProTools v2.20 FlexAnalysis v3.4 software (Bruker)O O OO O OO OOAO
00B2-STI310 0 0O DODO0O0DODOOODODDOOODODOOO
ooooao
MALDI-TOF MSO D OO OO OODODDOOOODO
ooao
=2

Index Mass DA  PITA PWKW PAD Avel Az StdDev Sdbev oy ov2

84 770675 294 <0000001 00000681 O0OO00788 396 102 202 045 5097 4454

83 765027 249 <0000001 000000792 <0000001 154 403 114 101 7389 2502

94 834944 56 00000776  0.00204 000037 697 1257 491 301 7037 2395

114 106931 o514 oo000825  0.00152 00026 089 034 057 027 643 7914

30 41737 371 0000105 0.00118 000052 415 786 283 217 6808 2763

Index, peak index or isolate number; mass, m/z value; Dave, difference between the maximum and minimun average peak
areafintensity of all classes; PTTA, P-value of t-test; PWKW, P-value of Wilcoxon test; PAD, P-value of Anderson-Darling test;
Avel and Ave?, peak areafintensity average of class 1 (other 5T clonal group) and class 2 (B2-5T1231 clonal group),
respectively; SD1 and SD2, standard deviation of the peak areafintensity average of class 1 and class 2, respectively; Cv1 and
CV2, coefficient of variation (in percent) of class 1 and class 2, respectively.

goooao
oooooDoB2-SsTI3i0 0 ooooODOOoOoOooOoov7,e5om/z0 0000 000OCODODOGO
oosTocogoooooooogy,esom/z0 0000007, 70/m/z0 0 000C0O0O0O0OMA

BiotyperD O O 0O O 0O Voyager-DE-10000 0 0 OO0 O0O0OOO0OOO0OOOOODOODO

obooooovry,e50m/z0 00000000 DOOCOOOO0DODOOOOODODOD100%0
gooss.7wdoooooDDoOoOO
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oodono
=3
B2-5T131 other ST Sensitivity® Specificity®
Peaks (n=16) (n=58) (%) (%)
7650-m/z peak-positive, 7707-m/z peak-negative 16 6
7650-m/z peak-negative, 7707-m/z peak-positive 0 47 100 897
7650-m/z peak-negative, 7707-m/z peak-negative 0 5¢

2 Indicates sensitivity and specificity of detection ability of the B2-5T131 clonal group.
b One B2-5T12, B2-5T550, B2-5T3510,D-ST117, D-5T354 and D-5T4248 isolate were

included.

©One A-ST93, D-ST38, D-5T59 isolate and two D-5T648 isolates were included.

oooooao
ooooODbOOO0oO0ooOooooOobbobOooooUoooooboDoao
000000000 DOOO0OO00Ov7e500a0 000 OO O O bottom-up proteomicsO O 0O O O
O0o0DoDDOoONDODDDODODODODOOOoODoDOoODDDODODO0DO0DO0DO0OoOoDOoODDoDDOoDOoDO0DOooooaOo
ooooODOO0OO0oOgB2-STI31I0D 000 O0O0OUCODODOODDODDODOUODODODODOODODDOOOOOd
ooooODOO0OO0oOoLwBBOODOODDOOODOUOODODODDDODOOOOS8MED OOOOOO
O0ODO0ODDODDEAED D00 O0DDODDDODODODODO0DOCMODDODDDDOODODOOODODDODDODOOOOd
HPLCO TSKgel Protein C4-300 (Tosoh Corporation, Tokyo, Japan)0 O OO0 O OO O0O
Oo0O0OD0ODOOO0O0O0OO0OO0OO0OODDODOdOMALDI-TOF MSO D DO O O OO QDO 7es0ball O O OO
00o0D0DD0D0000o0o0o0D0DDO0DU0O000O0O0Do0oDDoDDO0oDO0O0O0O0O0OO0ODaOTricine SD
S-PAGED 0 OOsilver0 000000 O0DODDDODODODOODODODODDDODODODOOOODOGO
0 00O 0O LCMS-IT-TOF (Shimazu Corporation, Kyoto, Japan)D 0 0 00 OO0 O O0O0OADO
000000000 Mascot MS/MS lon Search (Matrix Science K.K., Tokyo, Japan)O
OO00ODDDOSwissProt databasel 0 0 0 000 000D DODODODOOONODOOOODODD
00000000 bottom-up proteomics 0 0D 00 0O0DDOOOODODOOOODODOOOO
ooooDao
oooooao
OLCMS-IT-TOFO OO OO ODO0O0O0OOOAO
oooo

