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SEQUENCE LISTING

(1) GENERAL INFORMATION:
(i) APPLICANT: Lobb, Roy R.; Carr, Frank J.; Tempest, Philip R.
(ii) TITLE OF INVENTION: Recombinant Anti-—VLA4 Antibody Molecules
{(iii) NUMBER OF SEQUENCES: 99

{iv) CORRESPONDENCE ADDRESS:
(A} ADDRESSEE: Allegretti & Witcoff, Litd.
(B) STREET: 10 South Wacker Drive, Suite 3000
{€) CITY: Chicago
{D) STATE: IL
(E) COUNTRY: US
(F) ZIP: 60606

[
[
[
[
[
[
[
[
[
[
[
[
[ (v) COMPUTER READABLE FORM:
[ (A} MEDIUM TYPE: Floppy disk
[ (B) COMPUTER: IBM PC compatible

{(C) OPERATING SYSTEM: PC—DOS/MS5—-DQOS
l (D) SOFTWARE: PatentIn Release #1.0, Version #1.25
[
[
[
[
[
[
[
[
[
[
[
[

(vi) CURRENT APPLICATION DATA:
(A) APPLICATION NUMBER: US
(8) FILING DATE:
(¢} CLASSIFICATION:

(viii) ATTORNEY/AGENT INFORMATICN:
(A} NAME: McNicholas, Janet M
(B} REGISTRATION NUKBER: 32,918
(C] REFERENCE/DOCKET NUMBER: 921,445/D012 us

(ix) TELECOMMUNICATION INFORMATION:
(A) TELEPHONE: 312-715-1000
(B) TELEFAX: 312-715-1234

(1) TINFORMATICN FOR SEQ ID NO:l:

[ (1) SEQUENCE CHARACTERISTICS:
[ (A) LENGTH: 31 base pairs
(B) TYPE: nucleic acid

[ (C) STRANDEDNESS: single
[ {D) TOPOLOGY: linear
[

[

[

[

(ii) MOLECULE TYPE: cDNA

{ix) FEATURE:
{A) NAME/KEY: mis¢_feature
{B) LOCATION: 1
L (D) OTHER INFORMATION: /note= “CGIFOR PCR primer"

1.

6
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(47)

(xi) SEQUERCE DESCRIPTION: SEQ ID NO:1:

[ GGARGCTTAG ACAGATGGGG GTGTCGTTIT G

[ .
(2) INFORMATION FOR SEQ ID NO:2:

{
L
C
L
L
C
L
L
{
L
C
L
L
(@
L
L
{
L
C
L
L
C
L
L
{

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 32 base pairs
(B) TYPE: nucleic acid
{C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA
(ix) FEATURE:

{A) NAME/REY: migc_feature
(B) LOCATION: 1

(D) OTHER INFORMATION: /note= "CKIFOR PCR primer-

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:2:

GCAACCTTGR AGATGGATAC AGTTGGTGCA GC

INFORMATION FOR SEQ ID NO:3:

(i} SEQUENCE CHARACTERISTICS:
(A) LENGTH: 22 base pairsa
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

{(ii) MOLECULE TYPE: CDNA
(ix) FEATURE:

(A) NAME/REY: misc_feature
{B) LOCATION: !

(D} OTHER INFORMATION: /note= "VHIBACK PCR primer”

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:3:

[(AGGTSMARCT GCAGSAGTCH GG

[
@

e T e T e T e T e B |

O

INFORMATION FOR SEQ ID NQ:4:

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 32 bama pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
{D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

JP

2005-165 A 2005.1.6
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{ix) FEATURE:
{A) RAME/XEY:

(i)

(i)

(ix)

{(ix)

(xi)

val Lys

GTC AAG
[Val Lys

laTe caC
[Met Hisa

[AGG ATT
[Arg Ile
51

[GTC AAC
Val Lys

(8)

LOCATION:
(D} OTHER INFORMATION: /note= "VE5BACK PCR primer"

migc_faature

1

(xi} SEQUENCE DESCRIFTION:

SEQ ID NO:4:

TTGRAATTCGSG TGCCAGAKCW SAHATYGTRA TG

{2) INFORMATION FOR SEQ ID NO:S§:

SEQUENCE CHARACTERISTICS:

(A)

(B) TYPE:

(©)
)

nucleic acid

HMOLECULE TYPE:

FEATURE:

(&)

NAME/KEY :

(B} LOCATION:
(D) OTHER INFORMATION: /note= "pBAG!S9 insert: HP1/2 heavy
1, 3 &6 =8, Q & E in HPL2"

linear

<DNA

migc_feature

1

STRANDEDNESS: single
TOPCLOGY &

LENGTH: 360 base pairs

chain variable region;

FEATURE:
(R) NAME/KEY:

(B)

LOCATION:

cos

1..360

SEQUENCE DESCRIPTION: SEQ ID NO:S:

cTG
Leu

TTC
Leu

TGG
Trp
36

GAT

ASp

GCC
Ala

CAG CAG
Gln Gln
6

TCC TGC
Ser Cys
21

GTG AAG

Val Lys

CCT GCG
Pro Ala

ACT ATT
Thr Ile

TCT GGG GCA GAG CTT
Gly Ala Glu Leu

Ser

ACA
Thr

CAG
Gln

AGT
Ser

ACA
Thr
n

GCT
Ala

AGG
Arg

GGC
Gly
56

GCG
Ala

TCT
Ser

CCT

Pro
41

GAT

ASp

GAC
Asp

GGC
Gly
26

GAA
Glu

ACT
Thr

ACG
Thr

11

TTC
Phe

Gln

Lys

TCC
ser

GTG
vVal

ARC
Asn

GGe
Gly

TAT
Tyr

TCC
Ser
76

(48)

AAG
Lys

ATT
Ile

CcTG
Leu

GAC
Asp
61

Asn

CCh
Pro

Lys

GAC
Glu

o e
Pro

ACA
Thr

Gly

GAC
ASp
3t

TGG

Trp

AAG
Ly=n

Gee
Ala

GCC
Ala
16

ACC
Thr

ATT
Ile

TIC
Phe

TGG
Trp

TCA
Ser

TAT
Iyr

GGA
Gly

CAG
Gln

CTG
Leu
81

JP 2005-165 A 2005.1.6

32

48

144

192

240

10

20

30



CAG CTC
Gln Leu

GAC GGA
[ asp Gly

[ gee acc
[ Gly Thr

AGC AGC CTG

Sar Ser

ATG TGG
Met Irp
101

ACG GTC
Thr Val
116

[ (2) INFORMATICON

(1) SEQUENCE CHARPACTERISTICS:
120 amino acids

(xi)

Val Lys Leu Gln Giln Ser

[Val Lys
[Met His
[Arg lie
[ 51
Val Lys
Gln Leu

(
[Aap Gly

[Gly Thr

(a)
(8)
(D)

Leu Ser
21

Trp Val
36

Asp Pro

Ala Thr

Ser Ser

Met Trp

101

Thr Val
116

Lau

GTA
val

ACC
Thr

FOR

LENGTH:
TYPE:
TOPOLOGY :

SEQUENCE

6

Cys

Lys

Ala

Ile

Lau

val

Thr

(49)

ACR TCT GAG GAC ACT GCC GTC TAC
Asp Thr Ala Val Tyr

Thr Ser Glu

91

TCA ACG GGA TAT GCT CTG GAC TTC
Tyr Ala Leu Asp Phe

Ser Thr Gly

GTC TCC TCA
Val Ser Ser
121

SEQ ID NO:6:

DESCRIPTION:

[
[
[
[ (ii) MOLECULE TYPE: protein
[
[
[
[

Thr Ala Ser

Gln Arg Pro
41

Ser Gly Asp
56

Thr Ala Asp
71

Thr Ser Glu

Ser Thr Gly

Val Ser Ser
121

[(2) INFORMATION FOR SEQ ID NO:7:

&Y

106

aminc acid
linear

Gly

26

Glu

Thr

Thr

Asp

Tyr
106

SEQUENCE CHARACTERISTICS:
(A) LENGTH: 24 base pairs
(B} TYPE: nucleic acid

SEQ 1D

Gly Ala Glu Leu

11

Phe

Gin

Lye

Ser

Thr

91

Ala

NO:6:

Val Lys

Asn Ile

Gly Leu

Tyr Rep

61

Ser Asn
76

Ala Vval

Leu Asp

Pro

Lys

Glu

Pro

Thr

Tyr

Phe

TAC TGT GCA
Tyr Cys Ala

96

TGG GGC CAA
Trp Gly Gln

111

Gly

Asp

31

Trp

Lya

Ala

Tyr

Trp
11t

Ala
16
Thr

Ile

Fhe

Trp

Cys

Gly

Ser

Tyr

Gly

Gln

Leu

81

Ala

Gln

JP 2005-165 A 2005.1.6
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L
L
{
L
C
L
L

(50)

(¢) STRANDEDNESS: single
(D) TOPOLOGY: linear

(1i) MOLECULE TYPE: cDNA

(ix) FEATURE:

(R) NAME/EEY: misc_feature
{B) LOCATION: 1
(D) COTHER INFORMATION: Inote= *"VKIBACK PCR primer-

{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 71

[CACATTOAGC TGACCCAGTC TCCA

[
(2)

C
{
L
C
L
L
C
L
L
{
L
L

INFORMATION FOR SEQ ID NO:8:

(L)

SEQUENCE CHEARACTERISTICS:

{A) LENGTH: 32 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
{D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

(ix)

(xi)

FEATURE : .

(A) NAME/REY: misc_feature

(B) LOCATION: 1

(b) OTHER INFORMATION: /note= "VKIBACK PCR primer”

SEQUENCE DESCRIPTION: SEQ ID NO:8B:

[’I‘TGMTTCGG AGTTGATGGG ARCATTGTAA TG

(2
C
L
L
[
L
C
[
L
C
L
L
[

L

INFORMATION FOR SEQ ID NO:9:

(i)

(i)
{ix)

(ix)

SEQUENCE CHARRACTERISTICS:
(A) LENGTH: 318 base pairs
(B) TYPE: nucleic acid

(C) STRANDEDNESS: double
(D) TOPOLOGY: linear

MOLECULE TYPE: <DNA

FEATURE:

(A) NAME/RBY: CDS

(8) LOCATION: 1.318

(D} OTHER INFORMATION: /product= "HPI/2 1light chain
variable region®

FEARTURE: .
(A) NAME/KEY: misc_feature
{B) LOCATION: 1

JP

2005-165 A 2005.1.6
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(51) JP 2005-165 A 2005.1.6

(D) OTHER INFORMATION: /note= "pBAG1/Z 1insert: HP1/2 light
chain variable region®

{(xi) SEQUENCE DESCRIPTION: SEQ ID NO:9:

AGT ATT GTG ATG ACC CAG ACT CCC AAA TTC CTG CTT GTT TCA GCA GGA 48
Ser Ile Val Met Thr Gln Thr Pro Lys Phe Leu Leu val Ser RAla Gly
1 5 10 15

[
[
L
[
(
l .
[ GAC AGG GTT ACC ATA ACC TGC AAG GCC AGT CAG AGT GTG ACT AAT GAT 96
[ Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Ser Val Thr Aan Asp

20 25 30
E GTA GCT TGG TAC CAA CAG RAG CCA GGG CAG TCT CCT RAR CTG CTG ATA 144 10
L
[
(
l

Val Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Lys Leu Leu Ile
35 40 45

TAT TAT GCA TCC AAT CGC TAC ACT GGA GTC CCT GAT CGC TTC ACT GGC 192
Tyr Tyr Ala Ser Asn Arg Tyr Thr Gly Val Pro Asp Arg Phe Thr Gly
50 55 60

ACT GGA TAT GGG ACG GAT TTC ACT TTC ACC ATC AGC ACT &TG CACG GCT 240
[ ser cly Tyr Gly Thr Asp Phe Thr Phe Thr Ile Ser Thr Val Gln Ala
[ 65 70 75 80

[GM GAC CTG GCAR GTT T—AT TTC TGT CAG CAG GAT TAT AGC TCT CCG TAC 28R
[ Glu Asp Leu Ala Val Tyr Fhe Cysa Gln Gln Asp Tyr Ser Ser Pro Tyr
[ 85 80 95 20

[ACC TTIC GGA GGG GGG ACC AAG CTG GAG ATC 3is
[ Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile
. 100 105

[(2) INFORMATION FOR SEQ ID NO:10:
[ {i} SEQUENCE CHARACTERISTICS:
[ {A) LENGTH: 106 amino acids

[ (B) TYPE: amino acid

0 {D) TOPOLOGY: linear

[ (il) MOLECULE TYPE: protein

[ 30
{xi) SEQUENCE DESCRIPTION: SEQ ID NO:10:

[Ser Ile Val Met Thr Gln Thr Pro Lys Phe Leu Leu Val Ser Ala Gly
[ 1 5 10 15

[nep Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Ser val Thr Aen Asp
[ 20 25 30

(val Ala Trp Tyr Cln Gln Lys Pro Gly Cln Ser Pro Lys Leu Leu Ile
L 35 40 45



[ T¥E
[

[ S5er

65
[

[ Glu
l

[ Thr
[

L)

[

L
{
L
C
L
L
C
L
L
{

(52)

Tyr Ala Ser Aen Arg Tyr Thr Gly Val Pro Asp Arg Phe Thr Gly
50 55 60

Gly Tyr Gly Thr Asp Phe Thr Phe Thr Ile Ser Thr Val Gln Ala
70 75 80

Asp Leu Ala Val Tyr Phe Cys Gln Gln Asp Tyr Ser Ser Pro Tyr
85 o0 95

Phe Gly Gly Gly Thr Lyse Leu Glu Ile
100 105

INFORMATION FOR SEQ ID NO:li:

{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 34 base pairs
(B) TYPE: nucleic acid
{C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA
{ix) FEATURE:
{A) NAME/KEY: misc feature
(B) LOCATION: |
(D) OTHER INFORMATION: /note= “VHIFOR PCR primer-

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l}:

[TGAGGAGACG GTGACCGTGE TCCCITCEGCC CCAG

[
@

L
L
C
L
L
{
L
C
L
L
C
L

IRFORMATION FOR SEQ ID NO:1Z2:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 17 bamse pairs
{B} TYPE: nucleic acid
(C} STRANDEDMESS: single
(D} TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA
{ix) FEATURE:
(A) NAME/REY: misc_feature
(B) LOCATION: 1
(D) OTHER INFORMATION: /note= "“VE3IBACX PCR primer"”

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:12:

[GACP.TTCAGC TGACCCA

(2)

INFORMATION FOR SEQ ID NoO:13:

JP 2005-165 A 2005.1.6
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{
L
C
L
L
C
L
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(i) SEQUENCE CHARACTERISTICS:

(&) LENGTH: 22 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

(ix) FEATURE:

(A) NAME/KEY: misc_feature
(B) LOCATION: 1
(D) OTHER INFORMATION: /note= "VKIFOR PCR primer”

(xi) SEQUENCE DESCRIFTICON: SEQ ID Ko:ld:

[GTTAGZ\'I'CTC CAGCTTGGTC CC 22

[
[(2) INFORMATION FOR SEQ ID NO:l4:

C
L
L
C
L
L
{
L
C
L
L
C
L
L
{
L
C
L
L
C
L
L
{

O

(1)

