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F- 2
Accession #
Cluster JPROBESET Gene Description

3 ABTOD450 vaccinla related kinase 2
4 ABOG2380 Human mRNA for KIAA3B2 gene; partlal cds
4 ABO3103 proteasome (prosome; macropain) 265 subunlt; non-ATPase: 12
4 AB004884 Homo sapiens mRNA for PKU-alpha: partial cds
1 - JAFO00573_mal homagantisaia 1;2-dloxygenase {(hormogentisate oxidass)
3 AF008837 Homa sapiens gyntaxln-16C mRNA, completa eds
3 AFO03301 Homa sapiens TER4 proteln mRNA; completa cds
3 AF009368 Homo sapiens Luman mRNA; compléte cds
4 DOG591 chramasoma condensation 1
4 000760 - proteasome {prosome; macropaln) subunii; alpha type; 2

tissue inhlbltor of metalloproteinase 1 (erythroid potentiating activily,
1 Dt1139 coflagenase Inhibitor)
4 014657 Human mRNA for KIAA11 gene; camplete cds
4 D14878 D123 gene product

mannosy! (alpha-1;8-}-glycoprotein
1 D17716 beta-1;8-N-acetyl-glucosaminyliransfarase
4 D21090 RAD23 (S, ceravislae) homolag B
1 026135 diacylglyceral kinase; gamma (9kD}
1 026528 DEADVH (Asp-Glu-Ala-Asp/HIs) box polypeptida 7 {(RNA halicase; 52kD)
1 D30742 cakium/calmodulin-dependant proteln kinase IV
4 |D31762 - Human mRNA far KIAAS? gene: complete cds
4 D31765 Human mRNA for KIAAB1 gena; partlal cds
3 D31888 Homo sapiens clone 2479 mRNA sequence
4 038128 iprostaglandin 12 {prostacyclin) receptor (iP)
2 D38500 postmelotic segregation increased 2-ike 4
4  |p3sssi RAD21 (S. pomba) hamolog
4 D42087 Human mRNA for K1AA118 gene; parilal cds

Human mRNA for Apo1_Human (MERS{Aop1-MouseHike protelnj;
3 D49396 complate cds

i Human manacyte PABL (pseudcautosomal boundary-like sequence)

4 055640 mRNA, ciona Ma2

platelet-actlvating factor acetythydrolase; [soform Ib; gamma subunil
1 |Dsasut {29kD)
3 DE347T Human mRNA for K|AA143 gens; partial cds
4 D83483 . acelyl LDL receptor; SREC
4 D64015 TIA1 cytotoxle granule-assaclated RNA-blnding protein-like 1
4 07995¢ Human mRNA for KIAA168 gene; complate cds
4 Orase7 Human mRNA for KIAALTS gene; compiele cds
4  |D8aoio Human mRNA for KIAA188 gene: partial cds
1 DA4276 GD38 antigen {p45)
4 DB6425 Homo sapiens mRNA for nidogen-2
4 DEE37B Human mRNA for KIAAZ2S gene; partial cds
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(101)

Accassion #f
Cluster |PROBESET Gana Description

1 D37012 Homo sapiens clone 24675 mRMNA sequence

4 DB7075 Human mRNA for KIAA238 gene; partial cds

4 DE7432 solute carriar family 7 (cation]c amino acld transpartar; y+ system);
Homo zapiens mRNA for DNA topolsomerase || binding pratein; complate

4 DB7443 cds

2 DB7B45 platatal-activating factor acatyinydrolase 2 (4kD)

1 HG1098-HT 1098 Cystatin D

4 HG2167-HT2237 Pratein Kinase HI31, Camp-Dapendent

1 HG2415-HT2511 Transcription Factor E2f-2

1 HG2825-HT2949 Rel Transfarming Gene

1 HG2887-HT303t_r | Sry-Relaled Hmg-Box 12 Protein (Gb:x73038)

4 H{G4660-HYH073 Microtubule-Assoclated Protain 1b

3 HG4704-HT5146 Glial Growth Factor 2

4 HGE884-HTRB4 Oncagene E8-Ap, Papilomavirus

1 HGY19-HTE19 Dna Polymerasa, Epsilon, Catalytic Subunlt

4 Joaz212_f Accession nol listad in Genbank

4 JO4029 keratin 1 {epidermolytic hyperkeratosis; keratosis palmarls et plantaris)
5:1-mathylenetatrahydrofolate dehydrogenase;
5;1-mathylenaetatrahydrofolate cyclohydrolage; 1-formyltetrahydrofolate

4 JO40H synthotase

4 J04088 |topoisomerase (DNA) Il alpha {17kD)

4 J04543 annaxin VI {synexin)

4 08139 TEK tyrosine kinase; endothellal

1 L07540 ACTIVATOR 1 38 KD SUBUNIT
MADS box Iranscription enhancer facter 2; polypeptide C (myocyte

4 L0asa5 enhancer factor 2C)

1 L11239 gastrulation braln homen box 1

1 L11353 neurafibromin 2 {bilateral acoustic neuroma)

4 L13773 Human AF-4 mRNA; complete cds

4 13800 Homao sapiens liver expressed pratein gena, 3’ end

4 L148922 replication factor C {activator 1} 1 {(145kD)

4 L15189 heat shock 7D proteln 9B (moralin-2)

4 115388 Human G pratein-coupled raceptor kinase (GRKS) mRNA, completa cds

3 |u16895 lysyl oxidase

4 L27478 Friedreich ataxia reglon gane X14 {tighl junction protain Z0-2)

4 L27624 TISSUE FACTOR PATHWAY INHIBITOR 2 PRECURSOR

1 L32976 mixed lineage kinase 3

1 L.33404 |protease; serns; B {chymotryptle; stratum comeum)
eylokine suppressive anti-inflammatory drug binding pratein 1 {p38 MAP

4 L35263 kinase) ‘

1 L37347 natural resistanca-associated macrophage prolein 2

4 L4037 thyroid hormona receplor interactor 4

4 L4039 Homo saplens (clone 5153} mRNA fragment
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4 L41607 glucosaminyl (N-acetyl) transferase 2, I-branching enzyme
1 L77566 Homo sapiens DGS-1 mRNA; 3 end
1 M13828 aminofevullnate; delta-; dehydratase
1 M14016 uroporphyrinogen decarboxylasa
4 M14218 " |decorin
4 M15796 prolifarating cell nuclear antigen
4 M21305 Human alpha satelllte and satellite 3 junction DNA sequence
Human neural cell adhesion molecule (N-CAM) gena, exan SEC end
4 M22092 partlal cds
4 M22898 {umor protein ph3 (Li-Fraumeni syndrome}
3 M22885 RAP1A; member of RAS oncagene family
3 |m23are RAS p21 proteln activator (GTPase activating protaln) 1
1 M24364 major histecomnpatibility complex; class 1l; DQ bata 1
1 M24400 chymolirypsinogen B1
3 M25753 cyclin B1
4 M27691 cAMP responsive element binding prateln 1
4 MZ28213 RABZ; member RAS oncogene family
SERINETHREONINE PROTEIN PHOSPHATASE 2B CATALYTIC
4 M28550 SUBUNIT; BETA ISOFORM
1 M25971 O-G-methylguanine-DNA methyltransferase
4 M30269 nldogen (enactin)
4 M31158 proteln kinasa; cAMP-dependent; regulatery; type Il beta
3 M31166 pentaxin-related gene; rapidly induced by IL-1 bsta
3 M31210 endothella! differentiation; sphingolipid G-protain-caupled receptor; 1
1 M55420 Human IgE chain, last 2 exons
pmstaglandin-endoperoxlda synthase 1 (prastaglandin G/H synthase and
4 M58979 cyclooxygenase)
4 MB2810 transcription factor G<ilke 1 {mltochondral transcription factor 1-lka)
4 M63838 intarferon; gamma-inducible protsin 16 '
1 ME4710 Human C-type natriuretic peptide gene, complele cds
Human phosphatidylcholine 2-acylhydrolase (cPLAZ) mRNA, complete
3 MEBE74 cds
3 M74524 uhlquitin-conjugating enzyme E2A (RADS homolog)
. PEPTIDYL-PROLYL CIS-TRANS ISOMERASE; MITOCHONDRIAL
1 MB0254 PRECURSOR )
sphingomyelin phosphodissterasa 1; acid lysosomal {acld
1 MB1780_cdsd sphingomyslinase)
4 MB3gz2 Human belge-like prataln (BGL) mRNA; partial cds
4 MB6534 1G5t PROTEIN
1 MB7338 raplication factor C (actlvalor 1) 2 {4kD)
1 MB8326_mal arurocidin 1 {cationic antimicroblal protein 37}
4 MB6854 TIA1 cytotoxic granule-assoclated RNA-binding protein-like 1
4 M38833 Friend laukemla virus integration 1
1 586733 arrastin 3; retinal (X-arrestin)
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1 572370 pyruvate carbaxylase
4 578569 laminin; aipha 4
4 S79B73 lysosomal-associated membrana protaln 2
1 8583325 aspartate beta-hydroxylase

putative RabS-Interacting protain {clnna L1-57} [human, HeLa cells,
4 383364 mRNA Partial, 366 nt]

putalive RabS-Interacting proteln {tlona L1-94} [human, Hela calls,
1 583365 mRNA Partial, 369 nt]
1 Uo1212 Human olfactory marker protein (OMP) gene, completa cds
1 |ud1622 deafmess; X-linked 1; progressive
4 U02556 Human RP3 mRNA; complete cds
4 02680 pratsin tyrosine kinase 9
4 ug3zr2 fihrillin 2
4 Jo4208 Human assoclated migrofibrillar protein mRNA; complete cds
4 05237 fetal Alzhelmer antigen
} U0T225 purinergls receptor P2Y; G-protein coupled; 2
3 07620 proteln kinase mitogen-activated 1 (MAP kinasa)
4 Uoo7ss protein kinase mitogen-activated 9 (MAP kinase)}
4 09820 alpha thalassemia/mental ratardation syndrome X-linkad
3 Ui1313 steral carrier protein 2
3 U14518 cantramare protaln A (17kD)
4 U14575 protain phasphatase 1; regulatory {inhibiter} subunit &
3 U15173 BCL2/adenovirus E1B 19kD-interacting protein 2
4 15932 dual specificity phosphatase 5
4 L1829t cell division cycle 16; anaphase promoting complex €
4 U1B300 tamage-apecific DNA binding protein 2 (48kD)
4 U18383 nuclsar resplratory factar 1
4 U20536 caspase 8, apoptosis-related cysleina protease
4 |U21551 Hurnan ECA39 mRNA; complete cds '
4 23028 aukaryotic translatlen Initiation factor 2B; subunlt 5 {spsilon; 82k0Y)
1 23752 SRY (sax-determining region Y)-box 11
4 25435 Human transcriptional repressar {CTCF) mRNA; complete cds
4 25497 stannlocalein
4 U28251 cds2 zinc finger proteln 168

' Human protein Immunc-raactive with ant-PTH polyclonal antibodles

4 28831 mRNA; partial cds

Human myslomenacytic spacific protein (MNDA) gsne &' flanking
4 J30245 sequance and complets exon 1
4 32315 Human syntaxin 3 mRNA; complels cds
4 U32430 regulater of G-protein signalling 7
3 1132849 N-myc {and STAT} interactar
4 35138 necdin {mouse} homolog
1 U36764 eukaryotic Iranslation inltiation factar 3; subunit 2 (beta; 36k0)
4 35400 chromasome 11 open reeding frame 4
4 30657 protein kinase; mitagen-activated; kinasa B {MAP kinase kinase 6)
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4 U41344 pralina arginine-rich end leucine-rich repaat protein
3 U41766 a disintegrin and metalloprateinase domain 9 (meltrin gamma)
3 |uats1a hotnen hox A9
3 U41815 Human nucleoparin 98 (NUPSE) mRNA, complets cds
4 43286 Human selenophosphate synthetage 2 (SPS2) mRNA; complete cds
4 1J44378 MAD [mothers agalns! decapentaplegic; Drasophila} homolog 4
4 U44754 small nuclear RNA activating complex; polypeptida 1; 43kD
1 U47011_cds1 fibroblast growth factor B (androgen-induced)
Human DNA-dependent protein kinase catalylic subunit (DNA-PKes)
4 47077 mRNA,; complele cds ‘
4 148251 Hema sapiens protein kinase C-binding prateln RACKT mRNA,; partial cds '_
4 U50535 Human BRCAZ region; mRNA sequance CG&
4 US6833 von Hippel-Lindau binding protein 1
4 UsB0g1 cullin 4B
1 U5Ba3Y cyclic nucleotide galed channei beta 1
4 L55289 cadharin 13; H-cadharin {heart}
4 59863 TNF raceptor-assacialad factor 2
4 uar122 ublquitin-ike 1 (sentrin}
o4 Ue7318 caspase 7; apoptosis-related cysleina protease
3 UBBQ 14 MAD (mothers against dacapentaplegic; Drasophila) homolog 3
a dlsintegrin and metalioproteinase domaln 17 {tumor necrosis facior;
Ug9611 alpha; convarting enzyms)
u70322 karyoapharn {importin) bela 2
4 U73524 Human putative ATP/GTP-binding protein (HEAB} mRNA; complete cds
4 |urezer Human clone 2384 mRNA; partlal eds '
4 U79201 Human clone 23721 mRNA sequence
4 82671 _cds2 Homo sapiens clane LM1955 H16a3 gense; partial cds
4 1184573 procollagen-lysine; 2-oxeglutarate S-dioxygenase (lysine hydroxylase) 2
4 Ugog14 carboxypeplidase D
1 Ug1316 Haomo sapiens mRNA for brain acyl-CoA hydrolase; complete cds
4 181932 clathrin-associated/assembly/adaptor protein; small 3; 22-kD; Sigmadh
4 IR ] Homo saplens HPV16 E1 protein bindirg protein mRNA; complete eds
4 usro18 echinoderm microtubule-associated protain-like
Homo sapiens putative RNA binding protein KOG (koc} mRNA; complate
4 Ug7188 cds
4 V00503 collagen; type |; alpha 2
3 X04327 2;3-bisphosphoglycerate mutase
1 X08389 synaptaphysin
1 X07495 apolipoproteln A-l
2 X07820 matrix metalloproteinase 1 {strometysin 2)
3 X14787 fthrombaspondin 1




(105) ugbobooobooboodabod

(' 04k E)

Accession #
Cluster JPROBESET Gena Description
4 X15525 rnal acld phosphatase 2; lysosomal
NAD-DEPENDENT METHYLENETETRAHYDROFQLATE
3 X16396 DEHYDROGENASE
4 X 16600 ankyrin 1; enfhiocytic
4 X53586_ma1 Hurman mRNA for integrin alpha &
4 X53783 MULTIFUNCTIONAL PROTEIN ADE2
1 X54936 placental growth facter; vascuiar endothslial growth factor-related protein
4 X55740 5' nucleotidase (CDY3)
2 X57025 insulin-lke growth faclor 1 {somatomadin C)
2 X60873_rma1 - adenylata kinase 3
dipeptidyipeptidase IV (CD26; adencsine deaminase complexing protein
4 XEQ708 2)
4 X62048 weal+ {5, pombe) homaolag
2 RBA0GT Rhesus blood group; D antigen
4 |¥B3553 polymerase (RNA) I {DNA directed) polypeptide B [14kD)
4 XB84037 general franscription factor |IF; polypeptide 1 {74kD subunit)
4 X69638 hect domain and RLD 2
4 XGUBTB fms-related tyrosine Kinase 4
4 X70849 "|DEAD/H {Asp-Glu-Ala-Asp/HIs) box polypeptids 1
3 X72841 H.sapiens |EF 7442 mRNA
4 XT4987 ribonuclease L (2';5-oligoisoadenylate synthetasa-dependent) inhibltar
4 XE3107 BMX non-receplor fyrosine Kinase
3 X84194 . _ |acylphasphatase 1; enthrocyte {commeon) type
4 KBSTH3 cyclin-dependent kinase 8
1 X87870 H.sapiens mRNA for hepatacyte nuclear factor 4a
4 X890656 {translent receptor potential channal 1
4 |x89298_cds2 luraci-DNA glycosylase
1 X89390 Homo sapiens mRNA for lna{1;3;4,5)P4-binding protein
3 X82426 H.sapiens mRNA for ESM-1 protein
4 X21247 thioredoxin reductase 1
4 X91648 H.saplens mRNA for pur alpha extended 3'untranslated region
4 X82098 H.saplens mRNA for transmembrana protein mp24
4 X92110 H.sapiens mRNA for hegVilE protain
4 X94703 RAB28; member RAS oncogene family
1 X96506 H.sapiens mRANA far NC2 alpha subunit
1Homn sapiang natural killer-associaled transcript 5 (NKATS) mRNA;
X87230_f complete cds |
4 X9B263 H.sapiens mRNA for M-phase phosphoprotein; mpp8
ublguitin specific protease 9; X chramosome {Drosophila fat facets
4 X98296 rejatad)
4 X99584 H.saplens mRNA for SMT3A proteln
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4 Y00264 Jamylold beta (A4) pracursor protein [protease nexin-Il; Alzhsimar disease}
.4 YO7566 H.sapians mRNA for RIT protein
3 Y07758 myasin VA (heavy polypeptide 12; myoxin}
1 |voreer |+uman butyrophiiin (BTF5) mRNA; complate cds
4 YO7867 pirin -
4 Y09443 alkylgiycarona phosphate synthase
4 Y05858 H.sapiens mRNA for unknaown protein
4 Y12394 karyopherin alpha 3 {importin alpha 4)
3 Z11559 Iran-respansive element binding protaln 1
4 Z11695 proteln kinase; mitogen-activated 1 {MAP kinase 1; p4; p41}
3 215008 centromare pratein £ (312k0)
1 Z46261 H.saplans DNA for histana H3a
2 AAD11243 3 ESTs
2 AAQ1B418 ESTs
2 AAD18758 ESTs
2 AAD18604 Homa sagiens clone 23675 mRNA sequance
3 AAD31993 Mama sapiens HRIHFB2115 mRNA, partial cds
2 AAQ44217 ESTs; Waakly simifar 1o similar to cuticls collagen [C.elegans]
SWIFSNF related; matrix associatad; actin dependent regulator of
4 AAD46548 chromatin; subfamily &; member 1 )
ESTs: Muderataty similar to (Il AL SUBFAMILY SB WARNING ENTRY.
2 AAQS7447 s 11 [H.sapiens]
S|ogren syndrome antigen A2 (8kD; rihonucleoprotein autoantigan
2 AA05B376 §5-A/Ro)
4 AADB3672 v-ral simian {eukemla viral oncogene homolog A {ras related)
4 AANBSE96 ESTs
2 |AAossras ESTs
ESTs; Waakly similar to putative T1/ST2 raceptor binding protein
2 AAN85638 precursor [H.sapiens)
4 AAQI1284 ESTs
2 AAQIZ700 ESTs
4 AADQDZ068 ESTs
4 AAQ94800 sukaryctlc translation Initiation factor 3; subunit 7 (2eta; 66/67kD}
4 AA100219 ESTs
4 AA114885 ESTs
. ESTs; Weakly similar to 11l ALU SUBFAMILY SQ WARNING ENTRY Il
4 AA129547. . {H.sapiens]
4 AA133018 ESTs
3 AAT40507 homalog of mouse quaking QK {KH domain RNA binding pratein)
2 AA151005 sperm surface proteln
zpB1b6.r1 Stratagene endothefial call 937223 Homo saplens cDNA clone
4 AA187T101 IMAGE 624659 5', mENA sequence
3 |AA195178 s ESTs '
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2 AA203138 law denglty lipoprotein receptor (famllial hyperchoiesterolemia)

2 AAZ03645 ESTs; Moderatety simifar to 5H3-contalning proteln p415 [R.nanvegicus]
zgB4cG.r1 Stratagene neuroepithelium (#937231) Homo saplens GDNA
clene IMAGE:B45418 §' similar to TR:G122922 5122922 ALLOGRAFT

3 AAZ06236 INFLAMMATORY FACTOR-1. ;, mRNA saquenca

1 AAZZTE21 ESTs; Weakly aimilar to weak similarity to collagens [C.alagans]

ESTs; Weakly sftnilar to X-linked retinopathy protein {C-terminal; clone

4 JAAZ4B283 XEH.8c} [H.saplens] )

3 AAZ48611 H.sapiens mRNA for 21-Glutamic Acid-Rich Protein (21-GARP)

2 AA282640 ESTs

2 AAZ8T199 Human mRNA for KIAABY gene; partial cds
ESTs; Highly similar to HYPOQTHETICAL 3.5 KD PROTEIN C3A5.3 IN

2 AA313800 CHROMOSOME 1Il {Caenarhabdltis elegans)

EST18611 Colan carcinoma {(HCC) cefl ine || Homo saplens cDNA 5' and,

2 AA314256 mRNA sequence ‘

ESTs; Highly similar 1o ADP-RIBOSYLATION FACTOR 1

2 AA314389 [Saccharomyces cerevisiag]

ESTs; Moderately similar to It ALL SUBFAMILY J WARNING ENTRY Il |

2 AA324364 [H.sapiens] . ]

3 AA329211 s ESTs

2 AA3S9187 ESTs

4 AA421079 E5Ts

2 AA422020 ESTs

3 AA425230 Human GAF SH3 binding protein mRNA; complete cds
ESTs; Highly simllar te N-terminal asparagine amldchydrolase

AA44T0E2 [M.musculus]

4 AA452000 ESTs

4 AA4E6ERT ESTs
ESTs; Weakly similar to X-linked retinopathy protein {C-terminal; clone

4 AA4BT01S s XEH.Bc} [H.saplens] )

2 AB002326 Human mRNA for KIAA3Z2S gene; partial cds

4 AFFX-BioB-3 .

2 CO1527 ESTs

4 CQ1714 Homo saplens serum-inducible kinase mRNA; complete cds

3 Co1811 f ESTs .

ESTs; Moderatsly similar to 1t ALU SUBFAMILY SQ WARNING ENTRY

2 C02352_s Il [H.saplens]

1 C02375 Human mRNA containing an Alu repeat and its reversa complement

2 C14448 EST

4 D16611_s coproparphyrinagen oxidase (coproporphyria; harderoparghyria)

2 D25216 Human mRNA for KIAA14 gene; complete cds

2 031352 ESTs; Weakly similar to hypothetical protein [H.sapiens]
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ESTs: Weakly simitar to probable hormane regeptor EMR1 precursor
4 D58024_s {H.sapiens]
1 DB08s7 Homo sapiens clone 24736 mRNA sequence
3 DB2614 ESTs
4 87845 platelet-activating factor acetylhydrolase 2 (4kD}
1 DBa377 i msh (Drosophila) homee box homolag 2
2 H06583 cAMP respeonsive element binding protein-like 2
1 H40732 ESTs

’ yp1ah1.r1 Soares breast 3NbHBst Homo sapiens cDNA clone

4 H4B617 IMAGE: 187921 5', mRNA sequence
1 HS56731 E3Ts
1 H75570 . |EETs
2 H78886 ESTs

ESTs; Highly similar to ERYTHROID KRUEFPPEL-LIKE TRANSCRIPTION
1 HB1241 ) FACTOR [Mus musculus]
1 L3653 integrin; alpha 8
2 Ma3154 gasiric intrinsic factor {vitamin B synthesis)
4 ME3180 threonyl-tRNA synthetase
2 M31504 ESTs
2 N56191 Homo sapiens protocadherin 88 (PCHE8) mRNA: complete cds
2 N78483 ESTs
2 N79268 zine finger protein 198
2 R14652 Homo sapiens PAC clone DJB72F7 from 7431

yg33f12.r1 Soares infant brain 1NIB Homo sapiens cDNA clane
2 R20459 IMAGE:34345 5, mRNA saquance
3 R22303 ESTs; Weakly similar to putative p15 [H.sapiens]
2 R33779 ESTs; Weakly similar 1o p4 [H.saplens]
2 R36553 ESTs; Weakly similar to KIAAGS1 protein [H.sapiensg)]
2 RB4534 ESTs
4 RE6475 ESTs
4 R70621 Homo sapiens mRNA for KIAABSE proteln; parial cds
3 R79256 ESTs; Weakly similar to PROTEIN Q3 [Mus musculus)
2 R84933 ESTs, Weakly similar to putalive p15 [H.sapiens)
3 RC_AAQU7160 ESTs

' ESTs; Highly similar to protein tyvosine phosphatase epsilon cytoplasmic

2 RC_AADD7234_s isoform [H.sapiens]
2 RC_AAD1B409 ESTs
4 RC_AAD25351 ESTs
3 RGC_AAN27168 ESTs

ESTs; Waakly similar to 1l ALU SUBFAMILY J WARNING ENTRY !
1 RC_AAQD2T31T7 [H.saplens)
3 |RC_AA020423 ESTs
4 RC_AAD31357 ESTs
4 RC_AAD45136 ESTs
1 RC_AADS3400 ESTs
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ESTs; Weakly similar to #11 ALLE SUBFAMILY J WARNING ENTRY 1]
3 RC_AA{55829 {H.sapiens]
3 RC_AADSS21T ESTs
1 RC_AA118054 ESTs
1 RC_AA126311 ESTs
4 RC_AA128390 ESTs
ESTs; Highly simitar to DOSAGE COMPENSATION REGULATOR
4 RC AA130273 fBrosophlla melanogaster]
2 RC_AA142919 ESTs
4 RC_AA150205 ubiguitous Kruppel-ike transcription factor
1 RC_AAITESEY ESTs
ﬁESTs: Highiy similar to U1 smafl nuclear ribonucleoprotein 1SNRP
2 RC_AA1303214 hamolog [H.sapiens]
2 RC_AA180487 Homo sapiens TACCt {TACGC1) mRNA; complete cds
4 RC_AATB7E34 eukaryotic translation Initlation factor 3; subunit 1 {alpha;, 35kD)
3 RC_AA195399 ESTs
k| RC_AA234717 ESTs
4 RC_AAZ234742 ESTs
3 RC_AAZ234957 Homo sapiens mRMA for MTMR1 protein
3 RC_AAZ35604 ESTs
ESTs; Weakly similar to PROBABLE E5 PROTEIN [Human papillomavirus
3 RC_AA23B559 tyoe 58]
3 RC_AA242888 ESTs; Weakly similar to house-keeping profein [M.musculus]
4 RC_AAZB17TE jun D proto-oncogene
4 RC_AAZ51909 Homo sapiens protaln kinase homolog (BUBR 1) mRNA; complets cds
diptheria toxin resistance protein reguired for diphthamide biasynthesis
3 RC_AA252672 s {Saccharomycas)-like 2
3 RC_AA256157 ESTs
4 RC_AA256580 ESTs
3 RC_AAZ53873 JESTs
1 |RC_aaze2r27 lESTs
4 RGC_AA2B1451 ESTs
4 RC_AAZB1545 ESTs
3 RC_AA282069 Homo saplens mRNA for KIAAG3 protein; completa cds
1 RC_AA283044 ESTs
3 RC_AA283930 ESTs
4 RC_AA284755 ESTs; Weakly simllar to unknown [H.sapiens]
4 RC_AA291268 ESTs
1 RC_AAZ91927 ESTs
2 RC_AA343514 ESTs
3 RC_AAZS8109 ESTs
4 RC_AA405737 ESTs
4 RC_AA4G6E10 lesTs
4 |RE AA411485 |ESTs
3 RC AA416886 }ESTs: Weakly similar to predicted using Genefinder [C.elegans]
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4 RC_AA424013 Homa saplens clone 23767 and 23782 mRNA sequences
4 RC_AA424148 ESTs
2 RC_AAA424558 |e5Ts: Weakly similar to 33-kDa photoiransducing protein [H.sapiens)
4 RC_AA424861 s Homa sapiens TEB4 pratein mRNA; complste cds
3 RC_AA425367 ESTs
1 RC_AA425921 iHomu sapiens -1 recepior candidate protein mRNA; complete cds
4 |RC Asdz6220 FHama saplens mRMA, for KIAAB23 proteln; partial cds
4 RC_AA427735 ESTs
4 RC_AA430873 ESTs
4 RC_AA432248 ESTs
4 RC_AA435B86 ESTs
3 RC_AA436705 Homo sapiens mRNA for KIAA7GS protein; complete cds
3 RC_AA446561 Homa saplens mRNA for KIAA47 protein; complete cds
4 RC_AA448238 Homa sapiens mRNA for KIAAB1S prolein; complete cds
3 RC_AA448688 ESTs; Weakly similar to KIAAB38 proteln [H.sapiens)
3 RC_AA448756 ESTs; Weakly similar to rA8 {R.norvegicus}
4 RC_AA450303 ESTs
3 RC_AA452411 ESTs
4 RC_AA454586 ribosomal proteln L13
4 RC_AA454687 ESTs
4 RG_AA458437 ESTs
4 RC_AA456646 ESTs
4 RC_,AA456826 ESTs
4 RC_AA456981 ESTs
4 RC_AA45B953 ESTs
3 RC_AA4B9950 ESTs
ESTs; Highly similar to PROBABLE PHOSPHOSERINE
3 RC_AA480449 AMINOTRANSFERASE [Oryctalagus cunlcuius]
d RC_AA483910 ESTs )
4 RC_AA464503 ESTs
3 RC_AA464606 ESTs
4 RG_AA465093 TIA1 cyfoloxic granule-associated RNA-binding pretein
3 RC_AA485692 Homo sapiens mRNA for KIAAG48 protein; parllal cds
3 RC_AAATEATI Homio sapiens Trio inRNA; complele cds
1 RC_AA478102 ESTs
4 RC_AA4TE474 ESTs
3 RC_AA480889 ESTs
1 RC_AA485223 ESTs
1 RC_AA485254 ESTs
4 RC_AA486183 ESTs; Waakly slmilar to Yhriwp [S.cerevisiaa]
3 RC_AA496936 ESTs; Weakly similar to B cell growth factor [H.sapians]
4 RC_AARSA589 ESTs
4 RC_AA598831_f ESTs
4 RC _AA500150 ESTs
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4 RC_AAGOBS45 ESTs
3 RC_AABODZIO ESTs
ESTs; Highly similar to PROBABLE PEPTIDYL-PROLYL CIS-TRANS
3 RC_AAG1D10B ISOMERASE C21E11.5C [Schizosaccharomyces pombe]
4 RC_AAB20582 ESTs; Weakiy similar lo (defiine nol available 424227) [H.saplens]
ESTs; Highly similar 1o HYPOTHETICAL 98.3 KD PROTEIN R1E12.1 IN
4 RC_AAG21235 CHROMOSOME il [Caenorhabdilis elegans]
3 RC_AAB21714 ESTs
1 RC_AAG21718 ESTS
1 RC_D19673 ESTs
1 |RC_D25755 & £8Ts
1 RC_D51095 ESTs
4 RC_D&0272 | ESTs; Weakly similar to macrophaga lactin 2 [H.sapiens}
2 T08379 cathepsin F
UDP-N-acatyl-alpha-D-galactesamine:polypeptide
3 134527 N-acetylgalactosaminylransferase 1 (GalNAg-T1)
2 |[v40307_s ESTs
3 T62771 5 Homo sapiens nucleaplasmin-3 (NPM3) mRNA,; complete cds
1 T63174 s ESTs; Weakly simitar to neurcnal thread protein AD7¢-NTP [H.saplens]
2 T83444 Homo sapiens mRNA for KIAABBT pratein; partial cds
1 T93641 ESTs
2 1148263 prapronociceptin
2 48065 interleukin 1 recaptor-like 2
2 U79300 Human clone 23629 mRNA sequence
1 uBBs73 Human NBR2 mRNA; complete cds
2 LI93067 Human RNA palymerase lil subunit {RPCE2) mRNA; complete cds
4 WG1094 ESTs
2 W01568 ESTs
2 W26853 ESTs
2 W27179 BCL2/adenovirus E1B 19kD-interacting protein 3-like
2 W27085 epimorphin
Homo sapiens RRM RNA binding protein Gry-rbp (BRY-RBP} mRNA;
3 W36280 5 complete cds
2 W47063 ESTs
4 W78060 ESTs; Weakly similar to Ras-bindlng pratein SUR-8 [M.musculus]
4 Wa8550 E5Ts; Modarately similar to trg gene product [R.norveglcus}
1 XE0486 H4 hlstone family; member G
2 X78931_s H_sapiens HZFA mRNA for zinc finger protein
1 214077 8 ¥Y1 transcription factor
1 RC_AADO2147 EST
1 RC_AADD4T1 ESTs
1 RC_AA010383 EST
1 RC _AAD15761 ESTs
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2 RC AAQ18772 ESTs
2 RC_AAD21473_r EST
patassium voitage-gated chanael; delayed-rectifier; subfamily §; member
2 RC_AAJ24835 3
2 RC_AAD25B58 ESTs
1 RC_AAD27229 ESTs
1 |RC_AADZ9428 E5Ts
3 RC_AADIS43 ESTs
1 RC_AAD35237 ESTs
2 RC_AADI934T EST
1 [RC_AADAQTAD ESTs
3 RC_AAQ41551 ESTs
1 RC_AAD45513 ESTs
1 RC_AAQ45745 EST
1 RC_AADS55348 ESTs
2 RC_AA0S56502 s ESTs
1 RC_AMOSBE97 ESTs
1 RC_AAQSE746 EST
3 RG_AAGSTE7R ESTs
2 RC_AADSB61 ESTs
2 RC_AADSBGBE ESTs
zm5e1.51 Stratagena corneal stroma (#937222) Homo sapiens cONA
clone IMAGE:513234 3' similar to gp:S71381 PROTEASOME BETA
2 RC_AADEZ2B40 CHAIN (HUMAN);, mRNA sequance
zm583.51 Stratagene fibrablast (#937212) Homao sapiens cDNA clane
2 RC_AAOB4859 IMAGE 524985 3', mRNA sequence
zm12e11.31 Stratagene pancreas (#93728) Homo saplens cONA clane
1 RC_AAOQB5069 IMAGE:525452 3', mRNA sequence
zmB7g3.s1 Stratagene neuroapithelium (#937231) Homo sapiens cDNA
clone IMAGE:5374 3' similar to gb:S66915_cds1 ATP SYNTHASE
GAMMA CHAIN, MITOCHONDRIAL PRECURSOR {HUMAN);, mRNA
1 RC_AADGS923 sequence
zmBhS.s1 Stralagene floroblast (#837212) Homo sapiens cDNA clone
2 RC_AAQTO799 s IMAGE:5373 3', mRNA seguence
zm6al.st Slratagene foroblast (#937212) Homo sapiens ¢DNA clone
IMAGE:529992 3' similar to gh:X67851 PROLIFERATION-ASSQCIATED
2 RC_AAQ708t5 PROTEIN PAG (HUMAN};, mRNMA sequence
zm8Ta1.st Stratagene ovarian cancer (#937219) Homo sapiens cDNA
2 RC_AAQTS374 clone IMAGE:544872 3, mRNA saquence
zm9108.51 Stratagene ovarian cancer ($937219) Homo sapiens cDONA
2 RC_AAQ76382 clone IMAGE: 545342 3', mRNA sequence
1 RC AAQ7B7BT ESTs
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2m92n1.s1 Stratagene ovarian cancer (#337219) Homo sapiens cONA
2 RC_AA078986 clone IMAGE:545425 3, mRMA sequanca
zm95h11.51 Stratagene colon HT29 (#937221) Homo sapiens ¢cONA
clone IMAGE:545733 3' similar to gb:X16568 CYTOCHROME C OXIDASE
1 RC_AAD79393 POLYPEPTIDE YIIC PRECURSOR {(HUMANY,, mRNA sequence
zm97{8.s1 Stratagene colon HT29 (#837221) Hamo sapiens cONA clone
2 RC_AAQTI4ET IMAGE:545895 3, mRNA sequence
2 RC_AAOB3207 EST
2 RC_AA0B3256 vineulin
zn6g9.51 Stratagene hNT neuron (#937233) Homo sapiens cONA clone
2 RC_AAQ84415 IMAGE:546688 3', mRNA sequance :
znif1.51 Steatagene colon HT29 (#937221) Homo sapiens cDNA clone
IMAGE:546169 3 similar to gh:X15341 CYTOCHROME C OXIDASE
RC_AAQ85274 POLYPEPTIDE VIA-LIVER {HUMANY;, mRNA segusance
RC_AAQ88678 ESTs
RC_AA100925 ESTs; Weakly similar to predicted using Genefinder [C_elegans]
ESTs; Highly simitar 1o J KAPPA-RECOMBINATION SIGNAL BINDING
3 RC_AATO1255 PROTEIN [Homo sapiens]
3 RC_AA126474 stanniocalgin 2
2 RC_AA127017 ESTs
ESTs, Weakly similar to protein phosphatase 2A 13 kDa regulatory
2 RC_AA129968 subunit [H.saplens]
2 RC_AA130240 ESTs
RC_AA131866 ESTs
E5Ts; Moderately sirnilar to It ALU SUBFAMILY J WARNING ENTRY I
2 RC_AA132039 [H.sapiens]
ESTs; Moderately similar to C-1-TETRAHYDROFOLATE SYNTHASE;
3 RC_AA132903 CYTOPLASMIC [Saccharomyces cergvislae]
ESTs; Waakly similar to NADH-UBIQUINONE OXIDOREDUCTASE
3 RC_AA133250 CHAIN 4 [Caerorhabditls elegans)
1 RC_AA133583 s high-mobility group (nonhistane chromasomal} protein isoform I-C
4 RC_AA135841 ESTs
z09e6.51 Stratagens neurcepithelium NT2RAMI 937234 Homo sapiens
2 RC_AA148650 c[NA clone IMAGE:56722 3, mRNA saguence
2 RC_AA151110 ESTs
ESTs; Moderately similar to I ALU SUBFAMILY SX WARNING ENTRY
2 RC_AA155754 i [H.saplens]
4 RC_AA156125 ESTs
2 RC_AA156289 ESTs
1 RC_AA155057 ESTs
2 RC_AA15T291 ESTs
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2 RC _AA157293 ESTs
2 |RC_AA1B4293 § ESTs
1 RC_AA164676 EST
1 RC_AA1B7375 Homo sapiens mRNA for KIAAS3 protein; parial cds
ESTs; Moderalely similar to [t} ALU SUBFAMILY SX WARNING ENTRY
] RC_AA167550 1 [H.sapiens]
2 RC_AA176589 EST
1 RC_AA1B(448 EST
4 RC_AA1BT144 s andathedin 1
3 |RC_Aa189170 f ESTs
4 RC_AA192757 ESTs
2 RC_AA205850 ESTs
ESTs; Weakly similar to neural differantiation-assaciated protain
4 RC_AAZ33342 [M.musculus]
3 RC_AA232472 ESTs
2 |RC_AAZ34110 ESTs
4 RC_D803981 ESTs

