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EBES BIEFHE
D59253 NCBP interacting protein 1
D78514 Ubiquitin-conjugating enzyme
D83767 Rep-8

HG1139-HT4910
HG3484-HT3678
J04152

Fk506-Binding protein
Cdc-like kinase 1 (Clk1)
Tumor-associated antigen GA733-1, M1S1

M21154 S-adenosyimethionine decarboxylase
M60724 p70 Ribosomal S6 kinase alpha-1

M84349 Transmembrane protein CD59

S61953 c-ErbB3 receptor tyrosine kinase

U52960 RNA polymerase Il complex component SRB7
us4720 Export protein RAE1

U92014 Defective mariner transposon Hsmar2

Z18951 Caveolin
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EBRES BEFH

AB000409 Serine/threonine protein kinase MNK1
AB000450 Putative serine/threonine protein kinase VRK2
AB002380 Leukemia-associated Rho GEF
AB003102 Proteasome 26S subunit p44.5
AC002045 CIT987SK-A-589H1

AF002020 Niemann-Pick C disease protein (NPC1)
AF008445 Phospholipid scramblase

D00723 Hydrogen carrier protein, glycine synthase
D14659 KIAAO103

D21852 KIAAD029

D26535 Dihydrolipoamide succinyltransferase
D28364 Annexin 1l

D29677 KIAA0054

D29810 Unknown product

D29956 Ubiquitin specific protease 8

D30756 KIAA0049

D31883 Actin-binding LIM protein

D32002 Nuclear cap binding protein

D38521 KIAA0077

D38552 KIAA0073

D38553 KIAA0074

D43947 KIAA0100

D43948 ch-TOG

D50645 SDF2

D50663 Dynein (TCTEL1)

D50912 RNA-binding motif protein 10

D50916 Ubiquitination factor E4A

D61391 PAP39

D63480 KIAAO146

D63506 Syntaxin-binding protein 3

D63875 TPR-containing/SH2-binding protein
D63880 KIAA0159

D78586 Multifunctional protein CAD

D79983 KIAAO161

D79987 KIAA0165

D79988 KIAA0166

D79991 KIAA0169

D83776 KIAA0191

D83781 KIAA0197

D84307 Phosphoethanolamine cytidylyltransferase
D86981 Amyloid precursor protein-binding protein 2
D87435 KIAAD248
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D87446 KIAAQ257

D87448 DNA topoisomerase lI-binding protein
D87743 Solute carrier family 9

HG1869-HT1904
HG2379-HT3996
HG4094-HT4364
J04088
J04501
J04543
L06845
L0O7033
LO7540
LO7597
LO7758
121936
L25444
125931
L33075
L33881
L38810
L40395
L41870
L47276
M15796
M19267
M22632
M23379
M24486
M29204
M29550
M30496
M33518
M34309
M37400
M55905
M58525
M59911
M61764
M62994
M74089
M85085
m8a6707

Male enhanced antigen

Serine hydroxymethyltransferase, cytosolic
Transcription factor Lsf-Id

DNA topoisomerase || {top2)

Muscle glycogen synthase

Synexin

Cysteinyl-tRNA synthetase
Hydroxymethylglutaryl-CoA lyase
Replication factor C, 36-kDa subunit
Ribosomal protein S6 kinase 2

IEF SSP 9502

Succinate dehydrogenase flavoprotein subunit
TAFII70-alpha

Lamin B receptor

Ras GTPase-activating-like protein IQGAP1
Protein kinase C iota isoform

Proteasome 26S subunit p45

Eukaryotic initiation factor 2B-beta
Retinoblastoma susceptibility protein (RB1)
Alpha topoisomerase truncated-form

PCNA

Tropomyosin

Mitochondrial aspartate aminotransferase
GTPase-activating protein ras p21

Prolyl 4-hydroxylase alpha subunit
DNA-binding factor

Calcineurin A1

Ubiquitin carboxyl-terminal hydrolase
HLA-B-associated transcript 2 (BAT2)
Epidermal growth factor receptor HER3
Cytosolic aspartate aminotransferase
Mitochondrial NAD(P)+ dependent malic enzyme
Catechol-O-methyltransferase