(ii)

(ix)

(ix)

{ix)

{ix)

(ix)

(ix}

SEQUENCE CHARACTERISTICS:
(A} LENGTH: B23 base pairs
(B} TYPE: nucleic acid

(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

MDLECULE TYPE: cDNA

FEATURE:

(A) NAME/KEY: miec_feature

(B} LOCATION: 1..621

(D) OTHER INFORMATION: /note= "VH insert in M1l VHPCRI~

FEATURE:
(A) NAME/EEY: exon
(B) LOCATION: 261..621

FEATURE:
(A} BNAME/KEY: sig_peptide
{B) LOCATION: 30in(122..167. 250..260)

FEATURE:
{A) NAME/KEY: mat_peptide
{B) LOCATION: 261..621

FEATURE:
{A) MAME/EEY: CDS
(B) LOCATION: join(122..167, 250..621)

FEATURE:
(A) NAME/KEY: TATA_signal
(B) LOCATION: 18.45

10
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(54) Jp

(ix) FEATURE:
{A) NAME/KEY: misc_feature
(B} LOCATION: 351..365
(D) OTHER INFORMATION: /note= "CDRI"

(ix) FEATURE:
(A) NAME/KEY: misc_feature
(B) LOCATION: 408..458
(D) OTHER INFORMATION: /note= “CDR2"

(ix) FERTURE:
(A) NAME/KEY: misc_Zfeature
{B) LOCATION: 555..587
(D) OTHER INFORMATION: /note= T"CDR3"

{ix) FEATURE:
(A) NAME/REY: misc_ feature
(B) LOCATION: (621+622)
{D) OTHER INFORMATION: /note= "splice to congtant region”

L T e T e T e T s T e T e T s T e T s B e T e e R |

[ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:l4:

[ AAGCTTATGA ATATGCAAAT CCTCTGAATC TACATGGTAA ATATAGGTTT GTCTATACCA

[
[CAAACAGAAA AACATGAGAT CACRGTTCTC TCTACAGTTA CTGAGCACAC AGGACCTCAC

[C ATG GGA TGG AGC TGT ATC ATC CTC TTC TTG GTA GCA ACA GCT RCA G

[ Met Gly Trp Ser Cys Ile Ile lLeu Phe Leu Val Ala Thr Ala Thr
-1 -15 -10 -5

L

[GTAAGGGGCT CACRGTAGCA GGCTIGAGGT CTGGACATAT ATATGGGTGA CAATGACATC

[CALLLIbCCT TTCTCTCCAC AG GT GTC CAC TCC CAG GTC CAA CTG CAG GAG
[ Gly Val His Ser Gln Val Gln Leu Gln Glu
[ -3 1 5

[AGC GGT CCA GGT CTT GTG AGA CCT AGC CAG ACC CTG AGC CTG ACC TGC
[Ser Gly Pro Gly Leu Val Arg Pro Ser Gln Thr Leu Ser lLeu Thr Cys
10 15 20

[ACC GTGC TCT GGC AGC ACC TTC AGC AGC TAC TGG ATG CAC TGG GTG AGA
[Thr Val Ser Gly Ser Thr Phe Ser Ser Tyr Trp Met His Trp Val Arg

[CAG CCA CCT GGA OGA GGT CTT GAG TGG ATT GGA AGG ATT GAT CCT AAT
Gln Pro Pro Gly Arg Gly Leu Glu Trp Ile Gly Arg Ile Asp Pro Asn

[AGT GGT GGT ACT AMG TAC AAT GAG AAG TTC AAG AGC AGA GTG ACA ATG
Ser Gly Gly Thr Lys Tyr Aan Glu Lya Phe Lys Ser Arg Val Thr Met
[ s5 60 65 70

2005-165 A 2005.1.6
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GTA GAC ACC AGC BAG AAC CAG TTC AGC CTG AGA CTC RAGC AGC GIG 518
Val Asp Thr Ser Lys Asn Gln Phe Ser Leu Arg Leu Ser Ser Val
75 80 85

GCC GCC GAC ACC GCG GTC TAT TAT TGT GCA AGA TAC GAT TAC TAC 566
Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala Arg Tyr Asp Tyr Tyr
90 95 100

AGT AGC TAC TTT GAC TAC TGG GGC CAA GGG ACC ACG GTC ACC GTC 614
Ser Ser Tyr Phe Asp Tyr Trp Gly Gln Gly Thr Thr val Thr val
105 110 115
TCA G 621
Ser
120
INFORMATION FOR SEQ ID NO:15:
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 139 aminc acids
(B) TYPE: amino acid
{D) TOPOLOGY: linear
(ii) MOLECULE TYPE: protein
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:1S5:

Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly
—15 -16 -5

His Ser Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Arg
Ser Gln Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Ser Thr Phe
15 20 25

Ser Tyr Trp Met His Trp Val Arg Gln Pro Pro Gly Arg Gly Leu
a5 40 45

Trp Ile Gly Arg lle Asp Pro Asn Ser Gly Gly Thr Lys Tyr Asn
50 55 60

Lya Phe Lys Ser Arg Val Thr Met Leu Val Aep Thr Ser Lys Asn
65 70 75

Phe Ser Leu Arg Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val
80 85 90

Tyr Cys Ala Arg Tyr Asp Tyr Tyr Gly Ser Ser Tyr Phe Rep Tyr
95 100 105



(56)

Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser

110

[
@
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[

115 120
INFORMATION FOR SEQ ID NO:16:

(1) SEQUENCE CHARACTERISTICS:
{A) LEKGTH: 594 base paire
{(B) TYPE: nucleic acid
{(C) STRANDEDNESS: aingle
(D) TOPOLOGY: lLinear

(ii) MOLECULE TYPE: cDNA

{ix) FEATURE:
(2) NAME/REY: misc_feoature
(B) LOCATION: 1..632
(D) OTHER INFORMATION: /note= "VK insert in K13

(ix) FEATURE:
{R) NAME/KEY: exon
(B) LOCATION: 273..594

{ix) FEATURE:
() HAME/KEY: salg peptide
(B) LOCATION: join(134..179, 262..272)

(ix) FEATURE:
(R) NAME/REY: mat_peptide
(B) LOCATION: 273..594

(ix) FEATURE:
(A) HNAME/KEY: CDS
(B) LOCATION: join{134..179, 262..594)

(ix) FEATURE:
(A} NAME/REY: TATA_signal
(B) LOCATION: 50..57

{ix) FEATURE:
(A) NAME/KEY: misc_faature
{(B) LOCATION: 342..374
(D) OTHER INFORMATION: /note= "CDRI®

(ix) FEATURE:
(A) NAME/REY: miac_feature
(B) LOCATION: 420,.440
(D) COTHER INFORMATION: /note= "CDR2"

(ix) FEATURE:
{A) NAME/KEY: miac_feature
{B) LOCATION: 5137..563
(D) OTHER INFORMATION: /note= “CDR3"

JP
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{1x) FEATURE:

{A) NAME/KEY:
{B) LOCATION: {594~595)
(D) OTHER INFORMATION: /note=

migc feature

(57)

JP 2005-165 A 2005.1.6

"splice to constant region®

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:16:

[
[
[
[
[

CTCTTRAAACT TCAAGCTTAT GAATATGCAA ATCCTCTGAA TCTACATGGT AAATATAGGT €0
[ .
[ TIGTCTATAC CACRAACAGA AARAACATGAG ATCACAGTTC TCICTACACT TACTGAGCAC 120
[ RCAGGACCTC ACC ATG GGR TGG AGC TGT ATC ATC CTC TIC TTG GIAR GCA 169
[ Met Gly Trp Ser Cys lle Ile Leu Phe lLeu Val Ala
[ ~19 —15 -10
[ ACA GCT ACA G GTAAGGGGCT CACAGTAGCA GGCTTGAGET CTCGACATAT 219
[ Thr Ala Thr

-5
[
[ ATATGGGTGA CARTGACATC CACTITGCCT TTCTCICCAC AG &T GTC CAC TCC 272
[ Gly Val His Ser
-3

[
[ GAC ATC CAG CTG ACC CAG AGC CCA AGC AGC CTG AGC GCC AGC GTG GGT 320

Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
L1 5 10 15
[

GAC AGA GTG ACC ATC ACC TGT AGA GCC AGC GGT AAC ATC CAC AAC TAC 368
[ Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gly Asn Ile His Asn Tyr
[ 20 25 30
[

CTG GCT TGG TAC CAG CAG ARG CCA GGT ARG GCT CCA AAG CTG CIG ATC 416
[ Leu Ala Trp Tyr Gln Gin Lvs Pro Gly Lys Ala Pro Lys Leu Leu Ile
[ 35 40 45
[ TAC TAC RCC ACC ACC CTG GCT GAC GGT GTG CCA AGC AGA TTC AGC GGT 464
[ Tyr Tyr Thr Thr Thr Leu Ala Rep Gly Val Pro Ser Arg Phe Ser Gly
[ 50 55 60
[ AGC GGT AGC GGT ACC GAC TTC ACC TTC ACC ATC AGC AGC CTC CAG CCA 512
[ Ser Gly Ser Gly Thr Aep Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro
[ 65 70 75 80
[ GAG GAC ATC GCC ACC TAC TAC TGC CAG CAC TTC TGG AGC ACC CCA AGG 560
[Glu ASp Ile Ala Thr Tyr Tyr Cya Gln Hie Phe Trp Ser Thr Pro Arg

85 90 95
[
[ ACG TTC GGCT CAA GGG ACC AAG GTG GAA ATC ARA C 594
[Thr Phe Gly Gln Gly Thr Lys val Glu Ile Lys
100 105
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{2) INFORMATION FOR SEQ ID NO:17:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 126 amino acids
(B) TYPE: amino acid
(0) TOPOLOGY: linear

{ii) HOLECULE TYPE: protein
{x1) SEQUENCE DESCRIPTION: SEQ ID NO:17:

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly
-19 -15 -10 -3

Val His Ser Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala
1 5 10

Ser Val Gly Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gly Aen Ile
15 20 25

(His Asn Tyr Leu Ala Trp Tyr Gln Gln Lya Pro Gly Lys Ala Pro Lys
30 35 40 45

[Leu Leu Ile Tyr Tyr Thr Thr Thr Leu Ala Asp Gly Val Pro Ser Arg
[ 50 55 60

[Phe Ser Gly Ser Gly Ser Gly Thr Asep Phe Thr Phe Thr Ile Ser Ser
[ 65 70 75

lLeu 6in Pro Glu Asp Ile Ala Thr Tyr Tyr Cys Gln His Phe Trp Ser
[ 80 85 %0

[Thr Pro Arg Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys
[ 95 100 105
L
(2) INFORMATION FOR SEQ ID NO:18:
{i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 54 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D} TOPOLOGY: linear

(ii} MOLECULE TYPE: cDNA

{ix} FEATURE:
(A) BAME/KEY: misc_feature
(B) LOCATION: |
(D) OTHER INFORMATION: /note= "DNA segquence of 598
oligonuclectide”

L
L
{
L
C
L
L
C
L
L

U



[

(59)

{(xi) SEQUENCE DESCRIPTION: SEQ ID NO:1B:

[ TETCTCACCC AGTGCATATA GGTGTCTTTA ATGTTGAAGC CAGACACGCT GCAG

L
)

INFORMATION FOR SEQ ID NO:19:

(i) SEQUENCE CHARACTERISTICS:
{A) LENCTH: 71 base pairs
(B) TYPE: nucleic acid
{C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

(ix) FEATURE:

(A) NAME/REY: miec_feature

(B) LOCATION: 1

(D) OTHER INFORMATION: /note= "DNA sequence of 599
oligonucleotide”

(xi} SEQUENCE DESCRIPTION: SEQ ID NO:19:

CAGCATTGTC ACTCTGACCT GGAACTTCGG GTCATATTTA GTATCGCCAC TCGCAGGATC

@

{
L
C
L
L
{
L
L
{
L
C
L
L
{
[ AATCCTTCCA A
L
{
L
C
L
L
{
L
L
{
L
C
L

INFORMATION FOR SEQ ID NO:20:

(1) SEQUENCE CHARACTERISTICS:
(3} LENGTH: 70 baee pairs
(B) TYPE: nucleic acid
{C) STRANDEDNESS: single
(D) TOPOLOGY: linaar

(ii) MOLECULE TYPE: cDNA

{ix) FEATURE:

(A) NAME/KEY: misc_feature

(B) LOCATION: 1

(D) OTHER INFORMATION: /note= "DNA seguence of 600
oligonucleotide*

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:20:

[GGTCCCTTCG CCCCAGAAGT CCAGACCATA TCCCCTTCAT ACCCACATTC CGTCTGCACA

EHTMTAGACC

[
(2
[
[

INFORMATION FOR SEQ ID NO:21:

(1) SEQUENCE CHARACTERISTICS:
(A) LERGTH: 5! base pairs

JP 2005-165 A 2005.1.6
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{B) TYPE: nucleic acid
{C) STRANDEDNESS: mingle
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

(ix) FEATURE:
(A) NAME/XEY: misc_feature
(B} LOCATION: 1 :
(D) OTHER INFORMATION: /note= "DNA segquence of 605
cligonuclectide”

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:21:

TCCCTTGGCC GAACGTGCTAC GGAGAGCTAT AATCCTGCTG GCAGTAGTAG G

[
[
[
[
[
[
[
[
[
[
[
[ {2
[
[
[
[
[
[
[
[
[
[
[
[

INFORMATION FOR SEQ ID NO:22:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 52 base paire
(B8) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

(ix) FEATURE:
(R) NAME/KEY: misc_feature
{(B) LOCATION: |
(D} OTHER INFORMATION: /ncte= "DNA sequence of 606
oligonucleotide”

(xi) SEQUENCE DESCRIPTION: SEQ ID ND:22:

[ATCTGCTTGG GCRCACCAGT GTAGCGATTG CATGCATAGT AGATCAGCAG CT

2

L
{
L
C
L
L
C
L
L
{

INFORMATION FOR SEQ ID NO:23:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 6] basa pairs
(B) TYPE: nucleic acid
{€) STRANDEDNESS: saingle
(D) TOPOLOGY: linear

(Li) MOLECULE TYPE: chONA

(ix) FEATURE:
() NAME/KEY: misc_feature
{B) LOCATION: 1
(D) OTHER INFORMATION: /nate= "DNA sequence of 607
cligonucleotide”

JP 2005-165 A 2005.1.6
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[ {xi) SEQUENCE DESCRIPTION: SEQ ID NQ:23:

[ TCTGCTIGGTA CCAAGCTACA TCATTAGTCA CACTCTGACT GGCCTTACAG GTGATGGTCA

[
c

[
[{2) INFORMATION FOR SEQ ID NO:24:

[ (1) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 17 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

[

[

[

[

[

[ (ix) FEATURE:

[ (A) NAME/KEY: misc_feature
(B) LOCATION: 1 :

[ (D) OTHER INFORMATION: /note= "DNA mequence OLIGO 10

[ oligonuclectide"”

[

[

[

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:24:
GTAARRCGAC GGCCAGT
[(2) INFORMATION FOR SEQ ID NG:15:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 22 base pairs
(B) TYPE: nuclaic acid
(C} STRANDEDNESS: single
(D) TOPCLOGY: linear

