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<110>

<120>

<130>
<141>
<150>
<151>
<160>
<170>
<210>
<211>
<212>
<213>
<220>

223>

<400>
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SEQUENCE LISTING
The UAB Research Foundation
pavis, Randall 3.
Cooper, Max D.

MEMBERS OF THE FC RECEPTOR HOMOLOG GEWE FAMILY (FCRHL-3, 8],
RETATED REAGENTS, AND USES THERECE

21085.0037p1

2003-03-25

Us 60/367,607

2002-03-25

102

FastSEQ for Windows Version 4.0
1

99

PRT
Artificial Sequence

Description of Artificial Sequence: /note =
synthetic construct

1

Lys Arg Lys Ils Gly Arg Arg Ser Ala Arg Asp Pro Leu Arg Ser Leu

1

5 10 15

Pro Ser Pro Leu Pro Gln Glu Phe Thr Tyr Leu Asn Ser Pro Thr Pro

20 25 30

Gly Gln Leu Gln Pro Ile Tyr Glu Asn Val Asn Val Val Ser Gly Rsp

35 40 45

Glu Val Tyr Ser Leu Ala Tyr Tyr Asn Gln Pro Glu Gln Glu Ser Val
50 55 60
ala ala Glu Thr Leu Gly Thr His Met Glu Asp Lys Val Ser Leu Rsp

65

70 75 80

Tle Tyr Ser Bryg Leu Arg Lys Ala Bsn Tle Thr Asp Val &sp Tyr Glu

85 20 95

Asp Ala Met

<210>

-

L T e T e T e T s T e T e B e Y e |
L T e T e T e T e T e T e T e T e O T e T e T e O e O e T e T e R e T e T e T e T e T e T e B |
L T e I |

A
<211> 413
<212> ERT
<213> Artificial Sequence
<220%
<223> Description of Artificial Sequence:/note =
synthetic construct
<400> Z
Ala Glu Teu FPhe Len Ile Ala Ser Pro Ser His Pro Thr Glu Gly Ser
1 5 10 15
Pro Val Thr Leu Thr Cys Lys Met Pro Phe Leu Gln Ser Ser Asp Als

20

25 30

10

20

30



e e s e e s e s e e e B e e e e e e B B B B

Gln
Trp
Thr
Arg
val
Arg
Phe
Gln
145
Asp
FPro
Ile
Tau
Trp
225
Gly
Asn
Bla
Leu
Thr
305
Arg
Glua
Tyr
TYr
Thr

385
Lys

Phe

Lel
Leu
130
Arg
Ala
Ser
Leu
Glu
210
Pha
Gly
Tyr
Val
Thx
200
val
Ser
Phe
Glu
Tvr
370

His

Ala

<210> 3

<211>
<212>

Gln
35

Ser
Ser
Arg
Leu
Val
118
Trp
Sar
Glu
Gly
Met
185
Leu
Tyr
Gly
Ser
Thr
275
Sexr
Ala
2la
Thr
Asn
355
Asn

Met

Asn

86
PRT

Phe
Ser
Tyr
Arg
Glu
100
Lau
Tyr
Leu
Gln
Leu
180
Leu
His
His
Ala
Cys
250
Leu
Gly
Leu
Arg
Tyr
340
val
Gln

‘Gln

Ile

Cys
Pro
Trp
Ser
85

Thr
Ile
Lys
Thr
Tyxr
165
val
Arg
Cys
Glu
Sexr
245
Glu
Asn
val
Leu
Asp
325
Leu
Asn
Pro

Asp

Thr
405

Phe
Lys
Cys
70

Gln
Gln
Cys
Gly
Ala
150
Tyr
Ser
Ala
Glu
Asp
230
Phe
Ala
Phe
Iie
Phe
310
Pro
Asn
Val
Glu
Lys

390
Asp

Phe
Leu
55

Glu
Ile
Pro
Sexr
hla
1358
Glu
Cys
Tle
Pro
Ala
215
ile
Asn
Asn
Thr
Glu
295
Cys
Leu
Ser
Val
Gln
375

val

val

<213> Artificial Sequence

<220> o
«223> Description of Artificial
synthetic construct

<400> 3 .
His Lys Ile Ser Gly Glu Ser 3er

L

5

Arg
40

Gln
Ala
Asn
Pro
Val
120
Val
Tyr
Val
Thr
Arg
200
Leu

Thr

Leu

Ser

Sar

Bap

Asp
Ile
Eln
Val
Gly
105
Ala
Gly
Glu
ala
val
185
Ala
Arg
Leu

Sexr

Ser
Leu

Tyxr

Thr
Ala
Thr
His
50

Gly
Mebt
Leu
TIle
Glu
170
Arg
Gln
Gly
Gly
Leu
250
Leu
Thr
Leu
Leu
Lau
330
Pro
Asp
Val

Asp

Glu
410

Arg
Rla
Met
Aryg
Gln
Gly
Asn
Pro
155
Asn
Ile
ala
Ser
Ser
235
Thr
Gly
Gly
Ser
Lys
315
Pro
Gly
Glu
Ala
1le

385
Asp

(56)

Ala
Met
60

Ala
val
val
Thr
Leu
140
Ser
Gly
Pro
Ala
Pro
220
BRrg
Glu
Ala
Ala
Thr
300
Arg
Ser
Gln
Val
Ala
380

Tyr

Ala

Sequence: /note

Leu
45

Trp
Ser
Pro
Met
Gly
125
Gln
val
Tyr
Val
Val
205
Fro
Ser
Glu
Gln
Rrg

285
Leu

Gly
Lys
Lys
Val
Glu
110
Asp
Ser
Arg
Gly
Ser
1940
Glu
Ile
Zla
His
Arg
270
Ser
Gly
Ile
Leu
Gln
350
Ser
Thr

BYg

Pro
Glu
Val
Lla
a5

Gly
Ile
Lys
Glu
Pro
175
Arg
ASD
Leun
Pro
Sar
255
Ser
Asn
Pro
Gly
Ero
335
Pro
Len

Leu

Leu

Thr
Thr
Sexr
160
Ser
Pro
val
Tyr
Ser
240
Gly
Glu
His
Ala
Arg
320
Gln
Ile
Ala

Gly

Arg
400

Bla Thr Asn Glu Pro Arg Gly Ala

10

15

JP 2005-521429 A 2005.7.21
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e s e s e s e e e B e e e e e e B B B B

Ser

Met

Asp

Ala
65
Ser

Arg
Glu
Val
50

ASsn

Ser

<210> 4

<21ll>
<212>
<213>

<2Z0>

<223>

Pro

Glu

Val

Ile

val

484
PRT
Artificial Sequence

Asn
20

Leu
Tyr
Arg

Lys

Pro

Gln

Ser
Thy

Lys
85

Gln

Pro

Gln

Leu
70
Ser

Glu

val

Val

55
Len

synthetic construct

<400> 4

Leu
1

Leu
His
Leu
Thr
65

Ile
Phe
Leu
Giu
Ile
145
Glu
His
Pro
Val
Thr
225
Leu
Arg
Pro

Gly

Lan

Thr
ys
Lys
Ile
50

Lys
Lys
Gln
Ser
Asn
130
Ser

Thr

val

Ala
210
Gly
Glu
Ala
Val
Ala

290
Arg

Leu
Cys
Asp
Gln
Gly
Val
Pro
Fro
115
Gln
2la
Val
Gln
Gly
185
Gly
Thr
Ile
Asp
Arg
275

Gln

Gly

vVal
Gln
20

Asn
Ser
Gln
Gln
Tle
100
Gln
Val
Val
Thr
Arg
180
Gln
Gly
Ser
Bre
Asn
260
Ile

Ala

Ser

Ala
S

Gly
Lys
Ala
Leu
Glu
85

GElu
Arg
Leu
Trp
His
165
Ile
val
Thr
Met
Bla
245
Gly
Pro
Ala

Pro

Pro
Glu
Glu
Val
Phe
70

Leu
Gly
Len
Gly
Ser
150
Arg
Pro
Thr
Gly
Gly
230
Val
His
Val

Val

Pro

Ser
Gln
Leu
Leu
a5

Len
FPhe
Gly
Asp
sSer
135
Giu
Ile
Ile
Glu
Asn
215
Lys
Lys
Val
Ser
Gly

295
Tle

Phe

Tyr
40

Trp

Glu

Description of Artificdal

Ser
Asn
Ser
Ser
Trp
Gln
Pro
Val
120
Gly
Asp

Arg

200
vVal

Lys
Glu
Pro
Arg
280
Asp

Leu

Thr
25
Val

Ser

Asn

Tyr

Asn

Mel

Lys

Ser

Val

Gln

Bsp
75

(57)

Ser Pro

Gly Ser
45

Gln Pre

Ser Gln

Sequence:/note =

val
Trp
25

Val
Asp
Asp
Arg
val
1405
Gln
Trp
Thy
Lys
Asn
185
Gln
Thr
Thx
Ser
Ile
265
Pro

Lau

Tyr

Fhe
10

Lys
Phe
Ser
Lys
Pro

Ser

Leu

Gln

Glu

Gln
Ser
Ser
155
Ser
Ser
Leu
Ser
Arg
235
Ala
Ser
Leu

Glu

Phe

Gly Asp
Gln Lys

Lys FPhe
45
Asn Tyr

Ser Asn
Lau Thr
Lys Cys

Phe Cys
125

Ser Pro

140

Tyr Trp

Leu Gln
Leu Glu

Ile Leu
205

Trp Tyr

220

Ser Leu

Gly Lys
Lys Val

Thr Leu
285

Leu His

300

Tyr His

Thr
30
val

Glu

Val

Ser
Met
30

Ser
Phe
Ile
Ala
Glu
110
Phe
Glu
Cys
Ser
Ile
180
Leu
Arg
Ser
Tyr
Val
270

Arg

Cys

Pro

Asp

Sex

Ile

Ile
Ala
Asp
Cys
Val
Ser
895

Thr
Phe
Leu
Lys
Gln
175
Arg
Cys
Glu
Ala
Tyr
255
Asn
Sar

Glu

Asp

Asp

Val

Ser

Tvr
80

Val
Tyr
Phe
Ser
Lys
80

Ser
Arg
Arg
Gln
2rla
1560
Ile
Ala
Ser
Ala
Glu
240
Cys
Ile
Pro

Ala

val

JP 2005-521429 A 2005.7.21
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305
Thr

Lau
Asn
Gly
Gly
385
Bla
Arg
Thr
Val
Glu

465
val

Leu
Ser
Gly
Bro
370
Leu
Leu
Gly
Pro
Asp
450

Ser

Ile

<210> 5

<211
<212>
<Z13>

<220>

<223>

Gly
Leu
Leu
355
Asp
Fhe
Phe
Rla
Asp
435
Val

Ser

Tyr

140
IRT
Artificial Sequence

Asn
Thx
340
Gly
Gly
Gly
His
Ser
420
Mat
Asp

Ala

Sexr

Ser
325
Ala
Ala
Tyx
Val
Lys
405
Arg
Glu
Val

Asn

Ser
485

310
Ser

Glu
Gln
Aryg
Leu
380
Ile
Pro
Glu
Val
Ile

470
val

Ala
His
Cys
Arg
375
Gly
Ser
Asn
Len
Tyr
455
Arg

Lys

synthetic construct

<400> 5

His
1
Thxr

Pro

Asn
65

Ser
Leu

Ala

Glu

Tyr
Ser
Ser
Met
50

Pro
ala
Tyr
Ser

Asn
130

<210> &

<211>
<212>
<Z213>

<220>

<223>

Ala
Ser
Arg
35

Glu
Ile
Asn
Sar
Ser

115
Val

717
ERT
Rrtificial Sequence

Aryg

His
N
2

Ile
Leu
Tyr
Cys
Glu
100

Arg

Fro

Ala
5
Ser
hsp
Glu
Ser
Pro
85
Leu

Gly

Arg

Arg
Pro
Pro
Pro
51ln
70

Met
Lys
Arg

Val

Arg
Ser
Gln
Met
55

Ile
Met
Lys
Ala

Leu
135

synthetic construct

Pro
ser
Ser
360
Asp
Fhe
Gly
Pro
Gln
440
Ser

Thr

Lys

Description of Artificial

Lys
Glu
Glu
40

Tyi
Trp
His
Thr
His

120
Leu

Description of Artificial

Ser
Gly
345
Glu
Leu
Thr
Glu
Gln
425
Pro
Gln

Leu

Ser

Gly
330
Asn
Ala
Met
Gly
Ser
410
Glu
val

Val

Leu

315
Gly

Tyr
Val
Thr
val
393
Ser
Phe
Tyr
Trp

Glu
475

(58)

Gly Rla
Ser Cys

Pro Val
365

Ala Gly

380

Ala Leu

Ala Thr
Thr Tyr

Val Asn
445

Ser Met

460

Asn Lys

Sequence: /note =

Pro
Cys
25

Prao
Ser
Ser
Gln
His
105
Glu

Ala

Gly
Gln
Thr
Asn
Ile
Glu
40

Pro

Glu

5er

Gly
Glu
His
Val
Gln
75

His
Asp

Asp

Asp

Leu Ser
Prc Ser

Sexr Lys
415

2sn Pro

a0

His Thr

Glu Glu

Asp Ser

Asp Glu
125

His

140

Seqguence: /note =

Sexr
Glu
350
Ser
val
Leu
Asn
Ser
430
val

Gln

Asp

Ala
Ser
30

Pro
Gly
Lys
Leu
Ala

110
Glu

Phe
335
Ala
Ile
Leu
Leu
Glu
418
Ser
Gly
Gln

Ser

Thr
15

Ser
Leu
Asp
Glu
Thr
25

Gly

hsn

320
Asn

Asn
Ser
Trp
Ty
400
Pro
Pro
Ser

Pro

Gln
480

Gly
Arg
Ala
Ser
Asn
Val
Glu

Tyr

JP 2005-521429 A 2005.7.21
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<400> ©

Gly Val

1
Ala

Sexr
Lys
Cys
65

Ser
Asp
Gln
Leu
Hisa
145
Ser
Leu
Thr
Phe
Ser
225
Tyr
Leu
Leu
Val
Trp
305
Ser
Gly
Thr
Thr
Leu
385
Tyx
Gly

Ser

Ser

Phe
Leu
Ile
50

Lys
Pro
Asn
Lys
Glu
130
Cys
Lys
Avyg
Cys
Ser
210
Pro
Trp
Arg
Glu
Leu
2390
His
Leu
Arg
Trp
FPhe
370
His
His
Ala

Cys

Leu
4150

ala
Lya
ala
Lys
Thr
Asp
Val
Val
115
Lys
Thx
Pro
Ala
Glu
185
Leu
Arg
Cys
Sexr
Ile
275
Ile
Lys
Leu
Tyr
Ile
355
Arg
Cys
Glu
Ser
Asp

435
Arg

Pro
Gly
20

Gln
His
Arg
Trp
Ile
100
Iyr
Tle
aAla
Leu
Ser
180
Thr
Phe
Leu
Glu
Gln
260
Arg
Cys
Glu
Ala
Tyr
340
Arg
Ala
Glu
Asp
Phe
420

Ala

Val

Lys
Glu
Gly
Asp
Gly
Leu
85

Leu
Tyr
Thr
Tyr
AsT
165
Ser
Gln
Arg
Gln
Val
245
Ile
Pro
Ser
Gly
Glu
325
Cys
Val
Pro
Ser
Val
405
ASh

Asp

Thr

Ala
Lys
Asp
Lys
Ser
70

Ile
Arg
Lys
Val
Arg
150
Tle
Ser
Leu
Asp
Ile
230
Glu
Arg
Thr
Val
Arg
310
Teu
Ela
Thr
AXg
Leu
320
Thr
Leu

Asn

Val

Val
Val
Thr
Ile
55

Ser
Leu
Cys
Asp
hsn
135
Lys
Gln
Thr
Ser
Ser
215
Pra

Thr

Val

Bla
295
Val
His
Ala
val
Ala
375
Arg
Leu
Ser

Gly

Pro
455

Leu
zla
Tyr
40

Gln
Leu
Gln
Gln
Gly
120
Ser
Phe
val
Pro
Pro
200
Gln
Bla
Val
Gln
Gly
280
Gln
Arg
val
Rsp
Arg
360
His
Gly
Gly
Leun
Leu

440
Val

Leu
Leu
Trp
Ile
Sex
Ala
Gly
105
Lys
Val
Tyr
Gln
Ile
185
Gln
Thr
Met
Thr
Arg
265
Gln
Gly
Ser
Leu
Asn
345
Ile
Thx
Sexr
Asn
Thr
425
Gly

Ser

Leu
10

Ile
Tyr
Thr
Asp
Leu
Lys
Gln
Ser
Ile
Glu
174
Glu
Rrg
Leu
Trp
His
250
Val

Teu

Len
Thr
330
Val
Pro
val
Pro
Ser
410
Ala
Ala

Arg

Asn
Cys
His
Glu
Ala
15

His
Asp
Lau
Ary
Leu
155
Leu
Gly
Pro
Gly
Thr
235
Ser
Pro
Ile
Gly
Gly
315
Val
His
val
Val
Pro
3835
Ser
Glu

Gln

Pro

(59)

Pro
sar
Asp
Pro
val
Pxo
Asn
Pro
Asp
140
ASD
Phe
Ser
Asp
Leu
220
Glu
Ile
Val
Glu
Thr
300
Arg
Lys
Ser
Ser
Gly
380
Ile
Ala
His
His

val
460

Pro
Ser
Glu
45

Gly
His
Val
Lys
Asn
125
Asn
Ile
Leu
Pro
Val
205
Gly
Asp
Lys
Ser
Gly
285
Val
Lys
Glu
Pro
His
365
Rsp
Leu
Pro
Ser
Sax

445
Leu

Trp
Ile
30

Lys
Asn
Val
Fhe
Asn
110
Ser
Sex
Giu
Hiszs
Met
190
Gln
Trp
Ser
Lys
Asn
270
Giu
Thr
Thi
Ser
Il=
350
Pro
Leu
Tyr
Sexr
Gly
430
His