=4

Observed Expected Calculated Miss Score Peptide

617.3484 616.3411 616.3432 0 2 K.EDLIKK

508.7786 1015.5426 1015.5451 0 18 KIHGTANIVK.K

759.3944 15167742 1516.7733 o 104 K.GADVLVI TSGOTDNK.I

506.603 1516.7871 1516.7733 o (5 K.GADVLVITSGOTDNK.|

8203718 16387291 1638.7407 0o 79 KIGDISTSNEMSTADAK.E

828.3742 16547339 16547356 0 [84) KIGDISTSNEMSTADAK.E + Oxidation (M)

746.6949 2237.0628 2237.0733 1 105 KIGDISTSNEMSTADAKEDLIK.K

7520245 22530518 22530682 1 [B14]] I IGDISTSNEMSTADAKEDLIK K + (hddation (M}

OoOoo0ooood
OO0Ooo0ooood

Observed, the mfz value of the precursor; Expected, the mass of peptide calculated based on the m/z value and charge of
the precursor; Calculated, theoretical value of the mass of peptide on the database side; Score, degree of certainty of
peptide; Peptide, amino acid sequence of peptide.

The database used is Mascot (Matrixscience).
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NOOOOOOooooDbDOOoOOoooogvyesobal D 0 O O4ooooOo0OaO
ooobObOO0o0oDo0oooooobObbO0oooooooo0aDOLeMS-IT-TOFO
ooobDbOOo0oDooooooobDbbooNDDDbOODOoDOoooboooDaO

ooooboboooooboboogooboogoao
OO0O0000D0OO0OO0O0O0O0O0O0D0OaoOD forward primerd 5"-TAGTCGGTGCGTTAG
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CGTT-3"0 0 O OO0 OO O reverse primerd 5"-TGCCGTGGATCTTATTGTCA-3*0 0 O O O O
O0O0oDDO0O0 B2-ST3l 0 0 00 O0DO0OODOSTODODODOOODODOODOPCROODDOOOOO
0000000000 ooO0oo0ooDo0oooDooDoDooooao

00000000000 o0oo0Do0oDOooDOB2-STI3I0D 0D 0D OODODODODODODOOO
0000000000000 0O0D0O0DDU0ODODODNADDOODDUODDODOOODNADDUODO
000D0DD0D0D0000000DoDDOoDO0DO0DO0O00oo0oOoOoDOPCRODODODOOPCRO O Applied
Biosystems Veriti 96 Thermal Cycler (Life Technologies)d 0O 0O O DNAO OO O O O Ap
plied Biosystems 3730x1 DNA Analyzer (Thermo Fisher Scientific)D OO0 00O O00O0O

oooDDO@w)d Compute pl/Mw tool (http://web.expasy.org/compute_pi/)0 0O O O
gogooano
oooooao
OoOOoo0o0ogoB2-STI3l 0 00 O00O0O0DDODODODDOOOY7,650m/z000O00STOOOODODOO
ocoooogovy,7orm/z0 00 0000D00OEB4ADO0O0ODOODODOODODODOOODDODOO
UoooODDbDOO0O0DO00O0OO0OE4AD D 0O OESBLOOODODOB2-STA310 0D O OOOOOOO
ooooObObOO0oO0oooooooobObboooooand
oggoao

&5

e e

E34A substitution-positive 16 6°

E34A substitution-negative 0 A8 100 89.7

YahQ gene-negative? 0 4d

2 Indicates sensitivity and specificity of detection ability of the B2-5T131 clonal group.

b Could not be detected by the designed primer.