(ii) MOLECULE TYPE: cDNA

(ix) FEATURE:
(A) NAME/KEY: misc_feature
(B) LOCATION: |
(D) OTHER INFORMATION: /note= "DNA sequence of QLIGO 385
oligonucleotide”

[
[
[
[
[
[
[
[
[
[
[
[ (xi} SEQUENCE DESCRIPTION: SEQ ID NO:25:
[GCGGGCCTCT TCCCTATTACGL

E(l) INFORMATION FOR SEQ ID NO:26:

[ (i) SEQUENCE CHARACTERISTICS:

(A) LERGTH: 16 base pairs

(B) TYPE: nucleic acid
[ (C) STRANDEDNESS: single

2005-165 A 2005.1.6
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(62) JP
(D) TOPOLOGY: linaar
(ii) MOLECULE TYPE: cDNA

(ix)} FEATURE:
(A) NAME/KEY: misc feature
{B) LOCATION: |
{O) OTHER INFORMATION: /note= "DNA sequence of OLIGO 1l
cligonuclectide”

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:26:
AACAGCTATG ACCAIG
(2) INFORMATION FOR SEQ ID NO:27:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 22 base pairs
{B) TYPE: nuclelc acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
(ix) FEATURE:
[ (A) NRME/KEY: misc_feature
L (B) LOCATION: 1
[ (D) OTHER INFORMATION: /note= "DNA segquence of OLIGC 391
: cligenucleotide®
[

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:27:
[CTCTCTCAGS GCCAGGCGST GA

E(Z) INFORMATION FOR SEQ ID NO:2R:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 429 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOCY: linear

{ii) MOLECULE TYPE: cDNA

(ix) FEATURE:
{A) NAME/KEY: gig_peptide
{B) LOCATION: 1..57

(ix) FEATURE:
(R) NAME/KEY: mat peptide

[
[
[
[
[
[
[
[
[
[
[ (B) LOCATION: 58.429

2005-165 A 2005.1.6
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(ix) FEATURE:
(A) NAME/REY: CDS
(B) LOCATION: 1..429

[
[
[
(ix) FEATURE:
( (A) NRME/KEY: misc_feature
[ (B) LOCATION: 1

{D) OTHER INFORMATION: /note= "pMDRIOI9 ingert: Staga 1 heavy
[ chain variable region ~
[

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:28:

[ AT¢ GAC TGG ACC TGG AGG GIC TIC TGC TIG CIG GCT GTA GCA CCA GGT 43
[ Met Asp Trp Thr Trp Arg Val Phe Cys Leu Leu Ala Val Ala Pro Gly
~19 -15 =10 -5
[
[ GCC CAC TCC CAG GTC CAA CTG CAG GAG AGC GGT CCA GGT CTT GTIG AGA 96
[Ala His Ser Gln Val Gln Leu Gln Clu Ser Gly Pro Gly Leu Val Arg
1 5 10

l
[CCT AGC CAG ACC CTG AGC CTG ACC TGC ACC GTG TCT GGC TTC AAC ATT 144
Pro Ser Gln Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Phe &en Ile
[ 15 20 25
[
[AAA GAC ACC TAT ATG CAC TGG GTG AGA CAG CCA CCT GGA CGA GGT CTT 152
Lys Asp Thr Tyr Met His Trp Val Arg Gln Pro Pro Gly Arg Gly Leu
[ 30 35 40 45

[

GAG TGG ATT GGA AGC ATT GAT CCT GCG AGT GGC GAT ACT AAA TAT CAC 240
[Glu Trp Ile Gly Arg Ile Asp Pro Ala Ser Gly Asp Thr Lys Tyr Asp

[ 50 55 60

lcce anc TTC CAG GTC AGA GTG ACA ATG CTG GTA GAC ACC AGC AAG AAC 288
[Pre Lys Phe Gln Val Arg Val Thr Met Leu Val Aep Thr Ser Lys Asn

[ 65 70 75

[cAG TTC AGC CTG AGA CTC AGC AGC GTG ACA GCC GCC GAC ACC GCG GTC 336
[Gln Phe Ser Leu Arg Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val

[ 80 85 S0

[TAT TAT TGT GCA GAC GGA ATG TGG GTA TCA ACG GGA TAT GCT CTG GAC 384
[Tyr Tyr Cys Ala Aep Gly Met Trp Val Ser Thr Gly Tyr Ala Leu Asp

[ 95 100 105

[TTC TGG GGC CAA GGG ACC ACG GIC ACC GTC TCC TCA GGT GAG TCC 429
[Phe Trp Gly Gln Gly Thr Thr Val Thr val Ser Ser Gly Glu Ser

110 115 120

KZ) INFORMATION FOR SEQ ID NO:29:

[ (i) SEQUENCE CHARACTERISTICS:
[ (A) LENGTE: i4] amino acids



(xi) SEQUENCE DESCRIFTION:

(B) TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: protein

SEQ ID

Met Asp Trp Thr Trp Arg Val Phe Cys Lau

Ala Hie Ser Gln

Pro Ser Gln Thy

[

[

[

[

[

[ —19
[

[

[

: 15
[

[Lys Asp Thr Tyr

30
(

[Glu Trp Ile Gly

[

[Pro Lys Phe Gln
65

[

l6in Phe 5er Leu

L
L
( 95

[
Phe Trp Gly Gin

(110
[
(2)

(i)

(ii)

[
[
[
[
[
[
[
[ {ix)
[
[
[
[

80

Tyr Tyr Cya Ala

-15 —-10

Val Gln Leu Gin Glu Ser
1 5

Leu
20

Leu Ser Thr Cys Thr

His

35

Mat Trp Val Arg Gln

Pro ARla Ser
55

Arg lle

50

Asp

Val Val Thr Met

70

Arg Leu

Ser val Thr

BS

Arg Leu Ser

Met
106

Asp Gly Trp Val Ser

Gly Thr Thr val Thr

115

val

INFORMATICN FOR SEQ ID NO:30:

SEQUENCE CHARACTERISTICS:

(&)
(B)

LENGTH: 386 bhase pairs
TYPE: nucleic acid

(C) STRANDEDNESS: single
(D) TOPOLOGY: linear
MOLECULE TYPE: c<DNA
FEATURE:

() NAME/KEY: aig peptide
(B) LOCATION: 1..57
FEATURE:

(A) NAME/KEY: mat_peptide
{B) LOCATION: 58..386

(64)

NO:29:

Leu

Gly

Val

Pro

Gly

val

Ala

Thr

Ser
120

Ala

Pro

Sar

Pro

Aap

Asp

Ala

Gly

105

Ser

Val

Gly

10

Gly

Gly

Thr

Thr

Asp

Tyc

Gly

Ala

Leu

Phe

Arg

Lys

Ser

75

Thr

Ala

Glu

Pro

-5

val

Aen

Gly

Tyr

60

Lys

Ala

Leu

Ser

Gly

Arg

Ile

Leu

45

Asp

ABn

Val

Asp

JP 2005-165 A 2005.1.6
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ATG
Met
-19

GTT
Val

AGC
Ser

ACT
Thr
30

cTG
Leu

TTC
Pha

CTC
Leu

TCT
Ser

)

(65) JP 2005-165 A 2005.1.6

{ix) ¥FEATURE:
() NAME/KEY: CDS
(B) LOCATION: 1..386

(ix) FEATURE:
(A) NAME/KEY: misc_feature
(B) LOCATION: 1
(D) OTHER INFORMATION: /note= =pBAGI%0 insert: VKl (DQL})
light chain variable region”

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:30:

GGT TGG TCC TGC ATC ATC CIG TTC CTG GTT GCT ACC GCT ACC GGT
Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly
-15 -10 -3

CAC TCC GAC ATC CAG CTG ACC CAG AGC CCA AGC AGC CTG AGC GCC
His Ser Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala

GTG GGT GAC AGA GTG ACC ATC ACC TGT ARG GCC AGT CAG ARGT GTG
Val Gly Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Ser Val
15 20 25

AAT GAT GTA GCT TGG TAC CAG CAG ARG CCA GGT ARG GCT CCA AAG
ABn Asp Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys

CTG ATC TAC TAT GCA TCC RAT CGC TAC ACT GGT GIC CCA AGC ACH
Leu Ile Tyr Tyr Ala Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg
50 55 60

AGC GGT AGC GGT AGC GGT ACC GAC TTC ACC TITC ACC ATC AGC AGC
Ser Gly Ser Gly Ser Gly Thr Asp FPhe Thr Phe Thr Ile Ser Ser
65 70 75

CAG CCA GAG GAC ATC GCC ACC TAC TAC TGC CAG CAG GAT TAT AGC
Gln Pro Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Asp Tyr Ser
£0 85 90

CCG TAC ACG TTC GGC CAA GGG ACC AAGC GTG GAA ATC AAAR CCT AAC TG
Pro Tyr Thr Phe Gly Gln Gly Thr Lys Val Glu Ilea Lye Arg Lys
95 100 105

INFORMATION FOR SEQ ID NO:3i:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 128 amino acids
(B) TYPE: amino aciag
(D) TAOPOLOGY: linear

48
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(ii) MOLECULE TYPE: protein

[ (xi)

[
Met Gly Trp Ser
[ ~19

(

[Val Him Ser Asp
1

(

[Ser val Gly Asp

15

[Thr Asn Asp Val

30
[

[leu Lau Ile
[
[Phe Ser Gly
[

[Leu Gln Pro Giu
[ 80
L

Tyr

Ser
65

Ser Pro Tyr Thr

[ 95
%2) INFORMATION
(i)

&)

(B)

Cys Ile
—15

Ile Gln

Arg Val

Ala Trp

35

Tyr Ala

50

Gly Ser

Asp lle
Phe Gly

FOR SEQ

(A) NAME/KEY:

Ile Leu Phe
~10
Gln

Leu Thr Ser

5
Thr Ile Thr
20

Cys

Tyr Gln Gln Lys

Ser Asn Arg Tyr

55
Phe

Gly Thr AsSp

70

Ala Thr
a5

Tyr Tyr

Gln Gly Thr

100

Lys

ID NO:32:

SEQUENCE CHARACTERISTICS:
LENGTH: 429 base paire
TYPE: nucleic acid

[
[
[
[ (C) STRANDEDNESS: single
[ (D) TOPOLOGY: linaar
[ {ii) MOLECULE TYPE: cDNA
[
(ix) FEATURE:
[ {(A) NAME/REY: saiqg peptide
[ (B) LOCATION: 1..57
: (ix) FEATURE:
[ (A) NAME/KEY: wmat_peptide
[ (B) LOCATION: S$8..429
[ (ix) FEATURE:
[ (A) NAME/KEY: CDS
[ (B) LOCATION: 1..429
[ (ix) FEATURE:
[

miec feature

Pro

Lys

Pro

Thr

Thr

Cys

val

(66)

SEQUENCE DESCRIPTION: SEQ ID NO:3l:

Lau Val Ala Thr

Sar Ser
10

Ala Ser
25

Gly Lys
Gly Val
Phe Thr

Gln Gln
90

Glu Ile
108

Ala

Leu

Gln

Ala

Pro

Ile

75

Asp

Lys

Thr Gly
-5

Ser Ala

Ser Val

Pro Lye

45

Ser Arg

Ser Ser
Ser

Tyr

Arg Lys

JP 2005-165 A 2005.1.6
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(xi)

GChRC
Aap

CAC
His

AGC
Ser
15

GAC
Asp

TGG
Trp

RAG
Lys

TTC
Phe

TAT
Tyr
95

TGG
Trp

(B) LOCATION: 1

(D) OTHER INFORMATION: /nocte= "pMDRIJ28 insert:; Stage 2

(67)

heavy chain variable region®

SEQUENCE DESCRIPTION:

TGG
Trp

TCC
Ser

CAG
Gln

ACC
Thr

ATT
Ile

TTC
Phe

AGC
Ser
B0

TGT

Cya

GGC
Gly

ACC
Thr

Gln

ACC
Thr

TAT
Tyr

GGA
Gly

CAG
Gln
65

CTG
Leu

GCA
Ala

CAM
Gln

TGG

AGG

SEQ ID NO:32:

GTC TTC TGC TIG CTG GCT

Trp Arg Val

-15

GTC
Val

CTG
Leu

ATG
Met

AGG
aArg
50

GTC
Val

AGA
Arg

GAC
Asp

Gly

INFORMATION FOR

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH:

CAR
Gln

AGC
Ser

CAC
His
35
ATT
Ile

AGA
aArg

CTC
Leu

GGA
Gly

ACC
Thr
115

SEQ

CTG
Leu

Leu
20

GG
Irp

GAT
Asp

GTG
val

AGC
Ser

ATGC
Met
100

ACG
Thr

Phe

CAG
Gln

ACC
Thr

GTG
val

ccT
Pro

ACA
Thr

AGC
Ser
BS

TGG

Trp

GTC
Val

Cys

GAG
Glu

TGC
Cys

AGA
Arg

GCG
Ala

ATG
Met
10

GTG
val

GTA
val

ACC
Thr

ID NO:33:

Lau Leu
-10

AGC GGT
Sar Gly

ACC GTG
Thr Val

CAG CCh
Gln Pro

AGT GGC

Ser Gly
55

CTG GTA
Leu Val

ACA GCC
Thr RAla

TCA ACGC
Ser Thr

GTC TCC
Val Ser
120

14} amino acids
(B) TYPE: amino acid
{D) TOPOLOGY: linear

(ii) MCLECULE TYPE: protein

Ala

CCA
Pro

TCT
Ser

CcCT
Pro

GAT
Asp

GAC
Asp

GCC
Ala

GGA
Gly
105

TCA
Ser

GTA
Val

Gly
10

GGC
Gly

GGA
Gly

ACT
Thr

accC
Thr

GAC
Asp

TAT
Tyr

GGT
CGly

GCA
Ala

cTT
Leu

TTC
Phe

CGA
Arg

Llys

AGC
Ser
75

ACC
Thr

GCT
Ala

GAG
Glu

CCA
Pro
-5

GIG
val

ALC
Asn

GGT
Gly

TAT
Tyr
60

AGC

Ser

GCG
Ala

CcTG
Leu

TCC
Ser

GGT
Gly

AGA
Arg

ATT
Ile

CTT
Leu
45

GAC

Asp

RAC
Asn

GTC
Val

GAC
hsp
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[

[ Met Aep Trp
[""19

[ n1a His Ser
[

Pro Ser Gln
15

Lys Asp Thr
30

Glu Trp Ile

[
[
[
[
[
[
[
[Pro Lye Phe
[
[Gln Pha Ser
80
[
[Tyr Tyr Cys
[ 95

[Phe Trp Gly
[llG

Thr

Gln

Thr

Tyr

Gly

Gln

65

Lau

Als

Gln

(68)

Trp Arg Val Phe Cys Leu Leu

-15

val

Leu

Met

Arg

50

Val

Arg

Asp

Gly

Gln

Ser

Hia

35

Ile

Arg

Leu

Gly

Thr
115

Leu

Leu

20

Trp

ABp

val

Sar

Het

10G

Thr

Gln

Thr

val

Pro

Thr

Sar

Trp

val

-10

Glu Ser Gly

Cys Thr Val

Arg Gln Pro

Ala Ser Gly

Met Leu Val

0

Val Thr Ala

Val Ser Thr

Thr Val Ser
120

[{2) INFORMATION FOR SEQ ID NO:34:

[

(i) SEQUENCE CHARACTERISTICS:
base paire
TYPE: nucleic acid
STRANDEDNESS:
linear

(B)
(<)

(A)
(8)

L
L
C
L
L
{
L
E (D}
L

C

(R)

(ix) FEATURE:

LENGTH: 24

(D) TOPOLOGY:

(ii) MOLECULE TYPE:

NAME/REY:
LOCATION:

OTHER INFORMATION: /ncte= "DNA seguence of 684

ain

CDNA

gle

misc feature

1

ocligonucleotide”

[AGRCACCAGC RGCAACCAGT TCAG

(xi) SEQUENCE DESCRIPTION:

SEQ ID NQ:34:

[ .
62) INFORMATION FOR SEQ ID NO:35:

L (i) SEQUENCE CHARACTERISTICS:

(xi) SEQUENCE DESCRIPTION: SEQ ID N0:33:

Ala

Pro

sSer

Pro

Asp

Asp

Ala

Gly

105

Ser

Val

Gly

10

Gly

Gly

Thr

Thr

hsp

Tyr

Gly

RAla

Leu

Phe

Arg

Lys

Ser

75

Thr

Ala

Glu

Pro

-5

val

Asn

Gly

Tyr

Ser

Ala

Leu

Ser

Gly

Arg

Ile

Leu

45

Aep

Asn

Val

Aap

JP 2005-165 A 2005.1.6
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(A) LENGTH: 24 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: cDNA

(ix) FEATURE:
(A) NAME/KEY: misc feature
(B) LOCATION: 1
(D) OTHER INFORMATION: /note= “DNA sequence of 683
oligonucleontide”

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:35:

[
[
[
[
[
[
[
[
[
[
[ reancTeeTT GCTGETEETG TCTA 24
[

[(Z) INFORMATION FOR SEQ ID NO:36:

{i} SEQUENCE CHARACTERISTICS:
(A} LENGTH: 37 base pairs
{B) TYPE: nucleic acid
(C} STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPFE: cDHKA

{ix) FEATURE:
(A) RAME/KEY: misc_feature
(B) LOCATION: |
(D) OTHER INFORMATION: /note= "DNA sequance of 713
oligonuclectider

[
[
[
[
[
[
[
[
[
[
[ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:36:
[

[ACCRGCAGCA ACACAGCCTG GCTGAGACTC AGCAGCG 37
[(2) INFORMATION FOR SEQ ID NO:37:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 38 base pairs
[(B) TYPE: nucleic acid
(€) STRANDEDNESS: single
(D) TOPOLOGY: linaar

(ii) MOLECULE TYPE: cDNA

{ix} FEATURE:
(A) NAME/FEY: misc feature
(B) LOCATION: I .
(D) OTHER INFORMATIDON: /note= “"DNA sequence of 716
oligonucleotide”



(70)
[ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:37:

leCTERAGTCTC AGCCAGGCTG TGTTGCTGCT GGTGTCGA

[ :
(2) INFORMATION FOR SEQ ID NOD:38:

{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 429 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

{(ii) MOLECULE TYPE: cDHNA
(ix) FEATURE:
(8) NAME/KEY: sig_peptide
(B) LOCATION: 1..57
{ix) FEATURE:
(B} LOCATION: 58..429
(ix) FEATURE:
(A) NAME/EEY: CDS
(B) LOCATION: 1..429
(ix) FEATURE:

(A} NAME/KEY: misc_feature
(8) LOCATION: 1|

JP 2005-165 A 2005.1.6

(D} OTHER IKFORMATION: /note= "pBAGI84 insert: STAW heavy

chain variable region”

[

[

[

[

[

[

[

[

[

[

[ (R) NAME/KEY: mat_peptide
[

[

[

[

[

[

[

[

[ {xi) SEQUENCE DESCRIPTION: SEQ ID NO:3B:
EATG GAC TGG ACC TGG AGG GTC TTC IGC TTG CTC CCT
Met ABp Trp Thr Trp Arg Val Phe Cys Leu Leu Ala
~19 —15 =10

[
[
[GCC CAC TCC CAG GTC CAA CTG CAG GAG AGC GGT CChA
Ala His Ser Gln Val Gln Leu Gln Glu Ser Gly Pro
(

L

CCT AGC CAG ACC CIG AGC CTG ACC TGC ACC GTIG TCT
[pro Ser Gln Thr Leu Ser Leu Thr Cys Thr Val Sar

ARA GAC ACC TAT ATG CAC TGG GTG AGA CAG CCA CCT
[Lye Asp Thr Tyr Met His Trp Val Arg Gln Pro Pro
[,30 3s 40

GTA
Val

GGT
Gly
10

GGC
Gly

GGA
Gly

GCA
RAla

cTT
Leu

TTC
Phe

CGA
Arg

CCA
Pro
-5

GTG

vVal

AAC
ABn

GGT
Gly

GGT
Gly

ACR
Arg

ATT
Ile

Leu
45

38
10
20
48
96
143 30
192



1)

GAC TCC ATT GCA AGS ATT GAT £CT CCGC ACT GGC GAT
Glu Trp Ile Gly Arg Ile Asp Pro Ala Ser Gly Asup
[ 50 55

CCG ARG TTL CAG GTC AGA GTG ACA ATG CTG GTA GAC
[ pro Lys Phe Gln Val Arg Val Thr Met Leu Val Asp
[ 65 70

[ACA GCC TGG CIG AGA CTC AGC AGC CTGC ACA CCC GCC
[ Thr Ala Trp Leu Arg Leu Ser Ser Val Thr Ala Ala
80 85

[ TAT TAT TGT GCA GAC GGA ATG TGG GTA TCA ACG GGA

[ Tyr Tyr Cys Ala Asp Gly Met Trp Val Ser Thr Gly
95 100 105

[ TTC TGG GGC CAR GGG ACC ACG GITC ACC GTC TCC TCA
Phe Trp Gly Gln Gly Thr Thr val Thr Val Ser Ser
110 115 120

[(2) INFORMATION FOR SEQ ID NO:39:

l (i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 143 amino acids
{B) TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: protein

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:39:

Met Asp Trp Thr Trp Arg vVal Phe Cye Leu Leu Ala
~19 -15 -10

[
[
[
[
[
[
[
[
[Ala His Ser GIin Val Gin Leu Gln Glu Ser Gly Pro
! 5

[

(Pro Ser Gln Thr Leu Ser Leu Thr Cye Thr Val Ser
0 15 20 25

[Lys Asp Thr Tyr Met His Trp Val Arg Gln Pro Pro
[ 30 33 40

(G1u Trp Ile Gly Arg Ile hsp Pro Ala Ser Gly Asp
[ 50 55

[Pro Lys Phe Gln Val Arg val Thr Met lLeu Val Asp
[ 65 70

L
Thr Ala Trp Leu Arg Leu Ser Ser Val Thr Ala Ala
80 85

ACT
Thr

ACC
Thr

GAC
Asp

TART
Tyr

GGT
Gly

val

Gly

10

Gly

Gly

Thr

Thr

Asp

Lys

AGC
Ser
5

ACC
Thr

GCT
Ala

GAG
Glu

Ala

Leu

Phae

Arg

Lye

Ser

75

Thre

TAT
Tyr

AGC
sSer

Ala

Leu

TCC
sSer

Pra

-3

val

AsSn

Gly

Tyr

Ser

Ala

GAC
Asp

RAC
Asn

GTC
val

GAC
Asp

Gly

Arg

Ile

Leu

45

ASp

ABN

val
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(72) Jp

Tyr Tyr Cya Ala Asp Gly Met Trp Val Ser Thr Cly Tyr Ala Leu Aap
[ 95 100 105
[
[ Phe Trp Gly GIn Gly Thr Thr Val Thr Val Ser Ser Gly Glu Ser
110 115 120
[

[ (2} INFORMATION FOR SEQ ID NO:40:

{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 40 base pairs
{B) TYPE: nucleic acid
(C) STRANDEDNESS: Bingle
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

(ix) FEATURE:
(A) NAME/KEY: misc_feature
(B} LOCATION: 1
(D) OTHER INFORMATION: /note= "DNA Bequence of 706
oligonucleotide”

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:40:
AGTTCCAGGT CARAGCGACA .ITACGGCAG ACRCCAGCAA
{Z) INFORMATION FOR SEQ ID NO:41:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 40 baee pairs
(B) TYPE: nucleic acid
{C} STRANDEDNESS: single
(0) TOPOLOGY: linear

{ii) MOLECULE TYPE: cDNA

{(ix) FEATURE:
{A) NAME/KEY: misc_feature
(3) LOCATION: i
(D) OTHER INFORMATION: /note= "DNA sequence of 707
oligonucleotide”

[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
E (xi) SEQUENCE DESCRIPTION: SEQ ID NQ:4l:
(CTTGCTGETG TCTGCCETAA TTGTCCCTTT CACCTGGAAC
(2) INFORMATION FOR SEQ ID NO:42:

; (i) SEQUENCE CHARACTERISTICS:

{A) LENGTH: 429 basa pairs

[
[ (B) TYPE: nucleic acid
[ (C) STRANDEDNESS: single

2005-165 A 2005.1.6
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ATG
[HEt
[—19

cee
(a1a

leeT
[Pro

FY.VY
Lys

[GAG

Plu

[ccc

fro

Gln

(ii)

{ix)

(ix)

{ix)

(ix)

(x4)

GAC
Asp

CAC
Hie

AGC
Ser
15

GAC
A8p

TGG
Trp

AMG
Lys

TTC
Phe

{D) TOPOLOCY:
MOLECULE TYPE:

FEATURE:
(A) NRME/KEY:
(B) LOCATION:

FEATURE:
(A) NAME/KEY:
(B) LOCATION:

FEATURE:
{A) NAME/KEY:
{(B) LOCATION:

FEATURE:
(A) NRME/KEY:
(B) LOCATION:

(73)
linear

cDNA

sig_peptide
1..57

mat_peptide
58..429

CDSs
1..429

misc_feature
1

(D) OTHER INFORMATION: /note= "pBAGI1S3
heavy chain variable region”

SEQUENCE DESCRIPTION: SEQ ID NO:42:

TGG ACC TIGG }GG
Trp Thr Trp Arg
—15

TCC CAG GTC CAAR
Ser Gln Val Gln

CAG ACC CTIG AGC
Gln Thr Leu Ser

ACC TAT ATG CAC
Thr Tyr Met His
35

ATT GGA AGG ATT
Ile Gly Arg Ile

TTC CAG GTC AAA
Phe Gln Val Lys
65

AGC CTG AGA CTC
Ser Leu Arg Leu
80

GTC TTC TGC TIG CTG GCT
val Phe Cys Leu Leu Ala
-10

CTG CAG GAG AGC GGT CCA
Leu Gin Glu Ser Gly Pro

CTG ACC TGC ACC GTG TICT
Leu Thr Cye Thr Val Ser
20 25

TGG GTG AGA CAG CCA CCT
Trp val Arg Gln Pro Pro

GAT CCT GCG AGT GGC GAT
Asp Pro Ala Ser Gly Asp
55

GCG RCA ATT ACG GCA GAC
Ala Thr Ile Thr Ala Asp

RCC AGC GTG ACA GCC GCC
Ser Ser Val Thr Ala Ala
85

insert: KAITAS

GTA
val

ACC
Thr

GAC
Agp
%0

GCA CCA GGT
Ala Pro Gly
=5

CTT GTG AGAR
Leu Val Arg

TTC RAC ATT
Phe Asn Ile

CGA GGT CTT
Arg Gly Leu
45

AAA TAT GAC
Lys Tyr Asp
60

AGC AGC AAC
Ser Ser Asn
75

ACC GCG GTC
Thr Ala Val
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(74)

TAT TAT TGT GCA GAC GGA ATG TGG GTA TCA ACG GGA

Tyr Tyr Cys Ala Asp Gly Mat Trp Val Sar Thr Gly
[ 95 100 105
[ T™IC TGG GGC CAR GGG ACC ACG GTC ACC GTC TCC TCA
[ Phe Trp Gly Gln Giy Thr Thr Val Thr val Ser Ser
[ 110 115 120

[ (2) INFORMATION FOR SEQ ID NO:43:

[

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 143 amino acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear

[
[
[
[ {ii) MOLECULE TYPE: prctein
[
[

(xi) SEQUENCE DESCRIPTION: SEQ ID NQ:43:

[ Met Asp Trp Thr Trp Arg Val Phe Cys Leu Leu Ala
[ -19 -15 -10

[ala His Ser Gln Val Gln Leu Gln Glu Ser Gly Pro
[ 1 5

{pro ser Gln Thr Leu Ser Leu Thr Cys Thr val Ser
[ 15 20 25

[Lys Aap Thr Tyr Met His Trp Val Arg Gln Pro Pro
[ 30 35 40

[Glu Trp Ile Gly Arg lle Asp Pro Ala Ser Gly Asp

[ 50 55

(

[?ro Lye Phe Gln Val Lys Ala Thr Ile Thr Ala Asp
65 70

[

[Gln Phe Ser Leu Arg Leu Ser Ser Val Thr Ala Ala

. 80 85

[Tyr Tyr Cye Ala Asp Gly Met Trp Val Ser Thr Gly
[ o5 100 105

[Phe Trp Gly G1n Gly Thr Thr val Thr val Ser Ser
(110 115 120

[(2) INFORMATION FOR SEQ ID NO:44:

[

[ (1) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 36 base pairs

C (B) TYPE: nucleic arid

L (¢} STRANDEDNESS: single

TAT
Tyr

GGT
Gly

val

Cly

10

Gly

Gly

Thr

Thx

ABD

Tyr

Gly

GCT CTG GAC

Ala

GAG
Glu

Ala

Leu

Phe

Arg

Lys

Ser

75

Thr

Ala

Glu

Leu

TCcC
Ser

ero

-5

val

Asn

Gly

Tyrc

60

sar

Ala

Leun

Sar

Asp

Gly

Arg

Ile

Leu

45

ASp

Aen

val

Aap
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(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: <DNA

(ix) FEATURE:
(A) NAME/KEY: misc_feature
(B) LOCATION: 1

cligonucleotide®

CTCAGCAGCG TGACATCTGA GGACACCGCG GTCTAT
{2) INFORMATION FOR SEQ ID NO:45:

(i) SEQUENCE CHARACTERISTICS:
() LENGTH: 36 base pairs
(8) TYPE: nucleic acid
(C) STRANDEDNESS: single
(b} TOPCLOGY: linaear

(ii) MOLECULE TYPE: cDNA

(ix) FEATURE: .
(A) KRAME/KEY: miac_featurae
{B) LOCATION: 1

{
[
[
[
(
l
(
(
{
[
[
[
(
l
(
(
{
[
[
E cligonucleotide”
l

[RTRGACCGCG GTGTCCTCAG ATGTCACGCT GCTGAG
(
[(2) INFORMATION FOR SEQ ID ND:46:

[ (i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 372 base pairs
(B} TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

(A) NAME/KEY: misc feature
(B) LOCATION: {..372

(D) OTHER INFORMATION: /note=
chain variabhle region”

(ix) FEATURE:

[
[
(
l
(
[ {ix) FEATURE:
{
[
[
[
[ (A) NAME/KEY: mat_peptide

(75)

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:44:

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:45:

“pBAG207 insert:

JP

(D) OTHER INFORMATION: /note= "DNA sequence of 768

(D) OTHER INFORMATION: /note= "DNA seguence of 769

S5E heavy
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(i)

(xi)

GTC
val

CIG
Leu

ATG
Het

AGG
Arg
50

GTC
val

AGR
Arg

GAC
Asp

GGG
Gly

{B) LOCATION:

FEATURE:
(A) NRME/REY:
(B) LOCARTION:

1..372

cDSs

1..372

SEQUENCE DESCRIPTION:

CAA CTGC CAG GAG

Gln

AGC
Ser

CAC
Hie
35

ATT
Ile

AGA
Arg

cTC
Leu

GGA
Gly

ACC
Thr
L5

Leu

CTG
Lan

20

TGG
Trp

GAT
Asp

GTG
val

AGC
Ser

ATG
Met
100

ACG
Thr

Gln
5

ACC
Thr

GTG
Val

ccT
Pro

ACA
Thr

AGC

Ser
85

TGG
Trp

GTC
Val

Glu

TGC
Cys

AGA
hrg

GCG
Ala

ATG
Met

70
GTG

val

GTA
Val

ACC
Thr

INFORMATION FOR SEQ

(1) SEQUENCE CHARACTERISTICS:
LENGTH:
TYPE:

(»)
(B)
(o)

(76)

SEQ ID NO:46:

AGC GGT CCA GGT
Ser Gly Pro Gly

ACC
Thr

CAG
Gln

AGT
Ser
55

CTG

Leu

ACA
Thr

TCA
Ser

GTC
val

GTG
Val

CCcA
Pro

GGC
Gly

GTA
val

TCT
Ser

ACG
Thr

TCC
Ser
120

TCcT
Ser

25

CcCT
Pro

GAT
Aap

GAC
ABp

GAG
Glu

GGA
Gly
105

TCA
ser

ID NO:47:

10
GGC
Gly

GGA
Gly

ARCT
Thr

ACC
Thr

GAC
Asp

TAT
Tyr

GGT
Gly

cTT
Leu

TTC
Phe

CGA
Arg

Lys

AGC
Ser
75

AcCC
Thr

GCT
hAla

GAG
Glu

124 amino acids

TOPOLOGY :

amino acid
linear

(ii) MOLECULE TYPE: protein

CTG
Val

AAC
ABn

GGT
Gly

TAT
Tyzr
60

AGC

sSer

GCG
Ala

cTG
Lau

Ice
Ser

AGA
Arg

ATT
Ile

CTT
Leu
45

GAC

Asp

AAC
Aan

GTC
val

GAC
Asp

cCT
Pro

Lys
30

GAG
Glu

cCC
Pro

CAG
Gln

TAT
TIyr

TTC
Phe
110

AGC
Ser
15

GAC
Aap

TGG
Trp

AAG
Lys

TTC
Phe

TAT
Tyr
95

TGG
Trp

CAG
Gln

ACC
Thr

ATT
Ile

TTC
Phe

AGC
Ser

80
TGT

Cys

GGC
Gly
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@« JP 2005-165 A 2005.1.6

[ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:47:
(Gln val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Arg Pro Ser Gln
[ 1 -1 10 15

[Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Phe Aan Ile Lys Asp Thr
[ 20 25 30

Tyr Met His Trp Val Arg Glan Pro Pro Gly Arg Gly Leu Glu Trp Ile
35 40 45

[
[
[
Gly Arg Ile Asp Pro Ala Ser Gly Aep Thr Lys Tyr Asp Pro Lys Phe
[ 50 55 60
[ .
[Gln Val Arg Val Thr Met Leu Val Asp Thr Ser Ser Asn Gln Phe Ser
65 70 75 20
[

[Leu Arg Leu Ser Sar Val Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

[Ala Asp Gly Met Trp Val Ser Thr Gly Tyr Ala Leu Asp Phe Trp Gly
106 105 110

[Gln Gly Thr Thr Val Thr Val Ser Ser Gly Glu Ser
115 ] 120

[(2) INFORMATION FOR SEQ ID NO:48:

{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 1! base pairs
(8) TYPE: nuclelc acid
(C) STRANDEDNESS: single
(D} TOPOLOGCY: linear

{(ii) MOLECULE TYPE: ¢DNA

{(ix) FEATURE:
(A} NAME/KEY: misc_feature
(B) LOCATION: |
(D) OTHER INFORMATION: /note= "DRA sequence of 704
oligonucleotide”

{xi) SEQUENCE DESCRIPTION: SEQ ID NQ:48:

[TGCACTGGGT GAAACAGCGA CCTGGACGAG G 31
c :

[(2) INFORMATION FOR SEQ ID NO:49:

[ (i) SEQUENCE CHARACTERISTICS:

[ (A) LEKGTH: 31 base pairs

(B) TYPE: nucleic acid
L (C) STRANDEDNESS: aingle



D

C
L
L
{
L
C
L
L
C
L
L
{
L
C
L
L
C
L
L
{
L
C
L
L
C
L
L
{
L
C
L

[ATG
Met
SP
[

cc

Ala
[

(78) Jp
(D} TOPOLOGY: linear
(ii} MOLECULE TYPE: cDNA
(ix) FEATURE:
(A) NAME/KEY: misc_feature
(B) LOCATION: 1
{D) OTHER INFORMATION: /note= "DNA sequence of 705

cligonucleotide”

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:49:

CCTCGTCCAG GTCGCTGTTIT CACCCRAGTGC A

INFORMATION FOR SEQ ID NO:50:

{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 429 base pairs
(B} TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

(ix) FEATURE:
(A) NAME/KEY: Big_peptide
(B) LDCATION: 1..57

(ix) FEATURE:
(A) NAME/REY: mat_peptide
(B) LOCRTION: 58..429

(ix) FEATURE:
(A} NAME/KEY: CDS
{B) LOCATION: 1..42¢

{(ix) FEATURE:
(A) NAME/KEY: miec_feature
(B) LOCATION: |
(D) OTHER INFORMATION: /note= "pBAGl85 insert: KRS heavy
chain variable region™

(xi) SEQUENCE DESCRIPTION: SEQ ID NQ:50:

GAC TGG ACC TGG AGG GTC TIC TGC TTG CTG¢ GCT GTA GCA CCA GGT
Asp Trp Thr Trp Arg Val Phe Cys Leu Leu Ala Val Ala Pro Gly
—15 ~10 —5

CAC TCC CAG GTC CAR CTG CAG GAG AGC GGT CCA GGT CTT GTG AGA
His Ser Gln Val Gln Leu Gln €lu Ser Gly Pro Gly Leu Val Arg
1 5 10
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CCT AGC
Pro Ser

ARA GAC
Lys Asp

30

GAG TGG
Glu Trp

Pro Lys

CAG TTC
Gln Phe

TAT TAT
Tyr Tyr

TTC
[ phe
[110

R0
[
[
[
[
[
[
[

[Met
[—-19

[Ala
[

L

Pro

[

[
Lys

30
U

[
[
[
[
[
[
[
[
[ ccG AAG
[
[
[
[
[
[
[
[

(79)

TCT
Ser

GTG
Val

ACC
Thr

TGC
Cys

ACC
Thr

CIG
Leu
20

CAG
Gln

ACC
Thr

CTG AGC
Leu Ser
15

CAG
Gln

CGA
Arg

CCT
Pro

GTIG
val

CAC
His
is

TAT
TYr

ATG
Met

ACC

Thr Trp Lys

GAT
Asp

CcCT
Pro

GCG
Ala

AGT
Sar
55

GGC
Gly

GAT
Asp

ATT
Ile

GGA
Gly

ATT
Arg Ile

50

GTA
Val

GAC
Asap

ATG
Met
70

CTG
Leu

AGA
Arg

GTG
Val

TIC
Pha

CAG
Gln
65

GTC

Val Thr

ACA
Thr

GCC
Ala

GCC
Ala

AGC
Ser
20

CTG
Leu

AGh
Arg

cTC
Leu

AGC
Ser

AGC
Ser
85

GTG
val

ACG
Thr

GGA
Cly
105

TGG
Trp

GTA
Val

TCA
Ser

TGT
Cysa

GCA
Ala

GAC
Agp

CGA
Gly

ATG
Met
95 100

TCC
Ser
120

TCA
Ser

ACG
Thr

GTC
Val

ACC
Thr

GTC
Val

TGG
Trp

GGC
Gly

GGG
Gly

Ace
Thr
115

Gln

INFORMATION FOR SEQ ID NO:5Sl:
SEQUENCE CHARACTERISTICS:
(A} LENGTH: 143 amino acids
(B) TYPE: aminc acid

(D) TOPOLOGCY: linaar

(L

(ii) MOLECULE TYPE:

protein

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:S5}l:

Leu Leu Ala

=10

Aep Trp Thr Trp Arg Val Phe Cys
—15
Glu

Hip Ser Gln val Gln Leu Gln ser

1 5

Gly Pro

val Ser
25

Ser Gln Thr Thr

i5

Leu Ser Leu Thr

20

Cys

Met His Gln

35

Trp Val Arg Pro

40

Asp Thr Tyr Lys

GGC
Gly

GGA
Gly

ACT
Thr

ACC
Thr

GAC
hBp

TAT
Tyr

GGT
Gly

Val
Gly
10

Gly

Gly

TIC
Phe

cGa
Arg

Lys

AGC

Ser
75

ACC

Thr

CCT
Ala

GAG
Glu

Ala

Leu

Phe

ATT
Ile

ARC
Asn

CIT
Leu
45

GGT
Gly

TAT
Tyr
60

GAC
Asp

AGC
Ser

AAC
Asn

GCG
Ala

GTC
val

CTG
Leu

GAC
Aep

Tce
Ser

Pro Gly
=5

Val Arg

Asn Ile

Gly Leu
45
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(80)

[Glu Trp Ile Gly Arg lle Asp Prc Rla Ser Gly Asp Thr Lys Tyr
50 35 60

[

[Pro Lys Phe Gla Val Arg val Thr Met Leu Val Asp Thr Ser Ser

63 70 75

[

[Gln Phe Ser Leu Arg Leu Ser Ser Val Thr Ala Rla Asp Thr RAla

[ 80 85 90

[Tyr Tyr Cys Ala Asp Gly Met Trp Val Ser Thr Gly Tyr Ala Leu
[ 95 100 105

[Phe Trp Gly €ln Gly Thr Thr Val Thr Val Ser Ser Gly Glu Ser
(110 115 120

[(2) INFORMATION FOR SEQ ID NO:52:

[

(i) SEQUENCE CHARACTERISTICS:
(R) LENGTH: 26 base pajrs
(B) TYPE: nucleic acid
{C} STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MCLECULE TYPE: cDNA

(ix) FEATURE:
(A) NAME/XEY: migc_feature
(B} LOCATION: I
(D) OTHER INFORMATICON: /note= "DNA sequence of 745
oligonucleotide”

[
[
[
[
[
[
[
[
[
[
[ (xi) SEQUENCE DESCRIPTION: SEQ ID RO:52:

[TGRCCTGCAD CGOGTCTGGC TTCAAC
[
(2) INFORMATION FOR SEQ ID NO:53:

(i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 26 base paire
{B) TYPE: nucleic acid
{C} STRANDEDNESS: single
(D) TOPOLOGY: linear

[
[
[
[
[
[ (ii) MOLECULE TYPE: cDNA
[
[ (ix) FEATURE:
(A) KNAME/KEY: misc_feature
[ (B) LOCATION: 1
[ (D) OTHER INFCRMATION: /note= "DNA sequence of 746
[ cligonucleotide”
[

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:53:

Asp

Asn

val

Asp

JP

2005-165 A 2005.1.6
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(81)

TTGAAGCCAG ACGCGCTGCA GGICAG

(2) INFORMATION FOR SEQ ID NO:34:

)

L
L
L
{
L
C
L
L
{
L
L
{ (ix)
.
C
L
L
{
L
L
{
L
C

(xi)

[ATG GAC
[Met ABp
[—19

[cce cac
[hla Hise

[

[CCT AGC
[Pro Ser

15
L

[AAA GAC

%y! Asp
30

[

ﬁﬁc TGG
flu Trp

SEQUENCE CHARACTERISTICS:
(R) LENGTH: 429 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single

(D) TOPOLOGY:
MOLECULE TYPE:

FEATURE:
(R) NAME/KEY:
{B) LOCATION:

FEATURE:
(A} NAME/KREY:
{(B) LOCATION:

FEATURE:
() NAME/REY:
(B) LOCATION:

FEATURE:
(A} NAME/KEY:
(B) LOCATION:

linear

cDNA

sig_peptids
1..57

mat_peptide
58..429

cDsS
1..429

misc_feature
1

(D) OTHER INFORMATION: /note= "pBRGI?S insert: AS heavy
chain variable region®

SEQUENCE DESCRIFTION: SEQ ID NO:34:

TGG ACC TGG AGG
Trp Thr Trp Arg
—15

TCC CAG GIC CARA
Ser Gln Val Gln

CAG ACC CTIG AGC

Gln Thr Leu Ser

ACC TAT ATG CAC
Thr Tyr Met His

kh}

ATT GGA AGG ATT

Ile Gly Arg lle
50

GTC TTC TGC TIG CTG GCT
Val Phe Cys Leu leu Ala
=10

CIG CAG GAG AGC GGT CCA
Leu Gln Glu Ser Gly Pro

CTG ACC TGC ACC GCG TCT
Leu Thr Cys Thr Ala ser
20 25

TGG GTG AGA CAG CCA CCT
Trp val Arg Gln Pro Pro

GAT CCT GCG AGT GGC GAT
Asp Pro Ala Ser Gly Asp
55

CTA
Val

GGT
Gly
10

GGC
Gly

GGA
Gly

ACT
Thr

GCA
Ala

Leu

TTC
Phe

CGA
Arg

Lys

CCA GGT
Pre Gly
-5

GTG AGA
Val Arg

ARAC ATT
Asn Ile

GGT CTT
Gly Leu
45

TAT GAC

Tyr Asp
60

JP 2005-165 A 2005.1.6
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CCG AAGC TIC

Pro Lys Phe

CAG TTC AGC
[ G1n Phe Ser

80

[ AT TAT TOT
[ Tyr Tyr Cys

95

[ TTC TGG GGC
[Phe Trp Gly

Gln
65

Leu

GCA
Ala

Gln

GTC
Val

AGA
Arg

GAC
Asp

GGG
Gly

[(2) INFORMATION FOR

(xi)

(i) SEQUENCE CHARACTERISTICS:
(A} LENGTH:
TYPE:

(B)

AGA
Arg

CIC
Leu

GGA
Gly

ACC
Thr
115

Val

AGC
Ser

ATG
Met
100

ACG
Thr

Thr

AGC
Ser

Trp

GTC
Val

ATG
Met
70

GIG
val

GTA
Val

ACC
Thr

SEQ 1D NO:55:

143 amino acidsa
amino acid

(D) TOPOLOGY:

SEQUENCE

Met Asp Trp Thr Trp

-19

[Ala His

[

[Fro Ser
15
[

[(Lys Asp
[ 30

Ser

Gln

Thr

Ile

Phe

Ser

80

Ccys

[
[
[
[ (ii) MOLECULE
[
[
[
[

Gln

Thr

Tyr

Gly

Gln

65

Laeu

Ala

~15

val

Leau

Het

Arg

50

Val

Arg

ABp

linear

TYPE: protein

(82)

CTG GTA GAC

Lau

ACAR
Thr

TCA
Ser

GTC
Val

Val

GCC
Ala

ACG
Thr

TCC
Sar
120

Rap

GCC
Ala

GGh .