Thr

Ser
15

Serxr
Leu
Tyr
Glu
Glu
495

Thr
Tyr
Lys
Val
Pro
175
Thr
Leu
Ser
Gly
Arg
255
val
Asn
Fhe
Gln
Asp
335
Leu
Val
Leu
Arg
Gly
415
Asn

Gly

Leu

Thr
His
Leu
Gln
Phe
B30

Gly
His
Asn
Tvr
Thr
160

val

Leu

Ser
Arg
320
Ala
Ser
Leu
Glu
Phe
4Q0
Gly
Tyx

val

Arg

JP 2005-521429 A 2005.7.21
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Ala
165
Glu
Asp
Phe
Ala
Val
545
Thr

Leu

Glu

Ty¥Tr
705

Pro
Ser
Asp
Asn
Asp
530
Thr
Gly
His
Thr
Pro
610
Pro
Asn
Ser
Le=u
ala

690
Glu

<210> 7

<211>
<212>
<ZL3=

<2Z20>

<223>

Gly
Leu
Thr
Leu
515
Asn
Gly
Leu
Iyr
Ser
585
Sex
Met
Pro
Bla
Tyr
675

Ser

Asn

300
DHA
Artificial Seguence

Ala
Arg
Leu
500
Ser
Gly
Thr
Val
Ala
580
Ser
Arg
Glu
Tle
Asn
660
sSer
Ser

Val

Gln
Gly
185
Gly
Leu
Leu
Ser
Leu
565
Arg
His
Ile
Leu
Ty
645
Cys
Glu

Arg

Ero

Ala Val Val Gly Asp Leu

470

475

Ser Phe Pro Ile Leu Tyr

490

Asn Ile Ser Ala His Ser
505
Thr Thr Glu His Ser Gly

520

Gly Ala Gln His Ser Lys

535

Arg Asn Arg Thr Gly Teu

5350

585

Ser Tle Leu Val Leu Ala

570

2la Arg BArg Lys Pro Gly
585
ger Pro Ser Glu Cys Gln

600

Zsp Pro Gln Glu Pro Thr

615

Glu Pro Met Tyr Ser Asn

630

635

Ser Gln Ile Trp Ser Ile

650

Pro Met Met His Gln Glu

Leu Lvs hys
680

665

Thr His Preo

Gly Arg Ala His Glu Glu

695

Arg val Leu Leu Rla Ser

710

Description of Artificial

synthetic construct

<400> 7
asaagaaaaa
ceocaagagh
aatgtgaatg
caggaatcag
atectattoca

<210> 8

<211>
<212>
<213>

<Z20>

<223>

2038
DHA
artificlal Sequence

taggaagacg ttcagcoccagg
teacctacct caactcacct
ttgtaagtgg ggatgaggit
tagcageaga aaccctgggy
ggctgaygaa agcaaacatt

synthetlic construct

<400> 8

ctegactety aggtgeatte t

715

(60)

Leu Glu Leu
Trp Phe Tyr

Gly Gly Gly
510
Asn Tyr Ser
525
Val Val Thr
540
Thr Ala Ala

ala Ala Ala

Gly DLeu Ser
520
zlu Fra Ser
605
His Ser Lys
620
Val Asn Pro

5ln His Thr

His Glu Glu

670

Agp Asp Ser
685

Asp RAsp Glu

asp His

Sequence: /note =

gatccactea
accccaggygc
tattcactgy
acacatatgg
acagatgtygyg

ggagecttes
agctacagee
cgtactataa
aggacaaggyt
actatgaaga

Description of Artificial Seguence: /note =

tggtecteat gotgoegady ckgttgotgt tgatctgtge tccactetgt

JP 2005-521429 A 2005.7.21

His Cys
480

His Glu

485

Ala Ser

Cys Glu
Leu Asn

Gly Ile
560

2la Leu

575

Ala Thr

Sexr Ser
Pro Leu

Gly Asp
640

Lys Glu

655

Tau Thr

ola Gly

Glu Asn

cageccetota
tatatatgaa
ccageeggad
ttccttagac
tgcetatgtaa

tittttgat gagaggeate tcotaggtacce atccectgace

gaacctgeeyg

60
120
180
240
300

10
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30
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agctgtthtt
gtaagatgeo
ceogggeott
aagaagacac
geaggagatc
ageccecagqg
tgggeacagyg
caaagacccea
ctgagcaata
geatcactgt
aggetgeaght
toctgtactyg
gaggagecte
ccaacaatgy
ctggggecag
gtccagecac
cagcecaggga
actcacctac
atgaggttta
ccetggggac
caaacattac
tgaaaaccat
ttagetttce
tgtygaagtga
gtgacaggga
ttagtgectekt
tggagggaca
cagagaygadge
Ltocagoocog
ttgagtcact
cacttaattt
atgtatctat

<210> 9

<fll= 261
<212> DNA
<213»

220>
<223>

gatagecage
ctttctacag
gggcecagye
agggtcatac
ccagataaat
aggacaggty
agacatsacc
gagticacty
ttactgtgta
cagaatcooy
ggaggatgtg
gttttatcac
cttcaacctt
cotggygyggec
aagcaatcat
cgtggectta
tccactcayy
cccagggcag
Ltcactggcg
acatatggag
agatgtggac
cratgaccco
agtatacctc
agttggegea
ctttgttate
ctgtttacaa
gtgaagetta
tgtgccecate
ctacttacat
gttaccaaat
tagtgacgta
tacageceech

ccctocecate
agttcagatg
tggagcaget
tggtgegagy
gtgcacaggyg
atggagggag
ttectttggt
acagcagagh
gctgaaaatg
gtgtctegec
ctggagette
gaggatatca
teectgactyg
cagoegeagtyg
cttacctcay
ttattttget
agccttecca
ctacagccta
tactataace
gacaaggttlt
tatgaagatg
aagccteagy
ttetggatyge
geocotgaaga
agaaccagat
gaggaaacaa
gagcacatga
attcagtcca
ggatcatoga
tagaactaaa
ttttitgtata
agaagetibta

Artificial Seguence

aynthetic construct

<400> B

cacaagatat
cctcaagagt
gtcaatgtag
ccagaaagel
tottctgtga

<210> 10

«211> 2573
<212> DNA
<213>

<220>
<223>

ccacagadgyy
cecagttoca
cceccaagot
cacagacaat
tecetgtege
acaggetggt
acaaaggggc
atgagattce
gotatggtee
caatccteat
actgtgagge
ccctggggay
aagaacattc
aggeggtoac
gagtcattga
acggoetcaa
gcoctotace
tatatgaaaa
agocggagea
cettagacat
ctatgtaagg
cctgatatgt
cattctceat
aactacctag
tcctgecgge
gatggaataa
actcaaggtt
agtgectttet
gttteocacct
acaaagttac
tataggeocaa
taaatacagh

caggagaaaqg
tcacctatte

ttctgocackt aatgaaccea
aagcocaace ccagacatgy
gctrctgtaga tgtggatgtyg gtttattcte
cagcaaacat caggacactt ctggagaaca
agaaatcata &

Artificial Seguence

synthetlc construct

<400> 10
ggtgaccaag

attagctggte atctitgatg cagtcactga acaggcagat tog

agtacatcte ttttcaaata getggattag gtccteatge tgotgtggte
ctgacce ttgtggegoo

(61)

gageecagty
gttotgettt
ccagateget
ggoegtecaaa
tgatgtgage
cctoatotge
tgtaggttta
ttcagtgagy
cagcecccagh
geteaggoet
cctgagagge
caggtcggeoe
tggaaactac
actcaactte
ggggctgeta
aagaasaata
ccaagagtte
tgtgaatgtt
gaaatcagta
ctattccagg
ttatggaaga
totteagaga
ggcactattc
gagaactaat
tocttigaaa
aagaaattgg
agtgactctg
ctgoccagac
aaaatatgat
ataaaaagtt
cctataccac
gtgtothett

Description of Artificial Sequence:/note =

gaggggctte
aggagctgca
aggtetggay
aggactcceoa

Description of Artificial Sequence:/note =

JP 2005-521429 A 2005.7.21

accotgacgt
ttcagagaca
gecatglgga
gtcttgagyga
ttggagactc
tcagttgota
aaccttcagt
gagagtgatg
gggetggtoa
ceeagggoet
tectectecaa
cectetggag
tecotgtgagg
acagtgecta
agcaccettg
ggaagacgtt
acctacctca
gtaagtgggg
goagcagaaa
ctgaggaasg
ttetgetett
tectggggea
cttecatctac
agacacagga
acaggtcata
gatecttgggt
caggacttca
agcacagaac
tctatttatt
attgtgacte
atccaaaatt
ttaticac

caggccaaat
geeagtgtat
catgcageag
agtcatctac

180
240
300
360
420
480
540
600
660
720
780
840
900
260
1020
1080 10
1140
1200
1260
1320
1380
1440
1500
1550
1620
1680
1740
1300
1860
1920
1280

2038 20

60
120
180
240
261
30

60
120

40



ctettetgte
aattcagaag
agatttoott
aggacaactc
ctttcaacgt
cotgaaatgot
cttocagagaa
tgcogtygtgy
gatcagazaa
aagcttggag
ctgeteagty
aaccagtaty
gaaagagagl
gagcaaggty
gtetecctogy
aggctetcee
ggeoceoket
ctactectgt
catctcagga
gtttggtgtc
atcaggagaa
gttcacctat
gggctctgta
ctcagcaaac
gaagaaatca
attaagactt
aacgtgeectco
cttettttac
ttatttectge
agagatacasa
tgtattaact
gcaaatatgt
aatgttitgta
ttgattttit
aattcageta
ctaattcaac
atcttgggayg
gtgecatogac
actigetita
ccaaagtatg
aataaactat

<210> 11
<211> 423
<212> BHA

ttegaaggag
atggecttace
atccaaagty
tttetetgog
coctgtgectya
gagaccoggce
saccaggtece
agtgaagaca
cagagectoo
atcecgggeca
getgggggta
ggaaagaada
gatgeccggea
gtgaatatce
goeeaggety
ccaatettgt
ggaggaggay
gaggscaaca
cctgatggct
cttggtitca
agttctgeoea
tcaagecccaa
gatgtggatg
atcaggacac
taacacttgg
gctatamaac
aggaggeasse
ctatcaatat
taccttotet
ggtctcacct
tatttatgtg
teattgggaa
tcaggetgat
ggcatagttt
tgaatceatc
ttcagegett
attgtgtgtt
ttgagtgtaa
ttgcageatt
catatagttyg
gatattactt

acagoategt
ataaggataa
cagttttaag
ataaaacttc
ctgeeagete
tetaotecaca
tggggtcagy
cagggtctta
aatcecagat
cecgggggaca
caggaaatgl
cocagogtte
aatattacty
ctgtgagaat
cagtggggga
accaatttta
ccteootteaa
acggeetyggy
atagaagaga
ctggtgttge
ctaatgaacc
coccagacat
tggtttatte
ttctggagaa
aggaatcaga
cttatgaaaa
tocctgteatt
tcattgaact
taagecaatea
teatctactg
ctgctggata
tattggeccty
gctyggettea
cagcaggatt
tggtctagad
gatattggtc
tccaggaatt
acataactta
tgittttattt
caaaaatgtg
ttgtaagtat

<213 Artificial Sequence

<220>

tctgaaatge
caaagagtta
tgacagtggt
azmatatagta
cttoccageec
gaggttggat
ctggagcage
ckggtgecaad
toacgtgeag
ggtgactgaa
cacattetce
cctgtcagea
tagagctgac
teoagtgtet
cctgoctggay
toatgaggat
cectetetttg
ggcecagtge
cctecatgaca
tttgetgtty
cagagyggct
ggaggagctyg
tcaggtcetgg
caaggactee
agggaagatc
tgecttgagygce
tttgtecctya
gcotgectacat
gtgtgtaaag
tgaagtgatyg
cagtttgcta
aaattttett
tagaatgagt
ggtaccagtt
cttttgtgtt
taggaggggt
tagoegttle
tatgecactygyg
tggtagtctyg
atttttgaca
atagaataaa

(62)

cagggagaac
tetgttttea
aactatttet
aagataaaag
atcgaaggygy
gttcaactco
toteoggage
gcagaaacyg
agaatecccocca
ggacaaaaac
tggtacagag
gagctggaga
aacggocatg
cgecctgtoc
ottcactgtyg
gkcaccettg
actgeagaac
agtgaggcag
gotggagttc
tatgootigt
tocaggeocaa
cagccagtgt
agcatgcage
caagtecatct
aacagcaagy
ttatcacctg
tgatgttict
ceagacactyg
atttgaggga
agaacaggac
atattttgtt
ttocactghby
taggcaggag
attetttctg
ggttggtasy
ttetgtetet
ctecagatit
gaaaccaaas
gaactgaacc
tagtaaatat
atgtaaataa

<223>» Description of Artificial Sequence: /note =
synthetic construct

<400> 11
cattacgcca
agtectageyg
cecacteact
cetggagata
tcagctaatt
ctgaagaaga
gaagaagatg
tag

gggecegaay
agtgtcagga
ctaaaccact
gcaaccegat
gtccaatgat
cacacecaga
atgaagaaaa

gaaaccagga
gectliocteg
agcoocaatg
ttatteeccag
goatcaagag
cogactcigea
ctatgagaat

ggactttctyg
tecaggeckt
gagctggage
atctggagea
catgaggaac
ggggaggcta
gtaccacgtyg

cractggaac
ccaggataga
caatgtacag
tccageatac
ttacagtecet
goagcagagyg
tattactgge

JP 2005-521429 A 2005.7.21

agaactggaa
aaaaattctc
gtagtaccaa
tecaagagel
gtccagtgag
agttctgett
tccagatttc
tgactcacag
tcteotaatgt
tgatcctget
aggccacagyg
toccagotygt
tgocetatooa
teacccteag
aggcaectgag
ggaacagete
attctggaaa
tgocagteto
tetggggact
tccacaagat
atcctcaaga
atgtcaatgt
agcecagaadd
actettctgt
atggggcate
coacagecag
tctocaatat
tgoaaatasaa
agaatgaata
ttgatagtgg
gagaattttt
tctetgecay
cecttectee
catettgtag
ttttttatta
tectggttea
tetbettiat
aatctgtgtyg
tgcaatatca
gagtatttge
tct

atctagtecac
cccteaagay
caatgtaaat
asaagaaaac
ctattcagaa
cagggococat
ctcagaccac

180
240
300
360
420
480
540
600
660
720
780
840
500
360
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
18400
1860
1920
1380
2040
2100
2160
2220
2280
2340
2400
2480
2520
2573

60
120
180
240
300
360
420
423

10

20

30

40
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<210» 12
<211> 2416
<212> DNA

<213> Artificial Sedquence

<220>

(63)

<223> Description of Artificial Sequence: /note =
synthetic construct

<400> 12

gtetecatctg
gacagacttt
atcoctgacte
cctececatggt
cattccetag
catgacaaga
ctcagtgatg
cctgtcttty
catcaaaagg
atcacagtga
ttttacatac
tttetacate
ctgacctgtyg
ttcagagata
goccatgigga
atcaaazaaa
aatctagaga
tgctcagtag
agaagccotgyg
aaggagagtyg
agoacgtgaga
geteccocaggg
ggctctecee
geeccectetg
tactceotgty
gtcacagttc
gtgggggace
tggttttate
tecticaace
ggeetygoay
agaacaggcc
getgotgetyg
actggaacat
aggatagace
atgtacagca
cagcatacaa
acagtecetct
agcagaggca
ttactggect
attthttbtt

gaggctggge

<210> 13
<Z211l> 873
<212> DNA

agtageagct
ceeaacccte
ctggaagaga
ccacagectt
cccagggaga
tcocaaattac
coghtgecatgt
aaggagacaa
tttactacaa
attcagtcete
ttgacattga
ctgtgctgag
agacccagct
gecagaccet
ctgaagactc
ggagectgag
tecoggoecac
ceecagggtto
gtagaaagac
atgcagggag
ttegagtcac
cecacactat
cgatcctgta
gaggaggage
atgcagacaa
cogtgteteg
tgetggaget
acgaggatga
totetotgac
cccagcacag
ttaccgcetge
ctotgetgea
ctagtcacag
ctcaagagcc
atgcaaatce
aagaaaactc
attcagaact
gggoccatga
cagaccacta
ckgtictcotc
tgcagyg

tcetgeccote
tgecceggeeyg
acaatcaggyg
caaaggagaa
cacatattgg
agagcctgga
ggaattttea
tgtecattctyg
ggatggaaaa
cagggataat
agtaacttca
agecagetct
ctectocacag
cggattggge
agggtottac
atctcagata
cggagygcad
agygactgtc
ccagegtitea
atactactgt
cgtgagaatt
ggtgggggac
ccgattttat
cteotteaac
tggcotgggy
coceocgtecte
tcactgtgay
caccttgugg
tacagaacat
taaagtgglty
gggaatcacg
ttacyocagy
tecctagogag
cactcactct
tggagatagc
agctaattgt
gaagaagaca
agaagatgat
gececettace
caaccacaca

<213> Artificial Sequence

<220>

cttottggag
gtgcccatge
gtggccccaa
aaagtggetc
tatcacgatg
aattaccaat
ceegactgge
agatgtcagg
cagcttecta
agcaaatate
aaacccctaa
tocecacgecca
aggecagatyg
tggagcaggt
tggtgtgagy
cgtgtacaga
ctgattgaay
acattcoctect
ctgttggcay
gcagctgata
ceggtatete
ctgetggage
catgaggacy
ctetotetga
goccageana
accoctcaggg
tccctgagag
aacatctegg
tctggaaact
acactcaatg
gggetggtge
goocogaagga
tgtecaggage
anaccactag
aacccgattt
ccaatgatgc
cacccagacy
gaagaaaact
cagaglbggcece
tecatccoatct

ataagtegag
ttetgtgget
aagctgtact
tcatatgeoag

agaagttgti

gtaagaceocg
tgatcctgea
ggaaagacaa
atagttataa
attgtactge
atatccaagt
tagaggggag
tccagetgea
coececagact
tggagacagt
gagtecotgt
gagaaaatat
ggcacaaaga
agctgeatgt
acgtteoacay
accotgtoct
ttcactgtga
tecaccctgygy
ctgcagaaca
gtcatggagt
ctceoegggge
getocttece
cocactotgy
actcatgtga
ttacaggaac
tocagecatcet
aaccaggagyg
cttecteghe
ccoccaatgga
attccecagat
atcaagagca
actctacagg
atgagaatgt
cacaggaaac
ctecagactc