© One B2-5T12, B2-5T550, B2-513510, D-5T117, D-5T354 and D-5T4248 isolate were included.
4 One A-ST93, D-ST59 isolate and two D-ST648 isolates were included.

ooooo

0O0O0O0OO0oODDOPCROODDOESBLO OO O 0O B2-ST1310 O O
oooooDo0oo0ooDU0ooDO0oo0DooDU0ooDODO0o0O0DO0oDoDU0DOoODoDOooODOoDODoDO0DOoODDOOo
0O0D0O0OD0DO0O00O0OD0D0DDODODNADODDODODDODDODDODOODNADODDODODDODODODODODDOD
0o0oooDoDoDoDo0ooooPCROOOOO

forward primerd 5"-GAATTTGAAAARGTYGC-3"0 0 O OO O OO

reverse primerd 5"-TGCCGTGGATCTTATTGTCA-3"0 D 0 0D OO OO

forward primer0 O 0O 0D 0D O0O0OE34AD 00 O0D0DDDOOOOODOODODORDOSSO 1010 0O
reverse primer0 0 0000023102500 0 0 0 0 00000000000 0OO0ODOGO
oo

PCRO O O LightCycler 2.0 systemd Roche Diagnostics, Inc., Tokyo, JapanO O O 0O
LightCycler FastStart DNA Master SYBR GreenlO RocheU D DO DD DO OOOOODO
000000000 DOo9n0d70000000900O10 006305300 step size 0.
S50 /cycleO OSSO0 0000720080 0000000OPCROODOODODODDODODODOLIOO

Oooooooooooogdg

gogoboboogoo400 000000000 DOO0OODDODOOOODOOOODOOeSOO 1O
O7s5001500 0050 /0000090000000 0000000O0ODOO0O0O0ODOGO
ooooObODOO0O0oOoooocoobOODNAODODDDODODOOooOoo40000000000FPCROO
gooobooooopPCcROUODOOOOOODDOODOODOOOODMOOOOOOGORD
oogooboobooooobboooobDboao

gogoooaad

ooooObOOO0oooooooobObobooooommMobobOOes2.50 000000000000
ooooDDbDOoOO0oO0ooooooobDDbboOooOoPcREODOOYahOO O ODODDOOOOOOORDO
OCOoOO0O0O0O00O0O0OO0OThisOPCROOO TMOOOOOOODODODOODODOOThisO PCRO
ooo0ommbOO0oOooooocobObOOooooooooaon
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YahO gene This PCR + This PCR -
E34A+ 22 0
E34A - 0 48
YahO - 0 4
goooboan
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PCROODDODODOOOOOCOODDODOOOOOOOOODODDODOOOOOOODOODORDOB2-ST
B0 00 O0O0O0DO0O0OODODDOOOoDOoOooooDaoD

O

O

OMALDI-TOF MSO OO OO ODODODDOOOOODOADOB2-ST1310 O O
ooocoobbooooooooobDbOooooooboobpboboooooooboo
E. colill 280 0 B2-ST1310 0 0 0200 0 0 OSTOODOO8COODOOOOOO
0O0Q0O0ODDODO0000OO0OO0DO0D0ODCchuAl yjJaAO O OO TSPE4A.C2000 00O
OO0oQCODDOOO0OPCROD triplex PCROOMLSTO OO O70ODODODDDOOOO
adkO fumCO gyrBO icdd mdh purAD O O O recAO OPCROO DD OOODODODOO