Integrin aipha-3

Gamma-tubulin

Filamin B

TB1

Cleavage stimulation factor

Myristoyl CoA:protein N-myristoyl transferase
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BRES BEFH
M87338 Replication factor C, 40-kDa subunit (A1)
M87339 Replication factor C, 37-kDa subunit (RFC4)
M88163 Global transcription activator (1SNF2/SWi2)
M91432 Medium-chain acyl-CoA dehydrogenase (MCAD)
M92439 Leucine-rich protein
M93056 Monocyte/neutrophil elastase inhibitor
M95809 Basic transcription factor 62kD subunit (BTF2)
M95929 Homeobox protein PHOX1
M97935 Transcription factor ISGF-3
558544 75kDa infertility-related sperm protein
S59184 RYK=related to receptor tyrosine kinase
872904 APK1 antigen=MAb KI recognized
$78085 PDCD2, Rp8 homolog
580343 Arginyl-tRNA synthetase (ArgRS)
uo1062 Inositol 1,4,5-triphosphate receptor type 3
u02566 Receptor tyrosine kinase tif
uo4285 Lysosomal acid lipase
u06631 H326
uo07231 G-rich sequence factor-1
uo7es1 Isocitrate dehydrogenase 3 (NAD+) alpha
uo7919 Aldehyde dehydrogenase 6 (ALDHE)
uossi5s Splicesomal protein SAP61
u10324 Nuclear factor NFOO
U11791 Cyclin H
U1s174 Nip3
U15306 DNA-binding protein NFX1
u18291 CDC16Hs
u18934 Receptor tyrosine kinase DTK
U20979 Chromatin assembly factor-1 p150 subunit
U22233 Methylthioadenosine phosphorylase
U23028 Eukaryotic initiation factor 2B-epsilon
U23946 LUCA15
u2e648 Syntaxin 6A
U27459 Origin recognition complex protein 2 homolog
U27460 Uridine diphosphoglucose pyrophosphorylase
uU28413 Cockayne syndrome complementation group A
u28811 Cystein-rich fibroblast growth factor receptor
u28831 Immuno-reactive with anti-PTH Ab
U28963 Gps2
U30313 Diadenosine tetraphosphatase
u30521 P311 HUM -3.1
u30827 Splicing factor SRp40-3 (SRp40)
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BHRES BiEFE
u30828 Splicing factor SRp55-2 (SRp55)
U34252 Gamma-aminobutyraldehyde dehydrogenase
U34683 Glutathione synthetase
U36341 SLC6AS8
U40282 Integrin-linked kinase
U46006 Smooth muscle LIM protein (h-SmLIM)
u49844 FRAP-related protein (FRP1/ATR)
Us0078 Guanine nucleotide exchange factor p532
U50939 Amyloid precursor protein-binding protein 1
U53468 NADH:ubiquincne oxidoreductase subunit B13
U57629 Retinitis pigmentosa GTPase regulator
ueoso8 CDP-diacylglycerol synthase
u61145 Enhancer of zeste homolog 2
ue1263 Acetolactate synthase homolog
U63743 Mitotic centromere-associated kinesin (MCAK)
ues785 Oxygen-regulated protein ORP150
u72514 cf
U72515 caf
U76764 CD97
U77413 O-linked GicNAc transferase
U77949 Cdc6-related protein (HsCDC6)
U79241 Clone 23759
us0034 Mitochondrial intermediate peptidase precursor
Us1554 CaM kinase Il isoform
u8s611 DNA-PK interaction protein (KIP)
U8g9606 Pyridoxal kinase
U90426 Nuclear RNA helicase
U94319 Transcription coactivator p75 (DFS70)
U95740 362G6.1
u97188 Putative RNA binding protein KOC
X06745 DNA polymerase alpha subunit
X13482 U2 snRNP-specific A protein
X51956 Neuron specific (gamma) enolase
X53587 Integrin beta-4
X54199 GARS-AIRS-GART
X54867 NKG2-A
X59871 T cell factor 1
X61100 75 kDa subunit NADH dehydrogenase precursor
X66364 Serine/threonine protein kinase PSSALRE
X68836 S-adenosylmethionine synthetase
X70476 Subunit of coatomer complex
X75535 PxF
gooood
BI2R (ke I
BHRES BizT4H
X81003 HCG V
X84740 DNA ligase Hl
X94754 Yeast methionyl-tRNA synthetase homologue
X98248 Sortilin
X99209 Arginine methyltransferase
YO08612 Nup88
Y08682 Carnitine palmitoyltransferase | type |
Y13115 Serine/threonine protein kinase SAK
211518 Histidyl-tRNA synthetase
217227 Transmenbrane receptor protein CRF2-4
246629 SOX9
268747 Imogen 38
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BRES BETEH
D78514 Ubiquitin-conjugating enzyme
D83767 Rep-8