Gly
105

TCA
Ser

DESCRIPTION: SEQ ID NO:55:

Arg Val Phe Cys Leu Leu Ala

Gln

S5er

His

a5

Ile

Arg

Leu

Gly

Leu

Lau

20

Trp

Asp

val

Ser

Mat
100

Gln

Thr

val

Pro

Thr

Ser

85

Trp

Glu

Cys

Arg

Ala

Het

70

val

val

=10

Ser

Thr

Gln

Ser

55

Leu

Thr

sSer

Gly

Ala

Pro

Gly

val

Rla

Thr

Pro

Ser

Pro

Asp

Asp

Ala

Gly
105

ACC
Thr

GAC
Asp

TAT
Tyr

Gly

val

Gly

10

Gly

Gly

Thr

Thr

Asp

TYL

AGC
Ser
15

ACC
Thr

GCT
Ala

GAG
Glu

Ala

Leu

Phe

Arg

Lys

sSer

15

Thr

Ala

ARC
Ser

GCG
Ala

CTG
Leu

TCC
Ser

Pro

-5

val

Aan

Gly

Tyr

60

Ser

Ala

Leu

ALC
Asn

GTC
val

GAC
Asp

Gly

Arg

Ile

Leu

45

Asp

Asn

Val

Asp

JP 2005-165 A 2005.1.6
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(83)

[Phe Trp Gly G6ln Gly Thr Thr Val Thr Val Ser Ser Gly Glu Ser

110
[

@
[

115 120

INFGRMATION FOR SEQ ID NO:56:

(i) SEQUENCE CHARACTERISTICS:
{A) LENGCTH: 29 base pairs
{B) TYPE: nucleic acid
(C) STRANDEDNESS: aingle
(D) TOPOLOCGY: linear

(ii) MOLECULE TYPE: ¢DNA

{ix) FEATURE:
(R) NAME/KEY: misc_feature
(B) LOCATION: 1
(D) OTHER INFORMATION: /note= "DNA sequence of 915
oligonucleotide”

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:36:

[‘I‘ATTATTG'I‘G CAAGAGGAAT GTGGGTAIC

L ¢4]

L
L
{
L
C
L
L
C
L
L
{

INFORMATION FOR SEQ ID NO:57:

{i) SEQUENCE CHARACTERISTICS!
(A} LENGTH: 29 base pairs
(B} TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

{(ii) MOLECULE TYPE: cDRA

{ix) FEATURE:
(A) NARME/REY: misc feature
(B) LOCATION: !
(D) OTHER INFORMATION: /note= "DNA segquence cf 917
oligonuclentide®

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:57:

[ATACCCACAT TCCTCTTGCA CAATAATAG

2y
[
[
[
[
[
[

O

INFORMATION FOR SEQ ID NO:58:

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 41 base pairs
(B) TYPE: nucleic acid
(¢} STRANDEDNESS: aingle
(D} TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

JP
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(84) JP

{(ix) FEATURE:
(A) NKAME/KEY: misc feature
{B) LOCATION: 1
(D) OTHER INFORMATION: /note= "DNA sequence of 918
oligonucleotide”

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:58:
CTGCACCGTG TCTGGCTTCA CCTTCAGCGA CACCTATATG C
(2) INFORMATION FOR SEQ ID NO:5%9:

[

[

[

[

[

[

[

[

C (i) SEQUENCE CHARACTERISTICS:

[ {A) LENGTH: 41 base pairs
(B} TYPE: nucleic acid

[ (C) STRANDEDNESS: single

[ {D} TOPOLOGY: linear

[ (ii) MOLECULE TYPE: CDNA

[

[

[

[

[

[

[

[

{ix)} FEATURE:
(A) NAME/KEY: miac_feature
(B) LOCATION: 1
(D) OTHER INFORMATION: /note= "DNA sequence of 919
oligonuclectide”

(x1) SEQUENCE DESCRIPTION: SEQ ID NO:59:
GCATATAGGT GTCGCTGARG GTGAAGCCAG ACACGGTGCR G
[(2} INFORMATION FOR SEQ ID NO:60:

(1} SEQUENCE CHARACTERISTICS:

{A} LENGTH: 31 basae pairs

{B) TYPE: nucleic acid

{(C) STRANDEDNESS: single
{D) TOPOLOGY: linear

[
[
[
[
[ .
[ {ii) MOLECULE TYPE: CDNA
[ {(ix) FEATURE:
[ (A) NAME/KEY: misc_feature

(B) LOCATION: 1
( (D) OTHER INFORMATION: /note= "DNA sequence of 697
[ oligonucleotide”
[ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:60:
[
[GGTGTCCBCT CCAGCATCGT GATGACCCAG A

(2) INFORMATION FOR SEQ ID ND:6l:

2005-165 A 2005.1.6
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(85) JP 2005-165 A 2005.1.6

(i} SEQUENCE CHARACTERISTICS:
(A) LENGTH: 31 base pairs
{8) TYPE: nucleic acid
{C) STRANDEDNESS: single
(b) TOPOLOGY: linear

{ii) MOLECULE TYPE: cDHNA

{ix) PFEATURE:
{A) NAME/KEY: misc_feature
(B) LOCATIOR: 1
(D) OTHER INFORMATION: /note= "DNA seguence of 698
cligonuclectide”

(xi) SEQUENCE DESCRIPTICN: SEQ ID NO:6l:
[TCTGGGTCAT CACGATGCTG GAGTGGACAC C 41
[
(2) INFORMATION FOR SEQ ID NO:62:

(i) SEQUENCE CHARACTERISTICS:
{(A) LENGTE: 336 bamse pairs
(B} TYPE: nucleic acid
(C) STRANDEDRESS: aingle,
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

{ix) FEATURE:
(A) NRME/KEY: sig_peptlide
(B) LOCATION: 1..57

[

[

[

[

[

[

[

[

[

[ (ix) FEATURE:

L (A) NAME/KEY: mat_peptide
[ (B) LOCATION: 5B8..386
[ {ix)} FEATURE?

[
[
[
[
[
[
[
[

(A} RAME/KEY: CDS
(8) LOCATION: 1..3B6

(ix) FEATURE:
(A} KAME/REY: misc_feature
(8) LOCATION: I
(D) OTHER INFORMATION: /note= "pBAGI98 insert: VK2 (SVMDY)
light chain variable region©

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:62:

[ATG GGT TGS TCC TGC ATC ATC CTC TTC CIG GTT GCT ACC GCT RCC GGT 48
[Het Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly

—19 -15 —-10 -5

g



GTC CAC
Val His

AGC GTG
S5er val
15

ACT AAT
Thr Asn
30

CTG CTG
Leu Leu

TTC AGC
Phe Ser

CTC CAG
Leu Gln

TCT CCG
Ser Pro
95

L
{
L
C
L
L
{
L
L

(Li)

(xi)

TCC
Ser

GGT
Gly

GAT
Asp

ATC
Ile

GGT
Gly

CCA
Pro
80

TAC
Tyr

AGC
Ser

GAC
Asp

GTA
val

TAC
Tyr

AGC
Ser
65

GAG
Glu

ACG
Thr

()
(B}
()

ATC
Ile

AGA
Arg

GCT
Ala

TAT
TyE
50

GaT
Gly

GAC
Asp

TIC
Phe

(2) INFORMATICN FOR

LENGTH:
TYPE:

CTG
Val

GTG
val

Trp
35

GCA
Ala

TAT
Tyr

ATC
Ile

GGC
Gly

SEQ

ATG ACC

Mat

ACC
Thr
20

TAC
Tyr

TCC
Ser

GGT
Gly

GCce
Ala

CAR
Gln
100

Thr

ATC
Ile

Gln

AAT
Agn

ACC
Thr

ACC
Thr
85

GGG
Gly

CAG
Gln

ACC
Thr

Glin

CGC
Arg

GAC
Asp
70

TAC

Tyr

RCC
Thr

ID NO:63:

TOPOLOGY :

MOLECULE

SEQUENCE

[Met Gly Trp Ser Cysa

[—19
L

15

i

[
[
[Ser Val Gly Asp Arg
[

—15

Val His Ser Ser Ile

Thr Asn ABp Val Ala

30
0

{i) SEQUENCE CHARACTERISTICS:
128 amino acids
amino acid

linear

TYPE: protein

DESCRIPTION:

AGC
Sar

TGT
Cys

Lys

TAC
Tyr
55

TTC
Phe

TAC
Tyr

ARG
Lys

(86)

CCA
Pro

Lys

CCA
Pro

ACT
Thr

ACC
Thr

TGC
Cys

GTG
val

AGC
Ser

GCC
Ala

Gly

GGT
Cly

TTC
Phe

CAG
Gln

GAR
Glu
105

SEQ ID NO:63:

Ile Ile Leu Phe

Val Met Thr Gin

5

Val Thr Ile Thr

20

Trp Tyr Gln Gln

35

Leu Val Ala

-10

Ser Pro Ser

Cys Lys Ala

25

Lys Pro Gly

40

AGC
Sar
10

AGT
sSer

AAG
Lys

GTG
Val

ACC
Thr

CAG
Gln

ATC
Ile

Thr
Ser
10

Sar

Lys

cTG
Leu

CAG
Gln

GCT
Ala

CCA
Pro

ATC
Ile
75

GAT
Asp

Lys

Ala

Leu

Gln

Ala

AGC GCC
Ser Ala

AGT GTG
Ser val

CCA AAG
Pro Lys

45
GAT AGA
Asp Arg

AGC AGC
Ser Ser

TAT AGC
Tyr Ser

Arg Lys

Thr CGly
-5

Ser Ala

Ser Val

Pro Lys
45

JP 2005-165 A 2005.1.6
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(87)

[Lau Leu Ile Tyr Tyr Ala Ser Aen Arg Tyr Thr Gly Val Pro Aep
50 55 6a

[

[Phe Ser Gly Ser Gly Tyr Gly Thr Asp Phe Thr Phe Thr Ile Ser

65 70 75

[

[ Leu Gln Pro Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Asp Tyr

[ 80 85 90

[ Ser Pro Tyr Thr Fhe
[ 95 100

[(2) INFORMATION FOR
[ .

Gly Gln Gly Thr Lys Val Glu
105

Ile Lys Arg

SEQ ID NO:64:

(i) SEQUENCE CHARACTERISTICS:

(AR) LENGTH: 32 baee pairs

(B) TYPE: nucleic acid

(C) STRANDEDNESS: single

(D) TOPOLOGY: linear

(Li) MOLECULE TYPE: cDNA

FEATURE:

(h) NAME/KEY: miec_faeature

{B} LOCATION: 1

(D} OTHER INFORMATION: /note= "DNA sequence of 803
oligonucleotide”

SEQUENCE DESCRIPTION: SEQ ID NO:64:

[

[

[

[

[

S ¢t
[

[

[

[ A

0 (x1i)

[GGTGTCCACT CCGACATCCA GATGACCCAG AG

HZ) INFORMATION FOR SEQ ID NO:65:

(i) SEQUENCE CHARACTERISTICS:

{A) LENGTH: 31 base pairs

(B) TYPE: nucleic acid

(C) STRANDEDNESS: single

{(b) TOPQLOCY: linear

(ii) MOLECULE TYPE: cDNA

FEATURE:

{A) NAME/KEY: misc_feature

(B) LOCATION: |

(D) OTHER INFORMATION: /note= "DNA sequence of 804
oligeonuclectide”

(ix)

(xi)} SEQUENCE DESCRIPTICN: SEQ ID NO:65:

CTCTGGGTCA TCTGGATGTIC GGAGTGGACA CC

JP

Arg

Ser

ser

Lys

2005-165 A 2005.1.6
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(88)
(2) INFORMATION FOR SEQ ID NO:66:

(1) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 386 base pairs
(B} TYPE: nucleic acid
{(C) STRANDEDNESS: single
(D) TOPQOLOGY: linear

(ii) MOLECULE TYPE: cDNA

{ix) FEATURE:
() NAME/KEY: sig_peptlde
(8) LOCATION: 1..57

(A) NAME/KEY: mat_ peptide
{(B) LOCATION: 58..386

(ix) FEATURE:
(A) NAME/KEY: CD$
(B) LOCATION: 1..386

{ix) FEATURE:
(A) NAME/REY: misc_feature
(B} LOCATION: 1

JP 2005-165 A 2005.1.6

(D} OTHER INFORMATION: /note= "pBAGIS7 ineert: VK3 (DQMDY)

[

[

[

[

[

l

[

[

[

[

[ {(ix} FEATURE:
[

[

l

[

[

[

[

[ light chain variaple region-
[

(xi} SEQUENCE DESCRIPTICON: SEQ ID NO:66:

[ATG GGT TGG TICC TGC ATC ATC CTIG TrC CTG GTT GCT ACC GCT
[Het Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala
-19 -15 -10

[

[GTC CAC TCC CAC ATC CAG ATG ACC CAGC AGC CCA ARGC AGC CTG
val His Ser RAep Ile Gln Met Thr Gln Ser Pro Ser Ser Leu

GC GTG GGT GAC AGA GTIG ACC ATC ACC TGT ARG GCC AGT CAG
Ser Val Gly Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gin
[ 15 20 25

ACT AAT GAT GTA GCT TGG TAC CAG CRG AAG CCA GGT AAG GCT
lThe Asn Asp Val Ala Trp Tyr Gin Gln Lys Pro Gly Lys Ala
[ 30 s 40

CTG CTG ATC TAC TAT GCA TCC AAT CGC TAC ACT GGT GIG CCA
[Lev Leu Ile Tyr Tyr Ala Ser Aen Arg Tyr Thr Gly Val Pro
L 50 55

ACC
Thr
-5

AGC

Ser

AGT
Ser

CCA
Pro

GAT
Amp

GGT
Gly

GCC
Ala

GTG
val

ARG
Lys
45

AGA
Arg

48
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(89) JP 2005-165 A 2005.1.6

[ TTC AGC G&T ACC GCT TAT CCT ACC GAC TTC ACC TTC ACC ATC AGC AGC 288
Phe Ser Gly Ser Gly Tyr Gly Thr Aep Phe Thr Phe Thr Ile Ser Ser
[ 65 70 75
L
CTC CAG CCA GAG GAC ATC GCC ACC TAC TAC TGC CAG CAG GAT TAT AGC 336
[ Len Gln Pro Glu Asp Ile Ala Thr Tyr Tyr Cye Gln Gln Asp Tyr Ser
[ 80 £5 90

[‘I‘CT CCG TAC ACG TTC GGC CAR GGC ACC AAG CTG CAA ATC AAR CGT AAG TG 386
[ ser Pro Tyr Thr Phe Gly Gin Gly Thr Lys val Glu Ile Lys Arg Lys
95 100 105