<223> Description of Artificial Sequence: /note =
synthetic construct

JP 2005-521429 A 2005.7.21

cttttggtga
gotgetgetg
tctcctoaat
cagoatatea
gaaaataaza
aggatcectec
ggctttacat
caaazacact
tttagagaag
ttataggaag
tocaagagekg
tececatgace
attcteccte
cecagatcceot
gactcacage
gtetaatgtg
ggtccttatt
aggaagagta
tctcacegtg
ccooateote
caccttcagg
gteectgaga
gaacagchca
ttetggaaac
gagtcoctcagy
craggetgtg
gatcctgtac
aggagagygea
ggctgacaat
ttccaggaac
cgtactiget
actttetgee
caggccttec
getggageca
ctggageatc
tgaggaactt
ggaggctage
accacgtgta
agoctgoaco
tgeotectac

&0
120
180
240
300
360
420
480
540
500
660
720
780
840
500
360

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2416

10

20
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<400> 13

gagctgtttt
tgtaagatge
accegggect
aaagaagaca
agcaggagat
cagcococag
atgggecacad
tcaaagacee
goctgageaat
agcatcactyg
caggctgcag
atcectgtact
ggaggageet
goccaacaaty
actggggceca

<210> 14
<211> 1137
<212> DNA

tgatageeag
cctttctaca
tgggocecayy
cagggtcata
cccagataaa
gagyacaggt
gagacatcac
agcogttcact
attactgtgt
tcagaatoce
tggaggatgtl
ggttttateca
cchtecaacct
gectggyggge
gaagcaatca

ceeoctoocat
gagttecagat
ctggageage
ctggtgogag
tghtgcacagg
gatggaggga
cttoctttgg
gacagcagag
agctgaaaat
ggtgtctege
gotggagett
cgaggatatc
ttcectgact
cocagoegeagt
tcttacctea

<213> Brtificial Sequence

<220>

(64)

cccacagagyqg
geecagttec
teccccaage
gqeacagacaa
gtcectgteg
gacaggctgg
tacaaagggyg
tatgagattc
ggotatggte
ccaatcctca
cactgtyagg
accctgggya
gaagaacatl
gaggcggtga
gga

ggagcecagt
agttctgett
tecagatege
tggcgtccaa
ctgatogtgag
tocctecatctg
ctgtaggttt
cttoagtgag
ccagcecocag
tgctcaggge
cecctgagagyg
geaggteygge
ctggaaacta
cactecaactt

<223> Description of Artificial Sequence:/note =
synthetlc construct

<400> 14

acccttatgy
gaacagaact
ttcaaaaaat
ttetgtagta
aaagtccaay
gggggtecay
cteocagttct
gagctceoaga
acggtgactce
cecatcteta
aaactgatce
agagagycca
gagatcecayg
catgtgecta
gtccteacce
tgtgaggcec
cttgggaaca
gaacattctyg
gcagtgecaqg

<210> 15
<211> 1659
<212> DNA

cgocctetto
ggaaaattca
tcteagattt
coaaaggaca
agctctttea
tgagcctgaa
gottecttcay
tttctgcogt
acaggatcag
atgtaagett
tgctctgete
caggaaccay
chgtgaaaga
toccagagceaa
tcaggtctec
tgagaggoto
goteggecce
gaaactactce
tetecatcte

tgtcttegas
gaagatyggcet
ccttatccaa
actottteote
acgtcetgtg
atgtgagacc
agaaaaccag
gtggaglgaa
aaaacagagoe
ggagatcegg
agtggetggy
tatgggaaag
gagtgatgce
ggtggtgaat
tggggeccag
Lcecocaate
ctetggagga
ctgtgaggcc
aggacctgat

213> Artificial Seguence

<Z220>

ggagacagca
taccataagy
agtgcagtet
tgggataaaa
ctgactgeca
cggoteteta
gteotyggggt
gacacadggt
ctoccaatcoo
geccoeggdy
ggtacaggaa
aaaacccagc
ggcaaatatt
atecectgtga
gctygcagtyy
ttgtaccaat
agggectact
aacaacggec
ggctatagaa

tegttctgaa
ataacaaaga
taagtgacag
cttcaaatat
gctocttocoa
cacagaggtt
caggctggag
cttactggtyg
agattcacgt
gacaggtgac
atgtecacatt
gttcoctgte
actgtagage
gaattccagt
gggacctget
tttatcatga
tcaacctete
tgggggocca
gagacctcat

<223> Dascription of Artificial Seguence:/note =
synthetic conatruct

<400> 15
gtggecceaa
aaagtgygete

tatcacgatg
aattaccaat

aagctgtact totectcaat

toatatgecag cageatatca
agaagttgit gzaaataaaa
gtaagacceyg aggatectee

cctecatggt
cattecctag
catgacaaga
ctcagtgatyg

ccacageoctt
cccagyggaga
tecaaattac
cogtgoatgt

JP 2005-521429 A 2005.7.21

gaccctgacy
tttcagagac
tgccatgtag
agtctitgagg
cttggagact
cteagttget
aaaccttcayg
ggagagtgat
tgggetggty
tocccagggeoc
ctetoccteca
cecectctgga
ctectgtgag
cacagtgect

atgocaggga
gitatctgtt
tggtaactat
agtaaagata
goccatogaa
ggatgttcaa
cagctotecyg
caaggcagaa
gcagagaatc
tgaaggacaa

ctectggtac

agcagagcety
tgacaacgge
gtctegoect
ggagcttcac
ggatgtcacc
tttgactgca
gtgcagtgag
gacagct

casaggagaa
cacatattag
agagcctgga
ggaattttca

50
120
180
240
300
340
420
480
540
600
660
720
780
840
873

60
120
180
249
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1137

60
120
180
240
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ccegactgge
agatgtcagg
cagcttecta
agcaaatatc
aaaccectaa
teccacgececa
aggecagaty
tggagcagyt
tggtgtyaggy
cgtgtacaga
ctgattgaag
acattcotect
ctgttggecag
gcagctgata
ccggtatote
ctgotggage
catgaggacg
ctectoctectga
goccageaca
accotcaggyg
tecctgagad
aacatctegyg
toctggaaact
acactcaatg

<210> 16
<211> 423
<212> DHA

tgatcctgea
ggaaagacaa
atagttataa
attgtactge
atatccaagt
tagaggggag
tccagetgea
ccoccagach
tggagacagt
gagtceoctgt
gagaaaatat
ggcacaaada
agctgcatgt
acglttcacag
accctgtect
ttcactgtyga
tcaccetggg
ctgeagaaca
gtecatggagt
ctooocgggyge
gctecttoee
ceccactetgg
actcatgtga
ttacaggaac

ggctttacat
caaaaacact
tttagagaad
ttataggaag
tcaagagcetyg
tcecatgace
attctcacte
ccagatcooet
gactcacage
gtcoctaaktgty
ggtccttatt
aggaagagta
Leteaccgtg
ceccatecte
caccticagg
gtccctgaga
gaacagetea
ttetggaasc
gagtctcagg
ccaggctgtyg
gatcctgtac
agdgaggggca
ggctgacaat
ttccagyaac

<213> Artificial Seguence

<2Z20%

(65)

cotgtettty
catcaaaagq
atcacagtga
ttttacatac
tttetacate
ctgacctgtyg
ttcagagata
gecatghgga
atcaaaaaaa
aatctagaga
tgctcagtay
agaagcctygg
aaggagagtyg
agcacgtgga
gctoccaggg
gactctocec
gcecocckoty
tacteoctgtg
gtecacagttc
gtyggggace
tggttttate
toccttcaace
ggectggagy
agaacagygc

aaggagacaa
tttactacaa
attcagtcte
ttgacattga
ctgtgectgag
agacccaget
gocagaccct
ctgaagactc
ggagectgag
toceggecocac
cocagggite
gtagaaagac
atgcagggad
ttcgagtcoac
nccacactgt
cgatcctgta
gaggaggage
atgcagacaa
cggtgtcteg
tgctggagot
acgaggatga
tetetctgac
cccageacay

<223> Description of Artificial Sequence: /note =
synthetic construct

<400> 16
cattacgeca
agtcctageg
ccecactecact
cctggagata
tcagctaatt
ctgaagaaga
gaagaagatyg
tag

<210> 17
<211l» 2151
<212> DNA

gggeccdaay
agtgtcagga
ctaaaccact
gcaacccgat
gtecaatgat
cacacccaga
atgaagaaaa

gaaaccagga
gockteotey
agccccaatg
ttattceccag
geatcaagag
cgactctgea
ctatgagaat

<213> Artificial Sequence

<220>

ggactttctyg
tccaggeett
gagcetggage
atctggagea
catgaggaac
ggggaggeta
gtaceacgtyg

ccactggaac
ceaggataga
caatgtacag
tocageatac
ttacagtcet
gcagoagagyg
tattactgge

<223> Description of Artificial Sequence:/note =
gynthetic construct

<400> 17

gtggeoeceaa
aaagtgygcte
tatcacgatg
aattaccaat
ccogactgge
agatgtcagyg
cagctteeta

aagotgtact
tcatatgcag
agaagttgtt
gtaagacceg
tgatcctogca
ggaaagacaa
atagttataaz

toteoctoaat
cageatatca
gaaaatazaa
aggatccteo
ggctttacat
caaaaacact
tttagagaag

cetocatggt
cattcectag
catgacaaga
ctcagtgaty
coctgtettty
catcazaaagy
atcacagtga

ccacagectt
cccagggaga
tccaaattac
cogtgeatgt
aaggagacaa
tttactacaa
attcagtctc

JP 2005-521429 A 2005.7.21

tgtoattctg
ggatggaaaa
cagggataat
agtaacttea
agccagetet
ctetecacag
cggattggge
agugtcttac
atctcagata
cggagggcayg
agggactgtc
ccagegttce
atactactgt
cgtgagaatt
ggtgggggac
ccgattitat
ctocttcaac
tggectggay
ccecghoete
tcactgtgag
caccttgggg
tacagaacat
taaagtggtyg

atctagteac
cectcaagag
caatgecaaat
zazagaaadc
ctattcagaa
cagggeccat
ctcagaccac

cazaggagaa
cacatattgg
agagcctygga
gyaattttea
tgtcattetg
ggatggaaaa
cagggataat

300
360
420
480
540
600
660
720
780
840
9400
860
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1659

60
120
180
240
300
360
420
423

[\]
120
180
240
300
360
420
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agcaaatatce
aaaccectaa
tccacgeccoa
aggccagatyg
tggagcaggt
tggtgtgagy
cgtgtacaga
ctgattgaag
acattectect
ctgttggcag
gcagctgata
ceggtatcte
ctgctggage
catgaggacyg
ctctctetga
gocccagecaca
accctecaggy
tcecctgagag
aacatcteygy
tciggaaact
acactcaaltyg
gggetggtge
goccgaagygd
tgtecaggage
aaaccactag
aacccgattth
ccaatgatge
cacccagacg
gaagaaaact

<210> 118
<211> 318
<212> DHMA

attgtactge
atatccaagt
tagaggggag
toccagetgoa
cccccagact
tggagacagt
gagtcocetgt
gagaaaatat
ggcacaaaga
agcetgeatgt
acgticacag
accotgteet
ttcactgtga
tcaccetgygg
ctgcagaaca
gteoatggagt
ctcoocgggye
gotecttooo
ccecactectgy
actcatgtga
ttacaggaac
teocagecatcct
aaccaggagqg
cttectegte
ceccoaatgga
attecccagat
atcaagagca
actotgcagg
atgagaatygt

ttatagyaag
tcaagagcty
tcecatgace
attctocete
ccagatacct
gactcacage
gtctaatgtyg
ggtocttatt
aggaagagta
tectecacegty
ccecatecte
caccttcagy
gheccctgaga
gaacagctea
ttectggaaac
gagtctcagg
ccaggotgtyg
gatcctgtac
aggaggggesa
ggctgacaat
ttccaggaac
cgteccttget
acttictgee
caggeettec
goctggageea
ctggageate
tgaggaactt
ggaggctage
accacgtgta

<213> Artificial Sequence

<220>

ttttacatac
tttetacate
ctgacctgtyg
ttcagagata
geeatgtgga
atcaaaaaaz
aatctagaga
tgecteagtag
agaagcctgg
aaggagagtyg
agcacgtgga
gotcccaggy
ggctetoooa
goccectetg
tacteoctyty
gtcacagtte
gtgggggace
tggttttate
toetteoaace
ggcctygggyg
agaacaggec
gotgetgetg
actggaacat
aggatagacc
atgtacageca
cagcatacaa
acagtectct
agcagaggca
ttackggect

(66)

ttgacattga
ctytgetgag
agaceccagcet
gocagaccck
atgaagactc
ggagectgag
tecggoccac
cocagggtte
gtagaaagac
atgeagggag
ttcgagtceac
cccacactgt
=gatcctygta
gaggaggage
atgeagacaa
cggtgtctoyg
tgctggagoet
acgaggatga
teotetetgac
ccrageacag
ttaccgetge
ctotgetgea
ctagtcacayg
ctcaagagce
atgcaaatec
aagaaaactc
attcagaact
gggeccatga
cagaccacta

<223> Description of Artificlal Sequence: /note =
synthetic construct

<400> 18

agatectgga
gagcagtgeo
tactctgtgg
gggagaaagd
tecatccacyyg
gaggttctet

<210> 18
<211> 870
<Z12> DHA

gaaaagctgg
cactatatge
tgcatagaac
acagbtotat
aggtgaatat
getag

gocecttcca
caacgtgeat
ctecaaagagg
zatctgtgeg
gagaageagy

<213»> Artificial Sequence

<220

teccagatac
caccagaaag
agtgaagceea
gaggtgagat
actcteccaag

cacccacage
ggaaagatga
ggtotgotga
goctgeageo
aaccocttag

<223> Descripticn of Artificial Sequence:/note =
synthetic construct

<aQ0> 19

actghetggc
ctgegatgte
aaattecttc
agccgtggeo

tgtacctoca
agggatggaa
atttctctaa
agtacageoty

agcocetggeca
gaatacacca
ggaaaaccagd
ctoctgggcag

aaccckgtgt

ttgaaggaga

ctgtectoagg tgaagttcta
actctgteca tgggageage
gtgatgtata ttccacagac

JP 2005-521429 A 2005.7.21

agtaacttea
agceagetet
ctcteccacayg
cggattggge
agggtcottac
atctcagata
cggagggeay
agggactgta
ccagaegttee
atactactgt
cgtgagaatt
ggtgggggac
ccgattttat
ctcotteaac
tggcotygggg
cecoghecte
tcactgtoay
caccttgggg
tacagaacat
taaagtggty
gggaatcacyg
ttacgccagyg
tectagegag
cactcactct
tggagatage
agctaatight
gaagaagaca
agaagatgat
g

tecaggtaga
agqgtgttgte
gtteacegtyg
cagtgaggtt
cgactgtgay

tgeocecetgact
cagagatgga
zacagtgcay
attcacacaa

480
540
600
660
720
780
849
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2151

60
120
180
240
300
315

60
120
180
240
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acttcagaga
atcceototo
cacceectga
caggacaggy
ctttactggt
gaggtcagag
gaccctgotyg
atcctgtatt
ggaaccacet
gaggctgaga
teteaagtct

<210» 20
<211> 1257
<212> UNA

ctgucatggt
ctgagecaceg
ggtecagoett
goccteacce
gkgaggtgge
tgcaggeteoe
taggggacatl
ccttetacet
coctoctett
acagtgtcte
tgttcactea

tcaagtocaa
agagggtage
gaggetcctt
agaactctge
cecctgagggt
tgtatccegt
ggtgeagcete
tgatgagaag
cecagtgaag
cagagagagyg
cgocageaac

<213> Artificial Seguence

<220>

£223> Description of Artificial gequence: /note =

synthetic construckt

<400> 20

actgtectoge
ctgcgatgtc
aaattoctte
agocogtggec
acttcagaga
atcccctete
cacceectga
caggacagyg
ctttactggt
gaggtcagag
gaccctgetyg
atcctgtatt
ggaaccacect
gaggckgaga
toctcaaghct
cttggcctga
gggcceetic
gecaacgtgo
acctcaaaga
atcatectgtyg
atgagaagea

<210> 21
<zll> 292
<212> PRT

tygtaccteca
agggatggaa
atttctctaa
agtacagcty
ctgecatggt
ctgagceceeg
ggtcagectt
gececteacce
gtgaggtgge
tgcaggcteoc
tgggggacat
ccttotacct
cactectett
acagtgtcte
tgttcactcec
tggttattge
catcccagat
atcaccagaa
ggagtgaage
cggaggtgay
ggactctcca

agccotyggeca
gaatacacca
ggaaaaccay
ctetgggeay
tcaagtocaa
agagggtage
gaggctoett
agaactctyge
cocctgagggt
tgtatccogt
gatgcageta
tgatgagaag
cccagtgaag
cagagagagyg
cgocagoanc
tgetgeactt
accacgeaca
agggaaagat
caggtctget
atgootgeag
agaacceoctt