PCR-direct sequencingl O O 0O 0O O Xball Roche Diagnostics, Inc., Tokyo, Japanl
0 0 PFGED O CHEF-Dr 11 systemld Bio-Rad Laboratories, Inc., Hercules, CAO O
OO0OO0ODDOO0OOO0OODDAOFingerprinting Plus Version 1.12,0 0000000
080%0J O O0ODOODO UPGMA algorithm on Dice similarity coefficientsO 0 0O 0O 0O

u
O
a
u
O

U
O
g
U
O

STO
woooosswdoooooooao
oooao

OPFGED DO 0O OGO0OoOoOoOOOObOOOoDOooooooobooano

oo
gogobooooz28000oobooooobooobobboooobboooooban
OoOoMALDI-TOF MSOU O O OOOOODOoOoooooobooooooocooobao
ocooo0o0oo0oDoOB2-STI3A0 00 D0DO0OO0ODOOOOOODOODOY,650m/z0 00000
oooobobooooovy,e50m/z0 000 0007,70rm/z0 000 000OD0ODOEDOO9S

£7 7650 m/sAAT—h—BIiEE

Biomarker peak

B2-ST131  OtherST  Sensitivily  Specificity
(n=20) (n=8) (%) (%)

7650 m/z positive 19 1
7650 m/z negative 1 7

95 88

gogoooaad

ooooObOOOoPCRODOOOOOOOOODODODODOOOOOB2-ST1310 0 O
gooooooooboboooooboooobobooobboooobobooooboboogao
oooobDOoOOoOoobDNAOOOOoooboooDNAODODODDODOODOoOooOoPCROOOOD
oooooao

10

20

30

40

50



(19) JP W02016/148231 Al 2016.9.22

000000 OooDOobODO0obDODoDOdOoOPCROODOYahOO OODODODODODODODODODOOOoOOGOoO
0doobooDooooDoPCRODODODOOODDODODOOODODOARB2-ST1310 00 0O O O O O 95%0
o008l 00000000000 DO0OO0OO0ODOOn

oodono

%8 yvahO EARITEER

B2-ST131  OtherST  Sensitivity Specificity

ahQ gene

yahy g (n=4) (n=6) (%) (%)

E34A iti 19 1

posiive 95 88

E34A negative 1 T
goo0ooocooooogan
Ooo0o0OO0ooOoao
goo0o000oooo0ooooooB2-SsT1310 00 0o oooOOoO0oOoooooo0oooaooao
o000 0goooo0oo0ooooo0DoouoooobODo0D oo oOooODoOo oo ooo0OOgB2-ST131
o000 00d00oQOo0Q0O0oU0ooQoQoo0ooUouUoooooUouUooooOgB2-SsTI3ID OO OOOOO
gooooooooooooooooouoooooooooboootoooobooooooboooao
ggogoooogoooooggooogogyggpooUooyggtooDoggpb ooy ooy oDoggao
gfdoooooooogoooouogopoooygoo oo oUoggg b ooy ooyt ooooao
goooo0OoOooooaoao
oooao Oo0oo0ao

w

ized protein ichia coli K-12] UniProtkB 2 Mass: 9889 Score: 293

Signal protein (1-21) Matare chain (22-91)

H E 1
MKISKMLVGALALAVTNV YAAELMTKAEFEK VESQYEKIGDISTSNEMSTADAKED

r 1
LIKKADEKGADVLVLTSGQTDNKIHGTANIYKKK (#%1% 51)

Sequence coverage: 49/91(54%)

) gooao

Ineensity |2 u.]

TTG AATCGCAGTA
TTG GITCGCM‘I‘& M‘I‘l

TG CATCGCAA’
TG AN

%)
147991 RARGCCGATG  ARARAGGGGC mmm GTACTGACCT CTGGTCAAAC TGACAATAAG

(B) TGCTGTTG GTGCTGACCT cmna.w: TGACAATANG

ARGTAA  (ER@E2
) [ 1
) lWOC.M:GGCA CGGCARATAT TTATARGAAG AAGTAA |

TAT ‘l'l‘ATMC.AN: ANGTAR
AAGTAA |

1
Bl 1 l
1 MEIISKMLVG ALALAVINVY TADAREDLIE

1 %

| MEIISEMLVG ALAF
I MEITSEMLVG AL

TADAKEDLIK

YTONE. IHGTANIYEE K+ (R/E%0




(20) JP W02016/148231 Al 2016.9.22

gooao

Melting Curves

_\‘\\.
\\\ (DMarker
——— 2B2-ST131
Temperature ('C) . - - @Other ST
Melting Peaks ?:;;I::;g'\(n B IOOOb @NC
g 2 / p—
g 1852 ;"" \\
g oty / \\ Other ST (K28, K34) 500b
£ o S N p —>