HG1139-HT4910
HG3484-HT3678

Fk506-Binding protein
Cdc-like kinase 1 (Clk1)

M21154 S-adenosylmethionine decarboxylase
M60724 p70 Ribosomal S6 kinase alpha-1
S$61953 c-ErbB3 receptor tyrosine kinase
U52960 RNA polymerase Il complex component SRB7
usa720 Export protein RAE1
Ug2014 Defective mariner transposon Hsmar2
* *
gg4§DDDD

BRES BEFE

AB000409 Serine/threonine protein kinase MNK1

AB000450 Putative serine/threonine protein kinase VRK2

AC002045 CIT987SK-A-589H1

AF008445 Phospholipid scramblase

D00723 Hydrogen carrier protein, glycine synthase

D14659 KIAA0103

D21852 KIAAQ029

D26535 Dihydrolipoamide succinyltransferase

D32002 Nuclear cap binding protein

D38521 KIAA0077

D38553 KIAA0074

D43947 KIAAD100

Ds50912 RNA-binding motif protein 10

D61391 PAP39

D63480 KIAAO146

D63880 KIAAO159

D78586 Multifunctional protein CAD

D79983 KIAAO161

D79991 KIAAD169

D83781 KIAA0197

D84307 Phosphoethanolamine cytidylyltransferase

D87446 KIAA0257

HG1869-HT1904
HG2379-HT3996
HG4094-HT4364
Jo4088

L07758

121936

125931

L38810

L41870

L47276

M19267

M22632

M29204

M29550

M30496

M34309

M55905

M61764

M85085

M87338

Male enhanced antigen

Serine hydroxymethyltransferase, cytosolic
Transcription factor Lsf-Id

DNA topoisomerase II (top2)

IEF SSP 9502

Succinate dehydrogenase flavoprotein subunit
Lamin B receptor

Proteasome 268 subunit p45

Retinoblastoma susceptibility protein (RB1)
Alpha topoisomerase truncated-form
Tropomyosin

Mitochondrial aspartate aminotransferase
DNA-binding factor

Calcineurin A1

Ubiquitin carboxyl-terminal hydrolase
Epidermal growth factor receptor HER3
Mitochondrial NAD(P)+ dependent malic enzyme
Gamma-tubulin