<213> Artificial Sequence

<220>

<223> Description of ARrtificial
synthetic construct

<400> 21

ala Glu Leu

1

Pro Val Thr

Gln Phe Gln

35

5

20

Phe Leu Ile Ala Ser
Leu Thr Cys Lys Met

Phe Cys Phe Phe Arg

40

gagctgttte
ctggtgacce
ttetectten
atcccgogag
ggccaggtee
cctgtgectea
ctetgtgagy
attgtgggga
tcagaacagg
agtgagecca

aaccctgtgt
ctgtctecagg
actctgtoca
gtgatgtata
gagctghttco
ctggtgacac
ttctecttee
atccegggag
ggccaggtec
cetgtgctea
ctectgtgagg
attgtgggga
tcagaacagy
agtgagccca
tggetggtic
ctggtttaty
gcetecagghg
gaaggtgtty
gagttecaccy
cecagtgagg
agcgactgty

(67)

cacctoctgt
tgagatgtea
acaaggacgg
ccaaggagygy
agaagecagag
ctctgcacca
cacagagqgy
accactcage
atgotgggaa
agaagetgtc

ttgaaggaga
tgaagttcta
tgggagcagce
ttccacagac
cacctectygt
tgagatgtea
acaaggacgy
ccaaggagygy
agaageagag
ctctgcacca
cacagagggy
accactrage
atgctgggaa
agaagctgtc
cttagettee
tgagatecty
gagagoaghty
teotactetgt
tggggagaaa
ttteatccac
aggaggttot

Sequence: /note =

JP 2005-521429 A 2005.7.21

goctgagtgce
gacaaagctg
ceacacctig
agactotyggy
cececcagetg
cgggoctget
cteoecctecy
tcectygbggt
ctactectge
tctgaagggt

tgeccctgact
cagagatgga
aacagtgcagy
attcacacaa
gotgaglhgee
gacaaagoetyg
ccacacckty
agactctggg
cococagetyg
cgggectget
ctececteocy
teoctgtggt
ctactectge
tectgaaggot
tgegagectyg
gagaaaagct
cccactatat
ggtgcataga
ggacagttct
ggaggtygaat
ctgetag

Pro Ser His Pro Thr Glu Gly Ser

10

15

Pro Fhe Leu Glp Ser Ser Rsp Ala

25

30

Asp Thr Arg Ala Leu Gly Pro Gly

45

300
360
420
480
540
600
6460
720
780
840
870

&0
120
180
240
300
360
420
480
540
600
660
720
780
340
500
960
1020
1080
1140
1200
1257
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Trp
Thr
65

Arg
val
Arg
Phe
Gln
145
Lsp
Pro
Ile
Leu
Txp
225
Gly
Asn

Ala

Leu

<210>
<211
<212
<213>

S5er
50

Gly
Ser
Ser
Leu
Leu
130
Arg
Ala
Ser
Leu
Glu
210
Phe
Gly
Tyx
val

Thr
2580

<220

<223

Ser
Ser
Arg
Leu
val
115
Trp
sSer
Glu
Gly
Met
125
Leu
Tyr
Gly
Sex
Thr

275
Ser

22

380
PRT
Artificial Sequence

Ser
Tyr
Arg
Glu
100
Leu
Tyr
Leu
Gln
Leut
180
Leu
His
His
Ala
Cys
260

Leu

Gly

Pro
Trp
Ser
85

Thr
Tle
Lys
Thr
Tyr
165
val
Arg
Cys
Glu
Sexr
245
Glu

Asn

Lys
Cys
70

Gln
Gln
Cvs
Gly
Ala
150
Tyr
S5er
2la
Glu
Asp
230
Fhe

ala

Phe

Leu
Glu
Ile
Pro
Ser
Ala
135
Glu
Cys
Tle
Pro
Ala
215
Ile
Asn

Asn

Thr

synthetic construct

<400% 22

Leu
1
Lel
His
TLeu
Thr
85
Ile
FPhe

Len

Glu

Thr
Lys
Lys
Ile
50

Lys
Lys
Gln

Ser

Asn
130

Leu
Cys
Asp
35

Gln
Gly
val
Pro
PFra

115
Gln

Val
Gln
20

Asn
Sex
Gln
Gln
Ile
100
Gln

Val

Ala
3
Gly
Lys
Ala
Leu
Glu

85
Glu

Pro
Glu
Glu
Val
Phe
70

Leu
Gly

Leu

Gly

Ser
Gln
Leu
Leu
55

Leun
Phe
Gly

Esp

Ser
135

Gln
ala
Asn
Pro
val
120
Val
Ty
Val
Thr
hrg
200
Leu
Thr
Leu

Asn

val
280

Description of Artificial

Ser
Asn
Ser
40

Ser
Trp
Gln
Pro
val

120
Gly

Ile
Gln
Val
Gly
105
2la

Gly

Ala
Val
185
Ala
Aryg
Lau
Ser
Gly
265

Pro

Ala
Thx
His
80

Gly
Met
Leu
Ile
Glu
170
Arg
Gln
Gly
Gly
Leu
250

Leu

Thr

Ala
Met
75

Arg
Gln
Gly
Asn
Pro
155
Asn
Ile
Ala
Ser
Ser
235
Thr

Gly

Gly

(68)

Met
&0

Ala
Val
Val
Thr
Leu
140
Sar
Gly
Pro
Ala
Pro
220
Aryg
Glu

Ala

ala

sequence: /note

Val
Trp
25

val
Asp
Aszp
Arqg
Val

105
Gln

Trp

Phe
10

Lys
Phe
Ser
Lys
Pro
40

Ser

Leu

Ser

Glu G

Tle
Lys
Gly
Thr
Val
Leu
Gln

Sexr

Gln
Lys
Asn
60

Sex
Leu
Lys
Phe

Ser
140

Trp
Ser
Pro
Met
Gly
125
Gln
val
Tyr
Val
Val
205
Pro
Ser
Glu

Gin

Aryg
285

Asp
Lys
Phe
45

Tyr
Asn
Thr
Cys
Cys

125
Fro

Lys
Lys
val
Glu
110
Asp
Ser
Aryg
Gly
Jer
180
Glu
Ile
Rla
His
Arg

270
Sex

Ser
Met
Ser
Phe
Tle
Ala
Glu
110

Phe

Glu

Glu
Val
Ala
85

Gly
Ile
Lys
Glu
Pro
175
Arg
Asp
Leu
Pro
Ser
255

Ser

Asn

Tle
15

ala
Asp
Cys
Val
Ser
a5

Thr
Phe

Leu

Asp
Leu
80

Asp
Asp
Thr
Thr
Sexr
160
Ser
Pro
Val
Tyr
Ser
240
Gly

Glu

His

val
Tyr
Phea
Sexr
Lys
80

Ser
Axg

arg

Gln

JP 2005-521429 A 2005.7.21
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Ile
145
Glu
His
Pro
Val
Thr

225
Leu

Len
305
Thr
Leu

Asn

Gly

<210>
<211>
<2lz>
<213>

Ser
Thr
Val
Gly
Ala
210
Gly
Glu
ala
Val
Lla

290
Arg

Leu G

Ser
Gly

Pro
370

<220>

<223>

Ala
val
Gln
Gly
185
Gly
Thr
Ile
Asp
Arg
275

Gln

Gly

Leu

Leu
355
Asp

23
140
PRT
Artificial Sequence

Val
Thxr
Arg
180
Gln
Gly
Ser
Pro
Asn
260
Ile
2la
Ser
Asn
Thr
340
Gly

Gly

Trp
His
165
Tle
val
Thr
Met
Ala
245
Gly
Pro
Ala
Pro
Ser
325
Ala

Ala

Tyr

Ser
150
Arg
Pro
Thr
Gly
Gly
230
Val
His
val
Val
Pro
310
Ser
Glu

Gln

Arg

Glu
Tle
Ile
Glu
Asn
215
Lys
Lys
Val
Sexr
Gly
285
Ile
Ala
His
Cys

Arg
375

synthetic construct

<400> 23

His
1
Thr
Pro
Pro
Asn
65
Ser
Leu

Ala

Glu

Tyr
Ser
Ser
Met
50

Pro
Ala
Tyx
Ser

Asn
130

Ala
Ser
Arg
35

Glu
Ile
Asn
Ser
Ser

115
Val

<210> 24

Arg
His
20

Ila
Leu
Tyxr
Cys
Glu
108

Arg

Pro

Ala Arg Arg

5
Ser

Asp
Glu
Ser
Pro
83

Leu

Gly

Arg

Pro

Pro

Pro

Gln

70
Met

Lys

arg

val

Ser
Gln
Met
55

Ile
Met
Lys

Ala

Leu
135

BEp
Arg
Ser
Gly
200
Val
Lys
Glu
Pro
Arg
280
Asp
Leu
Pro
Ser
Ser

360
Asp

Description of Artificial

Lys
Glu
Glu
Tyr
Txp
His
Thr
His

120
Leu

Thr
Lys
Asn
185
Gln
Thr
Thr
Ser
Ile
265
Pro
Leu
Tyr
Sexr
Gly
3§5
Glu

Leu

Gly
Gin
170
val
Lys
Phe
Gln
LAsp

250
Gln

Leu
Gln
Gly
330
ASTL

Ala

Met

(69)

Sexr
155
Ser
Ser
Leu
Ser
Aryg
235
Ala
Ser
Leu
Glu
Phe
315
Gly
Tyr

Val

Thr

Tyr Trp
Leu Gln
Leu Glu

Ile Leu
205

Trp Tyr

220

Ser Leun

Gly Lys
Lys Val

Thr Leu
285

Leu His

300

Tyr His

Gly Ala
Ser Cys
Pro val

365

Al=a
380

Sequence: /note =

Pro
Cys
25

Pro
Ser
Ser
GIin
His
105
Glu

Ala

Gly
10

Gln
Thr
Asn
Ile
Glu
a0

Pro

Glu

Ser

Gly
Glu
His
Ala
Glin
75

His
Asp

Asp

Asp

Leu Ser
Proc Sex

Ser Lys
45

Asn Pro

60

His Thr

Glu Glu
Asp Ser
Bsp Glu

125

His
140

Cys
Ser
Ile
150
Leu
Arg
Ser
Tyr
Val
270
Arg
Cys
Glu
Ser
Glu

350
Ser

Ala
Sexr
30

Pro
Gly
Lys
TLeu
Ala

110
Glu

Lys
Gln
175
Arg
Cys
Glu
Als
Tyx
255
Asn
Ser
Glu
Asp
Phe
335
Ala

Ile

Thr
Ser
Leun
Asp
Glu
Thr
a5

Gly

Asn

JP 2005-521429 A 2005.7.21

Ala
160
Ile
Ala
Ser
Ala
Glu
240
Cys
Ile
Pre
Ala
Val
320
Bsn

Asn

Ser

Gly
Arg
Ala
Ser
Asn
80

val

Glu

Tyr
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<211>
<212>
<213>

<220>

<223>

<400> 24

Gly
1

Ala
Ser
Lys
Cys
65

Ser
Asp
Gln
Leu
His
145
Ser
Leu
Thr
Phe
Sex
225
Tyr
Leu
Leu
Val
Tro
305
Ser
Gly
Thr
Thr
Leu

385
Tyr

554
FPRT
Artificial Sequence

synthetic construct

Val
Phe
Leu

Ile

Asn
Lys
Glu
130
Cys
Lys
Arg
Cys
Ser
210
Pro
Trp
Arg
Glu
Teu
290
His
Leu
Arg
Trp
Fhe
37¢
His

His

Ala
35

Lvs
Thr
Asp
Val
Val
115
Lys
Thr
Pro
Ala
Glu
195
Leu
Arg
Cys
Ser
Ile
275
Ile
Lys
Leu
TvyT
Ile
355
Arg

Cys

Glu

Pro
Gly
20

Gln
His
Arg
Tre
Ile
100
Tyr
Ile
Ala
Leu
sSer
180
Thr
Phe
Leu
Glu
Gln
260
Arg
Cys
Glu
Ala
Tyr
340
Arg
Ala
Glu

p:¥:3 o)

Lys
5

Glu
Gly
Asp
Gly
Leu
85

Leu
Ty
Thr
Tyr
Asn
165
Ser
Gln
Arg
Gln
val
245
Ile
Pro
Ser
Gly
Glu
325
Cys
Val
Pro

Sex

val
405

Ala
Lys
Asp
Lys
Ser
70

Ile
Arg
Liys
vVal
Arg
150
Ile

Ser

Leu &S

Asp
Ila
230
Glu
Arg
Thr
Val
Arg
310
Leu
ala
Thr
Arg
Leu

350
Thr

Val
Val
Thr
Tle
55

Ser

Leu

Asn
135
Lys
Gln

Thr

Ser
215
Pro
Thr
Val
Gly
Ala
295
Val
His
Ala
Val
2la
375
Arg

Len

Description of Artificial

Leu
Bia
Tyr
40

Gln
Leu
Gln
Gln
Gly
120
Ser

Phe

Val

Pro
200
Eln
Ala
Val
Gln
Gly
280
Gln
Arg
val
Asp
Arg
3aD
His
Gly

Gly

(70)

Sequence: /note =

Leu Leu Asn Pro
10

Ieuw Ile Cys Ser

25

Trp Tyr His Asp

Ile Thr Glu Pro
60
Ser Asp Rla Val

Ala Leu His Fro

Gly Lys Asp Asn
105
Lys Gln Leu Pro

Val Ser Arg Asp
140

Tyr Ile Leu Asp

155
5ln Glu Leu FPhe
170

Ile Glu Gly Ser

185

Gln Arg Pro Asp

Thr Leu Gly Leu
220

Met Trp Thr Glu

235
Thr His Ser Ile
250

Arg Val Pro Val

265

Gln Leu Ile Glu

Gly Ser Gly Thr
300

Ser Leu Gly Arg

315
Leu Thr Val Lys
330

Agn Val His Ser

345

Ile Pro Val Ser

Thr Val Val Gly
380
Ser Pro Pro Ile
385
Asn Ser Ser Ala
410

Pro
Ser
Glu
45

Cly
His
val
y¥ys
Asn
125
Asn
Ile
Leuw
Pro
val
205
Gly
REap
Lys
Ser
Gly
285
Val
Lys
Glu
Pro
His
365
Asp

Leu

Fro

Trp
Ile
30

Lys
Aszn
Vil
Phe
Asn
110
Ser
Ser
Glu
His
Met
190
Gln
Trp
Ser
Lys
Asn
270
Glu
Thr
Thr
Ser
Ile
350
Pro
Leu
Tvx

Ser

Ser
Ser
Leu
Tyr
Glu
Glu
95

Thr
Tyr
Lys
Val
Pro
175
Thr
Leu
Ser
Gly
Arg
255
Val
Asn
Phe
Gln
Asp
335
Leu
val
Leu

Arg

Gly
415

Thr
His
Leu
Gln
Fhe
B0

Gly
His
AsSnD
Ty
Thr
160
val
Leu
Gln
Arg
Ser
240
Ser
Asn
Mat
Ser
Arg
320
ala
Ser
Leu
Glu
Phe

400
Gly

JP 2005-521429 A 2005.7.21
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Gly
Ser
Ser
Ala
4G5
Glu
Asp
Phe

Ala

Val
545

<210>
<211l>»
<212>
<213>

Ala
Cys
Leun
450
Pro
Ser
Asp
Asn
Asp

530
Thr

<220>

<223>

Ser
Asp
435
Arg
Gly
Leu
Thr
Leu
515

Asn

Gly

25
T17
PRT
Artificlial Sequence

Phe
420
Ala
val
Ala
Arg
Leu
500
Sexr

Gly

Thr

Asn
Asp
Thr
Gln
Gly
485
Gly
Leu

Leu

Ser

Len
Asn
Val
Ala
470
Ser
Asn
Thzx

Gly

Arg
550

Ser
Gly
Eroc
455
Val
Phe
Il=
Thr
Ala

535
Bsn

synthetic construct

<400> 25

Gly
1
Ala
Ser
Lys
Cys
65
Ser
Agp
Gin
Len
His
145
Ser
Leu
Thr
Fhe
Ser

225
Tyxr

Val
Phe
Leu
Ile
50

Lys
Pro
asn
Lys
Glu
130
Cys
Lys
Arg
Cys
Ser
210

Pro

Trp

Ala
Lys
Ala
35

Liys
Thr
Asp
Val
Val
115
Lys
Thr
Pro
Ala
Glu
198
Leu

Brg

Cys

Pro
Gly
20

Gln
His
Arg
Trp
Ile
100
Tyr
Ile
ala
Len
Ser
180
Thx
Phe

TLeu

Glu

Lys
5
Giu

Gly
Asp
Gly
Leu
35

Leu
TVE
Thi
Tvyr
Asn
165
Ser
Gln
Arg
Eln

Val
245

Ala
Lys
Asp
Lys
Ser
70

Ile
BRrg
Lys
val
Arg
150
Ile
Ser
Leu
Asp
Ile

230
Glu

Val
Val
Thr
Ile
55

Ser
Leu
Cys
Asp
Asn
135
1vys

Gln

Ser
Ser
215

Pro

Thr

Leu
Leu
440
Val
Val
Pro
Sexr
Glu
520
Gln

Arg

Description of Artificlal

Leu
Ala
Ty
40

Gln
Leu
Gln
Gln
Gly
120
Ser
Phe
Val
Pro
Pro
200
Gln
Ala

Val

Thx
425
Gly
Ser
Gly
Ile
Ala
505%
His
His

Thr

Ala
Ala
Arg
Asp
Leu
480
His
Ser

Ser

Gly

Glu
Gln
Pro
Leu
475
Tyr
Ser

Gly

Lys

1)