ooooDao
2016148231000001 . app




(21) JP W02016/148231 Al 2016.9.22

gogooodoagdo

INTERNATIONAL SEARCH REPORT International application No.
PCT/JP2016/058463

A CLASSIFICATION OF SUBJECT MATTER
Cl12N15/09(2006.01)i, COG7Kis/12(2006.01)i, CI201/68(2006.01)i, GOIN27/62
(2006.01)1, GOIN33/53(2006.01)1, GOIN33/569(2006.01)1

According to International Patent Classification (IPC) or to both national classification and IPC

B. FIELDS SEARCHED

Minimum decumentation searched {classification system followed by classification symbols)
Cl2N15/09, CO7Kle/1l2, Cl1l2Ql1/68, GOIN27/62, GOIN33/53, GOIN33/569

Documentation searched other than minimum documentation to the extent that such documents are included in the fields searched
Jitsuyo Shinan Koho 1922-1996 Jitsuyo Shinan Toroku Koho  1996-2016
Kokai Jitsuyo Shinan Koho 1971-2016 Toroku Jitsuyo Shinan Koho 1924-2016

Electronic data base consulted during the international search (name of data base and, where practicable, search terms used)
JSTPlus/JMEDPlus/JST7580 (JDreamIll), CAplus/MEDLINE/EMBASE/BIOSIS (STN),
UniProt/GeneSeq

C. DOCUMENTS CONSIDERED TO BE RELEVANT

Category* Citation of document, with indication, where appropriate, of the relevant passages Relevant to ¢laim No.
X/Y/a Escherichia coli strain RM2008 hypothetical 15/4-8/1-3,
protein (yahO) gene, complete cds. [online]. 11-14

2010-JUN-11 uploaded. NCBI Nucleotide,
ACCESSICN No.GU391860 (GI:289152316) [Retrieved
on 2016-JUN-03]. Retrived from the internet:
<URL:http://www.nckbi.nlm.nih.gov/nuccore/
289152316/>, FEATURES, ORIGIN

Further documents are listed in the continnation of Box C. D See patent family annex,
* Special categories of cited documents: “T*  later document published after the international filing date or priority
“A"  document defining the general state of the art which is not considered  to date and not in conflict with the application but cited to understand
be of particular relevance the principle or theory underlying the invention
“E" earier application or patent but published on or after the international filing “X” document of particular relevance; the claimed invention cannot be
date considered novel or cannot be considered to involve an inventive
“L”  document which may throw doubts on priority claim(s) or which is step when the document is taken alone
cited to establish the publication date of another citation or other “Y”  document of particular relevance; the claimed invention cannot be
special reason (as specified) considered to involve an inventive step when the document is
“Q"  document referring to an oral disclosure, use, exhibition or other means combined with ong or more other such documents, such combination
“P*  document published prior to the intemational filing date but later than the being obvious 1 a person skilled in the art
priority date claimed "&"  document member of the same patent family
Date of the actual completion of the international search Date of mailing of the international search report
06 June 2016 (06.06.16) 14 June 2016 {14.06.16)
Name and mailing address of the ISA/ Authorized officer
Japan Patent Office
3-4-3,Kasumigaseki, Chiyeda-ku,
Tokyo 100-8915, Japan Telephone No.