3 [RC_FO1860

ESTs; Weakly simitar to HYPOTHETICAL PROTEIN HI34 [Haemophilus
influenzae]

1 RC_F02206 EST; Highly simitar to ethar-a-go-go-related protein {H.sapiens]
4 RC_F02208 ESTs
4  |RC_F02544 ESTs
4 RC_F03518 ESTs
4 RC_FD4258_s ESTs: Highly simitar to INORGANIC PYROPHOSPHATASE [Bos faurus]
4 RC_F04600 ESTs
4 RC_F08398 ESTs
2 RC_F0OB05 ESTs
4 |RC F11115 ESTs
3 RC_H06371 ESTs
1 RC_H10595 ESTs
ESTs; Weakly similar to HYPOTHETICAL 97.6 KD PROTEIN IN
1 RC_H11938 SHP1-SEC17 INTERGENIC REGION [Sacchararmyces caravisiag)
4 [RC_Ht6568 ESTs
4 [RC_HI67T2 ESTs
ESTs: Moderately similar to seven-pass fransmembrane receptor
1 RC_H18851 pracursor [M.musculus)
1+ |RC_Hz0BS9 ESTs
i RC_H23747 ESTs
1 RC_H38087 ESTs
1 RC_H403N E5Ts
1 RC H40567 ESTs
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i RC_H46866 ESTs
yq99a5.51 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone
3 RC_H56640 | IMAGE:23888 3', mRNA sequence
1 RC_H57154 ESTs; Weakly similar ta RST [M.musculus]
1 RC_H96712 ESTs
1 RC_N20814 ESTs
3 RC_N25249 synaplosomal-associated protein; 23kD
1 RC _N27100 ESTs
1 RC_N39516 RNA (guanine-7-} mathyitransfarase
1 |rc_N4B3B2 ESTs
1 RC_N&1857 ESTs
1 RC_N52271 Homo sapiens LIM pratein mRNA; complete cds
1 RC_N59435 ESTs; Weakly similar ta No definition line found [H.sapiens]
1 RC_N64138 ESTs; Waakiy similar to Nor protein kinase [H.sapiens]
3 RC_NG66981 ESTs
1 RC_NG2E40 ESTs
ESTs; Highly similar to PRE-MRNA SPLICING FACTOR RNA HELICASE
4 RGC_NE9352 PRP22 [Saccharomyces ceravisias)
4 RC_N95226 Homo sapiens mRNA for KIAATSS protein; partial cds
1 RC_RO0138 ESTs
ESTs: Weakly similar to 1) AL SUBFAMILY J WARNING ENTRY I
1 RC_R0O7598 [H.saplens] .
1 RC_R{8829 'ubiquitin-cunjugating enzyme £26 2 (hamologous to yaast UBCT)
i |RC R10307 ESTs
3 RC_R33354 ESTs
1 RC_R36083 ESTs
1 |RC_R37938 1 ESTs
yd1g4.s1 Soares infant brain 1hIB Homo sapiens cDNA clane
1 RC_R39330 IMAGE 24282 7', mRNA sequence
1 RC_R40816_s cullin 44
1 RC_R43162 s .. |ESTS
ESTs; Weakly similar to Similarity lo Saimoneila regulatary protein URFC
3 RC_R45698 [C.elegans]
2 RC_R54554 ESTs
ESTs; Weakly similar to alternatively spliced product using exon 13A
1 RC_REB425 [H.sapiens]
1 RC_R68568 |ESTS
3 |rc_Reer63 lests
1 |RC_R70467 lESTS
‘ ESTs; Moderately similar to 11 ALU SUBFAMILY SX WARNING ENTRY
RGC_R73565 11 I sapiens]
4 RC R73640 ESTs
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1 RC_R78376 EST
1 RC_R92453 EST
1 RC_T03865 ESTs
3 |RC_T03872 lesTs
1 RC_T10072 ESTs
1 RC_T10080 ESTs
i RC_T10132 Homao sapiens mRNA for KIAATA protein; complete cds
1 AC_T15343 ESTs
2 RC_T22457 ESTa
1 RC_T23555 ESTs
2 RC_T23670 ESTs
4 RC_T23948 ESTs
4 RC_T33464 ESTs
1 RC_T34413 ESTs
2 RC_T34611 ESTs
2 RC_T40920 ESTs
4 RC_T55182 ESTs
2 RC_T77453 E£ST
1 RC_T84038 ESTs
1 RC_T86458 ESTs
1 RC_T87693 ESTs
2 RC_TB9350_s ESTs
1 RC_T90945 ESTs
2 RC_T90987 ESTs
1 RC_T91863 ESTs
1 RC_T91881 EST
1 RC_T93783 5 E8Ts
1 RC_T96687 ESTs
2 RG_T36944 ESTs
3 RC_T97307 ESTs; Weakly similar to neuronal thraad protein AD7¢-NTF [H.sapiens)
1 RC_TO7764 ESTs
2 RC_WA4B817 ESTs
2 RC_W5B343 ESTs
1 RC_W59949 ESTs; Highly simllar to RAS-LIKE PROTEIN TC1 {Homo sapiens]
1 RC_W74644 ESTs
ESTs; Highly similar to UBIQUITIN-CONJUGATING ENZYME E2-17 KD

1 RC_W74761 [Caenorhabditis elegans]
1 RC_W74802 ESTs
1 RC_W81205 ESTs

©2 RC_Wa1237 E3Ts
3 RC_W30146_f ESTs
1 RC_Wa2798 ESTs
1 RC_Z38412 EST
1 RC_Z38709 Inositol 1;4:5-friphosphate receptor; type 2
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1 RC_Z38504 E5Ts
2 RC_Z39103 core-binding factor; runt domain; aipha subunit 2; translocaled to; 2
2 RC_Z238930_f ESTs
2 RC_Z39930 ESTs
3 RC_Z40012_| Homo sapians mRNA for KIAASST protein; complete cds
2 RC_Z40377 s ESTs
1 RC_Z40820 ESTs
3 RC_Z41680 ESTs
4 AFFX-BloB-3 . .
2 RC_AAQDS112 Human zine-finger domain-containing pratein mRNA; partial cds
ESTs; Highly similar to ANTI-SILENCING PROTEIN 1 {Saccharomyces
) 4 RC_AA0D5432 carevisiae)
4 RC_AAD10163 Hurman mRNA for KIAA312 gene; partial cds
4 RC_AAD26356 ESTs
2 RC_AA026301 ESTs
4 RC_AAQIGREET ESTs
1 RC_AAD44644 Pps2
4 RC_AAD4G426 Homa sapiens MSESS-related proteln (UB1) mRNA,; complete cds
ESTs: Weakly similar 1o X-linked retinopathy protaln {C-terminal; clone
4 RC_AADS4515 XEH.8c} [H.sapiens]
zn17hB.s1 Stratagene neurcepithalium NT2RAMI 837234 Homa sapiens
2 RC_AADB4 162 <¢DNA clone IMAGE:547739 3, mRNA sequence :
4 RC_AADB5749 Hamo sapiena mRMNA for ATP binding protsin; complete cds
4 RC_AADIBBTA ESTs
Zn25b3.51 Stratagens neuroepithalium NTZRAMI 937234 Homo sapiens
cONA clone IMAGE:S548429 3' similar to contains L1.b3 L1 repetliive
2 RC_AA101056 element ;, mRNA sequence
1 RC_AA102746 ESTs: Moderately similar to cytotoxic ligand TRAIL receptor [H.sapiens}
2 RC_AA114250 s Homo sapiens mRNA for KIAAS12 protein; complete cds
4 RC_AA1285081 s ESTs
ESTs: Weakly sinvilar to 1 ALU SUBFAMILY J WARNING ENTRY 1!
4 RC_AA128980 i [H.sapiens]
‘ ESTs; Highly similar to 65 RIBOSOMAL PROTEIN L22 [Rattus
4 RC AA12975T narvegicus]
4 RC_AA129921 E3Ts
2 RC_AA1333M Homo sapiens mRNA for KIAAT41 protein; complete cds
2 RC_AA135958 ESTs
4 RC_AA136524 s ESTs
4 RC_AA147044 ESTs; Weakly similar 10 transfarmation-related protein [H.sapiens]
4 RC_AA148885 ESTs
4 RC_AA150043 ESTs
2 RC_AA151621 ESTs
4 RC_AA155743 ESTs
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2 RC_AA156335 ESTs
4 RC_AA156338 Homa sapiens nuclear receptor co-repressor N-CoR mRNA; complete cds
2 RC_AA159181 ESTs
2 RC_AA139625 ESTs
2 RC_AAZ34185 ESTs
4 RC_AA234929 ESTs
1 RC_AA234935 ESTs
4 RC_AAZ36359 ESTs
2 RC_AAZ36466 ESTs
2 RC_AAZ23G535 ESTs
4 RC_AA236935 5 Human normal keratinocyte mRNA
2 RGC_AA236842 ESTs
4 RC_AAZ2I7TMM B ESTs
2 RC_AAZ37025 ESTs
2 RC_AA242751 Homo saplens mRNA for KIAAS3 protein; partial cds
3 RC_AAZ42760 ESTs
3 RC_AAZ42763 Homo saplens Cde14B1 phosphatase mRNA; complele cds
ESTs; Weakly similar 10 |1 ALU SUBFAMILY J WARNING ENTRY Hi
2 RC_AA242809 [H.sepiens]
ESTs; Highly similar to SERINE/THREONINE-PROTEIN KINASE IPL1
3 RC_AAZ43133 |Saccharomyces cerevisiae]
4 RC_AAZ243495 ESTs
3 RC_AAZ243706 ESTs
zsBe2.51 NCI_CGAF_GCB1 Homo sapiens cDNA clone IMAGE 668441 3,
4 RC_AA250848 mRNA sequence
2 RC_AA250868 ESTs
4 RC_AA251152 ESTs
2 RC_AA251544_s ESTs
4 RC_AAZ51792 ESTs
4 RC_AA252063 Homo sapiens mRNA for PCDHT {BH-Poch)c: complate cds
3 RC_AA252144 ESTs )
4 RC_AA252524 ESTs
3 RC_AA253451 ESTs
4 RC_AA255522 ESTy
2 RC_AAZGG468 ESTs
4 RC_AA256528 ESTs
2 RC_AAZ57076 EBTs
4 RC_AA258296 Homo sapiens mRNA for KIAASTS protein; partial cds
3 RC_AA258409 H.sapians gene from PAC 313L4; similar to Myelin PO
2 RC_AA258421 Home sapiens tlone 683 unknown mRNA; complete sequence

ugbobooobooboodabod




(1 042 %)

(119)

Accession #/
Cluster [PROBESET Gene Description
Human NAD+-dapendant succinate-semialdehyde dehydragenase
3 RC_AAZG2077 (S3ADH) mRNA; 3 end
4 [RC_AAZ78650 ESTs
2 RC_AA278766 ESTs
4 RC_AAZ79667_s natural kisler-tumor recognition sequence
3 RC_AAZBO791 eukaryotic translation initiation factor 5
4 RC_AA280818 ESTs
4 RC_AA280828 ESTs
4 RC_AA282195 ESTs; Weakly similar 1o ORF YNL282w [S.caravisiag]
2 RC_AA283127 s Homo sapiens clone LM1955 H15e3 gena; partial cds
2 RC_AAZ84694 {Homa sapiens CGG1 mEMA; complete cds
3 RC_AA291137 ESTs
3 RC_AA201708 ESTs: Moderataly simiar to hypothatical protein [H.sanlens]
Hamo sapiens BAC dona 255A7 from 8q21 contalning NBS1 gene;
3 RC_AAZS2495 complete seausnce
ESTs; Weakly simitar to NADH-UBIQUINTNE OXIDOREDUCTASE
4 RC_AA347193 CHAIN 4 [Caenarhabdlis elegans]
4 RC_AA398474 s ESTs
4 RC_AA308512 ESTs
2 RC_AALQ027T ESTs; Weakly similar to putative p15 [H.sapiens]
4 RC_AA400896 £5Ts
3 RC_AA404404 CTP synthase
2 RC_AA410345 ESTs:; Weakly similar to A33 antigen precursor [H.sapiens]
4 RC_AA416733 ESTs; Weakly similar to neuronal thread protein AD7c-NTP [H.sapiens]
4 RC_AA425154 ESTs
4 RC_AA426573 ESTs
2 RC_AA43141B N-acetylglucosaminidase; alpha- (Sanfilippo disease HHiB)
4 |RC_AA43G182 ESTs '
2 RC_AA437098 ESTs
4 RC_AA446585 ESTs
3 |RC_AA446887 ESTs
ESTs; Highly simllar to HYPOTHETICAL 8.7 XD PROTEIN IN
2 RC_AA447224 ERG7-NMD2 INTERGENIC REGION [Saccharomyces cerevislae]
2 RC_AA447709 ESTs; Maderately similar to putative transcription facior CA1S [H.saplens!
4 RC_AA453624 deoxynucleatidyliransferase; terminal
4 RC_AA455044 ESTs
4 RC_AA456045 ESTs
4 ROC_AA4GO454 5 £5Ts: Weakly similar to KIAAS12 protein [H.sapiens]
4 RC_AA476494 E8Ts: Weakly similar to KIAAS12 protein [H sapiens]
4 RC_AA476728 ESTs; Highly similar to FLI-LRR gssociated protein-1 [M.musculus]
4 RC _AA481422 Homa sapiens mRNA for H-2¥ binding factor-2; complete cds
3 RC_AA4B2269 inlegral membrane protein 1
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2 RC_AA4825805 ESTs; Highly similar ta p36
4 RGC_AA485084 s ESTs
4 RC_AA485431 s E8Ts
4 RC_AA488057 H.saplens mRNA for auclear pratein SA-2
4 RC_AA4BO638 ESTs
2 AC_AA481000 ESTs
3 RC_AA481250 ESTs
4 RC_AA505133 ESTs
4 RC_AASRA447 Homa sapiens exportin L MRNA; complete cds
3 RC_AA599243 ESTs
3 RC_AASDI5T4 i £37Ts
4  |RC_AABDG153 DEK gena
4 [RC_AABDS308 ESTs
: ESTs; Highly similar to HYPOTHETICAL GTP-BINDING PROTEIN IN
4 RC_AABOS710 BMI4-PAC2 INTERGENIC REGION [Saccharomycas ceravisiag)
4 RC_AAB1006A H.saplens mRNA for PIBF1 protein; complete
1 |RC_AAB21398 E5Ts
Human 265 prateasome-associated pad1 homalog (POH1) mANA;
4 RC_AAB21752 complate cds
2 |RC_C21523 ESTs
P RC_D12160 ESTs; Weakly similar to unknown [H.sapians]
4 RC_D19708 ESTs
2 RC_D25801 ESTs: Highty similar to KIAA445 protein [H.sapiens]
2 RC_D45652 ESTs; Weakly slmilar o unknown [H.sapiens]
4 RGC_D60208 _f ESTs
3 RGC_DA0504_s zine finger protein 198
2 RC_F03010 ESTs: Weakly similar to ZINC FINGER PROTEIN HRX [Homo sapiens]
ESTs; Weakly simitar to I ALU CLASS A WARNING ENTRY 18
4 RC_FQ4247 [H.sapiens] .
ESTs: Weakly similar to U} ALU SUBFAMILY J WARNING ENTRY 1l
4 RC_F10888 [H.sapiens]
Homo sapiens ribenuclease P protein subunit p4 (RPP4} gene; complate
RC_F13700 cds
RC_H05063 ESTs
ESTs; Highly simitar to ERYTHROPQIETIN RECEPTOR PRECURSOR
4 RC_H18758 [Homo sapiens)
4 RC_H17315 s karyapherin alpha 1 {importin alpha &)
4 RC_H22556 PROTEIN TRANSLATION FACTOR SUN HOMOLOG
ESTs; Highly similar ta proteln tyrosine phosphatase epsilon cytoplasmic
4 RC_H22566 iscform [H.saplens]
4 RC_HA4B459 s Human mRNA for KIAA186 gene; complete cds
4 RC_H53073 ESTs
2 RC_H58589 s Homo sapiens mRMA for KIAAG1 protein; partlal cds
3 RC_H37957 s ESTs
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2 RC_HE64828_s ESTs
2 |RC_H&4873 ESTs
4 RC_HE9535 ESTs
. ESTs; Moderately similar to alternatively spliced product using exon 13A
RC_H73110 [H.sapiens)

2 RC_HB1783 ESTs
1 RC_H86258 Home sapiens chromosomé 15; cosmid R32611
2 RC_HBB353 ESTs; Weakly similar to raverse transcriptase related protein [H.sapiens]
2 RC_HA8B633 ESTs
4 RC_HBAE75 ESTs
4 RC_H93708_s CLEAVAGE SIGNAL-1 PROTEIN

ESTs; Weakly similar to 1t ALU SUBFAMILY J WARNING ENTRY I
4 RC_N22107 {H.saplans]
3 RC_N24046 ESTs; Weakly similar lo 85 RIBOSOMAL PROTEIN L1 [Homo sapiens]
2 RC_N27028 ESTs
2 RG_N30205 - |E8Ts; Weakly similar to hypothetical pratein [H.sapiens]
1 RC_N30E21 ESTs
4 RC_N33258 Homo sapiens nuclear recaptor co-repressor N-CoR mRNA; complete cds
2 RC_N33390 EST
2 RC_N40180 EST; Waakly similar to putative p15 [H.sapiens]
2 RC_M45198 EST
3 RC_N45979 s SH3 domain protsein 1B
2 |RC_N4B325 EST
2 RC_N4B913 ESTs
4 RC_N49394 Homa sapiens mRNA for KIAAT16 protein; complete cds
1 RC_N50656 ESTs; Highly simllar to mosale protein LR11 [H.sapiens]
4 RC NBI721 kinesin family protein 3B
4 RC_NB3t143 ESTs
2 RC_N53359 ESTs
4 RC_N55326 ESTs

yvSe2.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone
2 RGC_N55493 IMAGE:246146 3', mRNA sequence
4 RC_N57493 EST.
2 RC_N62955 ESTs; Weakly similar 1o ankyrin G [, saplens]
4 RC_NE3520 EST, Weakly similar to mariner transposase [H.sapiens]
4 RC_NG3604 ESTs
2 RC_NG64165 frizzled (Drosaphila) homolog 7
2 RC MNB4168 ESTs
2 RC_NB4191 ESTs

£S8Ts; Weakly similar ta 18 ALU CLASS B WARNING ENTRY !l
4 RC_N66845 [H.sapiens]
4 RC_N&7135 ESTs
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2 RC_NBT285 ESTs
4 RC_N68389 H28 histane family; mermber N
4 RC_N68363 ESTs
4 RC_NGY331 peplidylprolyl isomerase G {cyclophifin C)
2 RC_N70777 ESTs
1 RC_M71364 s ESTs: Weakly similar to transformation-related protein [H.sapiens]
4 RC_N71545 s ESTs; Moderately similar to hypotheticat peotein [H.saplens)
2 RC_N71571 ESTs |
4 RC_N74456 EST
4 RC_N75594 E3Ts
2 RC_M79035 EST
2 RC_NB0279 ESTs; Highly similar to (dafline nol available 4239677) (H.sapiens]
4 RC_N91797 ESTs
4 RC_M92454 karyopherin (importin} bela 1
4 RC _N94581 actin; bata
4 RC_N894748 ESTs
4 RC_N98238 ESTs
4 RC_R02384 EST
ESTs; Waakly similar to ¥l ALU CLASS F WARNING ENTRY Rl
2 RC_R16833 |H.sapiens]
3 RC_R41828 s myasin VA (heavy polypeptide 12; myoxin)
2 RC_R43203 ESTs
4 RC_R4B6395 ESTs: Moderately similar to Unknown gene product [H.sapiens]
2 RC_RS5B263 ESTs
2 RGC_R7B248 ESTs
4 RC_T11483 ESTs
4 RC_T16838 ESTs
2 RC_T23820 cyclin T2
4 RC T30222 ESTs; Weakly similar fo tetracycline transporter-like pratein [M.musculus}
4 RC_W15275_s ESTs )
2 RC_W38194 Accesslon not listed in Genbank
3 RC _W42414 & ESTs
4 RC_WA46577_a H.sapiens mRNA for ESM-1 protein
4 RC_W49832_5 Human clone 2398 mRNA sequence
2 RC_W&7813 ESTs
2 RC_Wa7759 EST
4 RGC_Wwa1118 ESTs
4 RC_W65344 ESTs; Highly simiar 1o ICH-2 PROTEASE PRECURSOR [Homo sapiens}
2 RC_W63216 ESTs
ESTs; Weakly similar ta mitochondrial inner membrane protease 1
RC_W68379 [S.cerevislae]
RC_W86728 ESTs
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Accession #
Cluster |PROBESET Gena Description
4 RC_Z38459 ESTs: Weakly similar to protein phosphatase [H.sapiens]
2 RC_Z33630 Homo sapiens $kD pratein (BC1) mRNA; complete cds
4 RC_Z38454 ESTS
4 RC_Z39623 ESTs
3 RC_Z40071_s BMX non-receplor lyrosine kinase
2 RC_Z40174 EST
2 RC_Z40182 |EST
2 |rc_zdo80¢ " |EST
4 AFFX-BloB-3
4 AFFX-BioC-3
3 AFFX-DapX-5
1 AFFX-LysX-M
3 RC_AA1669E5 ESTs
3 RC_AA167500 EST
1 RC_AA1B8598 5 ESTs
3 RC_AA1T1724 ESTs
2 RC_AA1T1738 ESTs
3 RC_AA1{77105 ESTs
2 RC_AA182626 ESTs
ESTs; Highly similar to cell cycle pragressicn restoration 8 protein
3 RC_AA1B6324 [H.sapiens)
1 RC_AA152088 zinc finger protein 148 {pHZ-52)
ESTs; Moderataly similar to it ALU SUBFAMILY SC WARNING ENTRY
3 RC_AA192173 1 [H,sapiens]
3 RC_AA192415 E3T
3 RC_AA152553 ESTs; Modarately similar to RGC-32 [R.norvegicus)
3 RC_AA154851 ESTs
3 RC_AA105520 s ESTs
ESTs; Moderately similar to Il ALU SUBFAMILY 5Q WARNING ENTRY
3 RC_AA156300 ) [H,sapiens]
3 RC_AA196517 Lan proteaseike protein
3 RC_AA196549 ESTs
zq9a3.51 Stratagene muscle 93729 Homo sapiens cONA clong
IMAGE 629164 3 similar to TR:G740415 G746415 | KAPPA BR. |, mRNA
3 RC_AA195721 sequenca )
ESTs; Weakly similar to Il ALU SUBFAMILY J WARNING ENTRY ¥
3 RC_AA196729 | IIH.saplens]
) -|ESTs; Moderately similar to RETROVIRUS-RELATED PROTEASE
i RC_AA156974 {H.sapiens)
2 RC_AAZ06828 ESTs; Weakly similar to ubiquitous TPR motif; Y isoform [H.sapiens}
3 RC_AAZD7123 irnmunoglobulin superfamily; member 3
1 RC_AA214539 i ESTs
3 RC AA226914 s TR2 nuclear harmone receptor
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Accession #
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3 RC_AA227260 Zic family member 3 (odd-paired Drosophila homolog; hetarctaxy 1)
3 RC_AAZ27489 EST
ESTs; Highly similar to CALCIUM/CALMODULIN-DERENDENT '
3 RC_AAZ33122 PROTEIN KINASE TYPE || DELTA CHAIN [Rattus narvegicus]
3 RC_AAZ233334_s Homo sapiens josephin MJD1 mRNA; cds
Homa sapiens zinc finger protein 216 splice variant 2 (ZNF216) mRNA;
3 RC_AA233347 completa cds
1 RC_AA233519 ESTs; Weakly simitar io neuranal thread protein AD7¢-NTP {H.saplens)
1 RC_AA233714 Apg1? (autophagy; yeast} homalog
1 RC_AAZ33796 ESTs
1 RC_AA235050 f ESTs
ESTs; Weakly similar to Wiscott-Aldrich Syndrome protein homolog
] RC_AAZ35704 [M.muscuius)
3 RC_AAZ3603% ESTs
1 RC_AA236352 ESTs
1 RC_AA2356390_s ESTs
1 RC_AAZ36453 ESTs
3 RC_AA243370 EST
2 RC_AA250947 ESTs
3 RC_AA251083 ESTs
3 RC_AA251113 ESTs
4 RC_AA251973 ESTs
3 RC_AA252023 ESTs; Moderately similar to {deflina not avaitable 397874} [H.sapiens]
1 RC_AA252414 ESTs
1 RC_AAZ52850 proteln kinase; mitogen-activated; kinase 7 (MAP kinasa kinase 7)
3 RC_AAZ55523 ESTs
k| RC_AAZ58128 ESTs
3 RC_AAZE2105 Human mRNA for KIAA331 gene; complele cds
1 RC_AAZE2107 ESTs
1 RC_AAZGZ235 ESTs
z58b3.51 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE: 73757 3,
3 RC_AA2TB298 mRNA sequence
il RC_AA278529_j ESTs; Highly similar ta serine/threonine protein kinase [H.sapiens)
1 RC_AA278721 E£STs
1 RC_AA280038 ESTs
1 RC_AAZ280648 ESTs; Weakly similar to rab-related GTP-binding protein [H.sapiens]
1 RC_AA2B0738 ESTs
3 RC_AAPBO794 ESTs
1 RC_AAZHOB3T E5Ts
ESTs; Moderately similar to allernatively spliced product using exan 134
1 RC_AAZ280886 [H.sapiens]
1 R _AAZ80934 ESTs
1 RC AA281535 Homa sapiens mRNA for KIAABTI protein; complete cds
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Homo sapiens baslc transcription factor 2 p44 (bif2p44) gene; partial cds.
nauronal apaptosis inhibitory protein (naip) and survivai motor neuron
4 RC_AA281797 s protein {smn} genes; complele cds
1 RC_AAZB2047 |ESTs
1 |rc_AA283002 JHuman zinc finger pratein {SRE-ZBP) mRNA; 3 end
3 RGC_AAZ83708 ESTs :
ESTs; Waakly similar to X-linked retinopathy proteln {C-terminal; clona
1 RC_AA283902 XEH.8c} [H.sapiens)
Human DNA from chremosome 18-specific cosmid F25965; genomic
1 RC_AA284108 sequenca
Human DNA seguence from clona T1L16 on chromosome Xpi1. Contalns
a probable Zing Finger protein {pseudo)gene; an unknaown putative gene;
1 RC_AA284109 a pseudogene with high similarity ta part of antigen KI-87; a pu
1 RC_AA284371 Homo saplens clona 23967 unknown mRNA; partlal cds
3 BC_AA284744 f ESTs
1 RC_AAZ284784 ESTs
1 RC_AAZ84840 ESTs
1 RC_AA286844 ESTs
3 RC_AA28T032 ESTs
1 RC_AA287038 EST
1 RC_AA28T546 ESTs
1 RC_AA287553_s ESTs
ESTs; Weakly simllar to 1tl ALV CLASS B WARMING ENTRY [
3 RC_AA287556 | [H.sapians] :
1 RC_AAZBTS64 ribesomal protein L37
1 RC_AA291015 s CDC7 {cell division cycle 7; S. ceravisiae; homolog)-like 1
3 RC_AA291716 EST
1 RC_AAZ91749 s ESTs
1 RC_AA293656 EST
1 RC_AAJ302430 ESTs
3 RC_AA302809 EST
1 RC_AAID2B20_s purinergic receptor P2X; llgand-gated ion channel; 4
1 RC_AA310489 ESTs
1 RC_AA3Z1B9D EST24442 Cerebellum |} Homo sapiens sDNA 3' end, mRNA sequence
1 RC_AAJ40589 EST
1 |RC_AA340622 ESTs
1 RC_AAZ42457 i ESTs
3 RC_AA342828_s glycaprotein V (platetet)
1 RC_AA342864 ESTs
1 RC_AA342973 ESTs
1 RC_AA4E435 ESTs
1 RC_AA3478673 Homo sapiens KIAA4S mRNA; completa cds
1 RC_AA247814 ESTs
1 RC _AAJ4TTI? ESTs
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1 RC_AA348913 ESTs
1 RC_AA349647 EST
1 RGC_AAMOTTI ESTs
ESTs; Moderately similar to alternatively spliced product using exon 13A
1 RC_AAJG0541 5 [H.sapiens)
1 RC_AA35715% | EST
3 RC_AAJETIT2 | ESTs
1 RC_AA3B9856_s Human hps41p {(hWPS41) mRNA; alternative splica varant; partlat cds
1 RC_AA370132 EST
1 RC_AA3T04T2 s ESTs
1 RC_AA370867 ESTs
3 RC_AAJ77296 ESTs
4 RC_AA383802 ESTs
3 RC AA3BSI34 EST; Highiy similar to predicted using Genefinder [C.elegans]
3 RC_AA3B6255 EST '
1 RC_AA3BS260 EST
ESTs; Highly simitar to MEMBRANE GLYCOPROTEIN Mé-B [Mus
2 RC_AA3BE266 muscLius)
1 RC_AA298014 ESTs
3 RC_AA388222 ESTs
1 RC_AA338235 ESTs
3 RC_AA396348 ESTs
3 RC_AA398487 ESTs
1 RC_AA308504 ESTs
1 RC_AA398505 ESTs
1 RC_AA3OB50T7 ESTs
ESTs; Weakly similar to 111l ALU SUBFAMILY S WARNING ENTRY 11
1 RC_AA398523 [H.sapiens]
1 RG_AA39B625 ESTs
4 RC_AA30BG32 ESTs
3 RC_AA398633 ESTs
3 RC_AA388834 ESTs
3 RC_AAIQH895 EST
1 |RC_AA39BO00 lesTs
1 |RC_AA398504 JesT
1 RC_AA3DSH22 |ESTs: Weakly similar to mitochondrizl citrate transport protein [H.sapiens}
3 RC_AA3D93TY ESTs
1 RC_AA339373 ESTs; Highly similar to KIAAS65 protein [H.sapiens)
1 RC_AAZS9441 ESTs
3 RC_AA399638 ESTs
1 RC_AA3G0640 ESTs
1 RC_AA3GAG80 ESTs
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Accession #
Cluster |[PROBESET Gena Descripilon
3 RC_AA400080 EST
1 RC_AA400282 ESTs
1 RC_AA400725 ESTs
3 RC_AA400748 ESTs
1 RC_AA40Q780 ESTs
zvB5hb9.s1 Soares_total fetus Nb2HF8_Ow Homa sapiens cDNA clone
3 RC_AA4DMAG31 IMAGE: 758489 3', mRNA sequence
1 RC_AA401658 ESTa
1 RC_AA401695 EST
a RC_AA402227 E3Ts; Maderately similar to N-trapamodulin {R.norvegicus)
3 RC_AA402329 ESTs
1 RC_AA402398 ESTs
1 RC_AA402449 EST
1 RC_AA4Q2468 ESTs
2 RC_AA403268_s ESTs
2 RC_AA403314 ESTs
1 RC_AA404229 EST
1 RC_AA404260 ESTs
1 RC_AA4042T1 Human glutamate/kainate receptor subunil (EEA3) mRNA; complete cds
3 RC_AA405026 ESTs
4 RC _AA405182 ESTs
ESTs; Moderalely simifar to alternatively spliced product using exan 13A
1 RC_AA405237 [H.sapiens]
3 RC_AA406061 EST
1 RC_AA406063 E3Ts
1 RC_AA40BQ70 EST
1 RC_AA408137 EST
1 RC_AA408335 ESTs
1 RC_AA41181 Human mRNA for KIAAJY gene; complete cds
1 RC_AA411804 ESTs
1 RC_AA411833 ESTs; Highly similar to [defline not avaitable 4521278) [H_sapiens]
1 RC_AA412219 ESTs
3 RC_AA412259 ESTs
2 RC_AA412487 Humnan LIne-1 repeat mRNA with 2 apen reading frames
1 RC_AA412498 ESTs
1 RC_AA416586 ESTs
1 RC_AA416867 EST
1 RC_AA4168T4 ESTs
1 RC_AA421133 ESTs
1 RC_AA421138 EST
ESTs: Highly similar ta ELONGATION FACTOR G; MITOCHONDRIAL
4 RC_AA422079 PRECURSOR [Ratius norvegicus]
1 RCAA423837 ESTs
1 RC_AA424328 ESTs
1 RC_AA424339 ESTs
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3 RC_AA424469_s £S5Ts
1 RC_AAAZ24502 £5Ts
3 RC_AA425004 ESTs
1 RC_AA425734 ESTs; Weakly similar to neurcnal thread protein AD7c-NTP {H.saplens]
1 RC_AA425887 ESTs
3 |RC_AAd26456 ESTs
3 RC_AA427396 ESTs
1 RC_AA427555 Human mRNA for KIAA23 gene; complete cds
3 RC_AA428218 ESTs
3 RC_AA428242 ESTs
1 RC_AA428281 EST
3 RC_AA428865 EST
3 RC_AA428084 ESTs