His Ser

His Ser
445

Val Leu

460

Ieu Glu

Trp Phe
Gly Gly
Asn Tyr

525

val val
540

Sequence:/note =

Leu
Leu
25

Trp
Tle
Ser
Ala
Gly
105
Liys
Val
Tyx
Gln
Ile
185
Gln
Thr

Mat

Thr

Leu
10

Ile
Tyr
Thx
Asp
Leu
90

Lys
Gln
Ser
Ile
Glu
170
Glu
Arg
Leu

Trp

His
250

Asn
Cys
His
Glu
Ala
His
ASp
Lau
Arg
Leu

155
Leu

Pro Pro
Ser Ser

asp Glu

Val His
Pro Val
Asn Lys

Pro Asn
125

Asp Asn

140

Asp Ile

Phe Leu

Ser Pro

Asp Val
205

Leu Gly

220

Glu Asp

Ile Lys

Gly
430

His G

Thr
Leu
Tyr
Gly
510

Ser

Thr

Trp
Ile
30

Lys
Esn
Val
Phe
Asn
110
Ser
ser
Glu
His
Met
1940
Gln
Trp

Ser

Lys

Asn

His
His
495
ala
Cvys

Len

Ser
15

Ser
Leu
Tyxr
Glu
Glu
L]

Thr
Tyr
Lys
Val
Pro
17%
Thr
Leu
Ser

Gly

Arg
255

Tyr
Val
Arg
Cys
480
Glu
Ser

Glu

Asn

Thr
His
Leu
Gln
Fhe
30

Gly
His
Asn
Tyr
Thr
160
Val
Leu
Gln
ATy
Ser

240
Ser

JP 2005-521429 A 2005.7.21
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Leu
Leu
Val
Trp
305
Ser
Gly
Thr
Thx
Lau
385
Tyr
Gly
Sexr
Sexr
Ala
465
Glu
Asp
Fhe
Ala
Val
545
Thr
Leu
Gly
Arg
Ala
625
Ser
Asn
val

Glu

Tyx
705

<210>

Arg
51lu
Leu
290
His
Leu
Aryg
Trp
Phe
370
His
His
Ala
Cys
Leu
450
Pro
Ser
Asp
Asn
Asp
530
Thr
Gly
His
Thr
Pro
610
Pro
Asn
Ser
Leu
Ala

&30
Glu

Sexr
Ile
275
Ile
Lys
Leu
Tyr
ILle
355
Arg
Cys
Glu
Ser
Asp
435
Arg
Gly
Leu
Thx
Leu
515
ASn
Gly
Leu
Tyr
Ser
585
Ser
Met
Pro
Ala
Tyr
675

Ser

Asn

26

<211> 104

Gln
260
Arg
Cys
Glu
Ala
Tyr
340
Arg
Ala
Glu
Asp
Phe
420
ala
val
Ala
Arg
Leu
500
Ser
Gly
Thr
Val
ala
580
Ser
Arg
Glu
Ile
Asn
660
Ser

Ser

Val

Ile
Pro
Ser
Gly
Glu
325
Cys
Val
Pro
Ser
val
405
Asn
Asp
Thr
Gln
Gly
435
Gly
Leu
Len
Ser
Leu
565
Aryg
His
Tle
Leu
Ty
645
Cys
Glu

Arg

Pro

Arg
Thr
Val
Arg
310
Leu
Ala
Thxr
Lrg
Leu
390
Thr
Leu
Asn
Val
Ala
470
Ser
Asn
Thr
Gly
Arg
550
Ser
Bla
Ser
Asp
Glu

830
Ser

Leu
Gly

Arg
710

val
Gly
Ala
295
Val
His
Ala
val
Ala
375
Arg
Leu
ser
Gly
Pro
455
Val
Phe
Ile
Thr
Ala

535
Asn

Arg
Pro
Pro
615
Pro
Gln
Met
Lys
Arg

695
Val

Gln
Gly
280
Gln
Arg
Val
Asp
Arg
360
His
Gly
Gly
Leu
Leu
440
Val
Val
Pro
Ser
Glu
520
Gln
Arg
Leu
Arg
Sexr
600
Gln
Met
Il=a
Mat
Lys
680

Ala

Len

Arg
265
Gln
Gly
Ser
Leu
Asn
345
Ile
Thr
Ser
Asn
Thr
425
Gly
Ser
Gly
Ile
Ala
505
His
His
Thr
Val
Lys
ohize)
Glu

Glu

Val
Leu
Ser
Leu
The
330
Val
Pro
Val
Pro
Ser
410
Ala
Ala
Arg
BSD
Teu
490
His
Ser
Ser
Gly
Lau

570
Pro

Ser
Ser
650
Gln
His
Glu

Ala

Pro
Ile
Gly
Gly
315
val
fis
Val
Val
Pro
385
Sexr
Glu
Gin
Pro
Leu
475
Tyxr
Ser
Gly
Lys
Leu

555
Ala

Gly G

Gln
Thr
Aszn
635
Ile
Glu
Pro

Glu

sSer
715

(72)

Val
Glu
Thr
300
Arg
Lys
Ser
Ser
Gly
380
Ile
Ala
His
His
Val
460
Leu
Trp
Gly
Asn
Val
540
Thr

Ala

Glu
His
620
ala
Gln
His
Asyp
Asp

700
Asp

Ser
Gly
285
Val
Lys
Glu
Pro
His
385
Asp
Leu
Pro
Ser
Ser
445
Leu
Glu
Phe
Gly
Ty
525
Val
Ala
Ala
Leu
Pro
6035
Ser
Asn
His
Glu
Asp
685

Asp

His

Asn
270
Glu
Thr
Thx
3er
Ile
350
Pro
Leu
Tyr
Ser
Gly
430
His
Thr
Leu
Tyr
Gly
510
Ser
Thr
Ala
Ala
Ser
590
Ser
Lys
Pro
Thr
Glu
670

Ser

Glu

Val
Asn
Phe
Gln
Asp
335
Leu
val
Leu
Arg
Gly
415
Asn
Gly
Leu
His
His
495
Rla
Cys
Leu
Gly
Ala
575
nla
Ser
Fro
Gly
Lys
655
Leu

Ala

Glu

Asn
Met
Ser
Arg
320
Ala

Ser

Leu

Phea
400
Gly
Tvr
Val
Arg

Cys
480

Glu.

Ser
Glu
Asn
Ile
560
Leu
Thr
Ser
Leu
Asp
G40
Glu
Thr
Gly

Asn

JP 2005-521429 A 2005.7.21
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(73) JP 2005-521429 A 2005.7.21

<212> PRT
<213» Artificial Sequence

<220%
<223> Description of Artificial Sequence: /note =
synthetic construct

<400> 26
Arg Ser Trp Arg Lys Ala Gly Fro Leu Pro Ser Gln Ile Pre Pro Thr
1 5 10 15
Ala Pro Gly Gly Glu Gln Cys Fro DLeu Tyr ala Asn Val His His Gln
20 25 30
Lys Gly Lys Asp Glu Gly Val val Tyr Ser Val Val His Arg Thr Sexr
35 40 45
Lys Arg Ser Glu Ala Arg Ser Ala Glu Phe Thr Val Gly Arg Lys Asp
50 55 60
Ser Ser Tle Ile Cys ARla Glu Val Arg Cys Leu Gln Pro Sar Glu Val
65 70 75 80
Ser Ser Thr Glu Val Asn Met Arg Ser Arg Thr Leu Gln Glu Pro Leu
85 ao 95
Ser RAsp Cys Glu Glu Val Leu Cys
100

<210» 27

<211> 291

<212> PRT

<213> Artificial Sequence

220>
<223» Description of Artificial Sequence: /note =
synthetic construct

<400> 27
Lys Thr val Trp Leu Tyr Leu Gln Ala Trp Pro Asn Prc Val Phe Glu
1 5 10 15
Gly Asp Ala Leu Thr Leu Arg Cys Gln Gly Trp Lys RAsn Thr Pro Leu
20 25 30
Ser Gln Val Lys Phe Tyr Arg Asp Gly Lys Phe Leu His Phe Ser Lys
25 40 45
Glu Asn Gln Thr Leu Ser Met Gly Ales Ala Thr Val Gln Ser Arg Gly
50 55 60
Gln Tyr Ser Cys Ser Gly Gln val Met Tyr Ile Pro Gln Thr Phe Thr
65 70 75 80
Gln Thr Ser Glu Thr Ala Met val Gln Val 6ln Glu Leu Phe Pro Pro
85 20 95
Pro Val DLeu Ser Ala Tle Pro Ser Pro Glu Pro Arg Glu Gly Ser Leu
100 105 110
Val Thr Deu Arg Cys Gln Thr Lys Leu His Pro Leu Arg Ser Ala Leu
i1l5 120 125
Arg Leu Leu Phe Ser FPhe Bis Lys Asp Gly His Thr Leu Gln Bsp Arg
130 135 140
Gly Pro His Fro Glu Teu Cys Ile Fro Gly Rla Lys Glu Gly Asp Ser
145 150 155 160
Gly Leu Tyr Trp Cys Glu Val Ala Pro Glu Gly Gly Gln vVal Gln Lyz
165 170 175
Gln Ser Pra Gln Leu Glu Val Arg Val Gin Ala Pro Val Ser Arg Fro
180 185 190
Val Leu Thr Leu His His Gly Pro Ala Asp Pro Ala Val Gly Asp Met
185 200 205
Yal Gln Leu Leu Cys Glu Ala Gln Arg Gly Ser Pro Pro Ile Leu Tyrn
210 215 220
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Ser Phe Tyr Leu Asp Glu Lys Ile
225 230
Gly 8ly Thr Thr Ser Leu Leu Phe
245
Gly Asn Tyr Ser Cys Glu Ala Glu
260
Glu Pro Lys Lys Len Ser Leu Lys
275 280
ala Ser Asn
290
<210> 28
<211> 419
<212> PRT

<213» Artificial Segquence

<220>
«223> Description of Artificial
gynthetic construct

<400> 28
Lys Thr Val Trp Leu TyT Leu Gln
1 5
Gly Asp Ala Leu Thr Leu Arg Cys
20
Ser Gln Val Lys Phe Tyr Arg Asp
35 40
Glu Asn Gln Thr Leu Ser Met Gly
50 55
Gln Tyr Ser Cys Ser Gly Gln Val
65 70
Gln Thr Ser Glu Thr Ala Met Val
85
Pro Val Leu Ser 2la Ile Pro Ser
100
val Thr Leu Arg Cys Gln Thr Lys
115 120
Arg Leu Leu Phe Ser Fhe His Lys
130 135
Gly Pra His Pro Glu Leu Cys Ile
145 150
Gly Leu Tyr Tzp Cys Glu Val Rla
165
Gln Ser Pre Gln Leu Glu Val Arg
180
Val Leu Thr Leu His His Gly Pro
195 200
Val Gln Leu Leu Cys Glu Ala Gln
210 215
Ser Phe Tyr Leu Asp Glu Lys Ile
225 230
Gly Gly Thr Thr Ser Leu Leu Phe
245
Gly Asn Tyr Ser Cys Glu BAla Glu
260
Glu Pro Lys Lys Leu Ser Leu Lys
275 280
Ala Ser Asn Trp Leu Val Pro Trp
290 295
Met Val Ile Ala Ala Ala Leu Leu
305 310

Val
Pro
BAsn

265
Gly

Gly
Val
250
Ser

Ser

(74)

Asn His Sex

235

Lys Ser Glu

Vval Ser Arg

Gln Val Leu

Saquencs:/note

Ala
Gln
25

Gly
Ala
Met
Gln
Pro
105
Leu
Asp
Fro
Pra
Val
185
ala
Arg
Val
Pro
Asn
265
Gly

Len

val

Trp
10

Gly
Lys
Ala
Tyr
Val
90

Glu
His
Gly
Gly
Glu
170
Gln
RAsp
Gly
Gly
Val
250
Ser
Ser

Pro

Tyr

Fro
Trp
Phe
Thr
Ile
75

Gln
Pro
Pro
His
Bla
155
Gly
Ala
Pro
Sexr
Asn
235
Lys
Val
Gln

Ala

val
315

Asn
Ty3
Leu
Val
60

Pro
Glu
Arg
Leu
Thr
140
Lys
Gly
Tro
Ala
Pro
220
His
Ser
Ser
Val
Ser

300
Arg

285

Pro
Asn
His
45

Gln
Gln
Len
Glu
Arg
125
Leu
Glu
Gln
val
val
205
Pro
Ser
Glu
Arg
Leu
285

Leu

Ser

ala
Gln
Gla

270
Phe

val
Thr
Phe
Ser
Thr
Phe
Gly
110
Ser
Gln
Gly
Val
Ser
190
Gly
Ile
2la
Gln
Glu
270
Phe

Leu

Trp

Pro
Asp
255
Arg

Thr

Phe
15

Pro
Ser
Arg
Phe
Fro
85

Ser
Ala
Asp
Bap
Gln
175
Arg
Asp
Leu
Pro
Asp
255
Arg
Thr

Gly

Arg

Cys
240
Ala
Ser

Pro

Glu
Leu
Lys
Gly
Thr
30

Pro
Leu
Leu
Arg
Ser
160
Lys
Pro
Met
Tyr
Cys
249
Ala
Ser
Proc

Leu

Lys
320

JP 2005-521429 A 2005.7.21
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(75) JP 2005-521429 A 2005.7.21

2la Gly Pro Leu Pro Ser Gln Ile Pro Pro Thr Ala Pro Gly Gly Glu
325 330 335

Gln Cys Pro Leu Tyr Ala Asn val His His Gln Lys Gly Lys Bsp Glu

340 345 350
Gly Val Val Tyr Ser Val Val His Arg Thr Ser Lys Rrg Ser Glu Ala
355 360 365
Arg Ser Bla Glu Phe Thr Val Gly Arg Lys Asp Ser Sex Tle Ile Cys
370 378 380

Ala Glu Val Arg Cys Leu Gln Pro Ser Glu Val Ser Ser Thr Glu Val

385 390 385 400

Asn Met Arg Ser Arg Thr Leu Gln Glu Pro Leu Ser Rsp Cys Glu Glu
405 410 415

Val Leu Cys

<210> 29

<211> 16

<z212> PRT

£213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:/note =
synthetic construct

<400> 29
Met Leu Pro Arg Leu Leu Leu TLeu Ile Cys Ala Pro Leu Cys Glu Pzo
1 5 10 15

<210> 30

<211> 19

<212> PRT

<213> Artificial Sequence

<220>
<223 Description of Artificial Sequencea: /note =
synthetic construct

<400> 30
Met Leu DLeu Trp Ser Len Leu Val Ile Phe Asp Ala Val Thr Glu Gln
1 5 10 15

Ala Asp Ser

<210> 31

<Z211> 17

<212> PRT

<213> Artificial Segquence

<220>
223> Description of Artificial Sequence: /note =

synthetic construct

«400> 31
Met Leu Leu Trp Leu Leu Teu Leu Ile Leu Thr Fro Gly Arg Glu Gln
1 5 10 15

Ser

<210> 32
<211l> 15
<212> PRT

10

20

30

40
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213> Artificial Segquence

<220>

(76)

<223> Dascription of aArtificial Sequence: /note =
synthetic construct

<400=> 32

Met Leu Leu Trp Thr ARla val Leu Leu Phe Val Pro Cys Val

1

<210> 33
<211l> 51
<212> DNA

5

<213> Artificial Sequence

<220%

10

«223% Description of Artificial Sequence: /note =
synthetic construct

<400> 33

JP

Gly
15

atgctgooga ggctgttget gttgatektgt gotccactct gtgaacetge ¢

<210> 34
<211> 1236
<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Brtificial Seguence:/note =
synthetic construct

<400> 34

gagotgtttt
tgtaagatge
acccgggect
aaagaagaca
agcaggagat
cagoceccag
atgggcacad
tcaaagacaec
gotgagcaat
agcatcactg
caggctgeag
atcotgtact
ggaggaqcct
gecaacaatg
actggggeca
ggtccoagecea
tecageccaygd
aactcaccta
gatgaggttt
accctgggga
goaaacatta

<210> 35
<211> B0
<212> DNA

tgatagccad
cctttctaca
tgggoccoagg
cagggteata
cacagataaa
gaggacaggt
gagacatcac
agcgtteact
attactgtgt
toagaatcce
tggaggatght
ggttittatea
cotteaacet
goctgagdgc
gaagcaatca
cecgtggeett
atccacteag
ccccagggca
attcactgge
cacatatgga
cagatgtaga

ceecctoccat
gagttecagat
ctggageage
ctogtgegag
tgtgcacagg
gatggagyga
cttecttigg
gacagcagad
agetgaaaat
ggtgtetcge
gctggagett
cgaggatate
ttoccctgact
ceagaegeagt
tchtaccteca
attattttge
gagecttcec
gctacagect
gtactataac
ggacaaggtt
ctatgaagat

<213> Brtificial Sequence

<220>

ccoacagadyg
gececagttee
teccecaage
goacagacaa
gtocectgteqg
gacaggetgy
tacaaaggyd
tatgagattc
ggctatggtc
ceaatectea
cactgtgagy
accctgggga
gaagaacatt
gaggeggtga
gyagtcatty
tacggeetca
ageectctac
atatatgaaa
cagccgygage
toccttagaca
gotatg

ggagcccagt
agttctgett
tccagatcge
tggecgtcocaa
ctgatgtygag
toctecatetyg
ctgtaggttt
cttcagtgag
ccagocrocag
tgotcaggyc
ccctgagagyg
gcaggtcegge
ctyggazacta
cactecaactt
aggggctget
aaagaaaaat
cocaagagtt
atgtgaatgt
aggaatcagt
totattceag

<223> Description of Artificial Seguence: /note =

gaccctgacy
tttcagagac
tgocoatgtgg
agtettgagyg
cttggagact
cteagtitget
aaaccttcag
ggagagtgat
tgggctgygty
tocococagggec
ctotectcoea
cccetctgga
ctcectgtgag
gacagtgect
cagcaccett
aggaagacgt
cacctacctce
tgtaagtyggg
agcagoagaa
gctgaggaaa

2005-521429 A 2005.7.21

51

50
120
180
240
300
360
420
480
540
600
660
720
780
840
g00
960

1020
1080
1140
1200
1236
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synthetic construct