Form PCT/ASA/210 (second sheet) (January 2015)



(22) JP W02016/148231 Al 2016.9.22

INTERNATIONAL SEARCH REPFORT International application No.
PCT/JP2016/058463
C (Contimiation). DOCUMENTS CONSIDERED TO BE RELEVANT
Category* Citation of document, with indication, whete appropriate, of the relevant passages Relevant to claim No.
X/Y/A FAGERQUIST C.K., ET AL, Rapid Identification of 9=10/4=-8/
Protein Bilomarkers of Escherichia ceoli 0157:H7 1-3,11-14

by Matrix-Assisted Laser Desorption Icnization-
Time-of-Flight-Time-of-Flight Mass Spectrometry
and Top-Down Proteomics., Anal. Chem., 2010,
Vel.82, No.7, p-2717-2725 & Supporting
Information [online], [retrieved on 2016.06.02],
Retrieved from the Internet:<URL:http://pubs.
acs.org/doi/abs/10.1021/a¢902455d><D0I:10.1021/
ac%024554d>», Table 8-2,8-3

A MATSUMURA Y., ET AL, Detection of extended- 1-15
spectrum-p-lactamase-producing Escherichia
coli 8T131 and 8T405 clonal grcoups by matrix-
assisted laser desorption ionization-time of
flight mass spectrometry., J. Clin. Microbiecl.,
2014, vol.52, No.4, p.1034-1040, Abstract

Form PCT/ASA/210 (contimiation of second sheet) {Jarmary 2015)



(23) JP W02016/148231 Al 2016.

EEEsE EEEHE®S PCT/JP2016,7058463

A BUHORTLREONE (HRSHHE (1PC))

Im.Cl C12N15/09 (2006, 01)1, CO7R16/12(2006, 0101, C12Q1/68(2008,01)1, GOIN27/62(2008,01)1,
GO1N33/53 (2006. 01) 1, GOIN33/569 (2006, 01) 1

B. WEZToNE

FEEIT ol NRER (B8 (IPC) )
ImClL  CI2N15/09, COTK18/12, C12Q1/68, GOLN27/62, GOIN33/53, GOIN33/563

RNEEEUAOBER THREL T aFicgEnsbo

HZRE = A EAH 1922—-19964
H = EARRAEFIEAR 1371—-20164
H & E R RF R RAH 1996—20164F
HEEREEAGEAH 1994—2016%F

ERRECHER LT EFF —Fi—A (F—FA—RA0LH, HARCEA LR
JSTPlus/JMEDP1us/JST7580 (JDreamIIl), CAplus/MEDLINE/EMBASE/BIOSIS (STN), UniProt/GeneSeq

C. BOHEYTLHEEHLILIM

FIRXED BEY 3
BT — % SIAXEE RU—HOBITNEET S & &3, FoFET 3 E0ER FEREOES
X/Y/4 Escherichia coli strain RM2008 hypothetical protein (yahQ) gene, | 15/4-8/1-3, 1

complete cds. [online]. 2010-JUN-11 uploaded. NCBI Nucleotide, | 1-14
ACCESSION No. GU391860 (GI:289152316) [Retrieved on
2016-JUN-03]. Retrived from the
internet:<URL:http://www. ncbi. nlm. nih. gov/nuccore/289152316/
>, FEATURES, ORIGIN

¥ CHROSESICLIBFIEIN TS, PORF I =BT AR SR,
* FIFXEOBT I — 0D H OB ITAR S L0
TA] HICEEEOH LTI, —BRAEHkELZ7T 1T HEHER UIBLERCARENEIBTH -
b HEE: FETHE DTl d . BHOFIEX IR
TE] ERAEAAOHEE S e 558, EIRHNER DEBOEDICI AT L0
PIgIC AR S WIZH O IX] HZEEOCH LI TEH - T, YO A THRA
L] TR R L1 T 5 U O SCER O 4T DOFRMET RSN ZL2 5NE 1O
AL oSN BEEXRYT 503 AT 1Y) HclEOL 5 THho T, S he 18
BIXHR HEHEA) Loumrl o, YEFCL STHHTHSESEI
O] DHEICL 8%, 4, BRECSET 53 L oTHERMERRNEZEILRD LD
TP| EFEHEART, o ELEOTEOEML 2oHE & F— 7 773 U—IH
EHEHRE LT LR ERs A RS ORISR
06. 06. 2016 _ 14. 06. 2016
EHEHTEEOATETH TR HETEEE (EROHLZHA) 4N | 3534
AARERETFT (I1SA]P) SEE R
EFEH5100—-8915
HEMTROEERAE=THE4E 3 & EFEBET 03-3581—-1101 M# 3488