1 |RC_AA4298685 ESTs
K| RC_AA430181 ESTs

RC_AA430184_¢

Human putative ATP/IGTP-binding protain (HEAR) mRNA; complete cds

RC_AA431288_s

CD3D antigen; dalla polypeptide {TIT3 complex}

1

3

1 RC_AA431283 ESTy

3 |RC_AA431478 ESTs

3 RC_AA431492 EST

1 RC_AA431732 EST

3 RC_AA432278 EST

4 RC_AA434411 ESTs

3 RC_AA435512_i ESTs

1 RC_AA435698 ESTs

1 RC_AA435711 Homa sapiens mRMNA for KIAAT12 protein; complate cds

3 RC_AA435815_s Clk-associating RS-cyclophilin

3 RC_AA435842 ESTs

3 RC_AA43B475 ESTs

3 RC_AA436439 ESTs

3 RC_AA442060 ESTs

1 RC_AA442078 EST

3 RC_AA443151 ESTs

4 RC_AA445133 ESTs

1 RC_AA44T145 Homa sapiens KIAAISR mRNA; partial cds

3 RC_AA447338 EST

1 RC_AA447643 ESTs

1 RC_AAHMTTS2 s dynein; axonamal; heavy palypeptide 17-lke
zwdbel.51 Soares_total_fetus_Nb2HFB_Sw Homo saplens cDNA clone

4 RC_AA448226 IMAGE:784818 3", mRNA sequence

1 RC_AA448825 EST

1 RC_AA449444 ESTs

3 RC AAASQ087 regulator of Gz-selective protein signaling
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3 RC_AA450211 EST
1 RC_AA50244 ESTs
3 RC_AA452123 ESTs; Weakly similar to Tcp-1 [M.musculus]
3 RC_AA452155 zinc finger protein 198
3 RC_AA452156 EST
3 RC_AA453036 ESTs
3 RC_AA453526 ESTs
3 RC_AA454085 EST
3 RC_AA454103 ESTs
1 RC_AA4E4642 ESTs
1 RC_AA454935 ESTs
3 RC_AA456323 ESTs
3 RC_AA457395 EST
aa26c7.s1 NCI_CGAP_GCH1 Homa sapiens cDMA cdone IMAGE:81438
3 RC_AA458850 3 similar 1 contains 11,43 L1 repetitive element ;, mRNA sequance
3 RC_AA453662 EST
Homao saplens 3-hydroxyisobutyryi-coenzyme A hydrolase mRINA;
3 RC_AA459668 lcomplete eds
ESTs; Weakly similar to The KIAA191 gena is expressed ubiquitously.
1 RC_AA45D679_s [H.sapiens)
1 RC_AA450702 ESTs
4 RC_AA4B0017 1 ESTs
3 RC_AA460324 ESTs
3 RC_AA4B1509 ESTs; Weakly slmilar to hypothetical protein [l [H.sapiens]
3 RC_AA464414 | ESTs
1 RC_AA464428 ESTs
3 RC_AA4TODA4 ESTs
3 RC_AA4TEBDE s ESTs
3 RC_AA47T8521 ESTs
ESTs; Modarately similar to 1l ALU SUBFAMILY J WARNING ENTRY It
3 RC_AA4TBHZA [H.saplens]
3 RG_AA4T9949 ESTs
3 RC_AA481252 RAS-LIKE FROTEIN TC21
1 RC_AA485354 ESTs; Weakly similar to predicted using Gensfinder [C.elegans]
1 RC_AA487264 ESTs
1 RC_AA489072 Homao saplens mRNA for KIAABT protein; complete cds
1 RC_AA485630 Homo sapiens mRNA for KIAAGES protein; complete cds
2 RC_AA490225 ESTs
3 RC_AA400227 E3Ts
3 RC_AA480255 ESTs
1 RC_AA490880 ESTs
2 RC_AA480916_s ESTs
3 RC_AA430825 Homa sapiens laforin (EPM2A) mRNA; partial cds
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Cluster |PROBESET Gane Description
1 RC_AA480955 ESTs: Weakly similar to bullous pemphigold antigen [M.musculus]
1 RC_AA495812 ESTs
3 RC_AAA95824 ESTs
1 RC_AA496364 ESTs
3 RC_AAS04125_s ESTs
1 RC_AAS21473 Human brain secretory prolein hSecip (HSEC1) mRNA; complele cds
1 RC_AAS98440 ESTs
3 RC_AAS98889 i ESTs
3 RC_AAS99244 Homo sapiens mRMA for KIAAS3 protein; parttal cds
1 RC_AAS99694 s Human mRNA for KIAA133 gene, complete cds
1 RC_AAG00037 ESTs
3 RC_AAGOR135 EST
1 RC_AAG09582 Homo sapiens p6 katanin mRNA; complete cds
3 RC_AAG09684 ESTs
3 RC_AABG9839 ESTs
1 RC_AAG09862 Homo sapiens MRNA far RBP-MSitype 3; complete cds
4 RC_AAG20423 EST
3 RC_AAG20747 EST
1 RC_AAG21384 ESTs
2 RC_G20653 ESTs
3 RC_D20085 ES8Ts
1 RC_D20749 ESTs
2 RC_D51285_s ESTs
4 RC_D59972 i ESTs

"4 |RC_Fo4112f ESTs
2 RC_F13604 ESTs
1 RC_HO1662 ESTs
1 RC_H05135 | ESTs
3 RC_H12245 splicing factor; argining/serine-rich 7 {35kD)
1 RC_Hz22842 EST
1 RC_H30894 ESTs
2 RC H43442 s Human mRNA for KIAAZS gene; partial cds
3 RC_H45896 ESTs
2 RC_HE9281_| ESTs
3 RC_HG&9485 _{ ESTs
1 RC_HB5A99 ESTs; Moderately similar to unknown [H.sapiens]
4 |RC H70GZT s ESTs
1 RC_H73050 s Rhesus blocd group; D antigen
1 RC_H73260 ESTs
1 RC_HT7531_s HIR (histana cell cycle regulation defective; S. cerevisiae) homalog A
2 RC_HB0562 EST
4 RC_HBO737 s lysyl oxidase
1 RC_H93412 ESTs
3 RC H94892 s v-ral simian leukemia viral oncogene homolog A (ras related)
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4 RC_H95643_s neuratrophlc tyrosine kinase; receptor; type 1
2 RC_H96552 ESTs
ESTs; Highly similar lo G protein-coupled receptor kinase 6; splice variant
4 RC_H97146 B [H.sapiens]
2 RC_H99131 s £S8Ts
1 RGC_H99462 s ribosamal protein; mitochondrial; L12
1 RC_H99837_s ESTs
ESTs; Highly similar to TUBULIN GAMMA CHAIN [Euplates
2 RC_N22140 octocarinatus)
2 RC_N22157 ESTs
1 RC_N23756 s Human mRNA for KIAAZ38 gene, partial cds
2 RC_N24134 eukaryatic translation initiation factor 1A, Y chromosame
4 RC_N24185 Homo sapiens mRNA for RanBPM; compiete cds
1 RC_MN26739 CAAX box 1
2 RC_N27093 EST
1 RC_N27637 ESTs
4 RC_N33080 ESTs; Weakly similar to iranslation initiation factor [H.sapiens]
1 RC_N35967 ESTs
Homo sapiens chaperonin cantaining 1-complex polypeptide 1; beta
1 RC_IN38959 T subunit (Cctb) mRNA; complats cds
2 RC_N38059 ESTs
1 [RC_N4B441 JEsTs
2 |RC_N4B270 f IESTS
2 RC_N48385_s ESTs
2 RC_N51316 ESTs
1 RC_N51489 s ESTs
4 RC_N53978 ESTs
2 RC_N54157 ESTs
2 RC_N5430D ESTs
1 RC_N54831 ESTs; Waakly similar to neuronal thread protein AD7¢-NTP [H.sapiens]
2 RC_N59849 ESTs
4 RC_N62132 E£8Ts
1 RC_NG2375 EST
4 RC_NG63133 ESTs
1 RC_NB3172 cell division cycte 42 (GTP-binding protein; 25k0)
Homao sapiens DNA sequence from PAC 434014 on chromoseme
1632,3.-41. Contains the HSD11B1 gena for Hydroxysteraid {11-bets)
Dehydregenase 1; the ADORAZBP adenasine A2b receptor LIKE
2 RC_N63772 pseudogene; the IRF
2 RC_NB3787 |ESTs
Za11¢1.51 Soares fetal liver spleen 1NFLS Homa saplens cDNA clone
RC_N&B168 IMAGE:292224 3', mRNA sequence
RC_NEB201 ESTs; Weakly similar to hypothetical protein [H.sapiens]
RC_NB8300 ESTs
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] RC_NB8321 solute carrier family 2 {facilitated glucose fransporier); member 3

2 RC_NBY57H EST

2 RC_N75007 ESTs

1 RC_N75542 ESTs

2 RC_NS(066 Homo sapiens clone 24689 mRNA sequence

1 RC_N91246 ESTs
ESTs; Weakly similar to cyclic nucleotide-gated channel beta subunit

1 RC_NSZ751 [R.norvagicus]

2 RC_N9dz14 s ESTs

2 RC_MN99148 ESTs; Highly similar to MKR2 PROTEIM [Mus musculus]
ESTs; Weakly similar to HYPOTHETICAL PROTEIN HI1723

4 RC_RO7876 [Haemophilus influenzae]

1 RC_R10865_i algha-fetopratein

2 RC_R11056 ESTs

2 RC_R11488 ESTs

1 RC_R22847 ESTs

2 RC_R23930 s ESTs

1 RC_R26539 _f ESTs

4 RC_R3I7588 s GDS-related protein

2 RC_Ra7813 ESTs

1 RC_R38393 Homo sapiens clona 23758 mRNA sequence

2 RC_R39179 _f ESTs

1 RC_R40823 ESTs

1 RC_R41178 Human mRNA for KIAA328 gene; partial cds

2 RC_R41294 s ESTs

1 RC_R42307_f early development regulator 2 (homolog of polyhomeotls 2)

1 RC_R43189_f EST

3 RC_R43306 ESTs

1 RC_R44357 £8Ts

1 RC_R4451% EST; Moderately similar to Pro-Pol-dTRase polyprotein [M.musculus]
yg3Bg4.s1 Soares infant brain 1NIB Homo saplens cONA clons

2 RC_R45088 IMAGE:34896 3', mRNA sequence

2 RC_R47948 | ESTs

1 RC_R51524 ESTs

U RC_R54850 ESTs

1 RG_RS55241 EST

1 RC_R59585 ESTs

1 RC_RE0044 ESTs

2 RC_R60872 ESTs

1 |RC_REB6630 ESTs

2 RC RE7266 s axostoses (muitiple)-like 1

1 RC_R73588 ESTs

3 RC R79403 ESTs
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1 RC_R87647 ESTs
2 RC_RA3622 ESTs
4 RC_R99599_s haterogeneous nuclear ribonucleoprotein U (scaffold attachment faclar A}
4 |rc_regsiz ESTs
' FB1408 Fetal brain, Stralagene Homao sapiens cONA clone FE14D8
1 RC_T02888 Fend, mRNA seaquence
1 RC_TO3170 EST
hbe313 Human pancreatic islet Homo sapiens GDNA clone hocat3d Fend,
2 RC_T10465 mRNA sequence
1 RC_T15418_f ESTs3
1 RC_T15597 _f Homo sapiens mRNA for IAAGS1 protein; complete cds
2 RC_T15652_| ESTs
2 RC T168598_s ash2 (absent; small; or homeatic; Drosophila; homolog)-ike
1 RC_T26644 i ESTs; Weakly similar to zinc finger protein ZNF139 [H.sapiens]
2 RC_T40841 ESTs
yh15c11.51 Stratagene placenta (#937225) Homo sapiens cONA clone
IMAGE: 71252 3 similar to similar to gb:Z2157 ELONGATION FACTOR
1 RC_T47566 i 1-DELTA (HUMAN), mRNA sequence
ESTs; Maderately similar to EA22 GENE PROTEIN [Bacteriophage
2 RC_T50116 lambga)
2 RC_T50145 s FSHD region gene 1
ESTs; Moderately similar to It ALU SUBFAMILY J WARNING ENTRY 1Mt
2 RC_TE58615 [H.saplens] .
RC_Ts59940_f ESTs
4 RC_T63595 ESTs
yd1c2.s1 Soaras fetal liver splesn 1NFLS Homa sapians cDNA clone
2 RC_TB48M IMAGE.66722 3. mRNA seguence '
2 RG 764924 ESTs
2 |RC_TB4933 r - IESTs; Weakly similar to hypothetical protein [H.sapiens)
ye35.51 Stratagene liver (#937224) Homeo sapiens cDNA clone
2 RC_T68875 IMAGE:8229 3', mRMNA sequence
2 RC_T89027 ESTs
ye19d3.s1 Stratagene lung (#93721) Homo sapiens cDNA clone
3 RC_T&9924 IMAGE:81125 3', mRNA seguence
RC_T70353 ESTs
ESTs; Weakly similar to PUTATIVE MITOCHONDRIAL CARRIER
1 RC_T79780_s YBR291C [Saccharomytas ceravisiaa)
2 RC_T79951 ESTa
3 RC_TBOYT4 s ESTs
3 RC_T80622 ESTs; Weakly similar 1o envelape protain RIC-7 [H.sapiens)
1 RC_TH5352 ESTs
1 RC_T85373 JESTs
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2 RC_T86284 ESTs: Weakly similar to transformation-related protein [H.sapiens]
Hama sapiens E2F-related transcription factor (DP-1) mRNA; camgpleia

1 RC_T89570 s cds

3 RC_T%0360 ESTs

2 |Rc_To4328 | ESTs
yedad.s1 Soares fetal liver spleen 1NFLS Homo sapiens cONA clone
IMAGE:12172 3' similar to ghjM1817[lGURRAA Iguana iguana 55

1 RC_T95580 {rRMA);, mRNA sequence

4 RC_T97257_f ESTs; Weakly similar to hypothetical protein [H.sapiens]

2  |RC_TS7599 ESTs )

2 RC_T97620 ESTs; Weakly similar to unknown {H.saplens)

4 RC_Ta7775 ESTs

3 RC_T88152 flbritlin 2

1 RC_W31479 ESTs

1 RC_W37599 ESTs

2 RC_W3g240 Acoession not listed in Genbank

2 RC_Wa0150 human chromosome-associated polypepiide (bamacan)

2 RC_W45435 Homo sapiens mRNA for KIAAT84 protein; partial cds

z  |RC_wsaan2 ESTs '

1 RC_W58344 ESTs

2 RC_WSB650 ESTs
Human DNA sequence from clone 1189824 gn chromoseme Xq25-26.3.
Contains NADH-Ubiquinone Qxidoreductase MLRG subunit (EC 1.6.5.3;
EC 1.6.99.3; CI-MLRQ}; Tubulin Beta and Proto-oncaogene

4 RC_WG68736 Tyrosine-pretein

2 RC_W69106 ESTs

2 RC Wegti ESTs

1 RC_W69385_s H.sapiens NUMA gene {Clone T33}

3 RC_WE9399 s ATPase; Ca++ transporting; plasma membrane 1

3 RC_WE8459 ESTs

2 RC_W72424 51 calcium-binding protein A9 (calgranulin B)

2 RC_W72724 ESTs

2 RC_W72834 ESTs

1 RC_W73855 Homo sapiens chramasome 19; cosmid R26445

2 RC_W74701 ESTs

2 RGC_W76540 ESTs

2 RC_W79397 ESTs
ESTs; Weakly similar to synapse associated protein sapd7-2

2 RC_\W85888 [D.melanogaster]

2 RC_WBE038 ESTs

2 RC_Wo6831 ESTs

2 RC_wa7804 ESTs
zh7b5.51 Soares_fetal_liver_splean_1NFLS_S1 Homo sapiens cDNA

2 RC WB8342 clone IMAGE:417383 3, mRNA sequence
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Accession #
Cluster |PROBESET Gane Description
3 RC_Wa0022 ESTs; Highly similar ta LECT2 precursar [H.saplens]
2 RC_W82272 Hamo sapiens zinc-finger helicase (hZFH) mRNA; complels cds
TUMOR NECROSIS FACTOR-INDUCIBLE PROTEIN TSG6
2 RC_Wg2764 s PRECURSOR
2 RC_Wa3040 ESTs
3 RC_Wa3anaz neutral sphingomyelinase (N-SMase) activation assaciated factor
2 RC wgaz227 EST
2 RC_W03523 ESTs
2 RC_W03659 ESTs
2 RC_WS54003_s ESTs
2 RC_W04401_s ESTs
2 RC_W94688 Homa sapiens mRNA for perifipin; complata cds
2 RC _W0o4787_s ESTs
2 RC_Z382M s ESTs
3 RC_Z38311 ESTs
2 RC Z3B485_s ESTs
2 RC 7385258 ESTs
2  |RC_Z3as3a_f ESTs
2 RC 738551 s ESTs
ca2+-depandent activator protein for secretion; Ca2+-regulated
2 RC_Z38783 s cytoskeletat protein {CAPS)
2 RC Z38143 ESTs
4 RC_Z39255_f ESTy
2 RC_#39591 EST
2 RC Z39783 5 ESTs
ESTs: Highly similar to NADH-CYTQCHROME B5 REDUCTASE [Bos
2 RC_Z39920 taurus}
2 |RC_Z4M66 f ESTS
3 RC_240388_s JESTs
2 |RC_Z40646 |esTs
2 RC _Z41697 ESTs
2 RC_Z299344 ESTs
2 IRC 299394 5 ESTs: Weakly similar to transfarmation-retated protein [H.sapiens]
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Examplar
Accession Complete Title UniGenalD(11/29/99}
086425 Homo saplens mRNA for nidogan-2 Hs.82733
086983 Human mRNA for KIAAD230 gene; parilai cds Hs.118883
HG1098-HT1098 [ Cystatin D '
HG1103-HT1103 | "Guanine Nucleotide-Binding Protein Ral, Ras-Oncogens
HG3342-HT3519 |Id1
J03764 plasminogan activator inhibitor: type | Hs.82085
LOBTST chamokine (C-X-C motif); recentor 4 (fusin) Ha.88414
L15388 "Human G protein-coupled receptor kinase (GRKS) mRNA, Hs. 211569
phasphodiesterase 4B; cAMP-specific (dunce
L2087 {Drosophila)homalog phosphodiesterase E4) Hs.188
LI5545 endothelial celf protein Clactivated pratein C receptor Hs,B82353
Esaau calcHonin recaplordiks_ Hs.152175
|M21305 Human alpha satellite and satellite 3 junction DNA saquence Hs.247046
[tr247368 selactin E {endothalial adhesion matecule 1) Hs.89546
IM31166 pentaxin-related gane; rapidly induced by IL-1 beta Hs.2050
[M31551 Masrminogen activater innlbitor; type 1 {arginine-sempin} Hs. 75716
’M32334 iftercellular adhesion malecule 2 H=.83733
[us1918 faminin; beta 1 Hg.62124
|M688?4 "Human phoéuhatidyichollna 2-acylhydrolase {cPLAZ} mRNA,

M74719 transcsiption factor 4 Hs. 75356
MS2934 conngective lissue growth factor Hs,. 75511
|M94855 fatty acid binding protein 5 (psoriasis-assoclated) Hs.153178
L0057 singed (Orosaphila)-ilke {sea urchin fascin homolog like) Hs.118400
03877 EGF-containlng fibulln-fike extracellular malrix protein 1 Hs. 76224
118300 damaga-specific DNA binding proteln 2 (48kD) Hs. 77602
L27108 Human prepromuttimerin mRNA; complete cds Hs.32934
131384 guanine nucleotide binding protein 11 Hs.83381

33053 protein kinase C-lika 1 Hs.2499
Li59423 MAD {mothers against decapentaplegle; Drosophila) homolog 1 Hs. 79067
furaze2 karyopherin {importin) beta 2 Hs.168075
IUB1SOT kinasa scaffold protein gravin Hs.788
U33463 syndecan binding proteln (syntenin) Hs.8180
Lia9g42 lysyl pxidase-like 2 Hs.03354
X04729 Human mRNA for plasminrogen activator inhibitor type 1

X06258 integrin; alpha 5 {fibrenectin receptar: aipha polypeptide) Hs. 149609
X07820 matrix metalloprateinasa 10 (stramelysin 2) Hs.2258
X54925 maltrix metalloprotainase 1 {interstitial collagenase) Hs.83169
X54936 placental growth factor; vascular endothelial growth factor-related | Hs.2894
X60957 tyrosing kinase with immunoglobulin and epidermal growth factor | Hs.78824
NE7235 hematopoiefically expressed homeohox Hs.118651
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Exemplar

Accession Complats Tltle UniGenelD{11/28/89}
X67851 proliferation-asseciatad gene A (natural killer-enhancing factar A) | Hs.180808
X§9910 H.sapiens p63 mRNA for transmembrana protein Hs.74368
X79981 cadherin 5; VE-cadherin {vascular epithellum) Hs.76206
Z18951 caveolin 1; caveolas protein; 22kD Hs.247286

"zp61b6.r1 Stratagene endothellal cell 937223 Home sapiens

AA18T 101 £DNA clone IMAGE:824658 5, mRNA sequenca”

N24960 ESTs Hs.26418
R81003 Harmo sapiens serine pratease mRNA: complate cds Hs 154737
AA025351 ESTs Hs, 134797
AAQ2T168 ESTs Hs. 10031
AAD40465 ESTs Hs.8728
AAD45136 ESTs Hs.22575
AADS4087 phosphalipase A2; group IVC {cytosalic; calcium-indepandant) Hs.18858
AAD7 1089 ESTs: Moderately similar to 1! ALU SUBFAMILY SC WARNING | Hs.187932
AANB5918 H.saplens HUNKI mRNA Hs.2474B82
AA1E7480 ESTs Hs.21941
AA227926 ESTs Hs.6682
AAZ3I4T4I ESTs Hs.22120
AA236558 ESTs; Weakly similar to nauronal thread protein AD7e-NTP Hg. 8768
AA292604 ESTs Hs. 3807
AA298243 ESTs: Moderately similar to {deflina not available 3694664) Hs.21806
AA406383 ESTs Hs, 30822
AAG11465 ESTs Hs.8619
AA412284 poliovirus receplor Hs.171844
AA423087 ESTs HE:TSBT
[AA425309 ESTs Hs.33287
AA436B96 ESTs Hs.18397
AAZ48238 Homo sapiens mRNA for KIAARY15 protein; complete cds Hs.16714
IAA4TE778 ESTs ‘ Hs 18450
AAG21714 ESTs Hs_ 25338
DE1089 Human isolate JuSo MUC18 glycoprotain mRNA {3' variant); Hs 211579

UDP-N-acatyl-alpha-D-galactosamine:palypeptide ‘
T34527 N-acetylgalactosaminyltransfarase 1 (GalNAc-T1) Hs.80420

1497519 padocalyxin-llke Hs. 16426
AA127221 ESTs Hs. 71059

ESTs; Moderately similar to C-1-TETRAHYDROFOLATE

AAT32083 SYNTHASE; CYTOPLASMIC [H.saplensi Hs.44155
AA135606 ESTs; Waaldy similar to LIl ALL SUBFAMILY SB WARNING Hs.189384
AA156125 ESTs Hs, 72116
AA179845 RABE interacting; kinesin-like {rabkinesing) Hs.73625
AAZIZ645 E3Ts Hs. 42639

|F10399 ESTs Hs.14763
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Exemplar
Accession Complate Title UniGeneD{11/29/53
H16772 ESTs Hs.31444
N3g584 ESTs Hs.17404
UDP-N-acetyl-alpha-D-galactosamine:polypeptide
INEZ006 N-geetylgalactosaminyitransferase 1 (GathNAc-T1) Hg 80120
|N53375 Homer; neuranal Immadiate early gane; 3 Hs.166148
INs4pe7 Homo sapiens mRNA for NIK: partial ods Hs.3628
gadze ESTs Hs.20813
R26892 ESTs Hs.221434
T33637 ESTs Hs G841
"yc20g11.51 Stratagene lung (#937210) Moma saplens cDNA
T57112 clone IMAGE:81284 3', mRNA sequenca.”
WB0783 ESTs: Moderately similar to FK506-binding proteln 65kD Hs.3849
AAQ46808 ESTs: Highly similar 10 405 RIBOSOMAL PROTEIN 527 Hs.108957
AMISI21T ESTs Hs.41271
AAI55991 ESTs Hs. 175319
AA258138 ESTs Hs.88297
AA426573 ESTs Hs.41135
AA443793 ESTs Hs 94761
AA400588 ESTs Hs.43118
(AA4D6257 ESTs; Weakly simitar to {defline not available 3513303} Hs.72165
AAGOZT71T ESTs: Weakly simifar to MICROTUBULE-ASSQCIATED Hs.58048
D59570 ESTs Hs.17132
F13787 ESTs Hs 58596
HAA157 ESTs Hs.41105
HO8588 ESTs Hs. 42612
[nad287 uncs (C.elegans homalog) C Hs.44553
N32080 EST Hs 47420
NE6845 ESTs: Weakly simitar to W1 ALU CLASS B WARNING ENTRY M| [Hs.165411
INGBY0S small inducible cytokine A5 (RANTES)
R32854 ESTs Hs.45514
RE1715 ESTs Hs.138237
“yI54c08.31 Soares placenta Nb2HP Homo saplens cDNA clone
iMAGE: 143054 3' simitar to gb|M87908]HUMALNE32 Human
carcinoma cell-derlved Alu RNA transcripl, (IRNA); gb:S41458
|R71234 ROD CGMP-SPECIFIC 3 5-CYCLIC PHOSPHODIESTERASE
"yr30g11.s1 Soares fatal liver spleen 1NFLS Homo saplens cONA
ROB1CS clone IMAGE:206852 3, mRNA sequence.”
797166 smafl inducible eytaking A5 (RANTES)
WB0814 E5Ts: Modsrately similar to 11! AL SUBFAMILY SB WARNING | Hs.103700
AA404418 EST Hs, 144853
AAJ05TAT ESTs: Modarately similar to HMG-box transcription factor Hs.87B65
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Exemplar
Accessian Complete Tille UniGenalEX{11/29/99}
AA4BBERY ESTs; Maderately slmilar to Mif ALL SUBFAMILY SQ WARNING | Hs.180307
AAS99143 ESTs; Moderately similar to Il ALU SUBFAMILY SQ WARNING
AAGOBSES ESTs Hs.193634
AABOB751 ESTs; Moderately similar 1o 91 ALU SUBFAMILY 3C WARNING  [Hs.244004
C13961 EST Hs.210115
D8030z2 ESTs Hs,108877
Ho4 842 v-ral simlan leukemia viral oncegens homolog A (ras related) Hs.6906
NS3521 transcription factor 4 Hs.241362
NO547T ESTs Hs.102043
RE0044 ESTs; Weakly similar to It ALY SUBFAMILY J WARNING Hs 1068708
R70506 ESTs; Moderately similar to transformation-related protefn Hs.107158
"ye20§05.51 Stratagene lung {#937210) Homo sapiens cDNA
clone IMAGE: 118305 3' similar to contains Alu repatitive
T21518 glement;containg MER12 repeiitive slement ;. mRNA sequence.”
T85333 ESTs; Weakly similar ta Strahismus [D.melanogaster] Hs. 122730
RAS630 ESTs; Highly similar to KIAAD372 [H.sapiens) Hs.170098
"yg06c07.¢1 Soares infant brain 1NIB Homo sapiens cDNA clone
JR20839 IMAGE:31444 5', mANA saguence.”
R23858 ESTs; Moderatety simillar to envelope protein [H.saplens} Hs5.23988
AlG24874 ESTs; Weakly similar to {defline nat available 3382257} Hs. 57958
[W26247 U5 snRNP-specific protein {220 kD); orthaleg of 8. cerevlsiae Hs.5413
AAB56090 ESTs Hs.125058
AA136653 ESTa
AAISEB69 ESTs: Highly similar to SEC13-RELATED PROTEIN {H.sapiens] |Hs.227948
AlI123878 ESTs Hs.105689
Al369384 arylsulfatase O
AAITE500 ESTs Hs.183155
R49593 ESTs - Hs.107708
AA1056T8 Hormne sapiens mRNA for KIAAD4ES protein; partial cds Hs.108258 '
M30257 vascular cell adhesion moleculs 1 Hs, 1089225
AAD28131 ESTs Hs,110342
M10321 rHuman von Willebrand factor mRNA, 3' end" Hs.113802
03040 secreted protein; acidic: cysleine-rich (osteonectin} Hs.111778
{MB6933 amelogenin (Y chromosoma) Hs.1238
IAAD12933 tubulin-speciflc chaperone d Ha.241687
AA286710 lymphocyle adaptor proteln Hs.131314
AA243278 riboscmal protein: mitochondrial; L12 Hs. 108059
059711 ESTs Hs.237289
"ya36g7.51 Stratagane lung (#93721) Homo sapiens cDNA clone
[T94452 IMAGE:119888 3 mRNA sequence” Hs.241207
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Accession Complete Title UniGenelD(11/29/99}