<400> 35

a7

JP 2005-521429 A 2005.7.21

atgctgetgt ggtecaktget ggtcatcttt gatgcagtca ctgaacaggc agattegotyg

<210»> 386
<211> 1464
<Z12> DWA

<213> Artificilal Sequence

<220>

<223> Description of Artificial Sequence: /note =
synthetic construct

<400> 38

accctigtgg
gaacagaact
ttcaaaaaat
ttctgtagta
aaagbtcocaay
gggggtecag
ctocagttet
gagotocaga
acggtgactc
cceatcteta
gaactgatee
agagaggoca
gagatcccag
catgtgoota
gtecctcaceo
tgtgaggecc
cttgygaaca
gaacattctyg
gecagtgocag
gttctetggg
ttgttccaca
coaaatectc
gtgtatgteca
cagcagccad
atctactcott

<210> 37
<211> 54
<212> DNA

cgecetette
ggaaaattca
tctcagattt
ccaaaggaca
agctetttca
tgagectgaa
gottettcay
tttctygeogt
acaggatcag
atgtaagett
tgctctgetae
caggaaccag
ctgtgaaaga
tccagagcaa
teaggtctcee
tgagaggete
geteggoeoo
gaaactactc
tetecatcete
gactgtttgyg
agatatcagg
aagagttcac
atgtygggete
aaagcltcage
ctytgaagaa

tgtcttecgaa
gaagatgget
cecttatecaa
actcttictc
acgtecigtyg
atgtgagacc
agaaaaccag
gtggagtgaa
aaaacagagc
ggagatcegg
agtggetggg
tatgggaaay
gagtgatgoce
ggtggtgaat
tygggeoeay
toceooccaate
ctetggagga
ctgtgaggece
aggacctgat
tgtoctiggt
agaaagttct
ctattcaage
tgtagatgtyg
aaacatcagg
atca

<213> Artificial Sequence

<220>

ggagacagca
taccataagg
agtgeagttt
tgggataaaa
ctgactgeca
cggebetete
gtoctggggt
gacacagggt
cteocaatcce
gecoeeyydy
ggtacaggaa
aaaacccagce
ggcaaatatt
atecctgtga
gotgecagtygy
ttgtaccaat
ggggecteet
aacaacggcc
ggctatagaa
ttcactggty
gocactaatg
ccaaccccag
gatgtggttt
acacttetgg

tegttetgaa
ataacaaaga
taagtgacag
cttcaaatat
getecctteca
cacagaggtt
cagyctagay
cttactggtyg
agatitcacgt
gacaggtbgac
atgtcacatt
gttecectgte
actgtagage
gaattccagt
gggacctgot
tttatcatga
teaacctcte
tgggggcceea
gagacctcat
ttgctttget
aacccagagg
acatggagga
attcteaggt
agaacaagga

<223> Description of Artificial Sequence:/note =
synthetic construct

<400» 37

atgecocaggya
gttatctgtt
tggtaactat
agtaaagata
gcecategaa
ggatgttcaa
cagctcteeg
caaggcagaa
gcagagaate
tgaaggacaa
ctectggtac
ageagagatyg
tgacaacgyge
gtctegecct
ggagcttcac
ggatgtecacc
tttgactgea
gtgcagtgay
gacagctgga
gttgtatgoo
ggcttocagy
gectgecageca
ctggageatyg
cteccaagte

atgettctgt ggetgetget goctgatectyg actcctggaa gagaacaatc aggy

<210> 38
<211> 2148
<212> DNA

<«213> Artificial Sequence

<220>

«223> Description of Artificial Sequence:/note =
synthetic construct

&0

60
120
180
240
300
360
420
480
540
00
660
720
780
840
200
360

1020
1080
1140
1200
1260
1320
1380
1440
1464
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<400> 38

ghggececcaa
aaagkggete
tatcacgatyg
aattaccaat
cragactgge
agatgtcagy
cagettccta
agcaaatate
aaacccctaa
tecacgecea
aggccagatg
tggageaggt
tggtgtgagg
cgtgtacaga
ctgattgaag
acattcetect
ctgttggeay
geagebgata
ceggtatetc
ctgetggage
catgaggacy
ctetetotga
goccageaca
accctecaggy
tccotgagag
aacatctcgg
tcotggaaact
acactoaatyg
gggctggtge
goccgaagga
tgtecaggage
azaccactag
aacccgattt
ccaatgatygce
cacocagacyg
gaagaaaact

«<210> 39
<211> 48
<212> DNA

aagctgtact
tcatatgcag
agaagttgtt
gtaggaccey
tgatactgca
ggaaagacaa
atagttataa
attgtactge
atatccaagt
tagaggggag
tecagetgea
gooocagacht
tggagacagt
gagtocetgt
gagaaaatat
ggcacaaaga
agcotycatgt
acgttcacag
accctgteet
ttcactgtga
tcaccctggg
ctgcagaaca
gtecatggadgt
cteocegggge
gctoottcooe
cocactetgy
actcatgtyga
ttacaggaac
teageatect
aaccagygagy
cttceockogto
ccacaatgya
attcccagat
atcaagagoa
actctgcagy
atgagaatgt

tcteocteaat
cagcatatca
gaaaataaaa
aggatcotee
ggctttacat
caaaaacact
tttagagaag
ttataggaag
tcaagagetg
teccatgace
attctocoto
ccagatcect
gactcasage
gtctaatgty
ggtcettatt
aggaagagta
totcaccgty
ccecatcote
caccttcagyg
gtceccctgaga
gaacagctca
ttetggazac
gagtctecagy
ccagygctgtyg
gatcctgtac
aggaggggda
ggctgacaat
ttccocaggaac
cgtecocttget
actttetgea
caggocttoo
gctggageoa
ctggageatc
tgaggaactt
ggaggcotage
accacgtgta

<213> Artificial Sequence

<Z20>

cotecatggt
caktccetag
catgacaaga
ctecagtgatg
cetogtettty
catcaaaagg
atcacagtga
ttttacatac
tttctacate
ctgacctgtg
ttcagagata
gocatgtgga
atcaaaaaaa
aatctagaga
tgcteagtay
agaagcctgy
aaggagagtyg
agcacgtgga
gotooccagdy
ggctctoece
gcecoecetekyg
tactcctgtg
gtcacagtte
gtgggggace
tggttttate
tcettcaace
ggectggggy
agaacaggcc
gotgetgetyg
actggaacat
aggatagace
atgtacagea
cagceatacaa
acagtceatet
agcagaggea
ttactggect

(78)

ccacagectt
cecagggaga
tgeaaattac
cogtgeatgt
aaggagacaa
tttactacaa
attoagtctc
ttgacattgs
ctgtgctgag
agacccaget
gecagacect
ctygaagactc
ggagecetgag
btcoggeccac
cccagggtte
gtagaaagac
atgcagggag
ttcgagtcac
cccacactgt
cgatcctgta
gaggagyage
atgcagacaa
cggtgteteyg
tgetggaget
acgaggatga
tetetetgac
cecagcacay
ttaccgetge
ctetgetgea
ctagtcacag
ctcaagagee
atgcaaatcc
aagaaaactc
attcagaact
gagccoccatyga
cagaccac

<223> Description of Artificial Sequence: /note =
synthetic construct

<400> 3%

atgoctgetoet ggacggotgt gotgetettt gttecctgty ttgggaaa

<210> 40
<Z211» 2003
<212> DNA

<213> Artificial Seguence

<220

2293> Description of Artificial Seguence: /note =
synthetic construct

<400> 40

JP 2005-521429 A 2005.7.21

caaaggagaa
cacatattgy
agagcctgga
ggaattitca
tgteattetg
ggatggaaaa
cagggataat
agtaacttca
agccagotch
ctotocacay
cggattggge
agggtcttac
atctcagata
cggaggygeay
agggactgte
ccagegttee
atactactgt
cgtgagaatt
ggtgggggac
cogattttat
ctocttoaac
tggoctgggy
cccegtecto
tcactgtygag
caccttgguy
tacagaacat
taaagtggtg
gggaatcacg
ttacgcecagg
tectagegag
cactcactet
tggagatagc
agctaattgt
gaagaagaca
agaagatgat

60
120
180
240
300
360
420
480
540
600
660
7290
780
840
900
260

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2148

48
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aggtotggtt
tgtgccagaa
gggaaaactyg
ctgactctge
gatggaaaat
gtgcagagcc
acacaaactt
agtgeccatcce
aagctgeacce
accttgoagg
teotgggettt
cagetggagy
cetgetgace
ccteegatee
tgtggtggas
tcotgegagg
aagggttcte
agcctgettg
zaagctgyggc
ctatatgceca
catagaacct
agttctatca
gtgaatatga
tagtgatggh
gacagtgggy
gceccctgag
agaccaacca
cagtgacact
cecaatatac
tagactgcat
cctagtgata
tgatgctggt
tatgtacagt
azaaaaaaaa

<210> 41
<211> 23
<212> DNA

gctetcotgee
caggcecceat
tectyggotgta
gatgtcaggg
tectteattt
gtggccagta
cagagactgc
cctctoetga
cocctgaggte
acaggggecc
actggtgtga
tcagagtgea
ctgctgtggy
tgtattcctt
ccacctocect
cltgagaacag
aagtcttgtt
geotgatggt
cocttecate
acgtgecatca
caaagaggay
tectgtgegga
gaagcaggac
gttetectat
tecteaacte
coettgtect
atggaatggy
ggacacataa
atatatatat
acacaacagt
tcatagtige
acaaacaagc
acactatact
aaaaaaaaaa

ggcttcgeoe
getgetetgy
cetocaagen
atggaagaatl
ctetaaggaa
cagcetgetet
catggttcaa
gococgagag
agocttgagy
tcacccagaa
ggtggeccct
ggctectgta
ggacatggty
ctaccttgat
cotetteocca
tgtectcoaga
cactcoogea
tattgetgoet
ccagatacca
ccagaaadgdy
tgaagccagy
ggtgagatge
tectecaagaa
caacacacgc
tttectgtgag
ggtcaggage
aagggagatg
gecacagaty
gaaatagtca
ggteccataa
cttaacatea
tacagedcog
tgataatgat
ada

<213> Artificial Sequence

<220

<223> Description of Artificial Sequence: /note

synthetic construct

<400> 41

tgagtoctcag gytcacagtt ccg

<210> 42
<211> 26
<212> DNA

<213> Artificial Segquence

<220>

<223 Description of Artificial Sequence:/note

synthetic construct

<400> 42

gotcttgaac ttggatattt agggyt

<210> 43
<211> 25

tgacctgttt
acggotgtga
tggccaaace
acaccactgt
aaccagacte
gggcaggtga
gtccaagage
ggtagectyy
ctootttict
ctotgeatce
gagggtggee
tceogtecty
cagctectet
gagaagattg
gtgaagtcag
gagaggagtyg
agcaactygge
geacttetgg
cocacagete
aaagatgaay
totgotgaght
ctgcagecca
ccecttageg
ccacccecag
tocctteagtt
acctgaaccce
ctcececaccaa
tottctttec
tgtgecgeat
gactgtaatg
taacacaaca
ctagtcatat
aataaacaac

(79)

ctgacctgtyg
tgetetttgt
ctgtgtttge
ctcaggtgaa
tgtccatygyg
tgtatattee
tgtttcocace
tgacectgag
cetteccacaa
cgggagocaa
aggtccagaa
tgotecactet
gtgaggcaca
tggggaacca
aacaggatgc
agcccaagaa
tggttcocettyg
tttatgtgag
caggtggaga
gtgttgtcta
tcaccgtggy
gtoaggttte
actgtgagga
tctecagtyge
cececaagecca
tgggttettt
cacacacact
atacaagcat
aacaacattt
gagtttaaaa
catttecteac
acaaatatag
tatgttactg

JP 2005-521429 A 2005.7.21

ttececectecge
teecoctghgtt
aggagatgcc
gitctacaga
agcagcaaca
acagacattc
teoctgtgetyg
atgtcagaca
ggacggocac
ggagggagac
goagageoecs
gcaccacgygd
gaggggctee
cheagectceco
tyggaactac
gotgtetcty
gcttectgeyg
atcctggaga
geagtgcoea
ctetgtggtyg
gagaaaggac
atccacggayg
ggttctetge
toctecaggaa
gcatcacaga
tottagcaga
taggttcaat
gttagttege
cagtcagtga
atteoctactg
gegtttgtgg
cacatacaat
gtetaaaaaa

&0
120
180
240
300
360
420
480
540
600
660
720
780
840
300
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1520
1980
2003

23

26
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(80) JP 2005-521429 A 2005.7.21

<212> DHNA
<213> Artificial Sequence

220>

<223> Description of Artificial Sequence: /note =
gynthetic construct

<400> 43
ccagtgtaty tcaatgtggg ctcotg 25
<z10> 44
<211» 27
<212> DNA
<213> Artificial Seguence
<220> 10
<223> Dascription of Artificial Sequence:/note =
synthetic construct
<400> 44
cgttgaaaga gotcttggac ttttate 27
<210> 45
<21i» 27
<212> DNA
<213> Artificial Sequence
<220>
<2233 Deseription of Artificial Seguence:/note =
synthetic construct
<400> 45
gococtcasaag aaaaatagga agacgtt 27 20
<210> 46
<211» 23
<212> DHA
<213>» artificial Seqguence
<Zz0>
«223> Description of Artificial Sequence: /note =
synthetic comstruct
<400> 486
aagctcacat cagegacagy gac 23
<210> 47
<z1ll> 22
<212> DNA 30
<213> Artificial Sequence
<220>
<223> Descripticn of Artificial Sequence: /note =
synthetic construct
<400> 47
tcttyggagat aagtcggget tr 22
<210> 48
<2il> 25
<212> DNA

40
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<213> Bhriificial Sequencs

<220>
<223> Descripticom of Artificial Seguence: /note =

synthetic construct

<400> 48
atcctgeage ccagectegh aggag 25
<210> 48
<211>» 24
<212> DNA
213> Brtificial Sequence
<220>
<223> Description of Artificial Seqguence: /note = 10
synthetic construct
<400> 49
ggtcctcaty ctgotgtggt catt 24
<210> 50
<211> 24
<212> DNA
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: /note =
synthetlic construct '
<400> 50
getgttgatc tteoccttetg attc i 24 20
<210> 51
<211> 24
<212> DNA
<213> Artificial Sequence
<220>
<223 Description of Artificial Sequence: /note =
synthetic construct
<400> 51
atgctgooga ggetgtiget gttyg 24
<210> 52
<211> 24
<212> DNA
<213> Artificial Sedquence 30
<220>
«223> Desuripticn of Artificial Sequence: /note =
aynthetic construct
<400> 52
catagcatet tcatagteca cate 24
«<210> 53
<211> 24
<212> DMA

<213> Artificial Sequence

40
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<220
«223> Description of Artificlal Sequence:/note =
synthetic construct

<400> 53

ctcaacttca cagtgoctac tggg 24
<210> 54
<211> 24
<21Z2> DNHA
<213>» Artificial Sequence
<220>
<223 Description of Artificial Sequence: /note =
synthetic construct
<400> 54
toctgoagag teactaacct tgag 24
<210> 55
<211> 25
<212> DNA
<213> Artificial Segquence
<220%
«223> Description of Artificial Seqguence: /note =
synthetic construct
<400> 55
cecagtgtatg tcaatgtggy ctetg 25
<210 586
<211> 24
<212> DHA
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: /note =
synthetic construct
<400> 56
cattettoce tcaaatchtt acac 24
<210> &7
<211» 21
<212> DHA ‘
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence: /note =
synthetic construct
<40Q0> 57
cageacotgg attcgagtea ¢ 21
<210> H8
<211> 24
<212> DNA

<213> Artificial Seguence
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<220>
£223> Description of Artificial Sequencs: /note =

synthetic construct

<400> 58
cagatctggg aataaatcygg gttyg 24
<210> 59
<211> 21
<212> DNA
<213> Artificial Sequence
<220>
<223> Description of Artificial Sequence:/note =
synihetic construct
<400> 59
tocttcagaga tggcgaggtoc a 21
<210> &0
<211> 26
<212> DNA
<213> Artificial Sequence
<220>
<2723> Description of Rrtificial Sequence: fnote =
synthetic censtruct
<400> 60
ttttggggty tacatcaaca tacaag 26
<210> 61
<211> 24
<212> DNA
<213> Artificial Sequence
<220>
<223> Description of Artificial Seguence: /note =
synthetic construct
<400> 61
tgktgeoctg tttcttcoccaa taca 24
<210> 62
<211> 20
«<212> DHA
<213> BArtificial Sequence
<Z20>
<223» Descripticn of Artificial Sequence: /note =
synthetic construct
<400> 62
20

cagagttgge cgacctacge

<210> 63

<211> 32

<212> PRT

<213>» Artificial Sequence

<2Z20>
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(84) JP

223> Dascription of Artificial Sequence:/note =
synthetic construct

<Z221> VARIANT
<222 5, 15, 17, 22, 28
<223> X can be any amino acid

<400> &3
Gly Glu Pro Ile Xaa Leu arg Cys His Ser Trp Lys Bsp Lys Xaa Leu
L 5 10 15
¥aa Lys Val Thr Tyr Xaa Gln Asn Gly Lys Ala Xaa Lys Phe Phe His
20 25 30

<210> 64

<21ll» 17

<212> PRT

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: /note =
synthetic construct

<221> VARIANT
<222> 1
<223>» X can be either Glu or Asp

<221> VARIANT
<222 7
<223> X can be either Leu or Ile

<221> VARIANT
<222» 17
£223> ¥ can be either Leu or Tle

<221> VARIANT
<222% 2-3, 5-6, 8-13, 15-18%
«223> ¥ can be any amino acid

<400> 64
¥az Xaa Xaa Tyr ¥aa Xaa Xaa Xaa ¥aa Xaa Xaz Xaa Xaa Xaa Tyr Xaa
1 5 10 in

Xaa

<210> 65

«211l» 18

<212>» PRT

«213> Artificial Sequencs

<220>
<223 Description of Artificial Segquence:; /note =
synthetic construect

<p21> VARIENT
<222> 1
<223> ¥ can be either Glu or Asp

<221>» VARIANT
222> 7
<223» ¥ can be either Leu or Ile

2005-521429 A 2005.7.21
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<221> VARIANT
<222> 18
<223> X can be either Leu or Ile