Cleavage stimulation factor

Replication factor C, 40-kDa subunit (A1)
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ERES BEFE
M91432 Medium-chain acyl-CoA dehydrogenase (MCAD)
M92439 Leucine-rich protein
Mo3056 Monocyte/neutrophil elastase inhibitor
M85809 Basic transcription factor 62kD subunit (BTF2)
M97935 Transcription factor ISGF-3
S§72904 APK1 antigen=MAb Kl recognized
$78085 PDCD2, Rp8 homolog
uo1062 Inositol 1,4,5-triphosphate receptor type 3
uo7231 G-rich sequence factor-1
uoss1s Splicesomal protein SAP61
U11791 Cyclin H
U15306 DNA-binding protein NFX1
U18291 CDC16Hs
U18934 Receptor tyrosine kinase DTK
U20979 Chromatin assembly factor-I p150 subunit
U22233 Methylthioadenosine phosphorylase
u23028 Eukaryotic initiation factor 2B-epsilon
U23946 LUCA15
U28831 Immuno-reactive with anti-PTH Ab
U28963 Gps2
u3osz28 Splicing factor SRp55-2 (SRp55)
U34683 Glutathione synthetase
u40282 Integrin-linked kinase
U49844 FRAP-related protein (FRP1/ATR)
U50939 Amyloid precursor protein-binding protein 1
Us7629 Retinitis pigmentosa GTPase regulator
U61145 Enhancer of zeste homolog 2
u72514 caf
U77413 O-linked GlcNAc transferase
U77949 Cdcé6-related protein (HsCDC6)
U79241 Clone 23759
u80034 Mitochondrial intermediate peptidase precursor
Us1554 CaM kinase |l isoform
u8s9606 Pyridoxal kinase
U94319 Transcription coactivator p75 (DFS70)
X06745 DNA polymerase alpha subunit
X13482 U2 snRNP-specific A protein
X51956 Neuron specific (gamma) enolase
X54199 GARS-AIRS-GART
X61100 75 kDa subunit NADH dehydrogenase precursor
X68836 S-adenosylmethionine synthetase
X70476 Subunit of coatomer complex
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BHES BiEFHE
X75535 PxF
X99209 Arginine methyltransferase
Y08612 Nup88
Y08682 Carnitine palmitoyltransferase | type |
Z17227 Transmembrane receptor protein CRF2-4
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<211> 19
<212> DNA
<213> Artificial Sequence
<220>
<223> primer
<400> 1
gaaggtgaag gtcggagtc
19
<210> 2
<211> 20
<212> DNA
<213> Artificial Sequence
<220>
<223> primer
<400> 2
gaagatggtg atgggatttc
20
<210> 3
211> 22
<212> DNA
<213> Artificial Sequence
<220>
<223> primer
<400> 3
gcattttacg gttccctgag at
22

<210> 4

<211> 22

<212> DNA

<213> Artificial Sequence

<220>

<223> primer

<400> 4

gatacgccac atgttcacct tc
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<210> 5

211> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> primer

<400> 5

cagaatcaat agcccagaga gctt
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<210> 6

<211> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> primer

<400> 6

gttgtggcgt tagaagattg gatc
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<212> DNA
<213> Artificial Sequence
<220>
<223> primer
<400> 7
gtcattctgc tgagcttgca ctta
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<210> 8
<211> 25
<212> DNA
<213> Artificial Sequence
<220>
<223> primer
<400> 8
gagagattct accaggtcgt catca
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<210> 9
<211> 23
<212> DNA
<213> Artificial Sequence
<220>
<223> primer
<400> 9
ccaagttacg aagctctgtc cat
23
<210> 10
<211> 23
<212> DNA
<213> Artificial Sequence
<220>
<223> primer
<400> 10
tgtaggctgt ctggagcatc tct
23
<210> 11
<211> 22
<212> DNA
<213> Artificial Sequence
<220>
<223> primer
<400> 11
tgttgattcc tcagaacgca tc
22
<210> 12
211> 24
<212> DNA
<213> Artificial Sequence
<220>
<223> primer
<400> 12
tgtatcatct cgcctaagac caag
24
<210> 13
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<223> primer

<400> 13

atctcaccag gcataagctc ct
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<213> Artificial Sequence
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<223> primer

<400> 14

acagttcctc ctcttccttg gat
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<212> DNA

<213> Artificial Sequence

<220>
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<400> 15

ctcaagaggc tgacgcagaa t

21

<210> 16

<211> 23

<212> DNA

<213> Artificial Sequence
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