[(Z) INFORMATION FOR SEQ ID NO:67:

(i) SEQUENCE CHARACTERISTICS:
[ {A) LENGTH: 128 amino acids
[ (B) TYPE: amino acid
[ (P) TOPOLOGY: linear
[
[

(ii) MOLECULE TYPE: protein
{xi) SEQUENCE DESCRIPTION: SEQ ID NO:67:

[Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly
[—19 -15 . -10 ]
[Val His Ser RAap Tle Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala
[ 1 5 10

[Ser val Gly Asp Arg Val Thr Ile Thr Cye Lys Ala Ser Gln Ser Val
[ 15 20 25

[Thr Aan Asp Val Ala Trp Tyr Gln Gln Lya Pro Gly Lysa Ala Pro Lys
[ 30 35 40 45

[
Leu Leu Ile Tyr Tyr Ala Ser Asn Arg Tyr Thr Gly Val Pro Asp Arg
50 55 60

[
L
Phe Ser Gly Ser Gly Tyr Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser
[
65 70 75
(

[Leu Gln Prc Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln ABp Tyr Ser
‘ 80 85 90

[ser Pro Tyr Thr Phe Gly Gln Gly Thr Lys Val Glu lle Lys Arg Lys
[ 95 100 105

[[2) INFORMATION FOR SEQ ID NO:68:
L
(i) SEQUENCE CHARACTERISTICS:

[ (A) LENGTH: 425 bpasee pairs
[ (B) TYPE: nucleic acid



FCG
Pro

ACC
hr

(i1)

(ix)

(ix)

(ix}

(ix)

(xi)
GAC

hap

CAC
His

GGT
Cly
15

GAC
Agp

TGG
Trp

Lys

ccr
Ala

(90)

{C) STRANDEDNESS: single
(D) TOPOLOGY: linear

MOLECULE TYPE: cDNA

FEATURE

{A) NAME/KEY: misc_feature

{B) LOCATION: 1..429

(D) OTHER INFORMATION: /note= ~pMDRIO23
chain variable region®

FEATURE:

{A}] NAME/KEY: s8ig_peptide

(B} LOCATICN: 1..57

FEATURE:

(A) NAME/KEY: mat_peptide

(B) LOCATION: S58..429

FERTURE:

(A) NAME/XEY: CDS
(B) LOCATION: 1..429

SEQUENCE DESCRIPTION: SEQ ID NO:68:

TGG ACC TGG'AGG GTC TTC TGC TTG CTG GCT
Trp Thr Trp Arg Val Phe Cys Leu Leu Ala
—15 -10

TCC CAG GTC CAA CTG CAG GAG TCC GGT GCT
Ser Gln Val Gln Leu Gln Glu Ser Gly Ala

TCC TCC GTT AAR CTG TCC TIGC AARAR GCT TCC
Ser Ser Val Lya Leu Ser Cys Lys Ala Ser

ACC TAC ATG CAC TGG GTT AAA CAG CGT CCG
Thr Tyr Met His Trp Val Lys Gln Arg Pro
35 40

ATC GGT CGT ATC GAC CCG GCT TCC GGT GAC
Ile Gly Arg Ile Asp Pro Ala Ser Gly Asp
50 55

TTC CAG GTT AAR GCT ACC ATC ACC GCT GAC
Phe Gln Val Lys Ala Thr Ile Thr Ala Asp
65 70

TAC CTG GAA CTG TCC TCC CTG COGT TCC GAA
Tyr Leu Glu Leu Ser Sar Leu Arg Ser Glu
80 85

GTA
val

GAA
Glu
10

ACC
Thr

GAR
Glu

GAC
ABD

GCA
Ala

GTT
val

TTC
Fhe

CAG
Gln

Lys

TCC
Ser
15

ACC
Thr

CCA
Pro
-5

GTT
Val

AAC
ABn

GGT
Gly

TAC
Tyr
60

ACC
Thr

GCT
Ala

GGT
Gly

Lys

RTC
Ile

CTG
Leu
45

GAC

hep

TCC
Ser

GTT
val

JP 2005-165 A 2005.1.6
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CEY

TAC TAC TGC GCT GAC GGT ATC TGS GTT TCC ACC GIT
Tyr Tyr Cys Ala Asp Gly Met Trp Val Ser Thr Gly

95
L

100

105

TTC TGE GGT CAG GGT ACC ACG GTC ACC GTIC TCC TCA
Phe Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser

[ 110
C
L
L
{
L
L
{

L

[Met Asp
[—19

(ala His
[

[Pro Gly
[ 15

C
Lys Asp

[ 30
[
[

(
[Pro Lys

Glu Trp

[
[Thr Ala

[

[Tyr Tyr
[ 95
[fh

e Trp
(110

(L1)

(xi)

(1) SEQUENCE CHARACTERISTICS:

(A) LENGTH:

)

Trp Thr

Ser Gin
1

Ser Ser

Thr Tyr

Ile Gly

Phe Gin

65

Tyr Lau
80

Cya Ala

Gly Gln

SEQUENCE

Trp

=15

val

Val

Met

Arg

50

Val

Glu

asp

Gly

115

DESCRIPTION:

(2) INFORMATION FOR SEQ ID NO:69:

120

143 amino acids
(B) TYPE: amino acid
TOPOLOGY :

linear

Arg Val Phe

Gln

Lys

Hig

35

Ile

Lys

Leau

Gly

Thr
115

L
{2) INFORMATION FOR SEQ

Leau

Leu

20

Trp

Rap

Ala

Sar

Met
100

Thr

Gln

Ser

Val

Pro

Thr

Sar
85

Trp

val

MOLECULE TYPE: protein

SEQ ID NO:69:

Cys

Glu

cya

Lys

Ala

Ile

70

Leu

val

Thr

ID NO:70:

[ (i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 381 base pairs
nucleic acid

—

(B) TYPE:
(C) STRANDEDNESS:

gingle

Leu Leu Ala
-~ 10

Ser Gly Ala

Lye Ala Ser

Gln Arg Pro

Ser Gly Asp

55

Thr Ala Asep

Arg Ser Glu

ser Thr Gly

105

Val Ser Ser
120

TAC
Tyr

GGT
Gly

val
Glu

10
Gly
Gly
Thr
Glu
Arp

Tyr

Gly

CCT
Ala

GAG
Glu

Ala

Val

Phe

Gin

Lys

Ser

75

Thr

Ala

Glu

CcTG
Leu

TCC
Ser

Pro

-5

Val

Asn

Gly

Tyr

60

Thr

Ala

Leu

Ser

GAC
ABp

Gly

Ly®e

Ile

Leu

45

Rap

Ser

Val

ASp

JP 2005-165 A 2005.1.6
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ATG
Met
[—19

GTT
(val

leTe
[Leu

[aac
[Aen
30

[cTe
[Leu

[Tce

Ser

(14)

(ix)

{ix)

{ix)

(ix)

(xi)

GGT
Gly

CAC
His

GGT
Gly
15

GAC
Asp

ATC
Ile

GGT
Gly

GCT
Ala

(D) TOPOLOGY:

MOLECULE TYPE:

FEATURE:
(R) NAME/KEY:
(B} LOCATION:

(D) OTHER INFORMATION: /note=

(92)
linear

cDNA

misc_feature
1..376

chain variable ragion”

FEATURE:
(R) NAME/REY:
(B) LOCATION:

FEATURE:
(A} NAME/KEY:
(8) LOCATION:

FEATURE:

a)
(8)

NAME/KEY:
LOCATION:

sig peptide
1..57

mat_peptide
58..376

CDps
1..376

SEQUENCE DESCRIPTION: SEQ ID NO:70:

TGG
Trp

TCC
Sar

GAA
Glu

GTIT
val

TAC
Tyr

TCC
Ser

GAA
Glu
80

TCC
Ser

ATC
lle

CGT
Arg

GCT
Ala

TAC

GGT
Gly
65

GAC
R8p

TGC
Cys
-15

GTT
Val

GIT
val

TGG
Trp

GCT
Ala
50

TARC

Tyr

GTIT
val

ATC
Ile

ATG
Mot

ACC
Thr

TAC
Tyr

TCC
Ser

GGT
Gly

GCT
Ala

ATC CTG TTC CTG GIT GCT
Ile Leu Phe Leu Val Ala
~10

ACC CAG TCC CCG GAC TCC
Thr Gln Ser Pro Asp Ser

ATC AAC TGC AARA GCT TCC
Ile Asn Cye Lys Ala Ser
20 25

CAG CAG AAA CCG GGT CAG
Gln Gln Lys Pro Gly Gln

AARC CCT TAC ACC CCT GTT
Asn Arg Tyr Thr Gly Val
55

ACC GAC TTC ACC TTC ACC
Thr Aep Phe Thr Phe Thr
10

GTT TAC TAC TGC CAG CAG
Val Tyr Tyr Cys Gln Gln
ES

ACC
Thr

cIG
Lau
10

CAG

Gln

TCC
Ser

ceG
Pro

ATC
Ile

GAC
hAsp

GCT
Ala

GCT
Ala

TCC
Ser

CcCG
Pro

GAC
Asp

TCC
Ser
75

TAC
Tyr

ACC
Thr
-5

GTT

Val

GTT
val

Lye

CGT
Arg
60

TCC

Ser

TCC
Ser

GGT
Gly

TCC
Ser

ACC
Thr

cTC
Leu

45
TTC
Phe

GTT
val

TCC
Ser
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95

100

{2) INFORMATION FOR SEQ 1D RO:71:

(1) SEQUENCE CHARACTERISTICS:

(93)

coe TAS ACC TTC GOGT CGGT GGT ACC ARA CTGC GAG ATC TAA GGA TCCO
[ pro Tyr Thr Phe Gly Cly Gly Thr Lys Leu Glu Ile

(A) LENGTH: 124 amino acids

(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: protein

L
L
{
L
( (B) TYPE: amino acid
L
L
C
L

105

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:7l:

[ Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala

[ —19 -15

[Val His Ser Ile Val HMet
1

l

[Leu Gly Glu Arg Val Thr
( 15

{

Asn Asp Val Ala Trp Tyr
[ 30 35

L
[

[
[Ser Gly Ser Gly Tyr Gly
65

Lau Ile Tyr Tyr Ala Ser
50

[

[Gln Ala Glu Amp Val Ala
[ 80

[Pro Tyr Thr Phe Gly Gly
[ 95

2y INFORMATION FOR SEQ

(D) TOPOLOGY:

[
[
[
[
[
[
E (1x) FEATURE:

L (B) LOCATION:

Thr

Ile

20

Gln

Asn

Thre

Val

Gly
100

Gln

Asn

Gln

Asp

Tyr
85

Thr

Ser

Cys

Lys

Tyr

Phe

70

Tyr

Lys

ID NO:72:

(ii) MOLECULE TYPE: cDNA

(i) SEQUERCE CHARACTERISTICS:
(A) LENGTH: 60 basee pairse
(B) TYPE: nucleic acid
(C) STRANDEDNESS:

aingle
linear

-10

Pro

Lys

Pro

Thr

55

Thr

Cys

Leu

(3) NAME/KEY: misc_feature

ABD

Ala

Gly

40

Gly

Phe

Gln

Glu

ser

Ser

Gln

Val

Thr

Gln

Ile
105

*

Thr

Leu

10

Gln

Ser

Pro

Ile

Asp

Ala

Rla

Ser

Pro

Aep

Ser

75

Tyr

Thr

-5

val

Val

Lys

Arg

60

Ser

Ser

TC

Gly

sSer

Thr

Leu

45

Phe

val

Ser
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(D) OTHER INFORMATION: /note= "Oligo 370~119 corresponding
to 58—117 VH-PDLAN"

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:72:
CAGGTTCAGC TGCAGGACTC CCGTGCTGAA GTTGTTAAAC CGGGTTCCTC CGTTAARCTS
{2) INFORMATICON FOR SEQ ID NO:73:

(i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 60 base pairs
(B) TYPE: nucleic acid
{C) STRANDEDNESS: eingle
{D) TOPOLOGY: linear

(ii} MOLECULE TYPE: cDNA

(ix) FERIURE:
{A) NAME/KEY: misc_feature
(8) LOCATION: 1
(D) OTHER INFORMATION: /note= "0Oligo 370-120 corresponds
to 118-177 VH-PDLN"

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:73:
TCCTGCAARG C’I‘TCCGG'I;'I'T CAARCATCARAR GACACCTACR TGCACTGGGT TAAACAGCGT
{2) INFORMATION FOR SEQ ID NQ:74:

(1) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 60 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: aAaingle
(D} TOPOLOGCY: linear

(ii) MOLECULE TYPE: cDNA

{ix) FEATURE:
(R) NAME/KEY: misc_feature
(B) LOCATION: |
{D) OTHER INFORMATION: /note= "Olige 370-12!1 corresponds
to 178—-237 VH-PDLN"

[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:74:
[

[CCCGG'I‘CAGG GTCTGGAATG GATCGGTCGT ATCGACCCGSG CTTCCGGTGA CACCARATAC

[(2) INFORMATION FOR SEQ ID NO:7S5:
{i) SEQUENCE CHARACTERISTICS:

(A) LENGTH: 66 base pairs
[ {(B) TYPE: nucleic acid

2005-165 A 2005.1.6
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{C) STRANDEDNESS: single
{0} TOPOLOGY: linear

(1i) HOLECULE TYPE: cDNA

[
[
[
( (ix) FEATURE:
[ (A) NAMEB/KEY: miac_feature
(B) LOCATION: 1
[ {D) OTHER INFORMATION: /note= "Oligec 370-122 corresponds
[ to 238—-303 VH—PDLN"
[ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:75:
[
[GACCCGMT TCCAGGTTAR AGCTACCATC ACCGCTGACG AATCCACCTC CACCGCTTAC

[ creeaa

[
[(2) INFORMATION FOR SEQ ID NO:76:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 63 base pairs
(B) TYPE: nucleic acid
{C) STRANDEDNESS: single
(D} TOPOLOGY: linear

(1i) MOLECULE TYPE: ¢DNA

(ix) FEATURE:
(A) NAME/REY: misc_feature
(B} LOCATION: 1|
(D) OTHER INFORMATION: /note= "0Olige 370-123 corresponde
to 304-366 VH-PDLN"

[
[
[
[
[
[
[
[
[
[
[ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:76:

leTcTECTECE TGCGTTCCGA AGACACCGET GTTTACTACT GCGCTGACGE TATGTGGGTT
[

(Tee

(2) INFORMATION FOR SEQ ID NO:77:
[

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 54 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
{D) TOPOLOGY: linear

(ii) MOLECULE TYPFE: cDNA
{ix) FEATURE:

(R) NAME/REY: misc_feature
[ (B} LOCATION: 1

C
L
L
C
L
L
{
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(D) OTHER INFORMATION: /note= "0ligo 370-124 corresponds
to 367420 VH--PDLN"

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:77:
ACCGGTTACG CYCTGGACTT CTGGGGTCAG GGTACCACGGE TCACCGTTTC CTCC
(2) INFORMATION FOR SEQ ID NO:78:

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 6] base pairs
{B) TYPE: nuclaic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA
(iv) ANTI-—-SENSE: YES

(ix) FEATURE:
(R) NAME/KEY: miasc_feature
(B) LODCATION: 1
(0} OTHER INFORMATICON: /note= "0Oligo 370—125 corresponds
to reverse VH—PDLN 420-—358"