#HAPCT ISA/ 210 #2~—¥) (201541A)

9.

22



(24) JP W02016/148231 Al 2016.

E R RS EEHEEE PCT-JP2016-058463
C fma) . BEETLHLBHLNALICW
GRS G (EEE
HF T —% SRS RU—BOEFAEEY S & i, 2OEETLEFORT EREOES
X/Y/A FAGERQUIST C.K., ET AL, Rapid Identification of Protein 9-10/4-8/1-3
Biomarkers of Escherichia coli 0157 :H7 by Matrix—Assisted Laser |, 11-14
Desorption Ionization-Time—of-Flight-Time-of-Flight Mass
Spectrometry and Top—Down Proteomics., Anal. Chem., 2010,
Vol.82, No.7, p.2717-2725 & Supporting Information [online],
[retrieved on 2016, 06, 02], Retrieved from the
Internet:<URL:http://pubs. acs. org/doi/abs/10. 1021/ac902455d>
<DOI:10.1021/ac902455d4>, Table 5-2,5-3
A MATSUMURA Y., ET AL, Detection of extended-spectrum 1-15

- B -lactamase—producing Escherichia coli ST131 and ST405 clonal
groups by matrix—assisted laser desorpticn iocnization—time of
flight mass spectrometry., J. Clin. Microbiol., 2014, Vol. b2,
No. 4, p.1034-1040, Abstract

HAPCT/ISA-7210 (e —VYogE) (20165810

9.

22



(25) JP W02016/148231 Al 2016.9.22

gooooboooood

(G)Int.Cl. gd goooooogoo
gaoo oooo  33/53 gogoo gooon

(enHUoooooo  Ap(BW,GH,GM,KE,LR,LS,MW,MZ,NA,RW,SD, SL,ST,SZ,T7Z,UG,ZM,ZW) ,EA(AM,AZ,BY ,KG,KZ,RU, T
J,T™),EP(AL,AT,BE,BG,CH,CY,CZ,DE, DK, EE,ES,FI ,FR,GB,GR,HR,HU, IE, IS, IT,LT,LU,LV,MC,MK,MT,NL,NO,PL,PT,R
0,RS,SE,SI,SK,SM,TR) ,0A(BF,BJ,CF,CG,CI,CM,GA,GN,GQ,GW, KM, ML ,MR,NE, SN, TD, TG) ,AE,AG,AL ,AM, A0, AT, AU, AZ,
BA,BB,BG,BH,BN,BR,BW,BY,BZ,CA,CH,CL,CN,CO,CR,CU,CZ,DE,DK,DM,D0,DZ, EC,EE,EG,ES,FI,GB,GD,GE,GH,GM, GT ,H
N,HR,HU, ID, IL, IN, IR, IS, JP,KE,KG,KN,KP,KR,KZ,LA,LC,LK,LR,LS,LU,LY,MA,MD,ME MG, MK, MN , MW, MX , MY ,MZ ,NA NG
,NI,NO,NZ,0M,PA,PE,PG,PH,PL,PT,QA,RO,RS,RU,RW,SA,SC,SD, SE, SG, SK, SL, M, ST, SV, SY, TH, TJ, TM, TN, TR, TT,TZ,
UA,UG,US