AATS3400 ESTs Hs.241227
AATT0302 Homo sapiens mRNA; cDNA DKFZp58611518 (from clona Hs.21739
05008 endothalin 1 Hs.2274
UB5193 nuctaar factor /B Hs.33287
AA256153 ESTs Hs. 23012
X83107 BMX non-receptor tyrosine kinase Hs.27372
AAD46593 ESTs Hs.28959
AA4 10480 ESTs Hs.30089
D45304 ESTs Hs.31585
Matesy transmembrane 4 superfamily member 1 Hs.3337
AADTC163 upstream regulatory elament binding protein 1 Hs.3363
AATIG53 E8Ts Hs.38022
YO7BE7 pirin Hs.38842
UB4573 procollagen-tysine; 2-oxoglutarate S-dioxygenase {lysine Hs.41270
X60486 H4 histons family: member G Hs.48423
AA132069 medtallopratease 1 {pilrilysin famlly) Hs.4812
AA114250 KIAADS512 gene praduct Hs.48524
|F13782 LIM binding domain 2 Hs.4580
IAA2B3035 ESTs; Weakly simliar 1o |l ALL) SUBFAMILY J WARNING Hs.54813
ABC02301 Human mRNA for KIAAQ30Y gene; partlal cds Hs.54885
JAAQSE731 Slogren syndrome antigen A2 {EOKD; ribanuclacprotein Hs.554
LI63019 MAD {mothers against decapentaplegic; Brosaphita} homalog 3 [ Hs.214578
H39198 ESTs: Moderately similar to THYMOSIN BETA-4 [H.sapians) Hs.568145
AASBB702 bone moerphoganetic protein & Hs.6101
NT7151 Homo sapiens mRNA for KIAA0799 protain: partial cds Hs.61638
AA505133 ESTs Hs.82273
ABDONSH4 prostate diffarerdiation factar Hs. 118577
312763 Interdeukin 1 receptor-fke 1 Hs.66
[AA253193 ESTs Hs. 6831
AAL32248 ESTs Hs.6738
AAGE3572 v-ral simian leukemfa viral oncegens homolog A (ras related) Ha.6308
AA479713 ESTs Hs. 71862
L40395 Homa sapiens clone 23688 mRNA; complete cos Hs. 170001
[X52547 gap Junction pratein; alpha 1; 43kD (connexin 43) Hs. 74471
Wa0848 vesicle-assoclated membrane protein 5 {myobrevin) Hs. 74668
frzdsas FK506-binding protein 1A (12kD) Hs.752
D&7029 SEC14 (S. cerevislae) ke Hs.75232
09587 givey-IRMNA synthatase Hs, 75280
|Ma5289 “Human heparan sulfate proteogtycan {HSPG2) mRNA, completa | Hs.211573
010522 myristoylated alanine-rich protein kinase C substrate (MARCKS; | Hs.75607
w4712 caluMn Hs.7753
029902 tissue factor pathway Inhibitor 2 Hs.T3045
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Accession Complats Titla LniGenelD{11/29/39)
134657 platelet/endotheliat cell adhesion moleculs {CD31 anligen) Hs.7B146
STR569 laminin; alpha 4 Hs.7B672
D43636 Human mRNA for KIAAQ096 gens; partlal cds Hs.70025
luar18s IGF-ll mRNA-binding protein 3 Hs.7b440
AA487558 ESTs Hs.8135
|Mz8882 "Human MUC18 glycoproteln mRMA, complete cds” Hs.211579
X70683 SRY (sex delermining region ¥)-box 4 Hs.83484
X14787 thrambospondin 1 Hs. 87409
AA236324 ESTs; Weakly similar to 1M ALU CLASS A WARNING ENTRY 1 | Hs.02381
15324 ESTs Hs.93668
AA452000 ESTs Hs. 94030
083174 collagen-hinding pratein 2 {colligen 2) Hs.8930
000596 Hormo sapiens gene far thymidylate synthase; exons 1: 2; 3; 4; §; | Hs. 196354
011428 peripheral myelin protein 22 Hs.103724
013640 mafor histocompatibility complex; class I; C Hs.183618
D14874 adrenomedutiin Hs.354
D26129 ribonuclease; RNasa A family: 1 (pancreatic) Hs.78224
D2B8476 thyraid hotmione recentor Interactor 12 Hs.138617
DB6425 Hompo sapiens mRNA for nidogen-2 Hs,82733
Dasgaa Human mRNA far KIAAD230 gene: partial cds Hs.118893
iDBTQSS N-myc downstream regulated Hs.75789
HG1862-HT1897 | Catmodulin Typa !
HG2614-HT2710 | "Collagen, Type Vi, Alpha 1*
HG2639-HT2735 1Single-Stranded Dna-Binding Protein Mssp-1
HG2855-HT2995 | "Heat Shack Proteln, 70 Kda (Gb:Y00371)*
HG3I044-HT3742 | "Fibronectin, Alt. Spllce 1*
HG3342-HT3519 |ld1
HGE3543-HT2739 | Insulln-Like Growth Factor 2
HG4068-HT4339 | Monocyte Chemotactic Protsin 1
HG417-HT417 Cathapsin B
103764 plasminagen activatar Inhibitor; type | Hs.82085
L0737 chemokine (C-X-C matlf): recentor 4 {fusin) Hs.50414
|L0524E myelold cell leukemia seguence 1 (BCL 2-related) Hs.B6386
L12711 transketolase (Wernicke-Korsakoff syndrome) Hs.89643
L13977 prolylearhoxypeptidase (angiotensinase C} Hs, 75683
L 15388 *Human G proteln-couplad receptor kinasa (GRKS) mRNA,
L19871 activating transcription factor 3 Hs. 460
20859 Human |sukemia virus raceptar 1 (GLVR1) mRNA; complete cds | Hs, 78452
42176 four and a half LIM domains 2 He.8302
L49169 Hurman G033 mBNA; complata cds Hs.75678
|L76380 calcitonin receptor-like Hs. 152175
'Mi 5080 v-yea-1 Yamaguchi sarcoma viral oncogene homolog 1 Hs,194148
l2azs4 calpain; large palypeptida L2 Hs.76288
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Examplar
Accession Complete Title UniGenalD{11/28/99)
M24736 selactin E (endothelial adhesion molecule 1) Hs.89546
collagen; typa IV; alpha 1 Hs.119129
asparagine synthetase Hs.75692
pentaxin-related gene; rapidly induced by IL.-1 beta Hs. 2050
"Homp sapiens sldahyde dehydrogenase {ALDH1) gene, exon 13
intercellular adhesion molacule 2 Hs.B3733
Im3ss7a insulin-like growth Factar binding protein 3 Hs.77326
|M36429 postmeiotic segregation increased 2-lke 12 Hs.58672
fms7730 aphrin-Al Hs.1624
[ms7731 GROZ oncagene Hs.T6785
[msnass nudaolin Hs.79110
{M62394 fitamin B bata {actin-pinding pratein-278) He.81008
IMSBB'M *Human phosphatidyleholine 2-acyihydrolase (cPLAZ) mRNA,
LIIEQD-GS nuclear factor of kappa light polypeptide gene enhancer in B-cells | Hs.B1328
[Mrazia iranscription factor 4 Hs. 75356
[m75128 hexokinase 1 ' Hs.118625
CD59 antigen p18-20 (anligen identifled by monoclonal antibodies
M34343 16.3A5; EJ16; EJ30; EL32 and (3344) Hs.119663
,@43 zing finger protein homologous to Zfp-36 in mouse Hs. 198309
MO2934 conneclive lissue growth factor Hs, 75511
|M93056 proleasae inhiblior 2 {anti-slastass), monocyte/nautrophit Hs.183583
M4856 fatty acid binding profein 5 (psoriasis-associated) Hs. 153178
|M95?87 transgelin Hs. 75717
376965 Protein kinase inhibilor thuman; neuroblastoma cetl ine Hs. 75209
581914 DIFFERENTIATION-DEPENDENT GENE 2 Hs.76095
LI03057 singed (Drosophilal-like (sea urchin fasein homolog like) Hs.118400
03100 calenin (cadherln-assnm_'g@pmtein); alpha 1 {102kD) Hs. 178452
03877 EGF-containing flbulin-like extracellular matrix protein 1 Hs. 76224
108021 nicotinamide N-methyltransferase Hs. 76669
1114391 myosin IC Hs.82251
31384 guanine nuclectida binding protein 11 Hs.83381
|U32944 dynein; eyloplasmic; light polypeptide Hs.5120
|U40369 “Human spermidine/spermina N1-acetyliransierase (SSAT) gene,
141767 "Human mefargldin precursor mRNA, complete ctis”
§L148950 Homo sapians myasin light chain kinase (MLEK} mRNA. Hs, 75950
US10H0 "Human nicotinamide N-methyltransfarase gene, exon 1 and 5'
51478 ATPase; Na+/K+ transporting; beta 3 polypeptide Hs. 76941
Human ovarian cancar downregulated myosin heavy chain
53445 homolog {Doc1) mRNA; complete cds Hs.15432
US0288 cadharin 13; H-cadharin (heart) Hs.63984
U53423 MAD (mothers against decapentaplapic; Drosophila) homolog 1 Hs, 78067
62015 "Home saplens Cyfi1 mRNA, complete cds”
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Accession Complete Title UniGenelD(11/28/29)
UB3825 Human hepatitis deita antigen interacling protein A (dipA) mRNA; [Hs.56713
iU67963 Human lysophosphlipass homotog (HU-K5) mRNA: complete Hs.6721
IU73379 Human cyclin-selective ublquitin carrier protein mRNA; complate | Hs,53002
Ur3824 sukaryatic fransiation initlation factor 4 gamma; 2 Hs.183684
U77604 microsomal glutathione S-transferase 2 Hs,81874
UB1607 kinase scaffold protain gravin Hs.788
{89042 lysyl oxidasa-llke 2 Hs.83354
X04412 getsolin (amyloidosis; Finnish typa) Hs.80562
X06085 heme gxygenase {decycling) 1 Hs.75867
(X07B20 matrix metalloprofeinase 10 {stromelysin 2) Hs.2258
X12876 keratin 18 Hs.65114
%X15729 OEAD/H {Asp-Giu-Ala-AspfHis) hox pelypeptida 5 (RNA hellcase; | Hs.76053
X52541 garly growth respansa 1 Hs.738
X53416 filzmin A; alpha (actin-binding protein-280} Hs.76279
X54489 GRO1 ancogene {malanoma growih stimaulating activity; alpha) Hs. 789
1X54525 matrix metalloproteinase 1 (interstitial collagenase) Hs.83169
X57206 inosital 1:4:5-trisphosphate 3-kinase B Hs.78877
(X59758 cyclin D1 {PRAD1: parathyrold adensmatosls 1) Hs 32032
PX60957 tyrosine kinase with immunoglobulin and epidermal growth factor Hs.78824
IX65965 H.sapiena SCD-2 gene for manganese superoxide dismutase
X69111 inhibitar of BNA binding 3; dominant neqative halix-laop-helix Hs. 768684
IX70940 eukaryotic translation elongation factor 1 alpha 2 Hs,2642
[X87838 catenin {cadherin-associated protein); beta 1 {83kD)} Ms. 171271
(X91247 thioredoxin reductase 1 Hs.130456
Xg7748 H.sapiens PTX3 gena promolor region
Y00815 pratein tyrosine phosphatase; raceptor typs; F He. 75216
AA303711 ephrin-81 Hs.144700
44538 ESTs - - Hs, 156044
IAAQ25351 ESTs ’ Hs. 134797
AADZ7050 ESTs : Hs.31189
AA020462 ESTs Hs. 17235
44045136 ESTs Hs, 22575
IAAN47437 ESTs Hs.22968
IAADS4D8T phosphollpase A2; group IVC (cytosolle; calclum-independent) Hs. 18858
IAADTI08D ESTs; Madarately simitar to 11l ALU SUBFAMILY SC WARNING  |Hs,. 187932
AA156450 ESTs; Weakly similar to Similar to Rat trg cena praduct Hs.8952
AA1 87490 ESTs - Hs.21941

ESTs; Moderately similar to PROBABLE G PROTEIN-COUPLED

AA195031 RECEPTQR APJ [H.sapians] Hs.8305
AA2D5724 ESTs Hs.10119
AA227926 ESTs Hs.6682
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Accasslon Complete Title UniGenelD{11/29/99)
AAZ27986 ESTs Hs.25329
AA234T743 ESTs Hs.22120
AA253216 ESTs Hs.22283
AA258210 oncoemadulin Hs. 198134
AAZEG268 ESTs Hs,10283
IAAZ79387 ESTs; Moderately similar o fibronectin [H.sapians] Hs.25001
AAZ92379 ESTs; Moderately similar to M ALU SUBFAMILY S0 WARNING | Hs.20340
AA2G2T1T ESTs: Weakly similar to JM2 [H.saplans] Hs. 7831
AA348551 ESTs Hs.23457
AA400292 ESTs Hs.23786
IAA404338 ESTs Hs.21812
AA412284 poliovirus receptor Hs. 171844
IAA423087 ESTs Hs. 7567
AA428504 ESTs Ms. 21321
iAA430108 ESTs Hs,6019
AA431462 ESTs Hs. 28329
ESTs; Weakly simllar to GAMP-DEPENDENT PROTEIN KINASE
AA431470 INHIBITOR; MUSCLE/BRAIN FORM [H.sapisns] Hs.3407
AA443756 ESTs; Moderately simitar lo {defline not available 4105275) Hs.8673
AA448479 ESTs: Highly simifar to {defing not available 5106787) Hs.5216
AA459D16 bradykinin receptor B2 Hs.25021
JAALG5226 ES8Ts Hs.28631
AA47B778 ESTs Hs, 16450
AA4TA037 ESTs Hs. 7981
AALB259T ESTs: Highly similar to {deffine not available 4704739) Hs.26054
AA4B87561 E3Ts; Highly 3imll':35_t'g RAS-RELATED PROTEIN RAB-1A Hs.§31 3
AA480245 ESTs; Weakly similar to spenm specific pratein [H.saplens] Ha.5682
AA504110 ESTs Hs. 18063
ESTs; Highly similar to SERINE/THREONINE PROTEIN ,

AAS20080 |PHOSPHATASE PP1-BETA CATALYTIC SUBUNIT [H.saplans] | Hs.9185
AAGDS434 ESTs Hs.25035
AAGDBE4Y Homa sapiens cione 23742 mRNA; partial cds Hs.B354
AAGDA519 ESTs Hs,26458
D51069 Human Isclate JuSo MLUC 18 giycoprotein mRNA (3 varlant): Hs.185718
/97518 podotalyxin-ike Hs. 16426
W28381 prolifaration-assaciated 2G4, 38kD Hs,5181
AAD35638 Homo sapiens mRNA; cONA OKFZp564F053 (from clong Hs.71968
IAANB3514 ESTs Ha.88301
AA121315 ESTs Hs.70823
AA147186 ESTs Hs. 92387
AA156125 ESTs Hs.72116
AA188932 ESTs Hs. 85640
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AAZ19853 ESTs Hs 87125
IAA232645 ESTs Hs. 42689
F10078 ESTs Hs.13233
H48032 ESTs Hs.9645
HE2117 ESTs Ms.28043
MN39584 ESTs Hs, 17404
N54067 Homao saplens mRNA for NIK; partlal cds Hs.3628
|Nsgass ESTs Hs.33032
N309233 ESTs Hs. 4867
NG3TE4 ESTs; Moderately similar o # ALU CLASS C WARNING ENTRY |Hs.10175
H26124 ESTs Hs.24024
R27057 ESTs Hs.24230
RE5470 ESTs; Moderately similar fo K02E10.2 iC elepans] Hs.11067
T16550 ESTs: Highly similar to vacuolar protein sorting homolag h-vpsd45 | Hs.6650
T26674 ESTs: Weakly similar to neuronat thread proteln AD7¢-NTP Hs.6966

"yek0g11.31 Stratagene lung (#3937210) Homo sapiens cONA
T57112 clone IMAGE:81284 3', mRNA sequence.” Hs.B881
T38700 ESTs Hs. 173374
TGOS27 ESTs Hs.7890
W42789 ESTs Hs.31445
\WE0002 plastin 3 (T isafarm) Hs.4114
W78175 ESTs Hs, 17901
Wa4768 ESTs : Hs. 141742
Wa427 ESTs; Weakly smilar ta Na;K-ATPase gamma subunit Hs, 3807
AAZSIZNT ESTs Hs.41271
AA4 265673 ESTs Hs.41135
AAL32374 ESTs Hs.48029
AAL4B622 ESTs Hs.74313
AATERTT ESTs Hs.50841
AA382534 ESTs Hs.62684
IAA4S0588 ESTs Hs.43118
D50570 ESTs ' Hs.17132
[Hea157 ESTs Hs.41105
[Hsasas ESTs Hs.41995
Hg7538 ESTs He‘ﬂg?g_g
HI8570 ESTs; Weakly similar to {defling not available 4884081) Hs.48753
N22107 E5Ts; Moderately similar to 11! ALU SUBFAMILY SC WARNING  {Hs.172241
[W3aB197 Accassion not isted in Genbank,
W80814 ESTs; Modarately similar to 11 ALU SUBFAMILY SB WARNING | Hs. 196785
AADB7347 ESTs Hs.105088
AA402790 ESTs Hs.1B2538
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AA404418 EST Hs, 144353
AAL25107 ESTs Hs.970186
AA425435 ESTs; Moderately simitar to 1l) | ALL SUBFAMILY J WARNING Hs.08438
IAAL42872 ESTs Hs.110771
AA452860 ESTs; Moderately similar to Il ALLI SUBFAMILY SP WARNING | Hs. 187214
AA4H8687 ESTs; Modarately similar to i ALU SUBFAMILY S0 WARNING  |Hs.190307
IAASS9674 ESTs; Weakly similar to ORF [D.melanogaster] Hs. 108115
F13573 ESTs Hs.99768
HE5093 BEAD/H {Asp-Glu-Ala-Asp/His) box poiypeptide {72kD} Hs. 6179
“yw35g11.51 Morton Fetal Cochlez Homo sapiens cDNA clone
N22495 IMAGE:254275 3', mRNA seguence.” Hs. 102415
MN23031 myosin: heavy polypaptide 7: cardiac muscle; bata Hs.920
1R15740 carbahydrale (chondroitin 6/keratan) sulfotransforase 1 Hs.104576
R38610 calpain; large polypeptide L2 Hs.76288
W45560 ESTs Hs.10254 1
239833 H.sapiens mRNA for RhoB protain Hs. 124340
240583 ESTs Hs.10125%
AAR2543T ESTs
RE6613 Homa sapiens mRNA: ¢DNA DKFZp564F053 (froﬂg_lgne
AAZER0G3 carbohydrate {chondroitin 6/keratan) sulfotransferase 1
*Zl16d08.71 Soares_pregnant_uterus_NbHPU Homg saplens
AA123075 cDMA clone IMAGE:S02085 5', mRNA sequence.”
NGESTO ESTs
AI051300 ESTs
AAG27122 ESTs
02761 fibronectin 1 Hs.118162
AF010193 MAD (mothers against decanentaplagic; Drosuphﬂg) homoloyg.7 Hs. 100602
AA149044 ESTs: Highly similar to the KIAAQ195 gene is expressed Hs. 10086
L1az108 solute carrier family 9 {sodium/hydragan exchanger); isafom 3 Hs, 101813
D7B5T6 ESTs; Maderataly similar to (defiine not available 4529890) Hs.105509
L35240 enligma (LIM domaln protein) Hs, 102048
AASORT3T lactate dehydrogenase B Hs. 180414
RE9417 ESTs Hs.107055
ESTs; Weakly similar to Human pre-mRNA tleavage factor | 68
IAAZ32837 kDa subunit [H.saplens) . He. 107125
IM72895 ESTs Hs.108557
|M30257 vascular call adhesion molecule 1 Hs, 109225
InhibHor of DNA binding 2; dominant negative helix-loop-helix
MOEB43 protein Hs.108617
IX68277 dual specificity phosphatase 1 Hs. 171695
IAA292440 myeloid diferentiation primary response Hs.110571
1103040 secreted proteln; acidic; cysteine-rich (ostecnacting Hs.111779
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Accession Complete Tltle UniGenelD({11/29/89)
AA228107 ESTs Hs.54642
AA449780 connactlve tissue growth factor Hs. 75511
'W01367 ESTs Hs.170980
AAG10116 ESTs; Highly similar to (defline not available 4325180) Hs.11663
JAA258308 Homao sapiens mRNA; cDNA DKF;ESMFOSE {from clone Hs.165618
IAA460273 Homao sapiens mRNA, for KIAAGS17 protein; pariial cda Hs.12372
|AA2B6710 lymphocyte adaptor protein Hs. 13131
[T68873 metallothionein 4L Hs. 143289
D63476 PAK-Intaracting exchance factor beta Hs.172813
|M&2403 insulin-like growth factor-binding protein 4 Hs. 1516
X55740 §' nucleatidase (CO73) Hs. 153852
10284 calnaxin Hs. 155560
AA243278 ribosoral protein: mitochondrial; 12 Hs. 109059
AA4 30032 pituitary tumor-transforming 1 Hs. 159626
H16402 ESTs Hs.17121
059711 ESTs Hxs.17132
"ya36g7.s1 Stratagene lung {(#93721) Homo sapiens ¢cDNA clone

TO4452 IMAGE:1 19868 &', mRNA seguence”
AALZ15T1 ESTs Hs. 17894
R79356 Homo sapiens mRNA for KIAADS44 protein: partial cds Hs. 19260
AA2BO37S ESTs Hs.19928
749269 small inducible cytokine sublamily A (Cys-Cys); member 14 Hs.20144
1241740 ESTs Hs.24462
AA121543 Homo sapiens mRNA for KIAAOTS8 protein; partial cds Hs.22039

15008 endothelin 1 Hs. 2271
AA101878 ESTs Hs.22793

ESTs; Highly similar to {defline not available 4512883)

735341 [H.zaplens] Hs 22880
NB7530 ESTs Hs.23037
[AADG6153 ESTs Hs. 23812
[W74533 Homo sapiens mRNA, for KIAAQ786 protein; partlal cds Hs.24212
25997 stanniocalcin Hs.25530
V01512 v-fos FBJ murine ostacsarcoma viral oncegene hamglcg Hs. 25647
V01512 v-fas FB.J murine ostecsarcoma viral oncogens homolog Hs.25647
V1512 v-fos FBJ muring osteosarcoma viral cncegene homolog Hs.25647
V01512 v-fos FBJ murine cstaosarcoma viral oncogene homolog Hs. 25647
X58681 Jun D proto-oncogens Hs.2780
IAA161282 Interferon; aipha-inducible protein 27 Hs.2867
IAALD1465 ESTs Hs 28792
IAAD4E533 ESTs Hs.28959
050814 Hurnan mRNA for KIAAQ124 gene: partiel cds Hs.30736
D45304 ESTy Hs.31585
IMS0657 fransmaembrane 4 superfamlly member 1 Hs.3337




(165) ugbobooobooboodabod

(23 0 4% %)

Exemplar

Accassion Complate Title UniGenelD{11/25/93)
WiE9127 ESTs: Weakly simllar to zinc finger protaln ZNF191 [H.saplens] Hs.3449
[AA316186 ESTs: Highly simllar to {defiine nol available 4282138} Hs.34548
IAA3B4503 ESTs Hs. 179260
AAN136353 ESTs Hs.38022
AAQ44755 ESTs: Weakly similar to 1l ALU SUBFAMILY SX WARNING Hs.173705

procoliagandysine; 2-oxoglutarate S-dioxygenase (lysine
84573 hydroxviase) 2 Hs, 41270
IAADSR911 ESTs: Weakly similar io membrane glycoprotaln [M.musctilus) Hs.4193
IAAB20062 dynein; cytoplasmic: ight intermadiate polypentide 2 Hg 44251
IAAZB5290 small EDRK-rich factor 2 Hs.44459
PXB0486 H4 histens family; member & Hs. 46423
R31841 ESTs Hs.197148
54489180 ESTs Hs.48320
F13782 LIM binding dornain 2 Hs.4980
AA257993 Janus kinase 1 {a pratein tyrosine kinase} Hs.50651
LM24283 Interceflular adhesion mdecule 1 (CD54); human rhinavirus He.168383
ESTs; Weakly similar to PIM-1 PRGTO-ONCOGENE

[AA442114 SERINE/THREONINE-PROTEIN KINASE {H.5aplens] Hs.5326
[T35289 caseln kinase 1: alpha 1 Hs.135206
N23817 Homo sapiens clone 23675 mRMA sequence Hs.5807
AAD4T151 ESTs Hs.6897
MNY7151 Homo sapiens mANA for KIAAQ799 protein; partial cds Hs.51638
1AA480074 ESTs Hs 652206
YOur8r intertaukin 8 Hs.624
IT99789 ESTs Hs.54313
W8d4341 tIsstie Inhibitor of metalioproteinase 2 Hs.6441
109209 amylold beta {(Ad) pracursor-ike protein 2 Hs.B4707
D12763 interfaukin 1 recaptorike 1 Hs.66
T18484 ESTs Hs.6607
AAZ53193 ESTs Hs, 6631
AAL32248 ESTs Hs 6738
IX82200 stimulated traps-acling factar (50 kDa) Hs.68054
AADB35T72 v-raf simian leukernia virat ancagena homolog A (ras related) Hs.6906
100352 low density lipaprotein receptor (familial hyparcholasterolemia) Hs.181182
N75791 ESTs Hs.7153
X57679 H.sapians activin heta-A subunit (sxon 2)
X02612 Cytochrome P450; subfamily [ (arematle compound-inducible); Hs.72912
H44631 immediate early protein Hs.737
AAQS0257 superoxide dismutase 2, mitachondrial Hs. 177781
%83703 H.saplens mRNA for cytokine inducible riuclear pratein Hs.74018
L40395 Homa sapiens clong 23689 mRNA; complete cds Hs. 170001
IAAZITH 3 ESTs Hs.198456
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(166)
(£3 048 %)
Exemplar
Accassion Completa Title UniGenelD{11/29/89}
IX52847 gap junction protain; alpha 1; 43kD {connaxin 43) Hs. 74471
M11313 alpha-2-macroglobulin Hs.74581
[L14837 tight junction protein 1 {zona cocludens 1) Hs. 74614
MBO721 "Human homeobox gens, camplete cds”
1050209 activating ranseription factar 4 {tax-rasponsive enhancer element {Hs, 181243
"yc28e12.51 Stratagene lver (#837224) Homo sapiens cDNA
{T67986 clone IMAGE:82030 3' simifar to gh:X14723 CLUSTERIN Hs.75106
AA148318 Human mRNA for KIAADDEY gere: partial cds Hs,75240
US7105 dihydrapyrimidinase-like 2 Hs.173381
[T25747 H.sapiens OZF mRNA Hs.75471
K2574 Accessian not listed In Genbank
L tyrosine 3-monouxygenase/iryptophan 5-manooxygenase
078577 agtivation prolein; eta polypeptide Hs.75544
[X53331 matrix Gla protein Hs.75742
S73591 upregulated by 1;25-dhydroxyvitamin D-3 Hs.173526
95735 Zyxin Hs.75873
L16862 G prolein-coupled receptor kinass 6 Hs.76287
144975 Homo sapiens Kruppel-llke zine finger prmein ZB mRENA; Hs. 76526
[MS7796 inhibitor of DNA binding 2 dominant negative halix-lcop-helix Hs.180918
luas:'az 268 protegsome-assaciated pad1 hamalog Hs. 178761
AADOG29 ESTs Hs.77310
M19267 tropomyosin 1 {aipha) Hs.77899
D25992 tisstig Facior pathway infibitor 2 Hs.78045
L19314 phosphorylasa kinase; bata Hs.195217
578569 laminin: alpha 4 Hs.7B8672
1)28811 "Human cysteine-rich fibroblast growth factor recepter (CFR-1)
JL77886 protein tyrosine phosphatase; receptor type; K Hs.79005
14407 neuranal tissue-snriched acidic protein Hs 78516
MED278 diphtheria toxin receptor (henarin-binding epidermal growth Hs.799
RB1509 splicing factor: arginine/sering-rich 14 Hs, 184571
[AA487558 ESTs Hs.8135
DBE2a2 KIAAQ207 gene oroduct Hs.81875
AA4TBETY disabled (Drosophila} homelog 2 {mitogen-responsive Hs.B1988
|B50623 fransfarming grawth factor: beta receptor !l {70-B0KD) Hs 82028
LSBE37 capping prateln {actin Mament) muscle Z-line; alpha 1 Hs. 184270
{61199 Human cleavage signal 1 protein mRNA; camplete cds Hs, 82757
| *Human MUGC18 giveoprotein mRNA, complete cds”
X15183 CDW52 anligen (CAMPATH-1 antigen) Hs. 180532
953911 CD34 Hs.85289




(167) goooboooooooao
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Exemplar
Aceceaslon Complete Titla UniGenelD{11/29/9%)

U20734 Human transcription factor junB {unB} gens; 5' region and Hs.198951

028235 prostaglandin-endoperoxide synthase 2 {prostaglandin G/H Hs.82300

AAZ3BI24 ESTs; Weakly simllar to 111 ALU CLASS A WARNING ENTRY 11l {Hs.92381

AA148923 Homo sapiens mRNA for DEPP {decldual protein induced by Hg. 93675

IAA1T4183 ESTs Hg.93872

AA456311 ESTs; Weakly similar to 1 ALU CLASS A WARNING ENTRY ! }Hs.93961
JLOBOES heat shock proteln; BNAJ-ke 2 Hs.94

AALS2000 ESTs Hs.94030

AA2B2140 ESTs Hs. 9587

JO2B54 myclslln regulatory Hoht chaln 2 smooth muyscle isaform Hs.9615

AA442054 phosphalipase C: gamma 1 (formerly subtype 148} Hs.993
AB000450 vaccinia relsted kinase 2

[ABO023B0 KIAAQ3IB2 protein

AB003103 proteasome (prasome; macrapain} 268 subunil; non-ATPase; 12

ABCO4854 tousted-like kinase 2

AFODO573 homaogentisate 1;2-dioxygenase (homogentisata oxidase)

AFO08337

AFC09301 similar to 8. ceravisiag SSM4

IAF008368 cAMP responsive slement binding protein 3 (luman)

100asa+t chromosome sondensation 1

poaren proteasoms {prasoma; macropaln) suburit: alpha type; 2

D11139 tissue inhibiter of metalloproteinasa 1 {erythroid potentiating

D14657 KIAAD101 gena product

D14878 D123 gene product

mannesyl (alpha-1;5-)-glycoprotein

D17716 beta-1;6-N-acetyl-glucosaminyltransferase

D210%40 RAD23 (5. ceravisiae) hamolog B

026135 dlacylglycerot kinase; gamma (G0KD)

D26528 DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA haficase;

D30742 calclumv/caimodulin-depsndant protein kinase v

D31762 KIAAODST gene product: TRAM-fike prolein

D31765 KIAAGDST protein

31888 KIAADOT1 protein

036128 prostaglandin [2 (prostacyelin) receptor {IP)