<221> VARIANT
<ep2> 2-3, 5-6, 8-14, 16-17
<223% ¥ can be any amino acid

<400> 65
¥aa ¥Xaa Xaa Tyr Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Tyr
1 5 10 15

Yaa Xaa

<210» 66
<211> 19
<212> PRT
<213> Artificial Sequence

<220>
«223> Description of Artificial Sequence: /note =
synthetic construct

<221> VARIANT
<222> 1
<223> X can he either Glu or Asp

<221>» VARIANT
<222> 7
«223% ¥ can be either Leu or Ile

<221> VARIBNT
222> 19
<223> ¥ can be either Leu cor Ile

<221> VRARIANT
<222» 2-3, 5-6, 8-15, 17-18
<223> X can be any amino acid

<4D0> &6
¥aa Xaa Xaa Tyr ¥aa Xaa Xaa Xaa Xaa Xaaz ¥Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10 15

Tyr Xma Xaa

<210> 67

<21ll> &

<212» PRT

<213> Artificial Seguence

<220>
<223> Description of Artifdcial Seguence: /note =
synthetic construct

<Z21> VARIANT
<222> 1
£223> ¥ can be either Ile orvVal or Leu or Ser

<221> VARIANT
<222> 2, 4-5
<223> ¥ can be any aminc acid

2005-521429 A 2005.7.21
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<221> VARIANT
<222> 6
©523> X can be Leu or Val

<400> 87
Xaa Xaa Tyr Xaa Xaa Xaa
1 5

<210> 68

<211> 492

<212> PRT

<213> Artificial Seguence

<220>
«2923> Description of Artificial
synthetic construct

<400> 68
Asp Trp Leu Ser Ile Ser Leu Pro
1 5
val val Ile Ser Cys Thr Gly Lys
20
Lys Tyr FPhe Lys Asp Gly Tyr His
35 40
Ser Tyr Thr Ile Arg Asn Ala Arg
50 55
Cys Lys Ala Asp Arg Lys Phe Phe
55 70
Thr Gly Ser Lys Trp Leu Asn Val
85
Leu Thr Bla Ser Pro Leu Gln Pro
100
Ser Cys &Asn Thr Trp Leu Pro Ser
115 1290
Tyr Ser Phe Phe Lys Asp Gly His
130 135
Ser Lys Phe Thr Tle Ser Ala Ile
145 150
Trp Cys Glu Ala Met Thr Ala Ser
160
Arg Ser Tyr Ile Asp Val Glu Arg
180
Glu Ile Gln Pro Ser Arg Gly Trp
185 200
val Glu Gly Glu Pro Leu Val Leu
210 215
Gly Leu Ile Thr Phe Ser Trp His
225 230
Gly Lys Lys Ser Gln Arg Ser Gln
245
Ile Arg Glu Ser His Bla Gly Gly
260
Tyr Gly Leu Ile Gln Ser ala Ile
275 280
¥al Leu Asn Pro Leu Leu Ser Ile
290 2985

305 310
Pro Val Leu Tyr Trp Phe Tyr His

L T e T e T e T e R e |
L e T e T e Y e B e |
L e T e T e Y e R e |
L T e T e T e Y e B e |
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Ile Gly Asp val Bla Glu Leu His C

Seguence: /note

His
Asn
Ile
Arg
Leu
Gln
Val
105
Asp
Thr
Ser
Arg
Ile
185
Gly
Ala
ATy
Arg
Tvr
265

Val

Ser

Glu

Arg
Asn
Glu
Gly
Phe
Glu
Glu
Arg
Leu
Lys
Ser
170
Pro
Val
Cys
Gln
Val
250
Tyr
Asn
Val

Glu

Asn

Ser
Gly
Thr
Asp
Ile
75

Leau
Gly
Ala
Gln
Glu
155
Val
val
Glu
Ser
Agp
235
Glu
Cys
Ile
Pro
Asp

315
Ile

Tyr
Bsp
Ty
Ser
60

Asp
Fhe
Ser
Thr
Ser
140
Asp
Ser
Ser
Gly
val
220
Thr
Leu
Thr
Thr
Gly
300
Lys

Thr

(86)

Glu
Ile
Ser
Gly
Thr
Pro
Ser
Thr
125
Gly
Ser
Lys
Gln
Glu
205
2la
Lys
Glu
Ala
val
285
val
Arg

Leu

Gly
Lys
30

Ser
Ser
Thr
Ala
Val
110
Gln
Trp
Gly
Gln
Val
180
Pro
Lys
Glu
Ile
Asp
270
Lys
Leu

Ala

Ala

Asp
15
Arg
Ala
Tyr
Glu
Pro
95
Thr
Leu
Thr
Asn
Ser
175
Thr
Leu
Gly
Ser
Fro
255
Asn
Ile
Pro

Ser

Asn

Gln
Leu
Ser
Ser
Glu
B0
Gly
Leu
Arg
Ser
Ty
160
His
Met
Val
Thxr
Val
240
Thx
Asn
Pro
Fhe
Fro

320
Thx

JP 2005-521429 A 2005.7.21
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Ser
Gly
Lys
Val
385
Glu
Arg
His
Pro
Zla

465
Bla

<210>
<211>
<2L2>
<213>

Ala
His
Arg
370
Arg
Gln
Asp
Thr
val
4150
Gla

Gly

220>

<223>

Pro
Ser
355
Ser
Leu
Glu
Val
Pro
435
Leu

Cys

Ala

69
17
ERT
Artificlal Sequence

Phe
340
Gly
Glu
Val
Gly
Ala
420
Ile
Tle

Asp

Val

325
Gly

Asn
Val
Asn
arg
403
val
Ala
Glin

Gln

Cys
485

Gly
Tvyr
Val
Gly
350
Trp
Val
Met
val
val

4740
Glu

Lys
Ser
Thr
375
Pro
Gly
Cys
Lew
Ala
455
Glu

Val

synthetic gonstruct

<400> 69
Met Pro Leu Cys Leu Leu Leu ILeu

1
Ser

<210
<211>
<212>
<Z13>

<220>

«223>

70
383
PRT
Artificial Segquence

5

synthetic construct

<400> 70
Asp Trp Leu

1

val Val
Lys Tyx
Ser Tyr

Cys Lys

65

Thr Gly

T.eu Thr

50

Ile
Phe
5

Thr
Ala

3er

ala

Ser
Ser
20

Lys
Ile
Asp
Lys

Ser
100

Ile
5
Cys
ASpP
Arg
Arg
Trp

85
Pro

Ser
Thr
Gly
Asn
Lys
70

Leu

Leu

Len
Gly
Tyr
Rla
55

Phe

Asn

Gln

Ala
Cys
360
Leu
His
Thr
Arg
Tyz
440
Leau

ala

Leu

Description of Artificial

Deseription of Artificial

Val

Pro

Ser
345
Glu
Asn
His
Val
Glu
425
Pro
Cys
Phe

Fro

330
Phe

2la
Val
Cys
Cys
410
Leu
Pro
Asn
Asp

Ser
490

Lys
Glu
Thr
Glu
385
Asp
Gly
Ala
Gly
Cys

475
Thr

(87)

Teu
Asn
Glu
380
Gly
Asp
Cys
Val
Thr
460
Gly

Phe

Ser
Ala
365
Pro
Brg
Gly
Gly
Asp
445
Glu

His

Sequence:/note =

Teu
350
Tro
Pro
val
Trp
Ala
430
Glu
Lys

Asp

335
Thxr

Gly
Pro
Glu
Asp
415
ala
Ala

Thr

Glu

Ala
Thr
Lys
Val
400
Met
Gln
Leu

Leu

Asp
480

val Phe Ala Pro Val Gly Val Gln

Sequence: /note

His
Asn
Ile
Arg
Leu
Glin

Val
105

10

Arg
140
Asn

Glu
Gly
Phe

Glu
90
Glu

Ser
Gly
Thr
Asp
Lle
75

Leu

Gly

Tyxr
Asp
TYTL
Ser
60

Asp

Phe

Ser

Glu
Ile
Ser
Gly
Thr
Pro

Sexr

Gly
Lys
34Q

Ser
Ser
Thr
Ala

Val
110

15

Asp
15

Arg
Ala
Tyr
Glu
Pro

95
Thr

Gln
Leu
Sexr
Ser
Glu
80

Gly

Teu

JP 2005-521429 A 2005.7.21
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Ser
Tyr
Ser
145
Trp
Arg
Glu
val
Gly
225
Gly
Ile
Tyr
Val
Tle
305
Pro
Ser

Gly

nys

<210>
<211>
<212>
<213>

Cys
Ser
130
Lys
Cys
Sar
Ile
Glu
210
Leu
Lys
Aryg
Gly
Leu
290
Gly
Val
Ala
His

Arg
370

<220>

<223

Asn
115
Phe
Phe
Glu
Tyr
Gln
195
Gly
Tle
Lys
Glu
Leu
275
Asn
Asp
Leu
Pro
Ser

355
Ser

71
17
PRT
Artificial Segusnce

Thx
Phe
Thr
Ala
Ile
180
Pro
Glu
Thr
Ser
Gly
260
Ile
Pro
Val
Tyr
Phe
340

Gly

Glu

Tre
Lys
Ile
Met
165
Asp
Sex
Bro
Fhe
Gln

245
His

Leu
Ala
Tre
325
Gly

Asn

Val

Leu
Asp
Ser
150
Thr
val
Arg
Leu
Ser
230
Arg
Ala
Ser
Leu
Glu
310
Phe
Gly
Tyr

val

Pro
Gly
135
Ala
Ala
Glu
Gly
vVal
215
Trp
Ser
Gly
ala
Ser
285
Leu
Tyr
Lys

Ser

Thx
375

synthetic construct

<400> 71
Met Pro Leu Cys Len Ieu Leu Leu

1
Ser

<210>
<211>
<212>
<213>

<220>

<223

<400>

72
17
PRT
Artificial Sequence

5

synthetic construct

7z

Ser
120
His
Ile
Seax
Arg
TR
200
Leu
His
Gln
Gly
Tle
280
Ile
His
His
Ala
Cys

360
Leu

Description of Artificial

Asp
Thr
Ser
Axrg
Ile
185
Gly
Ala
Arg
Arg
Tyr
265
Val
Ser
Cys
Glu
Ser
345

Glu

Asn

Arg
Leau
Lys
Ser
170
Pro
Val
Cys
Gln
Val
250
Tyr
Asn
Val
Glu
Asn
330
Phe

Ala

Val

ala
Gln
Glu
155
vVal
Val
Glu
Ser
Asp
235
clu
Cys
Ile
Pra
Asp
315
Ile
Lys

Glu

Thr

(88)

Thr
Ser
140,
Asp
Ser
Ser
Gly
val
220
Th»
Leu
Thr
Thr
Gly
300
Lys
Thr
Leu

Asn

Gly
380

Thr
125
Gly
sSer
Lys
Gln
Glu
205
Ala
Lys
Glu
Ala
Val
285
Val
Arg
Lau
Ser
Ala

365
Bryg

Seguence: /note =

¥al Fhe Ala Pro Val Gly Val Gln

10

Description of Artificlal Sequence:/note =

Gln
Trp
Gly
Gln
Val
190
Pro
Lys
Glu
Ile
Asp
270
Lvys
Leu
Ala
Ala
Len
350
Trp

Thr

Leu
Thr
Asn
Ser
175
Thr
Lieu
Gly
Ser
Pro
255
Asn
Ile
Fro
Ser
Asn
335
Thr

Gly

Tle

15

Axrg
Jer
Tyr
160
His
Met
val
Thi
Val
240
Thr
Asn
Pro
Phe
Pro
320
Thr
Ala

Thr

JP 2005-521429 A 2005.7.21
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(89)

Met Leu Pro Trp Leu Leu Leu Leu Ile Cys Ala Leu Pro Cys Glu Pro

L
Ala

<210>
<21i>
<21l2>
<213>

220>
<223>»

<400>

5 10

73

326

PRT

Artificial Sequence

Description of aArtificial Seguence! /note

synthetic construct

73

Gly Ile Ser Asp Val Ser Leu Lys Thr Arg

1

5 10

Met Glu Cly Rsp Lys Leu Val Leu Ile Cys

20 25

Gly &sn Ile Thzr Tyr Phe Trp Tyr Rrag Gly

35 40

Glu Thr Lys Thr Gln Pro Ser Leu Thr Ala

50

55

Met Lys Gln Ser Asp Ala Asp Gln Tyr Tyr

63

70

His Asp Pro Ile BAla Ser Glu Len Val Ser

85 20

val Ser Arg Pro Val Leu Thr FPhe Gly Asp

100 103

Leu Gly Asp Leu Val Glu Leu His Cys Lys

115 120

Pro Tle Phe Tyr Gln Phe Tyr His Glu Ser
130 135
gey Ala Pro Ser Gly Gly Gly Ala Ser FPhe

145

150

Glu His Ser Gly Asn Phe Ser Cys Glu ala

165 170

Gln Arg Ser Glu Val Val Ala Teu Asn Leu

180 185

Pro Thr Glu Asn Gly Ile Ser His Leu 3Ser

195 200

Leu Leu Gly Cys Leu Ser Pro Ile Thr Met
210 215
Trp Leu Lys Brg Lys Lle Gly Arg Gln Ser

225

230

Pro Pro Gln Thr Val Leu Gln Gly Ser Thr

245 250

Ser Zrg CGln Pro Glu Pro Leu Tyr Glu RsD

260 265

Asn Glu Val Tyr Ser Leu Vel Tyr His Thr

275 280

Ala Ala Ala Gln His Val Arg Thr His Gly
260 285

Val Ser Ser Gly Leu Tyr Ser Lys Pro Arg
3035 310
Asp Tyr Glu Asp Rla Met
325
<210> 74
<211> 203
«212> PRT

Pro
Ser
Ala
Glu
Cys
75

Ile
Ser
Ala
Ile
AEn
155
Ser
Thr
Leu
Ala
Glu
235
Tyx
Val
Pro

Val

Ile
315

Pro
Val
Leu
Phe
60

Ala
His
Gly
Leu
Tle
140
Phe
Asn
Gly
Gly
Leu
220
Asp
Pre
Asn
Gln
Ser

300
Asn

Gly
Asp
Gly
Glu
Ala
val
Thr
Arg
125
Leu
Ser
Gly
Leu
Leu
205
Ile
Pro
Lys
val
Val
285

Glu

I1le

Gly
Arg
30

Phe
Tle
Asn
Arg
Gln
110
Gly
Gly
Leu
Gln
Ser
190
Thr
Phe
val
Ser
Val
270
Leu

Ser

Ala

15

Try
val
Gln
Saxr
Asp
Val
25

Ala
Sex
Asn
Thr
Gly

175
Teu

Pro
Ser
Glu
Fhe

His

Val
Thr
Leu
Aszp
Gly
80

Pro
val
Pro
Ser
Rla
160
Ala
Val
Trp
Tyr
Ser
240
BEp
Gly
Pro

Gln

Met
320

JP 2005-521429 A 2005.7.21
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(90) JP 2005-521429 A 2005.7.21

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence:/ncte =
synthetic construct

<400> 74
Gly Ile Ser ARsp Val Ser Leu Lys Thr Arg Pro Pro Gly Gly Trp Val
1 5 10 15
Met Glu Gly Asp Lys Leu val Leu Ile Cys Ser Val Asp Arg val Thr
20 25 30
Gly Asn Ile Thr Tyr' Phe Trp Tyr Arg Gly Ala Leu Gly Phe Gln Leu
35 40 45
Glu Thr Lys Thr Gln Pro Sex Leu Thr Ala Glu Phe Glu Ile Ser Rsp
50 55 60
Met Lys Gln Ser Asp Ala fAsp Gln Tyr Tyr Cys Ala Ala Asn Asp Gly
65 70 75 30
His Asp Pro Tls Ala Ser Glu Leu Val Ser Ils His Val Arg Val Pro
85 g0 95
Yal Ser &rg Pro Val Leu Thr Phe Gly Asp Ser Gly Thr Gln Ala val
100 105 110
Leu Gly Asp Leu Val Glu Leu His Cys Lys Ala Leu Arg Gly Ser Pro
115 120 125
Pro Ile Phe Tyr Gln Phe Tyr His Glu Ser Tle Ile Leu Gly Asn Ser
130 135 140
Ser Ala Pro Ser Gly Gly Gly Ala Ser Phe Asn Fhe Ser Teu Thr Ala
145 150 155 160
Glu His Ser Gly Asn Phe Ser Cys Glu Ala Ser Asn Gly Gln Gly Ala
185 170 1758
Gln Arg Ser Glu Val Val Ala Leu Asn Leu Thr Gly Leu Ser Leu Val
180 185 190
Pro Thr Glu Asn Gly Ile Ser His Leu Ser Leu
195 200

<210> 75

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:/note =
synthetlc construct

<400> 75

Met Leu Pro Trp Leu Leu Leu Leu Ile Cys Ala Leu Pro Cys Glu Pro
1 5 10 15

Ala

<210> 76

<211» 100

<212> PRT

<213> Artificial Seguence

<220>
«223> Description of Artificial Sequence:/note =
synthetic construct

<400> 76
Lys Arg Lys Ile Gly Arg Gln Ser Glu Asp FPro Val Arg Ser Pro Pro
1 5 10 15
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@ln Thr Val Leu Gln Gly Ser Thr
20
@1ln Pro Glu Pro Leu Tyr Glu Asn

val Tyr Ser Leu Val Tyr His Thr
50 55
Ala Gln His Val Arg Thr His Gly
65 70
Ser Gly Leu Tyr Ser Lys Pro Arg
85
Glu Asp Ala Met
100