(72000 O0OOO0
00000000000000000000000000000000000

0000 (0DO) 48063 QAO7 QA13 QA18 QQ03 QQ08 QQ17 QQ42 QR55 QR62 QS25

0000 OO0 0534

0000 OO 4H045 AALL AA30 CA40 DA76 EAS0 FA74

oooooboOooooooooobobbooooooooobbbooooooooobboooooooobooDoobooog
ocooooOooooooooooooobooobooooooooOo0oooboOoooDOooOOoOoOoboOobobDOo@oobo
goooOoObOO0O0o0ooooooobObboooooooooobObbo0ooooaon



patsnap

TRAFROE) ik KA ATEB2-ST 13152 EH 5 3%
NIF(2E)E JPWO02016148231A1 F(rE)B 2018-01-18
HiES JP2017506605 HiEA 2016-03-17
HRIRBE(EFAGE) BEILRZFZABFERE
BE (T RR)AGE) B REZAMERE
[FRI% B A ST 25 54
hRER
NATT
KB A S EF SR
RN ER
Nl
IPCH %S C12Q1/68 C12N15/09 CO7K16/12 GO1N33/569 GO1N33/53
CPCH%S CO07K16/12 C12N15/09 C12Q1/68 GO1N27/62 GO1N33/53 G0O1N33/569
FIn3E C12Q1/68.A C12N15/00.ZNA.A CO7K16/12 GO1N33/569.F GO1N33/53.D GO1N33/53.M

F-TERMZ 5

4B063/QA07 4B063/QA13 4B063/QA18 4B063/QQ03 4B063/QQ08 4B063/QQ17 4B063/QQ42 4B063

/QR55 4B063/QR62 4B063/QS25 4B063/QS34 4H045/AA11 4H045/AA30 4H045/CA40 4H045/DA76

4HO045/EA50 4H045/FAT4
REA(E) FERE

Shinobe B & F
£ £ 2015053351 2015-03-17 JP
SNERaE Espacenet
WE(R)

EMRYahOERWSERFIF , AEBHFMEET , EFSEQIDNO :
1R EERFIFRNEMNESEBROASBNRE , EEH~%

ESBLHY A7 TEB2-ST1317% %, HITREMAER. NEHESRAT
RNBIMNFEROASRNRENSRERSINGE , S8 ZIRER
AN RFEAEWARSEZRFNEAEGWHRTE. WA, KEES
ERATEEXRBITEB2-ST131REN EYFRIC,

ATSRANTAR TCTCERARAT FTTMITGEIS STSTIATGEY TAGTIATTRE CANTHTCTRT
ADEANRATR S BENCTARRAT RTIAGTOGOT QUrTIafial TredATrAl CbGUdnT

or TreccRTTAs SiamercThy
TEAC CANTCPOTIS

s
= n RIRSCe ASaTE CCRTAGARAL TTDCRICARR
CCTGATATIT SARCGACTAD FCAARTCTCL ACDECAZATC CARRACAASA TITARTRARN
RETGETATIT SAACCRGERS PRAARTOTER DURSCAEANT CAARRIARAR TTEGRTCANG

AAASOTIANE ARMAGIG Fanmrn CICIGISEE ST mm
AKAGOCTATG ARRFAGEDE TERTEIETIE
rees

rred

?

;

E

E

g

;
AR

nnxsmw ALIGRYINYT SATLATERS: ENYSDOISHD GELISUSEINS TADRTEDLIT
BEET ey FETABCYEIC GDIATINZMEE TADEXEDLIE
R ENERMOL TLAPVINIE ALAPRALE Loy NOCIERG Ghi Sruming FAnkEaiLIE
s PLARAVIDYY ARKCATENET EFVESUISIZ CDIMTHNZNG TADAKEDL

R ISmire FASATEr MAEiATTaST ERRAirENS ADIBToNEND TAOAREDIIE

EpEen

T ORRGID NG


https://share-analytics.zhihuiya.com/view/cb0aebd0-ef33-42a0-aafe-ab0a5fda4b64
https://worldwide.espacenet.com/patent/search/family/056919050/publication/JPWO2016148231A1?q=JPWO2016148231A1