D38500 postmeiotlc segragation increased 2-like 4

038551 RAD21 {S. pombe) homolag

D42087 KIAADM 18 protein

D49356 antloxidant protain 1

D55640

Igaaasn

platalet-activating fattor acetylhydrolase; isoform |b; gamma
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(168)
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Exemplar
Accession Complete Titla UniGenelD{11/28/89)

D63477 KIAAQ143 protain

D63453 acetyl LOL receptor: SREC

DG64015 T1A1 cytotoxic granule-assaclated RNA-binding protein-like 1
|p7asg0 KIAAD168 gena product

I_Dms? KIAAD175 gene product

DBO0T KIAAD188 prolein

Da4276 £D38 antigen (p45)

DBB425 nidagen 2

HQBBQ'IB KIAAD225 protein

087012 Human (tambda) DNA for immunaglobin light ¢hain

087075 solule carier family 23 (nucieobase fransporters): member 1
DA7432 salute carrier family 7 {cationic amino acid transporter: v
DB7448 lopoisomerase (ONA} N blnding oroteln

E)E’MS platelet-activating factor acetylhydroiase 2 (40kD)
[HG1c98-HT 1008

HG2167-HT2237

HG2415-HT2511

HG2825-HT2049

HG2887-HT3031

HG4B60-HTH073

HG4704-HT5148
|HG8a4-HT 8B4

lHGata-HTa1g

00212

104029 karatin 10 {epidermolytic hypeckeratosis; keratosis palmaris et
methylenatetrahydrofolate dehydrogenase (NADP+ dependent);
J04031 methenyttatrahydrofolate cyclohycrolase: formyitetrahydrofolate
J04084 topoisamerase (DNA) Il alpha {170kD)
104543 annexin A7
TEK tyrosine kinase; endothalial (venous malformations; multiple
106138 cutaneous and mucasal)
LO7540 raptication factor C {aclivator 1) 5 (36.5kD)
t DBBY5 MADS buox transcription enhancar factor 2; polypentide C
L11239 gastruiation brain homeo box 4
L11353 neurofibromin 2 (bilateral acoustic neurama)
myeloidfymphold or mixed-ineage leukemia (trithorax
113773 {Drogsophila) homelog; transiocaled to: 2
L13800
|L14522 replication factor C {activator 1} 1 {145kD)
L1618D heat shock 70kD protein 8B {martalin-2)
15388 G protein-coupled raceptor kinase 5

lysyl axidase

Fﬁags
L27476

tight junetfon protein 2 (zana occludans 2)
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Exemptar
Accession Complete Title UniGenelD{11/28/89)

L27624 lssue factor pathway inhibitor 2 )
122976 mitagen-activated protein kinasa kinase kinase 11

L33404 kalllkrein 7 {chymotryptic: stralurn comeum)

135263 mitogen-activated protein kinasa 14

L37347 solute carmier family 11 {proton-coupled divalent metal ion

L40371 thyroid harmane receptor interactor 4

140391 Homo sagiens {clone s153) mRNA fragmerit

141607 glucasaminyl (N-acetyl) transferase 2 I-branching enzyme

77566 DiGeorge syndrome eritical region gene DGSI

|M13928 aminolevulnate; delta-; dehydratase
|M13928 aminclevulinate; delta-; dehydratase

M14018 uraparphyrinogen decarboxylase

M14218 decarin

M15796 proliferating calf nuclear antigan
IM21 305 Human alpha satellits and sateflite 3 junction DNA sequence

M22092

tumar protein p53 {Li-Fraumeni syndrome)

RAP1A; member of RAS oncopens family

RAS p21 protein activator {GTPase activating protein) 1

majar histocompatibility complex: class |I; DQ beta 1

chymoirypsinogen B1

cyclin B1

|M25753
M27691

cAMP responsive element binding protetn 1

tvzs213

RAB2: member RAS ancogene family

|M29550 pratein phosphatase 3 (formerly 2B); catalytic subunit: alpha

|M29971 O-8-methylguaning-DNA methyltransferase

IM30269 nidogen (enactin}

IM31158 protein kinase; cAMP-dependent; regulatory: typa | bata

|M31166 pentaxin-related gena: rapidly induced by IL-1 beta
endathelial diferentiation; sphingelipid G-protein-couplad

M31210 raceptor: 1

M55420 Epsiton : IgE

IM59979 prestaglandin-endoperaxide synthase 1 (prostaglandin G/H

|M62810 transcription factor €-fika 1 (mitochondrial transeription factor

IMs3838 Interferon; gamma-inducible protein 15

ME4710 Human CNF gene for C-typa natriuretic peptide

MEBB74

M"f’?‘* ubiguitin-conjugating enzytne E2A (RADE homelog}

[maozs54 peptidylprolyl isomerase F (cyclaphilin F)

Mati7a0 sEhIngomzelin phosphodiesterase 1; acid lysosomal (acid

MB1780 sphingomyelin phosphodiesterase 1. acid lysosomal (acid
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Exemplar
Acceasion Complate Title UniGenelD(11/20/99)
Ma1780 sphingomyslin phosphodiesterase 1; acld lysosgmat (acid
Homo sapiens acid sphingomyelinase (SMPD1] gens; completa
MB1780 cds; ORF’s 1-3: complete cds's
L Haoma sapiens acid sphingomysiinase (SMPD1) gene; complete
M81780 cds; ORF's 1-3; completa ¢ds's
[maas22 cel division cycle 4-like
86934 DNA sagment; numerous copies; exprassed probes (GSt gane
MB7338 replication factor G (activator 1) 2 {40kD)
[mss3zs azuroidin 1 {cationic anfimicrabial proteln 37)
|M96954 TIA1 cytotoxic granule-associated RNA-tinding protein-like 1
MOB833 Friand leukemia virus integration 1
566793 amrestin 3; ratinal {X-arrestin)
572370 pyryvate carboxylase
S78569 laminin; alpha 4
S794673 lysosomal-associated membrane protein 2
583325 aspartate beta-hydroxylasa
583364
383365
Up1212 oifactory markar profein (symbal provisional)
|ug1922 translocase of innar mitochondrial membrane 8 (yeast) homalog A
02556 t-complex-associaied-testis-axpressed 1-llke
J02680 protein tyrosine kinase 9
jUo3Rz2 fibrillin 2{conganital contractural arachnodactyiy}
lug4zo0s micrafibrillar-associated proteln 1
05237 fetal Alzheimer antigen
U0T225 purinergle raceptor P2Y; G-pratein coupled: 2
07620 mitagen-activated protein kinage 10
{uoa7ss mitogen-activated proteln kinase 9
[uosazn alpha thalassamia/menta retardation syndrome X-linkecd
|U1 1313 sterol carrier proteln 2
14518 certramere pratein A (17kD)
14575 protelr: phosphatase 1; regulatory {inhibitor) subunit 8
15173 BCL2/adenovirus E18 18kD-interacting pratein 2
115932 dual specificity phosphatase §
18291 CDC16 {cefl divislon eycle 16; S. cerevisiae; homolog)
18300 damage-specific DNA binding pratein 2 (48kD}
1118383 nuclear respiratary factor 1
20536 caspase §; apoptosis-related cystsine protaase
U21551 branched chain aminatransferase 1; cytosalle
1J23028 eukaryotic translation initiation Factor 28; subunit & {episilon;
123752 SRY {sax-detarmining raglon ¥}-box 11
LJ25425 iranscriptional repressor
L25887 stanniogalcin
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(171)
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Exemptar
Accession Caompleta Tlile UniGenaiD(11/29/98)
juzazs1 zinc finger protein 169
lu2as31
30245
LI32315 syntaxin A
32439 ragulater of G-protein signalling 7
1J32849 N-myc {and STAT} Interactor
1135139 necdtn {mouse hamolog
{u3s764 eukaryotic translation initiation factor 3; subunit 2 (beta; 36kD)
|U39400 chremasome 11 open reading frame 4
I@EST mitagen-activated proteln kinase kinase 6
Ud1344 proline arginine-rich end |eucine-rich repeat protein
U417668 a disintagrin and metallaproteinase domain 9 (meltrin gamma)
41813 homea hox Ag
U41815 nuclaoporin 98k0
U43286 selenophosphate synthetase 2
U44:378 MAD {mathers against decapentaplegic; Drosophiia) hemaleg 4
144754 small nuciear RNA activating complex; polypapﬁdé 1; 434D
47011 fibroblast growth factor § {androgen-induced)
147011 fibrobiast growth factor 8 {androgen-induced)
U47011 fibroblast growth factar 8 (androgen-induced)
47011 fibroblast grewth factor 8 {andragen-inducad)
47077 proteln kinase: DNA-achLtecL_calaIyﬁc polypeptida
148251 protain kinase C binding protein 1
U50535 Humian BRCA2 region; mRNA sequence CG00&
- JU56833 van Hippal-Lindau binding protain 1
USB0S1 cuillin 48
58537 cyelic nuclectide gated channel beta 1
U59280 cadherin 13; H-cadherin {heart)
U58863 TRAF family member-associated NFKB activaior
UET122 ubiquitin-iike 1 (sentrin)
67319 caspase 7; apoptosis-reiated cystsine protease
U88019 MAD {mothers against decapentaplegic; Brosophila) homoloa 3
a disintegrin and metalloproteinase domain 17 {tumor nacrosis
JE9611 factor; alpha; converting enzyma)
U70322 karyopherin {importin) beta 2
U73524 ATPIGTP-binding prataln
LI79267 pratein phosphatase 4; regulatory subunit 4
79201 Human clene 23721 mRNA sequence
%1 Homo sapiens clone LM1955 H10583 gane: partial cds
UB2671 zing finger protein 185 {LIM domain)
L84573 procollagen-lysine; 2-oxonlutarata 5-dioxygenase (lysine
LJ80914 carboxypeplidase D
Ug91316 cytosolic acyl coenzyme A thivester hydralase
|U91932 adaptor-related proteln complex 3; sigma 1 subunit
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Exemplar
Accession Complste Tlila UniGenell{11/26/89)
V86131 Homa sapiens HPV16 EY protein binding oroteln mRNA;
jueg18 echinoderm microtubule-associated protein-like
[ug71sa IGF-1| mRNA-binding protein 3
V30503 callagen; type [: alpha 2
X04327 2:3-bisphosphoglycerate mutase
X06389 synaptophysin
X07496 apolipoprotein A-}
X07820 mairix matalloprotelnase 10 (stromelysin 2}
%14787 thrombogpondin 1
X15525 acid phosphataga 2; iysosomal
methylene tetrahydrofolate dehydrogenase (KAD+ dependent);
X 16396 methenyitstrahydrofolale cyclohydrolase
X16609 ankyrin 1; erythracytic
X53586 integrin: alpha 6
{53586 integrin; alpha &
X53793 multifunctional polypentide similar to SAICAR synthetase and AIR
X54936 placeniai growth factor; vascular endothelial growth factor-related
X55740 §' nucleotidase {CD73}
XE67025 Insulin-lke growth factor 1 (somatomedin C)
IXE0673 adenylate kinase 3
XED673 adenylate kinase 3
X60708 dipeptidylpeptidase IV {CD26; adenosine dearvinase complexing
X52048 weael+ (3, pombe) homolog
X63007 Rhesus blead group; D antigen
XE63563 polymerass (RNA] 1| (DNA directed) polypeptide B {140kD)
X64037 general transcription factor 1IF; patypentide 1 {74kD subunit)
XE0636 hect domain and RLD 2
X69878 fms-redated tyrosing kinase 4
XT0649 DEAD/H {Asp-Glu-Alz-Asp/His) box polypaptida 1
XT2B41 retinoblastoma-binding protein 7
X74987 ATP-binding cassette; sub-family E {OABF): member 4
X83107 BMX non-receptor tyrosine kinasa
X84194 acylphasphatase 1; erythrocyte (commen) type
XB5753 cyclin-dependent kinase 8
Xa7870 hepatocyte nuciear factor 4; alpha
X3D066 transient receptor potantial channsl 1
£X59398 uracil-DNA glycosylase
XB8398 uracll-DNA glveasylase
X89399 RAS p21 protein activator (GTPase activating protein) 3
XB80426 endothelial cell-specific molacule 1
X91247 thioradoxin reductase 1
X01648 H.saplens mRNA for pur alpha extended 3'untranslated ragion
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Exemplar
Accession Compieta Title UniGenel D{11/29/89)

KE2098 coated vesicle membrane protein
H}jm 10 H.saplens mRNA for hegVill protein

X94703 RAB28; member RAS ancagens family

Xo6506 DR1-assoctatad prateln 1 {neqative cofactor 2 alpha)

X97230 kilter cell immunoglobulin-like receptar; three domains: long
X88263 M-phase _phusphoprotein 8

X0B296 ubiguitin specific proleasa 8; X chromosome (Drosophila fat
X29584 SMT3 (suppressor of mif two 3; yeast) homolog 1

'YO0264 amylold beta {A4) precursor protein {protease nexin-l: Alzheimer
07566 Ric [Drosophlla)}-ike; exprassed in many tissues

Y07759 myosin VA (heavy polypeptide 12: myoxin)

Y7827 bubyrophiling subfamily 3; member A1

YO7867 Pirin

Y0544 alkylolycerone phosphate synthase

YDIB58 H.sapiens mRNA for unknown protein

Y12394 karyopherin alpha 3 (importin alpha 4)

211558 iran-respansiva element binding protein 1

211685 mitogen-activated protein kinase 1

215005 centromerg pratein E (312kD)

746261 H3 histone family; member A

AAD11243 paly{rC}-binding protein 2

ESTs; Weakly similar to typa-T proteln phosphatase skeletal

AAG18418 muscla glycegen targeting subunit [H.saplens]

AAQ18758 ESTs

AAQ18804 Homo sapiens elone 23675 mRNA saguence

IAADI 1993 SUMO-1 activaling enzyme subunit 2

AM044217 ESTs; Weakly similar to collagen alpha 2(1) chain [R.norvegicus)

SWI/SNF refated; matrix assaciated; actin depandent regulator of

AAN46548 chromatin; subfamily &; member 1

AADST44T ESTs; Mederataly similar to atternatively spliced product using
AADSR376 Sjegren syndrome antigen A2 {E0kD; ribanucleoprotein
AADB2G72 v-ral simian laukemia viral oncogene homolog A (ras refated)
AAQBEE98

IAAGBE744 ESTs

AAQSIB83 EST

IAAD91284 ESTs, Highly similar fo HSPC030 {H.saplens]

AAGI2700 ESTs

AARD2068 ESTs

AAD94800 aukaryotic translation initiation factor 3; subunil 7 {zata; G6/87kD)
84100219 ESTs

[AA114885 ESTs
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Exemplar

Acgesslon Complate Title UniGenelD({11/28/39)
EAA 129547 mat prote-oncogene (hepatocyte growth factor receptor)
AA133016 ESTs
IAA149507 homalog of mouse quaking QK (KH domaln RNA binding pratein}
AA151005 sperm surface protein
1AA187101
IAA105179 eukaryotic transtation initiation factor 4A; [soform 2
IAA203138 low denslty lipoprotein receptar {familial hypercholestarolemia)
IAAZ03645 Arg/Abl-Interacting proteln ArgBP2
AA206236
IAAZ27621 ESTs: Weakly similar to weak similarity to collagens [C.elegans}]
AA248283 ESTs: Weakly similar to prostate-specific Iransglulaminase
44249611 SH3-binding domain glutamic acid-rich protein

282640 ubiguitination factor E4B (homologous to yeast UFDE)

IAA2B7199 KIAAD081 protein
144313990 DKFZPS64M112 pratain
AAS14256 ESTs; Highly similar o CGI-34 protein [H.sapiens]
AA314389 ADP-rbosylation factor-ilke 5
AA324364 ESTs
AA320211 N31-associated protein 1
AA3Z9187 DKFZP434A043 protein
AA421079 ESTs: Weakly similar to Soxike transcriplional factor {H.sapiens]
AA422029 ESTs
AA425230 Ras-GTPase-activating protein SH3-domain-binding prolein
AA447052 KIAAQZ51 pratein
AA452000 Homo sapiens mRNA; cDNA DKFZpSBEE1624 (fram clone
AALSE687 ESTs
AA4B7015 Homo sapiens mRNA; cONA DKFZp586L.0120 {fram clone
ABC02328 Human mRNA for KIAAG328 gene; partial cds
-BioB-3
CH1527 ESTs
Ca1714 serum-Iinducible kinase
Ca1811 Homo sapiens clona 24921 mRNA sequence
C02352 ESTs; Highly similar o CGl-121 proteln {H.sapiens]
C02375 ESTs
14448 EST
D16611 caproporphyrinogen oxidase (copropomphyria; harderoporphyria)
[p2s216 KIAAOD14 gene product
D31352 ESTs
|psan24 ESTs; Weakly similar to KIAAO76S pratein [H.sapiens]
DA089T KIAA1036 protein

082614

ESTs
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Exemplar -
Accession Campleta Title UniGenelD{11/28/98)

Da7845 Dlatalet-activating factor acetylhydrolase 2 (40kD)

088377 msh (Drosophila) homeo box hemolog 2
rﬂoesaa SAMP responsive element binding protein-lke 2

fhag732 ESTs

[Hasa17 ESTs
IHs8731 ESTs

H75570 ESTs

H78886 ESTs .

HE1241 Kruppel-like factor 8

L36531 integrin; alpha 8

MB3154 gastric intrinsic factor {vitamin B synthesig)
fMs3180 threonylRNA synthatase

[mMa1s04 ESTs
{58151 protacadherin 68
|NTB-433 ESTs: Weakly similar to F20012.3 gene product [C.efegans]
N79268 zine finger protein 198

R14652 Hamo saplens PAC clone DJOS72F07 from 7431

R20459 ESTs
[222303 ESTs; Weakly simllar ta putative p150 [H.sapiens]

R3I779 ESTs; Weakly stmilar to p40 [H.sepiens]

R36553 ESTs; Weakly similar io KIAA0831 protaln [H sapiens]
RE4534 ESTs

RE6475 ESTs

R70621 KIAAQBIE protein

R79356 K1AAQS44 protein

RB84933 ESTs

IAADD7 160 Homo sapiens mRNA; cDNA DKFZp584D016 {from clone
AANDT234 ESTs

AAG18409 ESTs

AAD25351 ESTs

AADZT 168 HIAADOSS protain

AAD2T T ESTs

ESTs; Weakly stmilar fo PUTATIVE PRE-MANA SPLICING

AADNZ29423 FACTOR RNA HELICASE [H.sapiens]

AAD31357 ESTs; Waakly slmilar to N-WASP [H.saplans]

IAAD45136 ESTs

AADS3400 ESTs

AADS5829 ESTs: Weakly similar to Il ALU SUBFAMILY J WARNING
AADBS21T ESTs

AAT16054 ESTs; Weakly similar to KIAADG3B protein [H.sapiena]
AAZ6311 ESTs

AANT29350 ESTs

AA130273 ESTs; Waakly similar to hypothetical protein; similer to
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Exemplar
Accassion Complete Title UniGenelD(11/29/99
AA142919 ESTs
AA150205 Kruppal-lika factor 7 (ubiquitous)
AA1TBEE7 ESTs
AA1B03I2Y Homp sapiens (clone §1641 mRMA,; 3’ end of cds
AA180487 transforming: acidic coiled-cnil eontaining protein 1
AA187634 sukaryatic transtation initiatlon factar 3; subunlt 1 (alpha; 35k}
IAA105399 ESTs
IAA2347 17 ESTs
AA234743 ESTs
AA234957 myotubularin related prolein 1
AAZ3ISE04 Homp sapiens clone 25087 mRNA sequence
AAZIB559 ESTs: Weakly similar to Mi! ALU SUBFAMILY SQ WARNING
[AA24 2868 ESTs: Weakly similar to house-keeping protein [M.musculus]
IAAZ51T76 jun D proto-oncogens
AA251909 budding uninhibited by benzimidazoles 1 {yeast homolog); beta
diptharia toxin resistance protein required for dlphthamlda

AA252672 biosynthesis {Saccharomyces)-like 2
IAA256157 ESTs
AA2SBE80 Homo sapiens mRNA: cDNA DKFZp564H1916 {from clone
AA258873 ESTs
IAA2B2727 KIAA1033 protein
[AA281451 DKFZPG64A043 protein
@31545 nuclear receptor co-repressor 1
IAA282069 KIAAQGD3 gane praduct
AAZB3044 ESTs
AAZE3930 ESTs
AA2B4TES COWS52 antigen (CAMPATH-1 antigen)
AA291268 DKFZPS86L0724 protein
AA291927 ESTs
AA343514 ESTs
IAA358109 ESTs
IAALDST 3T ESTs
IAAL0GR10 ESTs
AA411465 ESTs; Moderately simllar to HMG-box dranscription factor
IAA4 16888 Homo sapiens mBNA: eDNA DKFZp564C1563 (from clone
AA424D13 Homo sapiens clene 23767 and 23782 mRNA sequences
AAL24148 DKFZP4341116 protein
IAA4 24558 phosducin-llke
AL 24061 similar to S. cerevislas SSM4
IAA4 25367 ESTs
AA4250821 ESTs
IAA426220 KIAAQS23 protein
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Accassion Caomplete Titla UniGene!D(11/29/23)
AALZTTI5 ESTs
AA430673 ESTs
AA432243 ESTs
AAG35836 ESTs
IAA436TOS KIAAQOTEB gane product
AAA4BE61 KIAAQ470 gane product
AA448238 KIAA0S15 protein
[AA448688 ESTs: Weakly similar ta KIAA0838 proteln [H_saplens)
AA449756 ESTs: Weakly similar to 11f ALU SUBFAMILY J WARNING
AA450303 ESTs
AA4B2411 ESTs: Highty similar to mediator [H.sapiens]
AALG4560 hemoglobin; pamma G
IAA454667 ESTs
IAA4S6437 E3Ts
IAAL56846 ESTs
A A456826 ESTs
AA456981 ESTs
AA45A059 ESTs
AA459950 ESTs
IAA4G0449 ESTs: Highly simitar to phosphaserine aminatransferase
|AA463910 ESTs
AA464603 ESTs
AA4G4606 MRS1 proein
AAIB5093 TIAt evtoloxic granute-assoclated RNA-bInding protein
AA4G5692 KIAADB48 protein
AALTR4TI tripte functional domain (PTPRF interacting)
AA4TB108 ESTs
AALTBAT4 ESTS
AA480889 ESTs
AAIBE223 ESTs
AA485254 ESTs
AA486183 ESTa; Weakly similar to similar to oxysteral-binding proteins
AA40A938 ESTs
AASB85BY ESTs
AAS9AB31 ESTs
AABOD150 ESTs
IAABDB545 RADS1 (S. corevisias) homolog {E coli RacA homolog)
AAS09210 ESTs
AAS10108 ESTs; Highly simllar ta CGI-124 protein [H.sapians]
AAG20582 ESTs; Weakly similar to KIAAQBED protein [H.saplens]
|AAG21230 ESTs; Highly similar to ALG-2 Intaracting protein AIP1

AAB21714

ESTs
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(178)
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Exemplar
Accesslon Compiets Titla UniGanslD{11/25/68)
AAB21718 ESTs; Moderately simitar to CGI-T4 protein [H.sapiens]
019673 ESTs
D25755 ESTs
D51095 DKFZP58EE1621 protein
[DE0272 ESTs; Weakly similar to macrophage leclin 2 [W,sapiens]
[T08879 cathepsin F
UDP-N-acetyl-alpha-D-galactosamine:polypeptide
T34527 N-acetyloalactosaminyltransferase 1 (GalNAe-T1)
740327 lung resistance-related protein
fre277t nucleophosmin/nucteaplasmin; 3
T63174 Homo sagiens mRNA; cONA DKFZp58610324 (from clone
T83444 KIAAQBBT protein
T93641 ESTs
L48263 prepranocicaptin
43065 interleukin 1 receplor-like 2
U79300 Human clone 23629 mRNA seguence
Ugesya NBR2
Ug3867 polymerase (RNA)Y Il {DNA directed) (62kD)
Wa1094 ESTs
W01568 ESTs
cattilage aligomaric matrlx protein {preudoachandroplasia;
W26853 eplphysesl dysplasia 1; muitiple)
W27179 BCL2/adenovirus E18 19kD-interacting orotein 3-lke
W27985 EST
W35280 NS1-associatad prdtain 1
W47063 ESTs
W780680 isocitrate dehydrogenase 2 (NADP+); mitochondrial
WaBs50 ¥IAA1058 protein
X60488 H4 histone family: member G
X78931 zinc finger proteln 272
214077 YY1 transcription factor
AAD02147 EST
AADDST11 ESTs
AAQ10383 EST
AAQ15761 ESTs
|AA018772 ESTs
[AAD21473 EST
AAD24835 potassium voltage-gated channel; delayed-rectifier; subfamlly S:
IAAD25858 Hamo sapiens mRNA: cDNA DKFZp5BEB1024 (from clone
AAQ27229 ESTs; Weakly similar 1o F45E12.5 [C.elegans]
|AA020428 ESTs
AADI5143 ESTs
JAAQIB237 butyrats response factor 2 (EGF-responsa factor 2)
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(179)
(304 )
Examplar
Accesslon Comulete Title UniGenelD(11/26/39)
1AA038347 EST
AAQ40T40 ESTs
A4 1551 ESTs
IAAQ45513 ESTs
AAQASTA5 ESTs
AAQ55348 ESTs
AAL5E582 KIAAQ372 gane product
AADSE697 ESTs
AAQS6746 EST
AAQSTETE ESTs
AAO58681 ESTs
AAD58685 ESTs
AADG2840
AAQGAB59
AADES069
AADEIS23
IAADTO799 2ing finger protein 6 (CMPX1)
IAAQT0B15
AAOQT5374
AAD7E382
AACTETET ESTs
IAADTBO86
JAADTE383
AAQT487
IAANB3207 EST
IAADB3256
AAQBA415
AADBS274
AADBBETR ESTs
siress-associated endoplasmic reticulum protsin 1; ribosome
IAA100925 associated membrang protein 4
AA101285 Homa sapiens mRNA for H-2K binding factar-2; complete cds
AA126474 stanniocalcin 2
AA127017 ESTs
ESTs; Weakly simllar to PROTEIN PHOSPHATASE PP2A; 130
A 120868 KD REGULATORY SUBUNIT [H.saplens}
AA130240 ESTs
IAA131866 ESTs; Wegﬂy_simi!ar 1o BY3.6 {C.elegans]
AA132039 ESTs
AA132083 DKFZP586G 1517 protein
AA1 33250 ESTs
AA133583 high-mohilily group {nonhlstone chromosomal) protein isofarm |-C
AA135841 ESTs
AA148650
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(180)
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Exemplar
Accession Complete Title UniGenalD{11/29/96)

24151110 ESTs

IAA155754 EST

ESTs: Moderately similar to hedgehog-intetacting proteln

IAA156125 IM.musculus]

IAA 156289 ESTs

AA156997 ESTs

1AA15729% EST

AA157283 ESTs

AA164293 ESTs

ESTs; Weakly similar to weak similarity to 3. cerevisiae

IAA 184676 intraceslutar protein transport pratein US)1 [C.elegans]
AAIB7375 KIAADS30 protaln

AA167550 Homa sapiens mRNA; cDNA DKFZp564M113 (from tlone
AA 176580 EST

AA180440 EST

AATBT 144 endothelin 1

AA 189170 ESTs

AA192757 ESTs

IAA205650 ESTs

AAZ33342 ESTs; Weakly similar to WD40 protein Ciao 1 {H sapiens]
AA233472 ESTs

AAZ234110 ESTs

Daeag1 ESTs

Fﬁsu ESTs

|F02206 EST; Highly slmilar to ether-a-go-go-related protein [H.sapiens)
JFo2z08 ESTs

[Fo2s24 ESTs

F03918 ESTs

|Fo4258 pyrophasphatasa (inorganic)

FO4800 ESTs

FOB998 ESTs

FOa605 ESTs

F11115 ESTs

HO6371 Homo sapiens clone 24993 mRNA sequence

H10995 Homo saplens mRNA full length insert cBNA clone EUROIMAGE
[H11438 ESTs; Highly similar to histone acetyiransierase [H.saplens)
[H18568 ESTs

H16772 ESTs

H18851 ESTs; Moderately similar to 4J1163.01.1 [H.saplens]
H20859 ESTs

H23747 ESTs

H380a7 ESTs; Weakly similar to NG22 [H.saplens!