L T e T e T s T e T e T e T e T e T e T e T T T e T e T e T e B |

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:78:
L
[GGAGGAMCG GTGACCGTGG TACCCTCACC CCAGAAGTCC AGAGCGTAAC CGGTCGAARC

leea

[
[(2) INFORMATION FOR SEQ ID NO:79:

(i) SEQUENCE CHARACTERISTICS:
() LENGTH: 47 base pairs
{(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

[
[
[
[
[
[
[ (iv) ANTI—SENSE: YES
[ (ix) FEATUR®:
[ (A) NAME/KEY: nisc_feature
[ (B) LOCATION: |
(D) OTHER INFORMATION: /note= ~0ligo 370-126 correeponde
[ to reverse VH-PDLN 357—311-
[
[

ixi) SEQUENCE DESCRIPTION: SEQ ID NO:79:

[CATACCGTCA GCGCAGTAGT AAACAGCGGT GTCTTCGGAA CGCAGGG

2005-165 A 2005.1.6
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[(2) INFORMATION FOR SEQ ID NOD:80:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 67 base pairs
{(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D} TOPOLOGY: linear

{(ii)} MOLECULE TYPE: cDNA

[
[
[
[
[
[
[ {iv) ANTI-SENSE: YES
[ (ix) FEATURE:
[ (A) NAME/KEY: miec_feature
[ (B) LOCATION: 1
(D) OTHER INFORMATION: /note= "Oligo 370—-127 corresponds
[ to reverse VH—PDLN 310-—244"
[

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:80:

[AGGACAGTTC CAGGTAAGCG GTGGAGGTGG ATTCGTCAGC GGTGATGGTA GCTTTAACCT 60

lGeraTTT 67

C
[(2) INFORMATION FOR SEQ ID NO:81:

{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 60 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

(ix) FEATURE:
(A) NAME/KEY: miac_feature
(B) LOCATION: 1
(D) OTHER INFORMATION: /note= "Oligo 370-128 corresponds
to reverse VH-—PDLN 243-—-186"

[

[

[

[

[

[

[ (iv) ANTI-SENSE: YES
[

[

[

[

[

[ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:81:

[CGGGTCGTAT TTGGTGTCAC CGGAAGCCGG GTCGATACGA CCGATCCATT CCAGACCCIC 60
L

[(2) INFORMATION FOR SEQ ID NO:82:

[ {i) SEQUENCE CHARRACTERISTICS:

(A) LENGTH: 60 base paire .

{B) TYPE: nucleic acid
L {C} STRANDEDNESS: mingle

—
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(D) TOPOLOGY: linear
{ii) MOLECULE TYPE: cDNA
(iv) ANTI—SENSE: YES

(ix) FERTURE:
(A) NAME/REY: misc_feature
(B) LOCATION: 1
(D) OTHER INFORMATION: /note= "Oligo 370-129 corresponds
' to reverae VH—PDLN 185-124"

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:82:
ACCCGGACGC TSTTTARCCC AGTGCATGTA GCTGICTTTG ATGTTGARAC CGGAAGCTTT 60
(2) INFORMATION FOR SEOQ ID NO:83:

(i} SEQUENCE CHARACTERISTICS:
(3) LENGTH: 66 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPQLOGY: linear

(ii) MOLECULE TYPE: cDNA
(iv) ANTI-SENSE: YES

{ix) FEATURE:
(A) NAME/REY: misc_feature
(B) LOCATION: 1
(D) OTHER INFORMATION: /mnete= ~Oligo 370-130 correseponds
to reverse VE—PDLN 123-5S8*

[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[ (xi) SEQUENCE DESCRIPTION: SEQ ID NoO:83:

[GCAGGACAGT TTAACGGAGG AACCCGGTTT AACAACTTCA GCACCGGACT CCTGCAGCTG 60

[
[AACCTG 66

[(2) INFORMATION FOR SEQ ID NO:84:

(i) SEQUENCE CHARACTERISTICS:
{(A) LENGTH: 66 base pairs
(B) TYPE: nucleic arcid
(C) STRANDEDNESS: mingle
{D) TCPOLOGY: linear

{ii) MHOLECULE TYPE: cDNA

(ix) FEATURE:

[
[
[
[
[
[
[
[ (A) NAME/KEY: misc_feature
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C (B) LOCATION: 1
(D) OTHER INFORMATION: /note= "Olige 370—131 corresponds
to 1-—58 VK—PDLN"

(x1) SEQUENCE DESCRIPTION: SEQ ID BO:84:

[AGCTTACCAT GGGTTGGTCC TGCATCATCC TGTTCCIGGT TGCTACCGCT ACCGGTIGTTC

[

(
[(2) INFORMATION FOR SEQ ID NO:85:

ACTCCA

{3) SEQUENCE CHARACTERISTICS:
(A} LERCTH: 66 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: CDNA

(ix) FEATURE:
(A) KAME/KEY: miec_feature
(8) LOCATION: 1
(D) OTHER INFORMATION: /note= "Oligo 370—132 corresponds
to 59-124 VK-PDLN"

[
[
[
[
[
[
[
[
[
[
[ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:85:

E'rcc'rm'rcnc CCACTECCCG GACTSCCTGG CTGITTCCCT GGGTGAACCT GTTACCATCA

(ACTGCA
[(7) INFORMATION FOR SEQ ID NO:86:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: &6 base paire
(8) TYPE: nucleic acid
(C) STRANDEDNESS: eingle
(D) TOPOLOGY: linear

(il) MOLECULE TYPE: cDNA

[

[

[

[

[

[

[ (ix) FEATURE:

[ {A) NAME/FEY: misc_feature

[ {B) LOCATION: |

[ (D) OTHER INFORMATION: /note= *"Oligo 370-133 corresponds
to 125—15¢ VE—FDLN"

O
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[
[
[
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[
[
e
(
[
(
(
[
[
[
[
(
[
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(
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:86:

AAGCTTCCCA GTCCGTTACC AACGACGTTG CTTGGTACCA GCAGAARCCG GGTCAGTCCC

CGAARC

INFORMATION FOR SEQ ID NO:87:

{i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: §6 base pairs
{B) TYPE: nucleic acid
(C) STRANDEDNESS: Bingle
{(P) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

FEATURE :

{A) NAME/KEY: misc_feature

{B) LOCATION: 1

(D) OTHER INFORMATION: /note= "0ligo 370-134 corresponds

to 191-256 VE-PDLKN"

{ix)

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:87:

TGCTGATCTA CTACGCTTCC AACCGTTACA CCGGTGTTCC GGACCGTTTIC TCCGGTTCCG

GTTACG

INFORMATION FCR SEQ ID NO:88:

{i} SEQUENCE CHARACTERISTICS:
(&) LENGTH: 66 base pairs
(B) TYPE: nucleic acid
(C} STRANDEDNESS: mingle
(D} TOPOLOGY: linear

{ii)

MOLECULE TYPE: cDNA

{ix) FEATURE:

{A) KRAME/KEY: mige_feature

(B) LOCATION: ! ,

(?) OTHER INFORMATION: /note= "Oligo 370-135 corresponds
tc 257-322 VEK-POLN"

(i) SEQUENCE DESCRIPTION: SEQ ID NO:88:

[GTACCGACTT CACCTTCACC ATCTCCTCCG TTCAGGCTGA AGACGTTGCT GTTTACTACT

L

GCCAGC

[
(2)

INFORMATION FOR SEQ ID NO:8%:
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(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 54 basme pairs
{B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: cDNA

[
[
[
[
[
[ {ix) FEATURE:
[ {p) NAME/KEY: misc_feature
[ {B) LOCATION: 1
(D) OTHER INFORMATION: /note= "Oligo 370-136 corresponds
( to 323-376 VK—PDLN"
[
[
[
[

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:89:
RGGACTACTC CTCCCCGTAC ACCTTCGGTG GTGGTACCAA ACTGGAGATC TAAG
[(2) INFORMATION FOR SEQ 1D NO:90:

(i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 63 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: cDNA

[

[

[

[

[

[

[ (iv) ANTI—SENSE: YES

[

{ix) FEATURE:

! (A} NAME/REY: miac_feature

[ (8) LOCATION: 1

[ (D} OTHER INFORMATION: /note= "Oligo 370-137 corresponds
to reverse VRK—PDLN 380-318~

[

[

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:90:

[GATCCTTAGA TCTCCAGTTT GGTACCACCA CCGAAGGTGT ACDGGGGAGGA GTAGTCCTGC

L
(T6s

[(2) INFORMATION FOR SEQ ID NO:91:

[

(i) SEQUENCE CHARACTERISTICS:
[ (A) LENGTH: 66 base pairs
[ (B) TYPE: nucleic acid
[ (C) STRANDEDNESS: single
. (D) TOPOLOGY: linear

L (ii) MOLECULE TYPE: cDNA
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{iv) ANTI—SENSE: YES

[
[ (ix) FEATURE:
[ (A) NAME/KEY: misc_feature
(B) LOCATION: 1
[ (D) OTHER INFORMATION: /note= "Oligoc 370—138 correaponds
[ to reverse VK—PDLN 317252~
[ {xi) SEQUENCE DESCRIPTION: SEQ ID NO:91:
[
[cac;'rac'rm CAGCAARCGTC TTCAGCCTGA ACGGAGGAGA TGGTGARAGGT GAAGTCOGGTR 60
(cceTan 66
[
(2) INFORMATION FOR SEQ ID NO:92:
[
[ (i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 66 base pairs
[ (B) TYPE: nucleic acid
[ (C) STRANDEDNESS: ®ingle
[ {D) TOPOLOGY: linear
L (ii) MOLECULE TYPE: cDNA
[
[ (iv) ANTI—-SENSE: YES
[ (ix) FEATURE:
[ {A) NAME/KEY: wmisc_feature
(B) LOCATION: 1
[ (b) OTHER INFORMATION: /note= "0Oligo 370-13% corresponds
[ to reverse VK—PDLN 251-186"
( (xi) SEQUENCE DESCRIPTION: SEQ ID NO:92:
[
[CCGGMCCGG AGARACGGTC CGGAACACCG GTGTAACGGT TGGAAGCGTA GTAGATCAGC 60
[AGTTTC 66

L
(2) INFORMATION FOR SEQ ID NO:93:

(i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 66 base pairs
{B) TYPE: nucleic acid
(€C) STRANDEDNESS: single
(D) TOPCLOGY: linear

(ii) MOLECULE TYPE: cDNA

(iv) ANTI-—-SENSE: YES

(ix) FERTURE:
(A) NAME/KEY: misc feature

-
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(8) LOCATION: !
(D) OTHER INFORMATIOR: /note= *"Olige 370—140 corresponds
to reverse VK—PDLN 185—120"

[
[
[

(xi) SEQUENCE DESCRIPIION: SEQ ID NO:93:
[

[ GGGGACTGAC CCGGTTTCTG CTGGTACCAA GCRACGTCGT TGGTAACGGA CTGGGAAGCT

[

(
[(2) INFORMATION FOR SEQ ID NO:%4:

TTGCAG

[ (i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 66 base pairs
(R) TYPE: nucleic acid
{(C) STRANDEDNESS: single
(D) TOPCLOGY: linear

{ii} MOLECULE TYPE: CDNA
(iv) ANTI—-SENSE: YES

{ix) FEATURE:
() NAME/KEY: misc_feature
{B) LOCATION: |
(D) OTHER INFORMATION: /note= "Oligo 370—~141 corresponds
to reverse VK—PDLN 119-54"

[
[
[
[
[
[
[
[
[
[
E (xi) SEQUENCE DESCRIPTION: SEQ ID NO:94:

[TTGATGGTAA CACGTTCACC CAGGGAAACR GCCAGGGAGT CCGGGGACTG GGTCATAACG
(aTccac

[

{2) INFORMATION FOR SEQ ID NO:95:

[ (i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 57 base pairs
(B} TYPE: nucleic acid
(€} STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA
(iv) ANTI—SENSE: YES

(ix) FEATURE:
(R) NAME/KEY: misc_feature
(B) LOCATION: 1 A
(D) OTHER INFORMATION: /ncte= "0Oligo 370—142 corresponds

L
{
L
C
L
L
C
L
L
! to roverse VK—PDLN §3-—-1"
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{xi) SEQUENCE DESCRIPTION: SEQ ID NO:05:
TGAACACCGG TRGCGGTAGC AACCAGGAAC AGGATGATGC AGGACCAACC CATGGTA 57
(2) INFORMATION FOR SEQ ID NO:96:

(1) SEQUENCE CHRRACTERISTICS:
(A} LENGTH: 51 base pairs
{B) TYPE: nuclaeic acid
(C) STRANDEDNESS: single
{D) TOPOLOGY: lipear

(ii) MOLECULE TYPE: cDNA

(ix) FEATURE:
(3) NAME/REY: migc_feature
(B) LOCATION: 1
(D) OTHER INFORMATION: /note= “DNA seguence of VKl~DQL
primer 307-247-

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:96:
ACCGCTACCE GTGTTCACTC CGACATCCAG CTGACCCAGA GCCCAAGCRG C 51
(2) INFORMATION FOR SEQ ID NO:97:

(i) SEQUENCE CHARACTERISTICS:
{AR) LENGTH: 56 base pairs
{B) TYPE: nueleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: cDNA

(ix} FEATURE:
(h) NAME/REY: miac_feature
(B) LOCATION: 1
(D) OTHER INFORMATION: /note= “DNA sequecne of VKI-DQL
primer 370-210-

[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[ (xi) SEQUENCE DESCRIPTION: SEQ ID NO:97:
[

CTCAGGATCC AGAAAGTGCA CTTACGTTTG ATTTCCACCT TGGTCCCTTG GCCGAA 56
(

[(2) INFORMATION FOR SEQ ID NO:9&:

( (i) SEQUENCE CHARACTERISTICS:
[ (A) LENGTH: 5] base pairs
[ (B) TYPE: nucleic acid

(C) STRANDEDNESS: single
{ {D) TOPOLOGY: linear
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(ii) MOLECULE TYPE: cDNA

(i)

(i1
(ix)

[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
[
b i)
[

(xi)

{ix) FEATURE:

{A) NAME/RKEY: misc_feature

(B) LOCATION: 1

(D) OTHER INFORMATION: /note= "DNA sequence of VE2-SVMDY
primer 370-—-269%

SEQUENCE DESCRIPTION: SEQ ID NO:98:

CICTCCACCG GTGTCCACTC CAGCATCGTG ATGACCCAGA GCCCAAGCAG C 51

{2) INFORMATION FOR SEQ ID NO:9%:

SEQUENCE CHARACTERISTICS:
(A) LENGTH: 51 base pairs
{8} TYPE: nucleic acid
(C} STRANDEDNESS: single
(D) TOPOLOGY: linear

MOLECULE TYPE: cDNA

FERTURE:

(A} NAME/KEY: miasc_feature

(B) LOCATION: 1

(D) OTHER INFORMATION: /note= *DNA seguence of VK3I—DQMDY
primer 370-268"

SEQUENCE DESCRIPTION: SEQ ID NO:99:

ETCTCCACCG GTGTCCACTC CGACATCCAG ATGACCCAGA GCCCAAGCAG C 51
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