HA0331 ESTs

H405867 ESTs
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(181)
B304k E)
Exemplar '
Accassion Completa Titla UniGenalD{11/25/89}

H46266 ESTs

H56640 ESTa

H57154 ESTs: Weakly simitar 1o grganic anlon transporter 1 [H.sapiens}
[Hos712 ESTs
[n20814 ESTs

25249 synaptasomal-associated pratein. 23kD

INZT100 keratin 5 {epidermolysis bulloga simplex;

[N3g618 RNA {guanine-7-) methyliransferase

48082 ESTs

N51957 £5Ts

N52271 LIM protein {similar to rat pratain kinase C-binding enigma)
N59435 ESTs; Highly similar to CGI1-112 pratein [H.sapiens]

NE4139 ESTs; Weakly similar to targe tumor supprassor 1 [H.sapiens)
INGEIS T ESTs

INGBB4D ESTs

NG9352 DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 15

IN35228 KIAAQ7SB proteln

R00138 ESTs

RO7998 ESTs: Weakly simifar io 11! ALU SUBFAMILY .} WARNING
R08929 ublguitin-conjugating enzyme E2G 2 (hamologous to yeast UBC?)
R10307 ESTs

R33354 ESTs
JR36023 ESTs

R37938 KIAAD440 protein

39330

R40816 cullin 4A

R43162 ESTs
1R45608 ESTs; Weakly similar to cAMP inducibie 2 pratain [M.musculus)
R54554 ESTs

|RB8425 ESTs

REASGE ATX1 (antioxidant pratein 1; yeast) homoleg 1

RE8763 ESTs

R70467 ESTs

|R73585 Hompo sapiens mRNA; cDNA DKFZp564M113 {from clone
R73840 ESTs

R78376 EST

R92453 EST

[T03B65 ESTs

T03872 ESTs

T10072 ESTs

T10080 ESTs

[T10132 KIAADATE gene product
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Exemplar
Accession Completa Title UniGenelD(11/29/99}

T15343 ESTs

[T23457 ESTs

T23555 ESTs

T23670 ESTs

T23848 E3Ts

T33464 ESTs

T34413 ESTs

734611 ESTs

T40820 ESTs

T55182 E&Ts; Highly simitar to IGF-li mRMNA-binding protein 2 [H.sapiens]
[T77453 ESTs

[T84028 ESTs

TAE458 ESTs
1787693 EST

TBR350 ESTs

700945 ESTs

TH0987 ESTs

791863 ESTs

T91881 KIAAD563 gene product

[T23783 ESTs

TS6687 ESTs

[TO6944 Homo sapians mRNA; cONA DKFZpa34H132 (fram clane
Ta7307 ESTs: Moderately similar to 1M ALU SUBFAMILY J WARNING
{To7764 ESTs

W4BB1T ESTs

[W58343 DKFZP586B2420 prolein

[W59949 ESTs: Moderately similar to GTP-BINGING PROTEIN TC10
WT4644 ESTs
LW?4?61 ESTs; Highly similar te ubiqultin-conjugating enzyme HEBUCE1
fwrasoz ESTs

\WB1205 ESTs

WB1237 ESTs

\Wo0148 ESTs

W52798 ESTs

238412 EST

238708 inosito! 1:4;5-triphosphate receptor; type 2

738004 ESTs; Weakly similar to KIAADG70 prolein [H.sapiens]
£33103 core-binding factor; rumt domain; alpha subunit 2; transiocated to;
239930 calraticulin

739339 ESTs

240012 NCK-associated protain 1

Z40377 ESTs
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Exerplar
Accesslon Compiate Tiie UniGenelD(11/29/98)
Z40820 ESTs
741680 Homa saplens mRNA; cONA DKFZp566P013 (from clone
-Bio8-3
AAQ05112 LIM domain only 7
AAQD5432 DKFZP547E2110 protein
AAQ10163 upstream regulatory element binding protein 1
IAAD26356 ESTs
IAAD26901 ESTs
AAQ3BB6T ESTs; Wealdy similar to coded for by C. elegans cONA yk30b3.5
IAAD44644 ymphocyte-specific proteln 1
AAD4B4 26 Cdcd2 effactor pratein 3
AAN54515 ESTs; Weakly similar to prostate-spedific transglutaminase
IAADB4162
AAQBS749 ATP binding protein associated with cel! differantiation
AAID88T4 DKF2ZP4341116 protein
AA101056
AAT02746 ESTs
AA1 14250 KIAAJ512 gena product
AA126581 stannlocalelh
AA128980 ESTs
AA129757 ESTs; Weakly similar to 6§05 RIBOSOMAL PROTEIN .22
AA129921 S-adenosylhomocysteine hydrolase-like t
AA133331 KIAADOT41 gene product
AA135958 ESTs
AL 138524 eukaryatic ransfation efongation factor 1 alpha 1
AA 147044 ESTa; Weakly similar to Il ALU CLASS C WARNING ENTRY Il
AA148085 minichromasoms maintanance deflclent (S. caravisiae) 4
AA150043 ESTs
AA151621 ESTs
AA155743 farritin; Jight polypeptide
AA156335 ESTs
AA156336 nuclear receplor co-repressor 1
IAA150181 ESTs: Weakly similar fa Lpagp [S.cerevisiael
AL 150825 ESTs; Weakly similar to ORF YNL227¢ [S.cerevisiae]
AATI4185 ESTs
AAD34529 ESTs
IAAZ34025 ESTs
AA236350 ESTsg
AAZIEEE ESTs
AA236535 Human clena 23654 mRNA sequence
AAZ36835 Human normai keratinocyta mRNA
[AAZ36942 ESTs
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(184)
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Examplar

Accession Complete Title UniGenelD{11/29/99}
AAZ37018 ESTs
IAAZ37025 ESTs
IAA242751 KIAADSD3 protein

42780
IAAZ42763 CDC14 (cell division cycla 14; S. ceravisiae) homolog B
|AAZ242809 ESTs; Weakly similar to ! ALU SUBFAMILY J WARNING
54243133 serine/hreonine kinase 15
AA243495 lactin; mannose-binding; 1
IAAZ4 3706 ESTs
AAZE0B4AS ESTs
IAADG0B68 ESTs
AA251152 ESTs
AA251544 ESTs
AA251792 fatty-acid-Coenzyme A ligase; long-chain 4
AAZ52063 BH-protocadherin (brain-heart)
AAZE2144 ESTs
AA252524
IAA2534681 ESTs
AA258522 ESTs; Weakly similar to INHIBITOR OF APQPTOSIS PROTEIN 1
AA256468 ESTs
AAR56528 ESTs
AAZE776 ESTs
AAZ5B295 KIAADSTS protein
AAZ5R409 mysaiin protein zero-lke 1
JAAZ258421 hypotheticat protain
AL/2G207T aldehyde dehydrogenasa 5 family; mamber A1
AA2TO650 ESTs; Weakly simiar to similar to the beta transducin farnily
AAZTRTES ESTs
AA27Q66Y natural killer-lumor recegnition sequence
AAZE0791 eukaryotic translatlon initatlon factor 5
IAAZB80810 MADS box transeription enhancer factor 2: polypeptide C
IAA280828 Homa saplens mRNA; cDNA DKFZ0586M 141 (from clona
AA282195 ESTs; Waakly similar to Unknown [H.sapiens]
AA2B3127 Homo sapiens clone LM1955 H105e3 gene: partial cds
AA284694 nucleoporin-like proteln 1
|AA291137 ESTs
AA291708 E5Ts; Weakly similar to Il ALU SUBFAMILY SQ WARNING
AA233405 chromosome 8 open reading frame 1
AA347193 ESTs
AAIDR4TS Homo sapiens mRNA; cDNA DKFZp586H051 {from clone
IAAT9B612 ESTs
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Exemplar
Accession Compiets Title UniGene!D{11/29/99) |
AA40027 7 ESTs
AA4D0BI6 ESTs
AAA04404 CTP synthase
AA410345 ESTs; Weakly similar to junclional adhesion molecule [H.saplens]
AAL16733 ESTs; Weakly stmilar to lil ALU SUBFAMILY SC WARNING
AAL25154 ESTs
IAAS26573 ESTs; Moderately similar ta endomugin {M.musculus]
AA331418 N-acetinlucosaminidase; alpha- {Sanfillppe disaase NiB)
Human DNA sequence from clone 44A20 on chromasome
5023.1-24.3. Contains a gene for 2 novel protein similar to
MTHFD1 {methylenetetrahydrofolate dehydrogenase (NADP+
AA436182 dependent); mathenylietrahydrafolate eyclohydrolase;
AA437099 ESTs
AA446585 ESTa
AA448887 ESTs
AAL47224 ESTs: Weakly similar to ¢DNA EST CEESW54F comes from this
{AA44TT70D ESTs, Moderately similar to putative transeription factar CA150
IAA453624 deoxynucleot/dyltransierase: terminal
AALSS044 ESTs
AA4SB045 ESTs
IAA360454 ESTs; Weakly similar fo KIAAGS12 protein H.saplens]
AA4TE494 ESTs; Weakly similar to KIAADS12 pratein [H.sapiens]
AA4TET38 leucine rich repeat (In FLI Interacting protein 1
AA481422 Homp sapiens mRNA far H-2K binding factor-2: complete cds
AALB2269 integral membrane protein 1
AA482595 ESTs; Weakly simllar ta F25B5.3 [C.elegans)
AA485084 ESTs
AA485431 ESTs
[AA4BS057 stromal antigen 2
AA480638 DKFZP564M2423 protein
1AA491000 Homo sapiens mRNA; cDNA DKFZp5BEN1720 (from clone
AA4D1250 ESTs
IAAS(5133 solute carrier family 2 {facilltated glucosa transparter); member 3
AA508447 axportin; tRNA {nuclear expart receptor far tRNAs)
JAASS0243 general franscription factor 1A
AASOO5T4 linase; endothalial
JAABGO153 DEK encogene {DNA binding)
AAB09309 ESTs; Weakly similar to IIt! ALU SUBFAMILY J WARNING
AAG03T10 Human chromasoma 3p21.1 gene sequence
[AAG10068 PIEF 1 gena product
AAG21395 ESTs
[AAG21752 268 proteasome-asscciated pad? homolog




(186) ugbobooobooboodabod
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Exemplar
Accession - Complete Title UriGenel{11/29/89)

C21523 ESTs

012160 ESTs; Moderately similar to It ALU SUBFAMILY J WARNING
D15708 ESTs

025801 ESTs; Highly similar to KIAAQ445 protein [H.sapiens)

a disintagrin-ike and metalloprotease (reprolysin typa) with

D45652 thrembespondin type 1 motif; 4; aggrecan 1

060208 ESTs
ESOS{M zine finger protein 198

IF03010 myslold/lymphaid or mixed-tineage leukemia 2

F4247 ESTs

10966 Homo sapians mRNA; cDNA DKFZpd34M196 {from clone
F13700 ribonuclease P; 40kD subunit

HO5063 ESTs; Waeakly simifar to /prediction

H16758 erythropoletin receptor
[H17315 EST

H22558 pulative translation initiation factar
JH22566 ESTs
[Hasasa KIAAO186 qena product

H53073
IH56559 KIAADGOT protein

[Hs7957 EST

HE4938 ESTs

HB4573 ESTs

HBY535 ESTs

H73110 ESTs

H81783 ESTs

HBB259 Homo sapiens chromosome 19: cosmid R32611
HA8353 E&Ts; Wezkly similar to fine-1 protein ORF2 [H.sapiens}
HB3639 Y t-assaciatad factor 2

HBBETS nuclaar raceptor co-repressor 1

HO3708 sperm spacific antigen 2

N22107 ESTs

N24046 ESTs

N27028 ESTs

N30205 ESTs

N30621 ESTs

N33258 nuclear receptor co-repressor 1

N33390 EST

NAG1E0 EST

EST; Highly simitar to similar 1o Cde14B81 phosphatase

N45198 IH._sapiens]

IN45979 SH3 domain protein 1B

N48325 EST
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Exemplar )
Accession Cornplete Title LniGeneiD(11/29/99)

MN48913 ESTs

N30394 KIAAQY 1B gene product

NSDE5E ESTs: Highly similar to mosalc protein LR11 [H.saplens}
NS0721 signal sequence receptor; gamma (translocon-assaciated proteln
N53143 Homo sapiens clone 25218 mRNA sequence

ME53359 ESTs; Weakly similar to beta-TrCP protein E3RS-lkanpaB
N55326 ESTs

N55493

fns7as3 EST

[ns2055 ESTs: Weakly simllar o KIAAG396 [H.sapiens]

NE3520 EST

NG36D4 ESTs

MNE4156 irizzled (Drosophila) homolog 7

NB4 188 ESTs

NG 191 ESTs

N66845 ESTs; Weakly similar to it ALU CLASS B WARNING ENTRY I
NET135 ESTs
{NsT295 ESTs

NE6B399 H2B histone family: member N

NBBS63 ESTs

INGG331 peplidylprolyl isomerase € {cyclophitin C)

NTOT7T ESTs

N71364 ESTs
|w71545 ESTs

N71571 ESTs

N74456 EST
IN75594 ESTs
fnrooss ESTs

NBO27D hypothetical proiein

NO1797 ESTs

N92454 karyopherin (Importin} beta 1
INg4581 actin; beta
[Ngs748 ESTs

N9B238 |E5Ts

RO2384 ESTs

ESTs; Weakly simllar to 1! ALU SUBFAMILY J WARNING

R16833 ENTRY |1 [H.sapiens]
|R41825 myosin VA (heavy polyoeptide 12; myoxin}

R43203 EST

R46395 DKFZP5E6A094E protein
{R59863 ESTs

[R78243 ESTs; Weakly similar to KIAAOST0 protein [H.saplens]
711483 ESTs
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(3040 1)
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Exemplar
Accession Camplets Title UniGenelD{11/29/98)

T16886 ESTs

T23820 cyclin T2

30222 ESTs: Moderately similar o tetracycline transperter-like protein

15275 Homo saplens mRNA; cDNA DKFZpSBEE1624 (from clone

W3g194

Wa2414 MAD (mothers against decapentaplegic: Drgsophlla} hemoleyg 3
WABSTT endothelial call-specific molecule 1

W48632 Hurnan clone 23808 mRNA sequence

W57613 ESTs

W57759 EST

fWe1118 ESTs

WE5344 ESTs: Moderately similar to hypelhetical proteln [H.sapiens)
WE9216 ESTs

WE9379 Homo saplens mRNA; cDNA DKFZp58600923 (from clone
\WBE728 ESTs
%35499 MKP-1 like protein tyrosine phosphatase

238630 bladdar cancer related protain (10kDH

736484 ESTs
!'5‘39623 ESTs

240071 BMX non-raceptar tyrosine kinase

740174 ESTs

£40182 EST

240504 EST

AA 166965 ESTs

AA167500 EST

AAT16B599 £STs

AA171724 ESTs; Weakly similar to ORF YNLOS8¢ [S.cerevisiaa)
AATT1739 ESTs

ESTs; Weakly similar to MITOCHONDRIAL

IAA177105 CARNITINE/ACYLCARNITINE CARRIER PROTEIN [H.sapiens]
AA182628 ESTs

AA106324 ¢ell cyele progresslon B pratein

AA192030 zine finger protein 148 (pHZ-52)

AA182173 ESTs

AA192415 ESTs

[AA192553 ESTs: Highly similar to RGC-32 [R.norvegicus]

[AA 194851 ESTs

AA195520 ESTS

[AA198300 ESTs: Weakly simllar to alternalively spliced praduct using exon
[AA 108517 protease; sering; 15

AA106540 ESTs

AA186T21 °
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Actasston Complate Titte inlGenelD{1 1/29/99)
AATBE729 ESTs
IAA 196979 ESTs; Weakly similar to protease [H.sapiens)
IAA206528
IAA207123 Immunoglobulin supsrfamily; member 3
IAAZ14530 TIA1 cytatoxic granule-assoglated RNA-binding protein
IAAZZB914 nuclear receptor subfamity 2: group C; member 1
AAZZT260 Zic family member 3 {odd-paired Drosophila homolog; haterotaxy
[AAZ27469 EST
ESTs; Highly slmilar to multifunctional
AAZ33122 calcium/calmodulin-dependent protein kinase |l delta2 isoform
Machado-Joseph disease (spinocerebellar ataxia 3;
AAZ33334 clivopontocerabellar ataxia 3; autosomal dominant; ataxin 3)
IAAZIR34T zinc finger prolein 218
[AA233519 ESTs; Weakly similar to svectin-1 [R.norvegicus]
AAZIIT14 Apgi12 {autophagy 12: 8, ceravisige)-ike
AA233796 eukaryotic {ranslation initiation factor 4E
AA235050 ESTs
AA235T04 ESTs; Weakly simllar to Wiscoit-Aldrich Syndrorma protein
AA236031 ESTs
AA235352 ESTs
AAZ36390 ESTS
IAA236453 ESTS
AA243370 EST
IAA250847 ESTs
AA251083 ESTs
[AA251113 ESTs
[AAZE187] ESTs
AA2E2023 ESTs: Weakly similar ta HRIHFB2157 [H.sapiens]
AAZ52414 ESTs
IAA252650 mitagen-activated protein kinase kinase 7
IAA25552] ESTs
AA258128 ESTs
AAZG2105 Homo sapiens mRNA; cDNA DKFZp564L1318 {from clone
AA262107 ESTs
AA262235 ESTs
IAA278208 M-phase phosphoprotein 1
AAZTBE29 sernefthreonine kinase 18
AAZTET21 ESTs
AAZB0036 eukaryatic transtation initiation factar 44; |soform 2
AA280648 ESTs; Weakly similar to rab-relatad GTP-hinding protein
AAZ80738 ESTs
AAZB0794 ESTs
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Accesslon Completa Title UniGeneiD(11/29/29)
AA280837 ESTs
AAZ80886 ESTs
[AAZ80034 ESTs
IAA281535 KIAAQS79 proteln
81787 general transcription factor IIH; polypeptide 2 (44kD subunil)
AAZB2047 ESTs
IAAZE3002 | Zinc finger protein 187
AAZE3T0S calpain like protease
AA283302 ESTs
JAAZB4108 Human DMA from chromosome 18-specific cosmid F25985;
Human DNA sequence from clone 71L16 on chromosome Xp11.
Contains a probable Zine Finger prolein {pseudo)gene; an
[AA284108 unknown pulativa gene: 3 pseudogene with high simfarity to part
AA2843T1 interieukin 13 raceptor; alpha 1
[AA284744 ESTs: Highiy simitar 1o prafoldin subunit 2 [M.musculus]
AAZE4784 mitochendrial ibasome recycling factor
[AAZB4840 ESTs
IAA286844 ESTs
IAA287032 ESTs
IAAZB7038 ESTs
AAIB7546 ESTs
AAZBTESS ESTs
IAA287556 ESTs; Weakly simllar to Il ALU CLASS B WARNING ENTRY UM
AA2B7564 IDN3 proteain
AAZ81015 CDC?7 (cell division cycle 7; S, cerevislas; homolag)-llke 1
AA201716 ESTs
IAAZDB1740 asirogen receptor 1
[AAZ83656 ESTs
Human DNA sequence from clone 141H5 on chromasome
Xg22.1-23. Containa parts of a novel Chordin LIKE protein with
AA302430 van Willebrand factor type C domains. Contains ESTs; STSs and
AAIDZB09 EST
AA302820 purinergle receptor P2X; ligand-gated ian channel: 4
AA310459 ESTs
IAAG21890
AA340589 EST
44340622 ESTs
JAA342457 ESTs: Moderately similar to 1l ALU SUBFAMILY SQ WARNING
AA342828 glycoproteln V (platelet)
IAA342864 ESTs
AA342073 ESTs
JAAZ4B485 ESTs
AAZ47573 fibronectin lsucine rich fransmembrane pratein 2
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Exempiar .
Accession Completa Title UniGenalD(11/20/29)

AA347614 ESTs

AAI4TTIT ESTs

AAIABO13 ESTs

[AAD49647 EST

AA3497T3 ESTs

AAIS0541 ESTs

AAJST 159 EST

AAISTHT2 ESTs

AAJBOBSE vacuolar protein sorting 41 {yeast homolog)

AAJT0132 EST

AATT04T2 ESTs

AAI7O867 ESTs

AATTT296 ESTs

AAJR3S02 ESTs: Weakly sirnilar to 1!t ALU SUBFAMILY ] WARNING

AA3B5934 EST: Highly similar o predicted uslng Genefinder [C.elegans]

AAIBE25S EST

AA3BB260 EST

AATBE266 ESTs: Weakly similar to M6a [H.sapiens]

AA3SE014 ESTs

|AA30R222 ESTs

AA3DEZ35 ESTs

AA3DE348 ESTs

1AA3958402 E3T

1AA298504 ESTs

|AA398505 ESTs

AAZDB507 nucleoporin S0kD

1AA308523 ESTs

IAAZO8625 ESTs

AA398632 ESTs

IAA308633 ESTs

IAA308B94 ESTa

AAZIBRES EST

IAAZS8000 ESTs

AA388804 EST

AA305122 ESTs; Weakly similar to mitochandrial clirate transport pratein

AR3Z93T1 ESTs; Weakly similar to 2inc finger protein SALL1 JH.sapiens)

IAA3D83T] ESTs, Highly simfar to KIAAD5G8 pratein {H.saplens]

IAA359441 ESTs

AA3DE635 ESTs

AAISD640 ESTs

AAIZ0680 ESTs

|AA400080 ESTs

[AA400282 ESTs
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(3048 %)

Exemplar
Accession Complate Title UniGenelD({1/29/99)
AAL00725 ESTs
AAL00T48 Homo sapiens mRNA; cDNA DKFZp434D024 {from clone
AALDO7E0 ESTs
IAA401631 ESTs
AA401888 ESTs
AA401695 EST
AAJ02227 ESTs; Weakly similar lo TROPOMODULIN [H.sapiens]
phosphadiesterase $A; cAMP-specific (durce
AAA02328 {Drosophlla}-homotag phosahodiesterase E2)
AA402398 ESTs
AA402449 EST
AAL02468 ESTs
AALO3268 ESTs
AA403314 ESTs
IAA404229 EST
JAAL04260 ESTs
AA404271 glutamata raceptar; ionotropic; kainate 1
IAA405026 ESTs
IAALNS182 ESTs
AA405237
IAA4DBOE 1 EST
IAA40B063 ESTs
AA406070 EST
AA406137 EST
AA408335 ESTs
AA411801 KIAAQ307 gena product
146411804 ESTs
AA411833 ESTs; Highly similar to Trad [H.sapiens]
AAL12219 ESTs
AA412259 ESTs
AA412497 EST
AA412498 ESTs
AAL16508 ESTs
AA4 16867 EST
AA416874 ESTs
AA421133 ESTs
IAA421138 EST
AA422079 ESTs: Weakly similar to RAR-RESPONSIVE PROTEIN TIG1
AA423837 ESTs
AA424328 E3Ts
IAA424339 ESTs
AA424469 ESTs
AA424502 ESTs
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(193)
(23048 ¥)
Exemplar .
Accassion Complete Titla UniGenelD{11/29/99}
AA425004 ESTs
AAA257 34 ESTs; Weakly similar to hypothetical protein [H.sapiens]
AA425887 ESTs
AA426455 ESTs
IAA427396 ESTs
AAL2THES KIAAQ203 gene praduct
AA426218 ESTs
AAL28242 transeription factar 9 (binds GC-rich sequencas)
AA4DB281 EST
AA428865 EST
AALZ8994 ESTs
[AA420666 ESTs
AA430181 ESTs
AA430184 ATPIGTP-hinding protein
AA431289 £D3D antigen; delta notypepfide (TiT3 complex)
AA431293 ESTs
AAL31478 ESTs
AA431452 EST
AA431732 EST
AA432278 ESTs
AA434411 ESTs
AAL35512 ESTs
AA435698 ESTs
AA435711 KIAAQT12 gene product
IAA435815 Clk-assaciating RS-cyclophilln
AA435R42 ESTs
AA43B475 ESTs
AA436489 ESTs
IAA442060 ESTs
AA442073 ESTs
AA443151 ESTs: Waakly similar to weak similarity with quinone
AAL4E133 ESTs
AAL4T 145 Homa sapiens KIAAD399 mRNA; partlal cds
AA447398 EST
AA44TE43 ESTs
ALIATT42 dynein; axonemal; heavy polvpeplide 17-lIke
AA448228
AA44B8A25 EST
AA348444 ESTs
IAALEQ0BT regulator of Gz-selective protein signaling
AA450211 EST
AAA50244 ESTs
IAA452123 ESTs; Waakly similar io T-complex protein 10A [H.sapiens]
|AA452155 zinc finger protein 198
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(194)
(23048 %)
Exemplar
Arcesslon Complete Title UniGeanelD{11/29/89)
AA452156 EST
AALE3036 ESTs; Weaklv similar to similar to molybdaterin biesynthesis
IAA453526 ESTs
AA4E4085 EST
AA4E4103 ESTs
AAS54842 ESTs
AA4 54935 nuclear respiratory factor 1
AA456323 ESTs
AA457395 ESTs
AA458850
|AAL 50662 ESTs
AA450668 3-hydroxyisobutyry-Coenzyme A hydrolase
IAA458679 ESTs; Weakly similar to The KIAADR191 gene is expressed
AA459702 ESTs
AA480017 ESTs; Weakly simitar 1o diaphanous-related formin [M.musculus]
AA460324 ESTs
AA4E1508 ESTs; Weakly similar to putative p150 [H,sapiens]
AA464414 ESTs
Af464428 ESTs
AA4TO0B4 ESTs
AALTEE08 ESTs
AA4TE521 ESTs
AALTBEZ3 ESTs; Maderately simifar to [if ALU SUBFAMILY J WARNING
AA478949 RAB2; member RAS oncogene famlly
AA481252 oncogene TC21
AA485351 KIAA1067 protein
AA4BT2E4 ESTs
AA4B5072 KIAAQB7D protein
AA4BIE20 KIAADBES gene product
AA490225 ESTs
AA490227 ESTs
AALG0255 ESTs
AA480890 ESTs
AA490916 ESTs
AA4O0925 epilepsy; progressive myoclonic epllapsy: type 2 gene: Lafora
|AA490855 ESTs: Weakly similar to bullous pemphigold antigen [M.musculus)
IAA455812 ESTs
AN95824 ESTs
AAGD6363 ESTs
AAS(04125 ESTs
AASZ 1473 SEC10 (8. cersvigiaalike 1
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(195)
(.2 040 &)
Examplar
Accession Complete Title UniGenelD(11/29/59)

AA538440 EST

AAS598899 Homo saplens mRNA; cDNA DKFZp564D036 (from clane
AAGD0244 KIAAQS30 protein

AASR9694 KiAAQ133 gene product

AABDO037 ESTs

IAABDG135 ESTs

AAB09582 katanin p60 (ATPase-containing) subunit A 1

AABO9GB4 ESTs

JAABDSE39 4-nitrophenylphosphatase domaln and non-neuronal SNAP25-like
AAB0ORE2 RNA-hinding protein gene with multiple splicing

AAGZ0423 EST

AAG20747 ESTs

IAAG21364 ESTs

C20653 ESTs

020085 ESTs; Waaldy similar to KIAAD742 protein [H.sapians]
D20748 ESTs

051285 ESTs

054972 cullin 5

FO4112 ESTs

F13604 ESTs

HO 1662 ESTs

HO5135 ESTs

H12245

H22842 EST

H30884 ESTs

H43442 [aucyl-tRNA syrithetase; mitachondrial

H45996 pulative G protein-coupled receptor

HEG281 ESTs

1E9485 ESTs

HE4889 ESTs: Moderately simitar to unknown [H.saplens)

H70627 ESTs; Weakly simitar to W] ALL CLASS E WARNING ENTRY M
H73050 Rhesus biood group; D antigan

HT3260 ESTs

MT7531 HIR (histone csll cycle regulation defective; 8. cerevisias)
H80552 EST

HB07a7 lysyl oxldase
|H93412 ESTs; Weakly similar to ORF YGR101w [S.ceravisiae]
[H94892 v-ral sitmian leukemia viral ancogens homoiog A (ras related)
'H95643 newrotrophic fyrosine kinase; receptor; type 1

HB6552 ESTs

HS7146 ESTs; Highly similar lo G protein-coupled recaptor kinase B;
HI9121 ESTs
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(23 04p %)

Exemplar
Accession Complete Title UniGenel|D(11/29/99)

|Hea462 ribosomal proteln; mitochondral; 1.12

HO0837 ESTs

N22140) ESTs: Weakly simllar o beta-tubulin [H.sapiens]

N22197 Sec23-interacting protein p123

N23756 solute carier family 23 (nuclechase transparters):; member 4
|N_24134 eukaryatic translation iniliation factor 1A; ¥ chromasome
N24195 novel cantrosomal proteln RanBPM

N26739 BKFZP5648147 protein

N27038 EST

N27637 ESTs

N33090 DEADIH {Asp-Glu-Ala-Asp/His) box polypeptide 19 (DbpS; yeast,
[nase67 serinegfthraoning kinase 24 (Ste20; yeast homolog)

N3B958 chaperanin containing TCP1; subumil 2 (beta)

N38069 ESTs
IN4B441 ESTs

N48270 ESTs

N48385 ESTs
IN51316 ESTs

N51499 A kinase (PRKA) anchor protein 2

N53576 ESTs
[NS4157 ESTs
Ins4300 ESTs

N54831 ESTs

N59849 ESTs

NE2132 ESTs

NG2375 EST

NE3138 ESTs

|NB31T2 cell division cycle 42 (GTP-binding protein: 25kD)

novel putative protein similar 1o YILO91C yeast hypothetical 84 kD

NBIZ72 peoteln from SGA1-KTR7

NG63787 sama domaln; immunogiobulin domain {Ig); short basic domaln;
|NEB168

NGS201 ESTs

IN68300 ESTs

NEBI2Y EST

NBI57S EST

N75007 ESTs:; Madarately similar to KIAA1004 protein [H.sapiens)
N75542 transcription factor 4

O-linked N-acetyiglicosamine {GlcNAc) ransferase

N900GS (UDP-N-acatylglucosamine:polypsptide-N-acetylglucosaminyl
N1248 ESTs

N92751 ESTs; Waakly similar to MICROTUBULE-ASSQCIATED
N&3214 KIAAQ318 protein
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(197)
(230 4% %)
Examplar
Accassion Complate Title UniGenelD{11/29/99}

|NBB148 ESTs; Weakly similar to ZINC FINGER PROTEIN B3 [H.sapiens]
[Ro7e78 ESTs; Weakly similar to unknown S cerevisias]
[R10865 alpha-fetoprotaln
[R11056 ESTs

R11488 ESTs

R22047 ESTs

R23930 ESTs; Highly similar to prediabete NOD sera-reactive attoantigen
R26589 ESTs

R37588 RAB2; mamber RAS oncogena family-like
|R37613 Homa saplens clone 25027 mRNA sequence

R38398 Homao sapiens clane 23758 mANA sacuence

R39178 ESTs

R40823 ESTs
{R41179 Human mRNA for KIAAQ328 gene; partial cds
[Ra1204 ESTs
IH42307 early development requlator 2 (homolog of nolyhomeotic 2)
R43139 ESTs

R43306 ESTs

R44357 ESTs: Weakly similar lo cDNA EST EMBL:TD1421 cames fram
R44519 EST: Moderately similar to Pro-Pal-dUTPase palyprotein
R45088

R47948 ESTs

R51524 ESTs
Irs4950 ESTs

RE5241 ESTs

R59585 ESTs

RB0044 ESTs; Highly similar to BETA-CATENIN [H.sapians]

RE08T2 ESTs

REE650 ESTs
iRE?EBB exostoses (multiple)-like 1
[r73588 ESTs

R79403 ESTs

RB7647 ESTs

RA3622 sukaryotic translation initiation factor 2; subunit 2 (beta; 38kD )
R99589 heteragenacus nuclear ribonucleaprotein U {scaffold attachment
R99612 ESTs; Moderately similar to 1 ALU SUBFAMILY J WARNING
T02888

TG3170 EST

IT10485

715418 EST

T15597 KIAAQBG1 gene product

T15652 ESTs
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Exemplar
Accessicn Complets TlHa UniGenetD{11/25/99)

T16898 ash2 {absent; small; or hamaatle; Drosophita; hamalog)-lke

T26644 ESTs; Weakly similar to zine finger protein [H.saplens]

T40841 ESTs

T47566

T50116

150145

TE8615 ESTs

T50940 ESTs

T63595 ESTs

164891

T54924 ESTs
ESTs; Weakly similar to I AL SUBFAMILY SQ WARNMING

T64933 ENTRY !l [H.sapiens]

TEBE75

TE9027 ESTs

TES9924

{T70353 ESTs

T79780 ESTs; Wesakly similar to CG-68 protein [H.sapiens]

| T79951 ESTs

TRO174 ESTs: Moderately similar to similar to NEDD-4 [H.saplens)

780822 E8Ts; Weakly similar to envelope [H.sagiens)

785352 ESTs

TB5373 ESTs

T86284 ESTs

T89573 transeription factor Dp-1

TS0360 ESTs

¥94328 ESTs

T95580

197257 ESTs

T97559 ESTs

T97620 ESTs

T47775 EST

798152 fibrillin 2{congenilal contractural arachnodactyly)

W31479 ESTs

Warosd ESTs

W38240

W40150 chondroitin suifate prateoglycan 6 (hamacan)

W45435 KIAAGTA4 protein

W58202 ESTs

W58344 ESTs

W55650 ESTs
Hurnan DNA sequencs from clone 1189824 on chromosome
X25-28.3. Contains NADH-Ubiquinene Oxidoreductase MLRG
subunit (EC 1.6.5.3; EC 1.6.99.3; CI-MLRQ); Tubulin Bata and

WB8736 Prota-oncogene Tyrosine-protein Kinase FER (EC 2.7,1.112:
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Exemplar .
Accession Complete Tlila UniGenaiD{11/23/99}

WED106 chrerobiox homolog 3 (Drosephila HP1 gamma)

WE9111 ESTs

Wa03s5 nuclear mitatlc apparatus protein 1
V69395 H1 histona family; membar

[W59459 sex comb on midleg {DrosophitaHike 1

W72424 3100 calgium-binding pratein A9 (calgranulin B)

(W72724 ESTs

WT72834 ESTs

W73955 Homo sapisns chromosome 19; cosmid R26445

(W74701 ESTs

WYE540 DKFZP564G2022 proteln

W7939T ESTs

Wa5888 ESTs: Madarately similar to 11l ALU SUBFAMILY 5Q WARNING
WBE038 ESTs

WBEBS1 ESTs

Wa7804 ESTs

WEB942

WE0022 ESTs; Highly similar to LECT2 precursor [H.sapiens]

Wo2272 chromodomain halicase DNA binding protein 3

\Wo2764 tumor necrosis faclor; alpha-induced protain 8

Wa3040 Homao sapiens pairad mesoderm homeo box 1 (PMX1): mRNA
W330nge2 neutral sphingomyslinase {N-SMase) actlvation assoclatad factor
Wa3z227 EST

W33523 ESTs

93659 ESTs

WB4003 ESTs

WB4401 ESTs

Woa4688 perilipin

WS4787 destrin (actin depalymerizing factor)

738204 ESTs

238311 ESTs

2383465 ESTs

38525 ESTs

|238538 ESTs

|2:38551 ESTs

238783 LCa2+-dependent activator proein for secretion

239113 ESTs

255 YDO19 protein

739591 EST

739783 ESTs; Weakly similar te KO1H12,1 [C.elegans]

£39320 ESTs; Weakiy simitar to NADH-CYTOCHROME B5 REDUCTASE
Z40166 ESTs

240388 ESTs




(23042 %)

(200)
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Exemplar
Accession Complete Tlile UniGenelD{11/25/48)
40646 ESTs
EMEQ? £STs
700340 ESTs
09394 zing finger protein 36 (KOX 18)
oooooo

goon
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Z 4
Exemplar UnlGenelD{11/28/
Accession Complete Title : 98)
D86425 Homo sapians mRNA for nidogen-2 Hs.82733
086983 Human mRNA far KIAAQ230 gene; partia! cds Hs.1188493
HG1098-HT1098 |Cystatin D
HG1103-HT1103 |Guanine Nucleotide-Binding Preteln Ral, Ras-Oncogene Related
HG3342-HT3519 |ld1
03764 ptasminogen acilvator inhibitor; type | Hs.82085
LO6797 chemokina (C-X-C motif); receptor 4 (fusin) Hs. 88414
L 15388 Human G protein-coupled receptor kinase (GRKS) mRNA, complete cds  |Hs.211569
phasphodiestarase 4B; cAMP-specific (dunce (Drosophital-homalog
L 20971 phasphodiesterase E4) Hs.188
35545 endotheilai cell protein Clactivated protein € receplor Hs.82353
LY5380 calcltonin receptar-ike Hs. 152175
|M21305 Human alpha satelfite and satellite 3 junctian DNA sequence Hs.247946
IMZATSG selactin E (endothedial adhesion molecule 1) Hs.89546
M31166 pentaxin-related gene; rapldly Induced by IL-1 beta Hs.2050
M31551 plasminogen activatar Inhilitor; type |l {argining-aerpin} Hs, 75716
[maz2334 intercefiular adhesion moleculs 2 Hs 83733
[ma1915 laminin; beta 1 Hs.82124
Human phosphatidylchaline 2-acylhydrolasa {cPLA2) mRNA, complets
MEEAT4 cds
M74719 transcriptlon factor 4 Hs. 75358
MS2034 connective tissua growth factor Hs.76511
M24856 fatty acid binding protein § (psoriasis-assoclated) Hs.153179
U03057 singed {Drosophlla)-like (sea urchin fascin homalag like) Hs.118400
UQ3B77 EGF-containing fibulin-like extraceliular matrix protein 1 Hs. 76224
J18300 damage-specific DNA binding protein 2 (48kD) Hs.77602
L127109 Human prepromultimerin mRNA; complete cds Hs.32934
J31384 guanine nucleatide binding protein 11 Hs.83381
33053 protein kinase C-lke 1 Hs.2499
jussazs MAD {mothars agalnst decapentaplegic; Drasaphila) homolog 1 Hs.780687
U70322 karyopherin (importin) beta 2 - |Hs.168075
fuateo7 kinase scaffold proteln gravin Hs.788
83463 syndecan binding proteln {syntenin) Hs.B180
1489842 lysyl oxldase-like 2 Hs.83354
X04729 Human mRNA for plasminagen activator inhibitor type 1 N-terminus
XD6256 Integrin; aloha § (fibronectin receptor; alpha polypeptide) Hs.148609
X07820 matrix metalioprateinase 10 (stromelysin 2) Hs.2258
X54925 malrix metalloproteinase 1 {Intersiitia! collagenasa) Hs 831869
X54936 placental growth factar; vascular endathelial growth factor-related proteln |Hs.2894
tyrosine kinase with immunoglabulin and apidermal growth factor
XE0957 homaology domains Hs.7T8824
X67235 hematopoieticatly expressed homeobox Hs. 118651
X67951 proliferation-associaled gane A {natural killer-enhancing factor A) Hs.180308
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(4 045 %)

Examplar UniGenalD(11/29/
Accassion Complete Title 0g)
69910 H.sapiens p83 mRNA for transmembrane protein Hs.74368
79981 cadherin 5; VE-cadherin (vascular aplthallum) Hs.76208
218051 cavealin 1; caveolae protein; 22kD H8.247266
ZpB1ibé.ri Stratagene endothelial cell 237223 Homo saplens cDNA
AA 187101 clone IMAGE:B244558 5, mRNA sequanca
IN24580 ESTs Hs.28418
R81003 ) Homa sapisna serine protease mRNA; complete cds Hs, 154737
AAD25351 ESTs Hs. 134797
[AADZ7168 ESTs Hs. 10031
AA040465 ESTs |Hs.8728
AAR4S5136 ESTs Hs.22575
IAAQB4087 phosphotipase A2; group IVC (cytosolic; calcium-indapandent) Hs.18858
ESTs; Moderately similar to it AL SUBFAMILY SC WARNING ENTRY
AAD71089 W [H.saplens) Hs. 187932
IAAQB5918 H.sapiens HUNKI mRNA He.247482
AA187480 ESTs Ha.21941
AA227926 ESTs Hs.6682
AA234743 ESTs . Hs.22120
JAAZI6559 ESTs; Weakly similar to neuronal thread proteln AD7c-NTP [H.sapiens] |Hs.B768
AAZE2R94 ESTs Hs.3807
AA3DB243 ESTs; Moderataly similar to (defline nol available 3694664) [H.sapiens]  [Hs.21606
AA406363 ESTs Hs.30822
AA411465 ESTs Hs 8619
AA412284 poliovirus receptor Hs.171844
AA423087 ESTs Hs.7567
AAG25309 ESTs H5.33287
AA43BHTE ESTs Hs.18387
A4446238 Homo sapiens mRNA far KIAAD915 protein; complata cds Hs, 16714
AALTATTE ESTs Hs, 16450
IAAB21714 ESTs Hs.25338
Human isolate JuSe MUC1B glycoprotein mRNA {3' variant); complete
051069 cds Hs.211578
LUDP-N-acelyl-alpha-D-galactosamine:poIypeplide
T34527 N-acetylgalactasaminyltransfarase 1 {GalNAc-T1) Hs.80120
1J97519 podocalyxindike Hs. 16426
[AA127221 ESTs Hs. 71059
ESTs; Moderately simllar ta C-1-TETRAHYDROFOLATE SYNTHASE;
AA132083 CYTOPLASMIC [H.sapiens] Hg.44155
ESTs; Waakly similar to Il ALU SUBFAMILY SB WARNING ENTRY It
1AM 135606 [H.sapiens) Hs.189384
IAA156125 ESTs Hs.72116
IAA1T0845 RABE interacting; kinesin-lika {rabkinesing) Hs, 73625
AA2326845 ESTs Hs. 42699
F10359 ESTs Hs, 14763
H16772 ESTs Hs.31444
N3B584 ESTs Hs.17404
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[Exemplar UniGenelD(11/28/
IAccassion Complate Title 99)
UCP-N-acetyl-alpha-D-galactosamine:polypeptide
N52006 N-acelyigalactosaminyitransfacase 1 (GalNAC-T1) Hs. 80120
53375 Homer; nauronal immediate aarly gens; 3 Hs. 166146
N54067 Homo sapiens mRNA for NIK; partlal cds Hs.3628
NG4436 ESTs Hs.20813
{R28892 ESTs Hs.221434
133637 ESTs Hs.6841
yc20g11.31 Siratagena lung (#937210) Homo sapiens ¢DNA clone
T57112 IMAGE:81284 3", mRNA sequence.
WB0763 ESTs; Maderately similar to FK506-binding protein 65kD [M.musculus]  |Hs.3840
AAD46508 ESTs; Highly similar to 408 RIBOSOMAL PROTEIN $27 [H.saplens) Hs. 108957
AA253I17 ESTs Hs.41271
[AA255991 ESTs Hs.175319
IAA258138 ESTs Hs.858297
AA4 28573 ESTs Hs.41135
AAA443793 ESTs Hz.94761
AA490585 ESTs Hs.43118
AAJER257 E3Ts; Weakly similar 1o {defling not avallable 3513303) [H.sapléns) Hs, 72165
ESTs; Weakly similar to MICROTUBULE-ASSOCIATED PROTEIN 1B
IAABOSTIT [H.sapiens] Hs.66048
D59570 ESTs Hs. 17132
{F1aza7 ESTs Hs.58596
[Hsats7 ESTs Hs.41105
HE8988 ESTs Hs. 42612
N34287 uncS {C.elegans homolag) C Hs. 44553
N52090 EST Hs.47420
ESTs; Weakly similar to Il ALLI CLASS B WARNING ENTRY 1]
NGE845 [H.saplens] Hs.165411
NG3Y05 small Inducible cytokine A5 (RANTES)
R32894 ESTs Hs.45514
RE61715 ESTs Hs.138237
¥i54¢08.31 Soares placenta NhZHP Homo saplens cDNA clone
IMAGE:143054 3" simllar to ghjMB7808|HUMALNEZ2 Human carcinoma
R71234 cell-derived Alu RNA transcript, (rRNA); gb:S41458 ROD
yr30011.51 Soares fetal liver spleen 1NFLS Homo saplens cONA clone
R38108 IMAGE:206852 3', mRNA sequancs.
T97186 small inducible eylokine AS (RANTES) .
ESTs; Mederately similar to it ALU SUBFAMILY SB WARNING ENTRY
WB0814 11 {H.sapiens] Hs. 193700
IAA404418 EST Hs.144953
IAALDG747 ESTs; Moderately simiar to HMG-bex franscription factor [M.musculus]  [Hs.97865
ESTs; Moderately similar to il ALU SUBFAMILY 5Q WARNING ENTRY
AA4BBEST 1M [H.sepliens] Hs.180307
ESTs; Moderately similar to 11! ALU SUBFAMILY SQ WARNING ENTRY
AASID143 M [H.sapiens)
IAAGOB588 ESTs Hs. 193634
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Exemplar UniGenelD{11/29/
coessiorn Complete Tiie 99}
ESTs; Moderately similar to 11 ALU SUBFAMILY SC WARNING ENTRY
IAAG08751 Y1l {H.saplens] Hs.244904
C13961 EST Ms.210115
DED302 ESTs Hs.108977 .
HI4892 v-ral simian leukermia viral oncogene homaleg A (ras related) Ha.6306
NG3521 transcription factor 4 Hs.241362
NB5477 ESTs Hs. 102843
ESTs; Weakly simitar to Il ALU SUBFAMILY J WARNING ENTRY Il
{Re0044 |[H.sapiens) He. 106706
|r70s08 ESTs; Moderately simitar to transformation-related protein [H.saplens] Hs. 107158
ve20105.51 Stratagene lung (#937210) Homo saplens cDNA clone
791518 IMAGE: 118305 3 similar to contains Alu repefitive element;contains
795333 |ESTs; Weakly similar to Strabismus [D.melanogaster] Hs.122730
|R45620 ESTs; Highly simllar to KIAAD3T2 [H.saplans] Hs. 170098
yg05c07.r1 Soares Infant brain 1NIB Homo sapiens cONA clone
R20639 IMAGE:31444 5, mRNA seqguence.
R23B58 ESTs; Moderately similar 1o envelope protein [H.saplens] Hs.23986
AI024874 ESTs; Weakly similar to {defline not available 3882257} [H.sapiens] Hs.57958
[\W26247 UG snRNP-specific proteln (220 kD); orthelog of S. carevisiae Prp8p Hs.8413
AAB5B930 ESTs Hs.125058
IAA 138653 ESTs
IAA354869 ESTs; Highly similar to SEC13-RELATED PROTEIN [H.saplens) Hs.227949
Jaz3g7s ESTs Hs.105689
Al368384 arylsulfatase D
AAITI500 ESTs Hs.193155
RA9E93 ESTs Hs. 107708
[AA195678 Homo saplens mRNA for KIAAQ4E65 protein; partlal eds Hs.108258
M30257 vascular cell adhesion moleculs 1 Hs, 108225
AADZ8131 ESTs Hs.110342
IM10321 Human von Willabrand factor mRNA, 3' and Hs.110802
JO3040 secreted protein; addic; cysteine-rich {osteonectin} " [Hs.111779
|MBE833 ametogenin {Y chromosome) Hs.1238
AAG12933 Jtubutin-speciiic chaperone d Hs.241687
AAZ86710 lymphocyte adaptor proteln Hs.13131
IAAZ43278 ribosomal protein; mitochondrial; L12 Hs. 109059
D58711 ESTs Hs. 237280
yed6g7.s1 Stratagene lung (#33721) Homo sapiens cDNA clone
T94452 IMAGE: 119868 3', mRMA sequence He, 241307
AADS3400 ESTs Hs.241227
Homo sapiens mRNA; cDNA DKFZp58611518 (from clene
IAA370302 DKFZp58611518) Hs.21738
J05008 . |endothalin 1 Hs.2271
185193 auclear factor V8 Hs.33287
IAAZ56153 ESTs Hs.23912
XB3107 BMX non-recaptor tyrosine kinase Hs.27372
IAAD46G593 ESTs Hs. 28959
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Examplar UniGenelD(11/28/
Accesslon Complete Title 899)
IAA410480 ESTs Ms.3008%
D45304 ESTs Hs.J15585
[MBoBST transmembrane 4 suparfamity member 1 Hs.3337
IAADI0183 upstream ragulatory element binding proteln 1 Hs.3383
AA 1383563 ESTs Hs.35022
[Y07867 pirin Hs. 38842
84573 procollagen-lysine; 2-oxoglutarate S-dioxygenase (lysine hydroxylese) 2 |Hs.41270
X60488 H4 nistone family; member G Hs.46423
1A 132969 metziioprotease 1 (plirlysin famity) Hs.4812
AA114250 KIAADS12 gene product Hs.48924
F13732 LIM binding domain 2 Hs.4380
ESTs; Weakly simiiar to Il ALU SUBFAMILY J WARNING ENTRY It
AA283035 [H.saplens] Hs.54813
IABQ02301 Human mRNA for KIAAD303 gene; partlal cds Hs.54985
Sjogren syndroma antlgen A2 (50D ribonucleopratein autoantigen
Q56731 S$5-A/Ra) Hs.564
1J68018 MAD {mathers against decapentaplegle; Drasophila) hamolag 3 Hs.241578
H99198 ESTs; Maderately simllar to THY MOSIN BETA-4 [H.sapiens] Hs.56145
IAASI8702 bone morphagenetic protein 6 Hs.65101
INTT151 Homo sapiens mRNA for KIAAQTES proteln; partial cds Hs.61638
JAAS05133 ESTs Hs 82273
IAB000584 prostate differentiation factor Hs. 116577
D12763 interleukin 1 raceptordike 1 Hs.G68
IAAZ253193 ESTs ' Hs.6631
IAA432248 ESTs Hs.6738
AADBIST2 v-ral simian leukamia viral oncogene homolog A {ras related) Hs.6906
IAALTIT13 ESTs Hs. 71962
1.40395 Homa saplens cleng 23689 mRNA; complete cds Ha. 170001
X52947 gap junctlon protein; alpha 1; 43kD (connaxin 43) Hs, 74471
Wa0846 vesicle-asseclated membrane pratein 5 {myobravin) Hs. 74669
{M34529 FK506-hinding protein 1A (12kD) Ha.752
DET028 SEC14 (3. ceravislag)-like Hs. 75232
LJOS587 |gilycyHRNA synthelase Hs. 75280
MB5289 Human haparan sulfate proteoglycan {HSPG2) mRNA, complete cda Ha.211573
|D1C|522 Jmyristoylated alanine-rich protein kinase € substrate (MARCKS; 80K-L) [Hs. 75607
Wa4712 calumentn Hs.7753
D29982 tissue factor pathway Inhibitor 2 Hs.78045
34657 platelet/andothelial call adheslon moleculs {CD31 antigen) Hs.78146
S78569 laminin; alpha 4 Hs. 78672
D43636 Human mRNA for KIAABDBE gene; partief cds Hs.78025
97188 IGF-Il mENA-binding protein 3 Hs. 79440
AA48T558 ESTs Hs.B135
[M28882 Human MUC18 glycoprotain mRMA, complate ¢ds Hs, 211579
EX70883 SRY {sex determining reglion Y)-box 4 Hs.B3484
X14787 thrombospondin 1 Hs. 87409
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Accession Completa Title a9}
. ESTs; Weakly similar to U} ALU CLASS A WARNING ENTRY 111l
AAZI6I24 {H.sapiens] Hs. 82381
C15324 ESTs |H5.23668
IAA452000 ESTs Hs.24030
083174 collagen-hindlng protein 2 (colllgen 2) Hs.8930
Homa sapiens gena for thymidylate synthase; exons 1, 2; 3; 4, 5,6, 7
D00596 completa ¢ds Hs. 198351
D1i1428 paripheral myetin protein 22 Hs.103724
D1t 3640 major histocompatibility complex; dass |, C Hs, 183818
14874 adrenomadullin Hs.384
026129 rthonuclease; RNass A family; 1 (pancreatic) Hs.78224
D28476 thyrold hormane receptor Interactor 12 Hs. 138617
Da6425 Homo sapiens mRNA for nidogeh-z Hs.B2733
86983 Human mRNA for KIAA0230 gene; pariial cds Hs.118893
los7esa N-mye downstream regulated Hs.75789
HG1862-HT1897 |Calmodulin Type |
G2614-HT2710 |Collagen, Type Viil, Alpha
HG2838-HT2735 }Single-Stranded Dina-Binding Proteln Mssp-1
HG2855-HT2995 [Heat Shock Protein, 70 Kda (Gb:Y00371)
HG3044-HT3742 |Fibronectin, All. Splice 1
HG3342-HTA519 |{Idi
HG3543-HT3739 (tnsulin-Like Growth Factor 2
HG4068-HT4339 {Monocyle Chemotactic Protein 1
HE417-HT417  |Cathepsin B
J03764 plasminogan activator Inhibitor; type | Hs. 82085
LO6797 chemokina (C-X-C motlf}; raceptor 4 {fusin) Hs.88414
L8248 myelcid call lsukemia sequence 1 (BCL2-related) Hs.86386
12711 transkatolase (Wamicke-Karsakoff syndrome) Hs.88643
L13977 prolylcarboxypeptidase (anglotensinase G) Hs.75693
|L15388 Human G praoiein-coupled receptor kinase (GRKS5) mRNA, complate cds
fL19s71 activaiing transcription factor 3 Hs.450
[L20859 IHuman lsukemia virus receplor 1 (GLVR1} mRNA; camplate cds Hs.78452
L42178 four and a half LIM domaing 2 Hs.8302
L49169 Human GOS3 mRNA; complate cds Hs. 75678
L.78380 calcitonin receptor-lke Hs,152175
IM15990 v-yes-1 Yamaguchi sarcoma viral oncogene homalog 1 Hs. 194148
[Mz3254 calpaln; iarge polypeptide L2 Hs.76288
|m24736 selectin E (endothelial adhesion molecula 1) Hs.B89546
|M28578 callagen; type IV; alpha 1- Hs.119129
M27396 asparagine synthetase Hs. 756692
|M31166 pentaxin-related gene; rapidly induced by IL-1 bata Hs.2050
I 1Homp sapiens aldehyde dehydrogenase (ALDH1) gens, exon 13 and
M31994 complale cus
|Mz2334 interceliular adheslon molecule 2 Hs.83733
IMasa7a insulin-like growth factar hinding protein 3 Hs.77326
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Exemplar UniGenalD{1 e
Accesslon Complete Tifla 88)
M3IG428 postmeiotic segragation increased 2-like 12 Hs.B9672
{ms7720 ephiin-A1 Hs.1624
[M57731 GRO2 oncagana Hs.75765
| nucleafin Hs.76110
|M52994 Tlamin B; beta (actin-binding protein-278) Hs.B51008
IM Human phosphatidyichaline 2-acylhydralase {¢PLAZ) mRNA, complata
68874 ods
I nuclear factor of kappa light palypeptide gene enhancer in B-calls
MEA043 inhibltor; alpha Hs.81328
|M74?19 transcription factor 4 Hs.75358
[m75128 hexpkinase 1 Hs.118625
| CD58 antigen p16-20 {antigsn identifled by monoclonal antihadias
MB4249 18.3A5; EJ16; EJ30; EL32 and G344) Hs.119663
MO2843 zinc finger protein homologous to Zip-36 In mouse Hs.198309
M32534 connective lissue growth factor Hs.75511
MI3056 . proteasa inhibiior 2 (antl-elastasae); monosyte/neutraphi Hs. 193583
M24856 fatty acld binding protein 5 {psoriasis-associatad) Hs,153179
Ma5787 transgslin Hs.75777
: Protein kinase Inhibltor {human; neurobiastoma cell line SH-SY-5Y;
576965 mRNA; 2147 nf] Hs.75209
581914 DIFFERENTIATION-DEPENDENT GENE 2 Hs.76095
U03057 singed (Drosophila)-ike (sea urchin fascin hamolog like) Hs.118400
03100 catenln (cadherin-associated protein); alpha 1 (102kD} Hs, 178452
03877 EGF-contalning fibulin-like extracellular matrix protein 1 Hs.76224
luosoz1 {nicotinamide N-mathyltransferase Hs.78669
U14391 myosin IC Hs. 82251
|uatass guaning riucleatide hinding protein 11 Hs.83381
J32944 dynein; cyteplasmic; light polypeptide Hs.5120
Human spermidine/spamine N1-acelyltransferase (SSAT) gene,
140369 complete cds
|uar7e7 JHuman metargldin precursor mRNA, complsta cds
U48959 Homao saplens myosin light chain kinase (MLCK) mRNA; complets ads  |Hs.75950
Human nicatinamide N-methyltransferase gene, axon 1 and 5' flanking
Justo1o region :
U51478 ATPase; Na+i+ transporling; beta 3 polypeptide Hs. 76941
L |Human ovarian cancer downregulated myosin heavy chain homotog
UE3445 {Doc1) mRNA; complate eds Hs.15432
UES289 cacherin 13; H-cadherin {(hear) Hs.63984
59423 MAD {mothers against decapentapleglc; Drosophila) homatog 1 Hs, 78067
JUB2015 Momo sapiens Cyr61 mRNA, complete cds
Human hepatitis deita antigen interacting profein A {dipA) mRNA;
UB3825 camplete cds Hs.66713
UG7883 Human tysophespholipasa homalog {(HU-KE) mRNA; complete cds Hz.6721
U73378 Human cyclin-selective ubiquitin carrier protein mRNA; complets cds Hs.233002
73824 sukaryotic franstation Initiation factor 4 gamma: 2 Hs.133684
U77604 micrasomal glutathione S-transferase 2 Hs.81874
LiBt&07 kinase scaffold protein gravin Ha.788
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Exemplar UniGenelD{11/28/
lAccession Completa Title "189)
Ug9842 lysyl oxidase-like 2 He.B3354
X04412 gelsoiln {amvisidosis; Finnish type) Hs.B0562
X0B8085 heme oxygenase (decycling) 1 He. 75067
X07820 matrix metalloproteinase 10 (stromelysin 2) Hs.2258
X12876 keratin 18 Hs,65114
15729 DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptida 5 (RNA helicasa; 68kD) |Hs.76053
(52541 aarly growth responss 1 Hs.738
53418 filamin A, alpha {actin-binding protein-280) Hs.76279
(544B9 GRO1 oncogene (melanoma growth stimulating activity; alpha) Hs.789
IX54925 matrix metalloprateinase 1 {interstitlal collagenasa) Hs.83168
X57206 Inositol 1:4;5-trlsphasphate 3-kinase B Hs. 78877
X5970a cyclin D1 (PRAD1: parathyrold adenomatosis 1) Hs.82932
tyrosina kinase with immunoglobulin and epidermal growth factor
IX60957 homology domains Hs.78B24
X65965 H.sapiens SOD-2 gena for manganese superoxide dismutase
[X69111 inhibitor of DNA binding 3; dominant negative helix-loop-halix protein Hs.768884
A70940 euraryotic translation elongation factar 1 alpha 2 Hs.2642
X87838 catenin (cadherin-assoclated protsin); beta 1 (38kD) Hs.171271
x91247 thioredoxin raductase 1 Hs. 13046
X97748 H.saplens PTX3 gene pramator region
YODA15 protein tyrosine phosphatase; recepior type; F Hs.75216
AA3D3711 ephrin-81 Hs.144700
L44538 ESTs Hs.156044
AADZ5351 ESTs Hs.134797
AAD 27050 ESTs Hs.31189
IAA020462 ESTs Hs. 17235
IAAD45136 ESTs Hs.22575
IAAQATA3T7 ESTs Hs.22568
AADS4087 phospholipase AZ: group IVC {cytasolic; calcium-independent) Hs.18858
ESTs; Moderately similar to Il ALU SUBFAMILY SC WARNING ENTRY .
AAQT1089 W [H.saplans] Hs.187932
IAA1 56450 ESTs: Weakly similar to Similar to Ral irg gene product [C.elegans] Hs.8882
[AA18T490 ESTs Hs.21941
ESTs; Moderately similar 1o PROBABLE G PROTEIN-COUFLED
AAT95031 RECEPTOR APJ [H.sapiens] Hs.3305
AA205724 ESTs Hs.10118
AAZZTO26 ESTs Hs.6682
AAZ2T7O86 ESTs Hs.25329
AA234743 ESTs Hs.22120
IAA253216 ESTs Hs.22283
AA256210 encomodutin Hs. 199134
AAZE6268 ESTs Hs.10283
(AAZTO39T ESTs; Moderately similar to fibronactin [H.sapiens] Hs.25001
ESTs: Maderately simifar to 11! ALD SUBFAMILY SQ WARNING ENTRY
AA292379 11! [H.sapiens) Hs.20340
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IExamplar UniGanelD{11/29/
Accession Complete Title 9g)
AAZ8Z71T [ESTs; Weakly similar to JM2 [H.sapigns] Hs, 7801
44348551 lesTs Hs.23457
AAAD0292 ESTs Hs.23736
IA2404338 ESTs Hs.21812
AAL12284 paliovirus receptar Hs. 171844
AAL23987 E3Ts Hs. 7567
AA428504 ESTs Hs. 21321
AA430108 ESTs Hs.6019
AA431462 |JESTS Hs.28329
ESTs; Weakly similar to CAMP-DEPENDENT PROTEIN KINASE
AA431470 INHIBITOR; MUSCLE/BRAIN FORM [H.saplens] Hs.3407
AA443758 ESTs; Moderately similar to {defiine not avallable 4105275) [H.saplens] |Hs.6673
AS449479 ESTs; Highly glmilar to (deffine not available 5106787) [H.sapiens] Hs.5218
ASAS9916 bradykinin raceptor B2 ‘ Hs.25021
AA4E85226 ESTs Hs. 28631
AA47BTT7B ESTs Hs,1645Q
AA4TI037 ESTs Hs. 7961
AA482597 ESTs; Highly similar to (defline nol avallable 4704739) [H.sapiens) Hs.26054
AAABT561 ESTs; Highly simiiar lo RAS-RELATED PROTEIN RAB-1A [H.sapiens]  [Hs.0813
AALE0245 ESTs, Weakly similar ta sperm specific protein [H.sapiens] Hs.5682
IAASO4110 ESTs Hs,18063
ESTs; Highly similar {o SERINE/THREOMNINE PROTEIN
AAG20989 PHOSPHATASE PP1-BETA CATALYTIC SUBUNIT [H.sapiens] Hs.9185
1AA559434 ESTs Hs.25035
IAAB08649 Homo sapiens clona 23742 mRMA; partial cds Hs.6354
[AAG09519 ESTs Hs.28458
Human isolate JuSo MUC18 glycaproteln mRNA {3’ variant); complete
|Ds1088 cds Hs.185718
luszs1g podocalyxin-ike Hs. 16428
W28351 proliferation-associated 2G4; 38kD Hs.5181
Homo sapiens mRNA; cDNA DKFZp564F053 {from clone
AAQ35638 DKFZp564F(53) Hs.71968
AAQ83514 ESTs Hs.68301
AA121315 ESTs Hs. 70823
AA147186 ESTs Hs. 82387
IAAT158125 ESTs Hs.72116
AAT88932 ESTs Hs.B5640
AA219653 ESTs Hs.B7125
AAZ32645 ESTs Hs.42699
F10078 ESTs Hs.13233
H48032 ESTs Hs.5845
H82117 ESTs Hs.28043
[nagsea ESTs Hs. 17404
ME4067 Homo sepiens mRNA for NIK; partial eds Hs.3628
{N58858 ESTs Hs.33032
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Accassion Complets Tlle 89)
§NO0933 ESTs Hs. 4867
I ESTs; Moderately similar to Nl ALU CLASS C WARNING ENTRY Il
N93764 [H.saplens] Hs. 10175
R26124 ESTs Hs.24024
jR27957 ES8Ts Hs.24230
|R55470 ESTs; Maderately similar to KO2E10.2 [C.elegans] Hs. 11067
' ESTs; Highly similar to vacuolar protein sorting homolog h-vpsd5s
[T16550 [H.sapiens] Hs.6650
[T26674 ESTs; Weakly simllar to neuronal thread protein AD7e-NTP [H.sapiens] |Hs.8966
yc20g11.51 Stratagane lung (#837210) Homp sapiens cDMA clone
757112 IMAGE:B1284 3', mRNA sequence. Hs.5881
[TRE700 ESTs Hs 173374
730527 ESTs Hs.7880
[W42789 ESTs Hs.31445
[Wa0002 plastin 3 {T isoform) Hs.4114
W78175 ESTs Hs, 17801
Wa4768 ESTs Hs. 141742
Wa4427 ESTs; Weakly simitar fo Na;K-ATPase gamma suburit [H.sapiens] Hs. 3807
IAA2E3217 ESTs Hs, 41271
AAG26573 ESTs Hs.41135
AA4 32374 ESTs Hs.48029
AAL46E22 ESTs Hs.74313
AALTETT ESTs Hs 50841
AAdB2584 ESTs Hs.62684
IAA490688 ESTs Hs.43118
D59570 ESTa - |Hs.17132
HBA157 ESTs Hs.41108
HO4648 ESTs Hs.41985
HY7538 ESTs ' Hs, 42392
H9B8a70 ESTs; Weakly similar to (defline not available 4884081) [H.saplens] Hs.48753
ESTs; Moderataly similar to I ALU SUBFAMILY SC WARNING ENTRY
N22107 11! [H._saplena] Hs. 172241
W3s157 Aceesslon not lIsted in Genbank
ESTs; Moderately similar io [ ALU SUBFAMILY SB WARNING ENTRY
Wwsoa14 I} |H.sapiens] Hs. 196785
JAAZBTA4T ESTs Hs.105088
AAS02790 " [ESTs Hs. 182538
AA4D4418 EST Hs.144953
IAAG25107 ESTs Hs.97016
ESTs; Moderately similar to M ALL SUBFAMILY J WARNING ENTRY
AA423435 ! [H.sapiens] Hs.98438
AALI2872 ESTs Hs.110771
ESTs; Moderataly similar to [ ALU SUBFAMILY SP WARNING ENTRY
IAAAGZB60 | [H.=apians] Hs.197214
ESTs; Moderately simllar to 1N ALL SUBFAMILY SQ WARNING ENTRY
IAA488687 1 [M.sapians] Hs. 190307
IAASO0674 ESTs: Weakly similar to ORF [B.melanogaster] Hs. 108115
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sslon Complete Title 29}
F13673 ESTs Hs.99769
|H99093 DEADMH (Asp-Glu-Ala-Asp/His) box polypeptide (72kD) Hs.6178
| yw35g11.51 Morton Fatal Cochlea Homo saplens ¢DNA clane
N22495 IMAGE:254278 3', mRNA sequenca. Hs.102416
MN23031 myasin; heavy polypeptide 7; cardiac muscle; beta Hs.929
|R15740 carbohydrate {chondroitin 5/keratan) sulfotransferase 1 Hs. 104576
{Rage10 calpain; large polypeptide L2 Hs.76288
W45560 ESTs Hs. 102541
1730833 H.saplens mRNA for Rhoé proteln Hs.124540
240583 ESTs Hs.101259
AAB25437 IESTs
Homo sapiens mRNA; cDNA DKFZp564F053 (from clone
REGE13 DKFZp564F053)
AABEB063 carbohydrate {chondroitin G/keratan) sulfolransferase 1
2116d08.11 Soaras_pregnant_uterus_NbHPU Homo saptens cDNA clane
AA128075 IMAGE:502095 5', mRMA sequence.
NGE5TO ESTs
AI051390 ESTs
IAAGZT 122 ESTs
JX02761 fibranactin 1 Hs. 118162
AF010193 MAD {mothers against decapentaplegle; Drosophila) homolog 7 Hs.100602
ESTs; Highly similar to the KIAAG195 gene is expressed ubiguitausly,
AA140044 [H.sapiens) Hs. 10086
solute carrier famlly 9 {sodium/hydrogen exchanger); Isoform 3
jus2104 regulatory factor 2 Hs, 101813
ID}'&BTE E3Ts; Moderately simiiar to (defline not available 4529890} [H.saplens] |Hs.105509
[L35240 anigma {LIM domaln protein) Hs. 102848
AAGSB737 lactate dehydrogenase B Hs.180414
|R69417 ESTs Hs.107055
[ESTs; Weakly similar to Human pre-mRMA cleavage factor | 68 kDa
AA232837 subunit [H.sapiens] Hs 107125
N72695 - [E8Ts Hs. 108587
|M30287 vascular cell adhesion molecula 1 ’ Hs 148225
Jmossas inhibiter of DNA Rinding 2; dominant negafive helix-oop-hellx protein Hs.1096817
IX88277 dual specificily phosphatase 1 Hs.171695
AAZG2440 myeloid differanttation primary response Hs.110571
02040 gecrated proteln; acidic; cysteina-rich [osteuneclih} Hs. 111779
IAAZ2B107 ESTs Hs.54642
|AS449789 connaclive tissue growth factor Hs.78511
W01367 JesTs Hs. 170080
IALG10116 ESTs; Highly similer to {define not availabla 4325180) {H.sapiens) Hs. 11663
Hamo saplens mRNA; cDNA DKFZp564F053 {from clone
IAA258308 DKFZpa64ir053) Hs.165618
AAAB0273 Hamo sapians mRNA for KIAAQS1T pratein; partial cds Hs.12372
IAA2B6710 lymphocyte adaptar protein Hs.13131
T68873 metallothionein 1L Hs. 143289
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Accession Completa Title 99)
fD63478 PAK-interacting exchange faclor beta Hs.172813
|ms2402 insulin-llke growth factor-bindlng protein 4 Hs.1516
455740 5' nucleotidase (CO72) Hs,153952
L10284 calnexin Hs. 155560
AA243278 ribosomal protein; mitochondsial; L12 Hs,109058
AA430032 pituitary tumor-transfarming 1 Hs. 150626
H16402 ESTs Hs.17121
|05971 1 ESTs Hs.17132
yedbg7.s1 Siratagene lung (#33721) Homo sapians cDNA clone
T94452 IMAGE:119868 3', mRNA seguence
iAA431571 E3Ts Hs.17884
R79356 Homo sapiens mRNA for KIAADS44 protein; partial cds Hs.13280
AA2B037S ESTs Hs.19928
Z48269 smalf induclbla cytokine subfamily A (Cys-Cys); member 14 Hs.20144
241740 ESTs Hs. 24462
AA121543 Homo saplens mRNA for KIAAOT58 protein; partial cds Hs.22039
105008 endothelin 1 Hs.2271
AA101878 ESTs Hs.22793
T35341 ESTs; Highly similar to (defline not avallable 4519883) [H.sapiens] Hs.22880
MNE7590 ESTs Hs.23037
AA256153 ESTs Hs.23812
W74532 Homo saplans mRNA far KIAAQ786 protein; partlal cds Hs.24212
25097 stanniccaicin Hs. 25580
V01512 v-fos FBJ murine ostecsarcoma viral ancogene homalag Hs.25647
X56681 |jun D proto-cncogena Hs. 2780
AA161202 |interferon: alpha-inducible protein 27 Hs.2B67
AA491465 JesTs Hs,28792
|AAD46503 ESTs Hg.28958
050914 Human mRNA for KIAAD124 gene; partial cds Hs.30736
045304 ESTa Hs.31585
Ma0a57 transmembrane 4 suparfamily membaer 1 Hs.3337
WED127 ESTs; Waeakly similar to 2ine finger pratein ZNF1891 [H.saplans] H3.3448
AAJ16186 ESTs; Highly similar to {defline not available 4262136} [H.5apiens) Hs. 34549
AA3R4503 E3Ts Hs.175260
AA136353 ESTs Hs.38022
ESTs; Waakly similar to Il ALU SUBFAMILY SX WARNING ENTRY il
AAD44755 fH.sapiens] : - Hs.173705
LUB4573 pracoliagen-lysine; 2-oxogularate 5-dloxygenase (lysing hydroxylase) 2 |Hs.41270
AADSB911 ESTs; Weakly similar to membrane giycoprotein [M_muscuius] Hs.4193
AAG20062 dynelm; cytoplasmic; light intermediate polypeptide 2 Hs 44251
AA285290 small EDRK-rich factor 2 Hs. 44499
X60486 JH4 histone family; member G Hs.46423
R31641 !ESTs Hs.197148
|AAdED190 ESTs Hs.48320
F13782 LIM binding domain 2 Hs 4980
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Exemplar UniGenalD{ 1129/
Accession Complete Title 89)
AA257093 Janus kinase 1 {2 protein tyrosine kinase) Hs.50851
{M24283 Inlercellular adhesion molecule 1 {CD54); human rhinovirus receptor Hs. 168383
ESTs; Weakly simllar to FIM-1 PROTO-ONCOGENE
AA443114 SERINETHREONINE-PROTEIN KINASE [H.saplens] Hs.5326
T3a5289 casein kinase 1; alpha 1 Hs.195206
N2381T Homo saplens clone 23675 mRNA sequencea Hs. 5807
AAD4T151 ESTs Hs.5887
N77151 Homo saplens mRNA for KIAAQ789 protein; pariial cds Hs. 61638
AAL8007T4 ESTs Hs. 622008
YOO787 intarlsukin 8 Hs.624
TO9788 ESTs Hs.64313
wa4341 tissue inhibltor of metalloprotainase 2 Hs.6441
L09209 amyloid beta (A4) precursor-like protein 2 Hs.64797
D12763 Intertaukin 1 receptorike 1 Hs.66
T18484 ESTs Hs.6607
AA253193 ESTs Hs. 6631
AA432248 ESTs Hs. 6738
X82200 stimulated trans-acting factor (50 kDa) Hs.68054
AAQB3572 v-ral simian leukemia viral ancogena hamelog A (ras ralatad) Hs.6906
* Lo0352 low density lipoprotein receptor (famflial hyparcholesteralermia} Hs.181182
[n75791 ESTs Hs.7153
X57579 H.sapiens aclivin bata-A subunit {axon 2)
cylochrome P450; subfamily | {aromatic compound-indugible);
X02612 palypeptide 1 Hs.72912
H44631 immediate sarly protaln ‘ Hs.737
AAQI0257 superoxide dismutase 2; mitochondrial Hs 177781
XB3703 H.saplens mRNA for eytokine Inducible nuclear protein Hs. 740119
L40355 Homo sapiens clone 23689 mRNA; complata cds Hs. 170001
AAZ27913 ESTs Hs.198456
X52947 gap junction protein; alpha 1; 43kD {(connexin 43) Hs. 74471
M11313 glpha-2-macroglchulin Hs. 74561
.14837 tight junction pratein 1 (zona accludens 1) Hs.74614
ME0721 Human homeobox gane, complete cds
j050209 activating franscription factor 4 {tax-rasponsive enhancer eloment BB7)  |Hs.181243
yc2Ba12.51 Stralagens llver (#837224) Homo sapiens cDNA clona
TE7986 IMAGE:82030 3" similar to gh:X14723 CLUSTERIN PRECURSOR Hs.75106
AA148318 Hurnan mRNA for KIAAQOGE gene; partlal cds Hs.75249
Lig7 105 dihydropyrimidinase-lika 2 Hs.173381
T25747 H.sapiens OZF mRNA Hg.75471
K02574 Accession not fisted In Genbarnk
tyrosine 3-monooxygenaseftryptophan 5~monooxyganase activation
D78577 protein; ela palypeptide Hs. 75544
%5333 matrix Gla protein Hs.75742
573591 upregulated by 1;25-dihydroxyvitamin D-3 Hs. 179526
X95735 Jzyxin Hs. 75873
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rExamplar UniGenelD{1 t/2%/
Accession Complete Title 99}
16862 G protein-coupled receptor kinase 6 Hs. 76297
U44975 Homa sapiens Kruppel-ike zing finger proteln Z{8 mRNA; complete cds  |Hs. 76526
|Me7795 Inhibitor of DNA binding 2; dominant negative helix-loop-helix protein Hs.1804918
1186782 2685 pmteasome-associated pad1 homolog Hs. 178761
AANGO3D1 ESTs Hs. 77310
M19287 trapomyosin 1 {alpha) Hs.77899
D269592 tissue factor pathway Inhibltor 2 Hs.78045
119314 phosphorylase kinase; bata Hs.195217
S78569 laminin; alpha 4 Hs. 78672
Human cysteine-rich fibroblast growth factor receptor (CFR-1} mRNA,
1J28811 camplete cds
77886 protein tyrosine phosphatase; raceptor type; K Hs.79004
C14407 neuronal lissue-eniched acidic proteln Hs.79516
L diphtheria foxin raceptor (heparin-binding epidermal growth factor-like
ME0278 growth factar) Hs.799
R81509 splicing factor; argininesserine-rich 11 Hs.184571
AALBT558 _|ESTs Hs.8135
086262 KIAANZ07 gene product Hs 81875
AA$78971 disabled (Drasophila) nomolog 2 {mltogen-responsiva phosphoprotein)  |Hs.81988
D50683 transforming growth factor; beta receplor Il (70-80kD} Hs.82028
56637 capping protein (actin flament) muscle Z-fine; alpha 1 Hs.184270
MB1 199 Human cleavage signal 1 protein mRNA; complete cds Hs. 82767
[m28882 Human MUG18 giyeaprotein mRNA, complete cds
215183 CDWS52 antigen (CAMPATH-1 antigan) Hs. 180532
353911 €034 Hs.B5289
U20734 Human transcription factor junB (junB) gene; 5' ragion and complete ¢ds  |Ha,198851
prostaglandin-endoperoxide synthase 2 (prostaglandin G/H synthase
D28235 and cyclooxygenasa) Hs.92309
ESTs; Waakly slmilar to |11l ALU CLASS A WARNING ENTRY 11!
AAZIGI24 [H.saplens} Hs. 82381
Homo sapiens mRNA for DEPP {(decldual protein induced by
AA148923 progesterone); completa cds Hs.93675
AA174183 ESTs Hs. 93872
ESTs; Weakly simllar to I ALL CLASS A WARNING EMTRY HIl
AALEE311 [H.saplans] Hs.83961
L 08069 heat shock protein; DNAJ-ke 2 Hs .84
AA4S2000 ESTs Hs.84030
IAA282140 ESTE ) Hs.3587
J02654 myosin regulatory light chain 2; smooth muscle isoform Hs 9615
1AAdazos4  inbospholipase C) gamma 1 {formerly subtype 148) Hs.993
goooon

gogd
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Accession # | UniGenalD Thie Gene Eos#
AA426573 |Hs.41135 |ESTs; Moderately similar to endomucin [M.muscuius} AAAD
D58024 Hs.57858 |ESTs, Waakly similar to KIAAD7E8 protain (H.sapians] AAAB
endathelial differentlation; sphingolipid G-protein-coupled
|M31210 Hs.154210 |receptor; 1 EDG1 AAAT
X06256 Hs.149609 |integrin; aipha 5 (florenectin receptor; alpha polypeptide)  |ITGAS AAR1
120859 Hs.78462 |solute carrier famiy 20 (phosphate transporter); member 1 |SLC20A1 JAAB3
X076820 Hs 22583 matrix metalloprotelnase 10 {stromelysin 2) MMP10 [AAB4
AA234743 [Hs.22120 [ESTs AABS
87519 Hs.16428 |[podocalyxin-like PODXL |AABG
03877 Hs.76224 [EGF-containing fibulin-like extracellutar matrix protein 1 EFEMPt |AABS
{M28882 Hs.211579 |melanoma achasion molecule MCAM AABI
X54925 Hs.83168 | matrix metalioprolsinase 1 {Interstitial collagenase) MMP AACT
AAD45136 |Hs.22575 [ESTs AAC2
[AA4Z2I98T7 |Hs.T567 ESTs AAC3S
IAA234743 |Hs, 22120 |ESTs AACA
ESTs: Moderately simitar to hedgehog-interacting protein

AA1G6125 |Hs.72118  |M.musculus) AACS
IAAD26351 [Hs.134797 |ESTs AACE
IAA432248 [Hs 6738 ESTs AACT
[AA227928 |Hs 6682 ESTs AALE
AA1B7490 |Hs.21941 |ESTs AAD1
AA2326845  [Hs.42609 |ESTs AADZ |
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TCTAAAGGTCGGEEECAGCAGCAMEATGUGAAGCGAGCCGTACAGATCCCGGECTCTCLG
ARCGCAACTTCGCCCTGCTTGAGCGAGCUTCCEETTITCCGAGGCCCTCTCCAGCCARGGA
ARAGCTACACAALAAAGCCTEGATCACTCATCGAACCACCCCTGAMGCCAGTGAAGGCTCT
CTCECCTCECCCTCTAGCGTTCOTCTGGAGTAGCGCCACCCCEEGCTTCCTGEEGEACACAG
GEITGECACCATGEEGCCCACCAGCEGTCCCGCTGETCARGGCCCACCGCAGCTCGGTICTC
TGACTACGTCAACTATGATATCATCGTCCGECATTACAACTACACCGGAAAGCTGAATAT
CAGCGCGGACAAGGAGAACAGCATTAAACTGACCTCGETIGGTGTTCATTCTCATCTECTG
CTIPATCATCCTGEAGAACATCTITGTCTTGCTGACCATTTCGAARACCRAAGAAATTCCA
CCEACCCATGTACTATTTTATTGGCAATCTGGCCCTCTCACACCTETTGGCAGGAGTAGC
CTACACAGCTARCUTECTCTTETCTEGEECCACCACCTACARAGOTCACTCCCGCCCAGTE
GTTTCTGCEEEARAGEGAGTATETITETGECCCTGTCAGCCTCCEGTETTCAGTCTCCICEL
CATCEGCCATTRAGCRCTATATCACAATGC TEGAAARTHADACTCCACARCCEGAGCARTAS
CTTCCGCCTCTTCCTGCTAATCAGCGCCTGCIGGGTCATCTCCCTCATCCTGGGTGGCCT
GCCTATCATEEGCTEGGAACTGCATCAGTECGCTETCCAGCTGCTCCACCGTGCTECCGOT
CTACCACAAGCACTATATCCTCTTCTIECACCACGETCTTCACTC TGCTTCTGCTCTCCAT
CGTCATTCTETACTGCAGAATC TACTCCTIGEGTCAGGACTCGGAGCCGCCEBCCTGACGTT
CCECAAGAACATTTCCAAGGCCAGCCGCAGCTCTGAGAATOTGGCECTECTCAAGACCOT
AATTATCGTICCTEAGCATCITCATCECCTECTGGECACCECTCTTCATCCTECTCCTEGLT
CEATCTECECTGCAAGCGTGAAGACCTECTCGACATCCTCTTCAGAGCEGGASTACTTCCTGGT
GITAGCTGIGCTCAACTCCGGCACCAACCCCATCATT PACACTCTGACCAACANGGAGAT
GCGTCGEECCTTCATCCGGATCATGTCOCTGCTGCAAGTGCCCGAGCGGAGACTCTGC TGS
CARATTCARGCGACCCATCATCGCCGECATGEAATTCAGCCGCAGCADMATCGGACAATTC
CTCCCACCCCCAGRARGACGAAGGEFACAACCCAGAGACCATTATGTCTICTGEAAACGET
CARCTCTTCTTCCTAGARCTGEAAGC TGTCCACCCACCGGAAGUGCTCTTITACTIGETCG
CTEGCCACCCCAGTETTIGGAARAARARTCTCTGGECTTCGACTGCTIGCCAGGGAGGAGCT
CCTECARGCCAGAGCCAGGAANGEEEAGAATACGAACAGCCTCETGETGTCEEETCTTGE
TEEGTACAGTTAGTTCCTETGAACAATGCACTEGCAAGCEGTEEAGATCAGGTCCCGGCCT
GEAATATATATTCTACCCCCCTGGAGCTTTGATTTTGCACTGAGCCAAAGGTCTAGCATT
GTCAAGCTCCTAAAGCGET TCATTTEECCCCTCCTCAAAGACTAATGTCCCCATGTGARAG
CETCTCTTTETCTGGAGC TTTGAGEGAGATGTTTTCCTTCACTTTAGTT TCAAACCCAAGT
GAGTGTETGCACTTCTIGCTICTTTAGGGATGCCCTGTACATCCCACACCCCACCCTCCCT
TCCCTTCATACCCCTCCTCAACGTTCTTTTACT T TATACTTTAACTACC TGAGAGTTATC
AGAGCTEGEETTGTAEGAATGATCHEATCATCTATAGCAARTAGGCTATGTIGAGTACGTAG
GCTETGECARGATCGAAGATGGTTTGGAGGTCTAAAACAATGTCCTTCGCTGAGGCCAARG
TTTCCATGETAAGCGGGATCCGITT T T IEGAAT T TCGTTCAAGTCACTTTGATTTCTTTAA
AABRACATCTITTCAATGAARTGTETTACCATTI TCATATCCATTGAAGCCGARATCTGCAT
AAGGAAGCCCACTTTATCTAAATGATATTAGCCAGGATCCTTEGETGTCCTAGGAGAAACA
GACAAGCAARAACARAGCTCAARNCCCAATGCATTAACTTTTGC AARCCAAGGGAGAT T ICY
TAGCAAMPGAGTCTARCAA ATATGACATCCETCTTTCCCACTIETGTTCATGTTTATTTC
AGRATCTIGIGTGATTCATI TCARGCAACAACATGTTGTATTTTGE TG TGT TAADAGTAC
TTTTCTTEATTT I TGAATGTAT TTGT T TCAGCARGAAGTCATTTTATGGATTTTTCTARC
CCETETTAACTTTTCTAGAATCCACCCTCT TG LGCCUTTARGCATTACTTTAACTGGTAG
GERACGCCAGAACTTTTAAGTCCAGCTATTCAT TAGATAGTAATTGAAGATATGTATARA
TPATTACAAAGAATAARAATATATTACTETCTCTTTAGTATGETITTCAGTGCAATTARAC
CGAGAGATETCTTGTTTT TTTAAAAAGAATAGTATTTAATAGGTTTCTGACTTTTETGGA
TCATTITGCACATAGCTTTATCAACTTTIAAACATTAATARACTGATTTTTTTAALG

FIG._11
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CAGGACAGEGAAGAGCGGECECTATEECERAGCCEEACHCCACAGTCCCCTCTCCACECCATECAGCTARG
CPEEEGECCCCBELELCEACCCUCEC TCETECCUC TUC TG I TRC TG TCETECUCGCUGCCACCCAGRRETC
GEGEGCTTCAACTTAGACECGERAGGCCCCACCAGTAC TC TCGGGGCCCCCEGEECTCCTICTICGGATTCT
CAGTGGAGTTTTACCEGCCGEGAACAGACGGEETCACTCTEC TEGIGEGAGCACCCARGECTARTACCAG
CCAGCCAGRAGTGCTECAGGETEGETEC TRTCTACC TCTUTCC TIGGEETECCAGCCCCACACAGTGCACE
CCCATTGAATTTGACAGCAAAGGCTCTCEECTCOTRGAGTCC TCACTGTCCAGCTCAGAGECAGAGGAGC
CTGIGGAGTACAAGTCC TTECAGTGETTCEECECA ACACTTCRACCCCATGECTCCTCCATCTIGGCATG
CGCTCCACTGTACAGCTGECECACAGAGAAGEAGCCACTEAGCEACCCCETEEECACCTECTACCTCTCS
ACAGATAACTTCACCCEAATTCTEGACTATGCACCCTECCGCTCAGATTTCAGCTIGECCACCAGGACAGE
GTTACTGCCAAGGACCCTTCAGTCCCCAGTTCACCAARACTCECCETCTCOTT I TACGTCCACCAGGAAG
CTATTICTEGECARSGCCACATCC TG TC TEC CACTCACEACCAGATTGCAGAATCTTATTACCCCGAGTAC
CTGATCAACCTGET TCAGGGGCAGCTECAGACTCGCCACCCCAGTICCATCIATCATGACAGCTACCTAG
GATACTCTGTGECTCTTCGTGART TCAGTGGTGATGACACAGARGAC TTTETTECTEGTGTGCCCARAGE
GAACCTCACTTACGECTATCTCACCATCCTTAATGGCTCAGACAT TCGATCCOTCTACAACTTCTCAGGE
GARCAGATGGCCTCCTACTTIGGC TATGCAGTGECCECCACAGACETCAATERCGACGGGCTEGATCACT
TACTAETCEGEECACCCCTECTCATEGATCEGACCCCTGACEEECEECCTCAGCAGHTGEGUAGGETCTA
COTCTACCTECAGCACCCAGCCORCATAGAGCCOACGOCCACCO TTACCCTCACTERCCATGATGAGTTT
GECCGATTTEECACCTCCTTGACCCCCCTGEGGEACCTGGACCAGCATCECTACRATGATCTEGCCATCG
GGECTCCCTTTGETCECCACRCCCACCAGCAACTAGTETTTE AT TCCTCRGACCCCACCAGUGOTERE
CTCTAAGCCTTCCCAGGTTCTGCAGCCCCTETERGCABCCAGCCACACCCCAGRCTICTTTORCTCTRCC
CTTCCAGGAGECCEAGACCTCGATGECARTCGATATCCTGATCTIGAT TETECEETCOTTTCETETECATA
AGCCTETEETATACAGEEECCECCCCRTCH TG TCCEC TAGTGCC TCCCTCACCATCTICCCCECCATRTT
CAACCCAGAGEAGCGRAGCTECAGCTTAGAGGEGA ACCCTGTGECCTCCATCAACCT TAGCTTCTECCTC
AATGCTTCTGGAARACACGT TGC TGACTCCAT TGETT TCACAGTGGAACT TCAGCTEGACTGGCAGARGC
AGARGGEAGGGRTACGECEEGECACTETTCCTEGCCTCOAGECAGGUAACCOTGACCCAGACCCTGCTCAT
CCAGAATGGGECT COAGAGGATTGCAGAGAGATEAAGATCTACC TCAGGAACGAGTCAGAATTTCGAGAC
AAACTCTCGCCGATICACATCGCTCTCAACTTCTCCTTEGACCCCCAAGCCCCAGTEGACAGCCACGGCC
TCAGGCCACCCCTACATTATCAGAGCARGAGCCEGATAGAGGACAAGGCTCAGATCT TGCTGGACTETAG
AGAAGACARCATCTCTETECCTCACCTGCAGCTGGAARTGTT TEGCEAGCAGAACCATGTGTACCTGGET
GACRAGAATGCCCTGAACCTCACTPTCCATGCCCAGAATGTCCH TCAGCETEECCCCTATCACGCTCAGC
T TCEGETCACCACCCCTCCACAGGCTEAGTAC TCAGGACTCGTCAGACACCCAGGEAACT IO TCCAGCOT
GAGCTGTGACTACT TTGCCRTGARCCARRGOCCCCTCL TGE T ETETGACC TEGRGCAACCCCATEAAGGA.
GGAGCCAGTCTETEGERTEECCTICEE T T TACAGTCCC TCATCTCCSGRACAC TAAGRAAACCATCCAGT
TTEACTTCCAGATCCTCAGCAAGAATC TCARCARCTCECARAGCGACCTEETTTCOTTTCCECTCTCCET
GEAGCCTCAGECCCAGETCACCCIGARCGETETC TCCAAGOCTGAGECAGTGC TATTCCCAGTARGCGAC
TGECATCCCCEAGACCAGCC CIGGEACCTECTATCCACCATGTC TATGAGCTCA,
TCAACCRAGGCCCCAGCTCCATTAGCCAGGUTATECTEGAACTCAGC TETCCCCAGGCTC TGERAGGTCA
GCAGCTCCTATATGTGACCAGAGT TACGEGACTCAACTECACCACCAATCACCCCATTAACCCAARGGGEC
CTECACTTEGATCCCEACEETTCCCTECACCACCAGCAAAAACGEEAAGCTCCAAGCCECAGCTCTECTT

FIG._17-1
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CCTCGREACCTCAGATCCTGARATGCCCRGAGGCTCARTGTT TCAGGCTGCGCTETERAGC TCEEACCCoT
GLACCAACAAGRGAGCCARAGTCIGCAGI TGCAT I TCCEAGTCTGEECCAAGAC TITCTTGCAGCGEGEAG
CACCAGCCAT T TAGCCTGCAG TG FGAGGC TG TG RACAAACCCCTGAAGRATGCCC TACCCAATCCTGCCTC
GECAGCTGCOOCARAAAGAGCETCAGETGECCACABCICTECARTGEGACCAAGECAGARGGCAGCTATES
CETCCCACTRTGEATCATCATCCTAGCCATCCTET T TEECOTCO TG TCCTAGE TCTACTCATCTACATC
CTCTACAAGCTTGGAT TCTTCARACGCTCCCTCCCATATGECACCCCCATGGAARRAGCTCAGCTCARGC
CTCCAGCCACCTCTGATGCCTGAGTCCTCCCAATTTCAGACTCCCATTCCTCGARCARCCACTCCCCCCAC
CCTCATTCTACTGAARAGEAGGEGTCTCAGTACT TCTTGARGGTGCTGACGGCCAGICAGRAGC TCCTCT
CCCCAGCCCAGRGACATACTIGAAGOGCCAGAGCCACECOEGCTGACRAGC TGEEEATCCCTCCCCCCCAT
SCACTOTEAAGCACCCTTET TTACACATACCCTC T TCATOSATGGECCAACTCACATCCACGGACAGAGS
CCCAGCCTCCCTGARGCCTTIGCAT TTTGCGAGAGT TTCCTGAAACAACTGEARAAGATAACTAGGARATCC
APTCACAGTICTTTGEECCAGACATACCACAAGCACTTCCTGTUCAGCTCCAALCTGCAARGATCTGTCC
TCAGCCITCCCAGAGATCCARAAGARGUCCCCAGTAAGAACCTEGAAC TIGGGUAGT TAAGACC TEGCAG
CTOTGEACAGCCOCACCCTEETEEGCCARCAARGE ACACTA ACTATGCATEETECCCCAGGACCAGCTCA
GGACACATCCCACAAGEATACGATCGCTGECCCAGGECCAGAGCCCAGCTCCAAGEEGAATCAGAACTCARR
TEGEECCAGATCCAGCCTRECGTCTEGAGT TGATC TGRAACCCAGRCTCACGRCATTGGCACCAATCCAGG
CAGATCCAGGACTATATTTECGCCTGCTCCACGACCTGATCCTECEAGCCCCAGTTCACCCTGATTI TAGHRAG
AARGCCAGGRAATTTCCCAGGACCTGARGGGECCATGATGECAACAGATCTGGARACCTCAGCCTEECCAGAT
ACAZGCCCTCCCTETTCCCCAGACGARAGEGGAGCCCACTETCCTEEGCCTECAGAATTTGEETTCTECCT
FCCAGCTECACTEATEC TECCCCTCATCTCICTGCCCAACCCTTCCCTCACCT TEGECACCAGACACCCAG
GACTTATTTAAAC TARATCTGACCCAGTGCCCCCACTGACCAGARACTACGAAAAA
AARR

FIG._17-2
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dUSABNTITADVOVHASTEASAAGS DS NN TS TIOACIOL DML TITHAALIITOOMNTS YOV MHAND TADA T TISONAT L
ARS8 5ANOdHENIDS AEVEd VL AS T VEATODHDANS VHAL TN TVIDICS TAANNG DI AT IS TAIAD INGHDDCTIT
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ARGGCCCTGLCAGCT TGEGAGGERATTGTCCCTGCCTGETICT SGAGARAGRAGATATTGACACCATCTAL
GGGCAC AACTGCTTCAAGTGACCAT TCT T T TC T ICTGCCCAGTAT T TGCAGCAGTAACAGCACAG
GTGTTTTAGAGGCAGCTAATAATTCACT TG TTGTTACTACARCAAAACCATCTATAACAACACCARACACE
GARTCATTACAGAAARATGTT GTCACACCAACAACTGOARCANC T CCTAANGGARCAATCACCARTGART T
ACTTAARATGTCTCTGATGTCARCAGCTACT TT T TAACARG T AARGATGAACGATTGAARGCCACARCCR,
CTGRTGTCAGGAAGARTGACT CCATCATTTCARACGTAACAGT RBACAAGTG T TACACTT CCOARTGCTGT T
TCAACATTACAAAGT TCCAARCCCARGACT GARRCTCAGAGTT CAATTARRACAACAGAAATACCAGETAG
TGTTCTACAACCAGATGCATCACCTICTAAAACTGGTACAT TAACCTCARTACCAGT TACAAT TCCAGARR
ACACCTCACAGTCT CRAGTAATAGRCACTGAGEGTGGAARARRTGCARGCACTTCAGCARCCAGCCGRTCT
TATTCCAGTATTAT TTTGCCGGTGGETTATTGETTTGAT IGTARTAACAC TTICAGTATI TGTTCTGGTORE
TTTGTACCGAATGTGC TGGAAGGCAGRT CCREGCACACCAGARARTGGARRTGATCARCCTCAGTCTGATA
AAGAGAGCGTGARGCTTCT TACCGTTAAGACAAT TTCTCATGAG TCTGGTGAGCACTCTGCACAAGGARAR
ACCAAGAACHGHCAGCT TGAGGARTTCTCTCCACACCTAGGCARTAATTACGCT TARTC I TCAGCT TCTAT
GCACCAAGCGTGGAARAGGAGAAAGT CCTACAGAATCAATCCCGACTTCCATACCTGCTGCTGEACTGTAC
CAGACGTCTGTCCCAGTARAG TGATGTCCAGCTGACATGCARTARTTTGATGGARTCAARAAGARCCCCGE

TR TACCTACTGT TAGTAT TP AT TG TT PACCACTATGT TAATGCAGGEARAAG T TCCACCTGTATTATTAR
ATA T AGGTACARA T CATACCATGCCTAC T T I GTACATATAACTA T TTATTCCTGCT T TCCTGTrAC T T TT
ARTAAATAACTACTGTACTCAATACTCTAAAAATACTATAACATGACTSIGARAATGGCAATG TTATTGTC
'I'TCCTATM‘I‘TJ‘-\TGMTATTT'l"I'GGATGGATTATTAGAATAC&TGMCTCRCTMTGMGGCATTTGTM
TARGTCAGAAAGECACATAGEATT CACATATCAGRACT S TTAGGGGEAGAGNTAAT TATCAGTTCTTTGRTC
I TAT T TGTCAT TCATACTATG I GATCARGATGTARGTGCAAGGGCATTTATARCACTATACTECATTC
ATTAGATAT

gododgd
BAAD 917 K

LTy T LT TR ST SN S TGVLERANNS LVV T TTK PS [T TPNTESLQENVV T PT TG T TPKGTT TNELLK
HSLMSTATFLTSKDEGLKATTTDURKHDSIISNVTVTSVTLPNAVETLQSSKPKTETQSSIKTTEIPGSVL
OPDASPSKTGTLTS I PVTIPENTSRSOVIXTEGCKNASTSATSRSYSST 1L P IETs )
RMCHEADPG TPENGNDQFQSDKESVKLL TVKTISHESGEHSAQGKTEN
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EICaTC TTGCATTCCTTG TG TG T TETETCTGCCAGTCTGCTCTGCCTATCCTC TGAGTGEER
CAGCARAAGAGGAGGACTCCAACARGGATCTTECCCAGCAATACCTAGAAAAGTACTACAAC
CTCGAAAAGGATG TGAAACAGTTTAGARGAAAGGACAGTARTC TCATTGTTAARAARRATCCA
AGGAATECAGAAGTTCCTTECGTTECAGCGTEACAGCGGARGCTAGACACTEACACTCTEGAGE
TEATGCGCARGCCCAGGTETGRAGTTCCTGACGTTECICACTECAGCTCCTTTCCTGGCATECC
GRAAGTGGAGGAAAACCCACCTTACATACAGCAT PGTGARTTATACAC CAGATTTGCCALGAS
ATGOTGTTGATTCTGCCATTGAGARAGCTCTGAARGTCTGGGRAGAGGTGACTCCACTCACAT
TCTCCACEC TG T AT CARGEACACGCTCATATAATGAT CTCT TTCCCAGTTARAACARCATGCAG
ACTTTTA OO TG ATEGCCCAGGACACA ST TTECCTCATGCCTACCCACCTOCACCTRGEOT
TTATGGAGATATTICACTTTGATGATGATGAAARATGEGACAGARGATGCATCAGGCACCAATTT
APPCCTCGTIGCTGCTCATGAAC PIGECCAC PCCOTECEECTCTTTCACTCARCCAMCACTCEAA.
GCTTTGATGTACCCACTCTACAACTCATTCACAGAGCTCGCCCAGTTCCECCTTTCGCAAGATE
ATGTCAATGECATTCAGTCTCTC TACGEACCTCCCCCTECC IO TAC TEAGUAACCCCTEETECC
CACAARATCTGTTCOTTCGEGATCTGAGATEGCCAGCCAAGTGTGATCOTGCTTTGTCCTTCGAT
GCCATCAGCACTC TGAGGEUAGAATATC TG TTCTT TAAAGACAGATAT T TGECGAAGATCC
CACTGEAACCCTCAACCTGAATTTCATT TEATTTCTGCATTTTGGCCCTCTCTTCCATCATATTT
GEATGCTGCATATGAAGTTAACAGCAGGGACACCGTT TTTATITTTARAGGARATGAGITCTG
GECCATCAGAGEAARATGACGGTACAAGCAGGT TATCCAAGAGECATCCATACCCTGGETTTTC
CTCCAACCATAAGGAAAATPGATGCAGC TG TTTCTGACAAGGAAAAGAAGAARACATACTTC
T AGCECACARA TACTEGAGATT TEATCAAAATAGCCAGTCCATEGAGCAAGECTTCCOT
AGACTAATAGCTGATGACTTTCCAGEAGTTGAGCCTAAGGT TGATGC TG TATTACAGGCATTT
GGATTTTTCTACTTCTTCAGTGGATCATCACAGTTIGAG T I TGACCCCARTGCCAGGATEETGA.
CACACATATTAAAGAGTAACAGCTEGTTACATTGCTC TAGATAS

FIG._23
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Small Intesting 2 [X]

Small Intesting 1 [X]

3kin 1 (X

Prostatz (X

Pancreas X}

Muscle [X]

Lung 2 [X]

lung 1 %]

Liver 2 [X]

Liver 1 [XE
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HMEGC [¥]

HMEG total RNA [H]

Heart 2 [X]
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Fibroblasts 2 [X]
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Colon 4095 8][H]
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PMA HUVEC Q hr[H]
gis 12 hr SF X}

=~gfs 24 hr[X]

Z-afs 6 hr [X]

=-gfs 2 hr SF [X]
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2. D Glaims Nos.:
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This Internatianal Searching Authority found muliple inventions in 1hiz international application, as fallows:

see additional sheet
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searchable claims.
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l:[ No protest accompanied the payment ol adgitional search fees.
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International Application No. PCT/US 00/22861

FURTHEK INFOCRMATION CONTINUED FROM  PCTASA! 210

This International Searching Authority found muitiple (groups of)
inventions in this international application, as follows:

1. Claims: Invention 1: Claims 1-33 (all in part]
Methods and proteins involving vaccinia related kinase 2
(VRK2)

2. Claims: Inventions 2-413@: Claims 1-33 (a1l in part}

Methods and proteins involving one of the proteins listed in
tables 1-5
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