<210> 77

<211> 283

<212> PRT

<213> Brtificial Sequence

<2202
<223> Description of Artificial
synthetic construct

<4Q0> 77
Gly Ile Ser Asp Val Ser Leu Lys
1 5
Met Glu Gly Asp Lys Leu Val Leu
20
Gly Asn Ile Thr Tyr Phe Trp Tyr
35 40
Glu Thr Lys Thr Gln Pro Ser Leu
50 55
Met Lys Gln Ser Asp Ala Asp Gln
65 70
His Asp Pro Ile ARla Ser Glu Leu
85
val Ser Arg Pro Val Leu Thr Phe
100
Leu Gly Asp Leu Val Glu Leu His
115 120
Pro Ile Phe Tyr Gln Phe Tyr His
130 135
Ser Rla Pro 3er Gly Gly Gly Ala
145 150
Glu His Ser Gly Asn Phe 3er Cys
165
Gln Arg Ser Glu Val Val Ala Leu
180
&sp Pro Val Arg Ser Fro Pro Gln
195 200
Pro Lys Ser Pro Asp Ser Arg Gln
210 215
Asn Val Val Ser Gly Asn Glu Val
225 230
Gln Val Leu Glu Pro Ala Ala Ala
245
Ser Glu Ser Phe Gln Val Ser Ser
260
Rsn Tle Ala His Met 4Asp Tyr Glu
275 280

<210> 78

Tyr
25

Val
Pro

Val

Ile

Pro

Asn

Gln

Gy

Lys
val
val
Glu

75
Iie

Ser
Val
Lau
60

Ser

Ala

Sequence: /note

Thr
Ile
23

Arg
Thr
Tyr
val
Gly
165
Cys
Glu
Ser
Glu
Asn
185
Thx
Pro
Tyx
Gln
Gly

265
ASp

Arg
10

Cys
Gly

Ala

Phe
Ala
170
Leu
Val
Glu
Ser
His
250

Leu

Ala

Pro
Ser
ala
Glu
Cys
75

Tle
Ser
Ala
Ile
Asn
135
Ser
Thr
Leu
Pro
Leu
235
Val

Tyr

Met

Pro
Val
Leu
Phe
Ala
His
Gly
Leu
Ile
140
Phe
Asn
Gly
Gln
Leu
220
val

Arg

Ser

Pro
Ser
45

Glu
Phe

His

Gly
Asp
Gly
Glu
Ala
val
Thr
Arg
125
Leu
Ser
Gly
Arg
Gly
205
Tyr
Tyr
Thr

Lys

Asp
Gly
Pro
Gln

Met

Gly
Arg
30

Phe
Ile
Asn
Arg
Gln
110
Gly
Gly
Leu
Gln
Gln
190
Ser
Glu
Ris
His

Pro
270

Ser
Aan
Ala
Val

Bsp
85

Trp
Yal
Gln
Sex
Asp
val
95

Ala
Ser
Asn
Thr
Gly
175
Sex
Thr
Asn
Thr
Gly

255
Arg

JP 2005-521429 A 2005.7.21

Arg
Glu
Ala
Ser

80
Tyr

Val
Thr
Leu
Asp
Gly
[:30]

PFro
val
Pro
Ser
Ala
160
Aia
Glu
Tyr
val
Pro
240
Val

Ile

10
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<211>
212>
<213>

<220>

<223>

<400> 78

Gly
1

Trp
Phe
Thx
Lys
653

Fro
Gln
Ty
Gly
Ala
145
Trp
Gln
Ile
Gln
Len
225
Ile
Asn
Arg
Val
Pro
305
Glu
Val
Arg
Val
Glu

385
Cys

570
PRT
artificial Seguence

synthetic construct

Gln
Thr
Gly
Val
50

Val
Ser
Ala
Ala
Lys
130
Asn
Sexr
Glu
Asp
Lys
210
Leu
Trp
Ser
Ala
Phe
2530
Gly
Thr
Asn
Arg
Ser
370
Gly

Ile

His
Thr
Phe
35

Lys
His
Met
Pro
Lys
115
Ala
Leu
FPhe
Leu
Gly

195
Sex

Ser
275
Glu
Pro
Lys
Ile
Ser
355
Gln
Asp

Leu

Glu
Phe
20

Ser
Gln
Glu
His
Pro
100
Lys
Leu
Lys
Gly
Pha
180
Ser
Asp
Ser
Glu
Val
260
Ala
Gly
Leu
Ile
Ser
340
Phe
Pro

Leun

Tyn

Ala
5}

Phe
Val
Thr
Ser
Val
85

ala
Gly
Thr
Asp
Ser
165
Pro
Pro
Bla
Gly
Glu
245
BArg
Arg
Gln
Lys
Leu
325
Asp
Val
val

Met

Glu
405

Ala
Arg
Pro
Pro
Gly
70

Lsn
Val
Tle
Leu
Asn
150
Lieu
Arg
Val
Axg
Cys
2340
Ser
Lys
Phe
Leu
Fhe
310
Lys
Ala
Ser
Leu
Tha

350
Phe

Gln

Gly G

Gln
Gly
55

zlu
val
Phe
Glu
His
135
Gly
Tyxr
Pro
Thr
Leu
215
Sexr
Arg
Gln
Gln
Leu
255
Ser
Ser
Gly
Anrg
Thr
375

Leu

Phe

Description of Artificial

Gln

Lys
40

Ala
Iyr
Glu
Glu
Ala
120
His
Gln
Thx
Val
Leu
200
Gln
Arg
Arg
Ser
Thr
280
Leu
Trp
Ser
Glu
Rla
360
Leu
His

Tyr

(92)

Sequence: /note =

Ser
val
25

Thr
Leu
Trp
Phe
Gly
105
Glu
Gin
Tyxr
Ser
Leu
185
Thx
Phe
Ser
Tyr
Thr
263
His
Leu
Tyr
Asn
Tyr
345
Phe
Ser

Cys

Glu

Val
10

Val
Lys
Val
Cys
Ser
g0

Asp
Thr
Ser
Lys
Asn
170
Axrg
Cys
Cys
Ser
Gln
250
ala
Il=
Asn

Tys

Ala

Val
Thr
Trp
Ile
Gln
7E

Glu
Ser
Leu
Glu
Cys
155
Thr
Ala
Gln
Phe
Glu
235
Cys
Phe
Ile
Cys
Lys

315
Glu

330 .

His

Pro

Thr

Gln

Asn
410

Cys
Ile
Gly
Ser

395
Val

Ser
Leu
Tyxr
Lys
60

Ala
Asp
Val
Thx
Leu
140
Thr
Val
Arg
Thr
Phe

220
Phe

Pro
Ser
300
Asp
Phe
Glu
Thr
Lys
380

Gln

Ser

Leu
Thr
Gln

Ala

val
Phe
125
Ser
Ser
Gly
Pro
Gln
205
Arg
His
Ala
Ile
Ala
285
val
Met
Lys
Ala
Ile
365
Thr
Arg

Leu

Gln
Cys
30

Lys
His
Ser
Leu
Leu
110
Tyr
Ile
Lys
val
Sex
180
Leu
Asn
Tle
Glu
Pro
270
Ser
Lys
Leu
Ile
Thr
350
Lys
Gln

Gly

Gly

Pro
15

Tyr
Arg
Thr
Leu
Val
95

Aryg
Lys
His
Lys
Gln
175
His

Ser

Thr
255
Val
Lys
Gly
Asn
Ser
335
Asn
Val
Ala

Sex

Asn
415

Fro
Arg
Lys
Leu
Leu
Leu
Cys
Asp
His
Lys
160
val
Fro
Ala
Gln
Ala
240
Val
Gin
Leu
Val
Glu
320
Gln
Ser
Pro
Leu
Pro

4400
Ser

JP 2005-521429 A 2005.7.21
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g — ™ ™ M M M Moo 1

Ser
Glu
Gln
Arg
465
Ela
Gly
Gln
val
Arg

545
Arg

<210>
<211l
<212>
<213>

Ile
Arg
Cys
450
Ser
val
Lys
Glu
Tyr
530
Thr

SJer

<220>

<223>

Ten
Ser
435
Sex
Val
Gly
Pro
Fro
515
Ser

Gln

Arg

79
25
PRT
Artificial Sedquence

Ser
4240
Gly
Glu
Pro
val
Thr
500
Thr
Asn

Pro

Cys

Gly
Asn
Ala
Met
Phe
485
Ser
Tyr
Glu
Arg

Gln
565

Gly
Tyr
Ile
Ala
470
Leu
Azp
Tyr
Pro
Gln

550
Met

Gly
Tyx
Arg
455
Ala
Phe
Asp
Asn
Glu
535
Lys

Ala

synthetic construct

<400> 79
Met Ser Gly

1

Thr Leu Leu

<210>
<211>
<212>
<213>»

<220>

<223>

80
468
PRT
Artificial Sedquence

Ala
Cys
440
Ile
Gly
Tyr
Ser
Val
520
Glu
His

Glu

Description of Artificial

Ser Phe Ser Pro Cys

5

val Val Thr

20

Pro

synthetic construct

<400> 80

Gly
1
Trp
Fhe
Thx
Lys
65
Pro

Gln

Gln
Thr
Gly
Val
50

Val

sSer

Ala

His

Thr

Glu
Phe
20

Sar
Gln
Glu

His

Fro Ala

100

Ala
5
Phe
Val
Thr

Ser

Val

85

2la
Arg
Pro
Pro
Gly
70

Asn

Val

Gln
Gly
Gln
Gly
55

Glu
Val

Phe

Val

Description of Artificial

Gln
Glu
Lys
40

Ala
Tyr
Glu

Glu

Tyr
425
Thr
Ser
Ile
Cys
Axrg
505
Pro
Asn

ala

Iys

Sequence: /note

Fhe
Ala
Ile
Thr
Trp
490
Asn
Ala
Val
Asp

Lys
570

(93)

Asn
Asp
Phe
Val
475
Phe
Pro
Cys
Ile

Gln
555

Fhe
Asn
Asp
460
Gly
Ser
Ser
Ile
Tyr

540
Glu

Ser
Gly
445
Met
Leu
Arg
Asp
Glu
225

Thr

Ssr

Met
430
Leu
Thr
Leu
Lys
Ser
510
Leu

Glu

Glu

Ser
Gly
Liys
Ile
Ala
485
Glu
Gln

val

Ser

JP 2005-521429 A 2005.7.21

Thr
Ala
Asn
Met
420
Gly
Pro
Pro

Arg

Pro
560

¥al Val Phe Thr Gln Met Trp Leun

Asn
23

10

Sequence: /note

Ser
Val
Thr
Leu
Trp
Phe

Gly
105

Val
10

val
Lys
Val
Cys
Ser

80
Asp

Val
Thr
Trp
Ile
Gln

Glu

Ser
Leu
Tyr
Lys
60

Ala

Asp

- Val

Leu
Thr
Gln
Ala
Asp
Phe

Val

Gln
Cys
30

Lys
His
Ser

Tiew

Leu
110

15

Pro
15

Tyr
Arg
Thr

Leu

Val
95
Arg

PFro
Arg
Lys
Leu
Leu
Leu

Cys

10

20

30

40



g — ™ ™ M M M Moo 1

Tyr
Gly
Ala
145
Trp
Gln
Ile
Eln
Leu
225
Ile
Asn
Arg
Val
Bre

305
Glu

Arg
val
Glu
385
Cys
Ser
Glu

Gln

Arg
465

Ala

Lys
115

Lys Ala

130
Asn

Ser
Glu
Asp
Lys
210
Leu
Trp
Ser
Ala
The
290
Gly

Thr

Arg
Ser
370
Gly
Iie
Ile
Arg
Cys

450
Ser

<210> 81
<211> 79

<Zlix>
<213>

<220>

<R23%

Leu
Pha
Leu
Gly
193
Ser
Gly
Thr
Gln
Ser
275
Gln
Pro
Lys
Ile
Ser
355
Gln
Asp
Leu
Leu
Ser
435

Ser

Val

ERT
Artificial Ssguence

Lys
Leu
Lys
Gly
Phe
180
Ser
Asp
Ser
Glu
val
260
Ala
Gly
Leu
Ile
Ser
340
Phe
Pro
Leu
Tyr
5er
420
Gly

Glu

Pro

Gly
Thr
Asp
Ser
168
Pro
Pro
Ala
Gly
Glu
245
Arg
Arg
Gln
Lys
Leu
325
Asp
Val
Val
Met
zlua
405
Gly

Asn

Ala

Ile
Leu
Asn
150
Leu
Brg
Val
Arg
Cys
230
Ser
Lys
Phe
Leu
Phe
3190
Lys
Ala
Ser
Leu
Thr
380
Phe
Gly

Tyr

Tle

Glu
His
135
Gly
Tyr
Pro
Thr
Leu
215
Ser
aArg
Gln
Gln
Leu
285
Ser
Ser
Gly
Arg
Thr
375
Leu
Phe
Gly
Tyr

Arg
455

synthetic construct

<400> 81

Ser Arg Lys Ala G

1

Ala
120
His
Gln
Thr
Val
Leu
200
Gln
Arg
Arg
Ser
Thr
280
Leu
Trp
Ser
Elu
Ala
360

Leu

His

Tyr G

Ala

Cys
440
Ile

Description of Artificial

1y Gly Lys Pra
5

Ser Asp Ser Glu Pro Gln Glu Pro

20

Glu
Gln
Tyr
Sex
Len
185
Thr
Fhe
Ser
TYyr
Thx
265
His
Leu
Tyzr
Asn
Tyr
345
Phe

Ser

Cys

Tyx
125
Thr

Ser

Thr
Ser
Lys
Asn
170
Arg
Cys
Cys
Ser
Gln
250
Ala
Ile
Asn
Lys
Ala
330
His
Pro
Thr
Gln
Asn
410
Phe

Ala

Ile

(94)

Leu
Glu
Cys
155
Thx
Ala
Gln
Phe
Glu
235
Cys
Phe
Ile
Cys
Lys
315
Glu
Cys
Ile
Gly
Ser
385
val
Asn

Asp

Phe

Thr
Leu
140
Thr
Val
Arg
Thr
Phe
220
Phe
Lys
Ile
Pro
Ser
300
Asp
Phe
Gla
Thr
Lys
380
Gln
Ser
Phe

Asn

Asp
460

Sequence: /note

Phe
125
Ser
Ser
Gly
Pro
Gln
205
Arg
His
Ala
Ile
Ala
285
Val
Met
Lys
Ala
Ile
365
Thr
Arg
Leu
Ser
Gly

445
Met

Tyr
Tle
Lys
val
Ser
150
Leu
Asn
Ile
Glu
Pro
270
Ser
Lys
Leu
Ile
Thr
350
Lys
Gln
Gly
Gly
Met
430

Leu

Thr

Lys Asp
His His

Lys Lys
160

Gln Val

175

His Pro

Ser Ala
Leu Gln

Pro Ala
240

Thr Val

255

val Gln

Lys Leu
Gly Val
Asn Zlu
320
Ser Gln
335
Asn Ser
Val Pro
Ala Leun
Ser Pro
400
Asn Ser
415
Jer Thr
Gly Ala

Lys Asn

Thr Ser Asp Asp Ser Rrg Asn Pro

10

15

Thr Tyr Tyr Asn Val Pro Ala Cys

25

30

JP 2005-521429 A 2005.7.21
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Ile Giu Leu Gln Pro Val Tyr Ser As

35

Tyr Thr Glu Val Ar

50

40

55

(95)

45

60

JP 2005-521429 A 2005.7.21

n Glu Pro Glu Glu Asn Val Ile

g Arg Thr Gln Pro Arg Gln Lys His Ala Asp Gln

Glu Ser Glu Ser Pro Arg Ser Arg Cys Gln Met Ala Glu Lys Lys

65

<210> B2
<211> 1973
<212> DNA

70

<213> Brtificial Sedquence

<220>

75

<223> Description of Artificial Seguence: /note =
synthetic construct

<400> 82

ccacagtgtt
ctcaaaggga
ctectgtegg
gagaccaagt
acttcaagga
atgcaagacy
ttatagacac
cacctgggct
geaacacctg
atggcracac
aggaagactc
agagtcacey
tooagootto
tggteoctgge
aggacactaa
teectactat
goctgatcoca
totecatcay
aagacaagad
ctaacaccte
attctgggaa
taacgctcaa
gtgaaggacy
gggacatgag
cacctatage
tagcoctglty
attgtggaca
gatctagaga
cggtectgoag
cgaaactata
cettgteeocc
tagttectte
catgtgoctyg

<210> 83
«<211» 1530
<212> DNA

ctatccocaga
gotacttgee
agtecagtcco
agttataage
tggatatcac
tggtgacagt
aacagaagaa
gacagccage
gctecettea
tttygcaateg
aggaaatltac
gtcatacata
aaggggctyy
ttgttetgty
ggaaagigtg
cagggaaqgyc
gagegeaatce
tgttecctggy
agcatcteet
ggoacetttt
ctactcottgt
tgtcacagag
cgtagaggtyg
ggatgtgget
catgectgtat
caatggcaca
tgatgaggat
coagagacca
ctcocecaghbygy
ttaatectgeoh
agaggecaayg
ttgetatete
ggettecatc

tccgtagtec
tctagtetea
gactggttga
tgcacaggaa
atagaaactt
ggoteocctatt
acaggatcta
cecetgeoage
gatagggcaa
ggctggacet
tggtgtgaay
gatgtagaga
ggagttgasg
gctaaaggea
gggaagazaaa
catgctggag
gtgaacatca
gtettoeect
ceggttetet
gyadgaaagy
gaggctgaaa
ccocooaccea
gagecaggaag
gtggtgtgee
ccaccagcead
gaaaagacco
gctggagety
tcagacctec
acttccagac
ctgagataat
cttggaaaaa
cttgggcaga
tggtagaatyg

«213» BRriificial 3Seguence

<220>

atctgeceta
tgectetghy
gcatcagect
aaaataatgyg
acageagtge
cctgtaagge
agtggetgaa
ccgtagaggg
cgacccagcet
catcaaaatt
caatgactge
ggatcectgt
gggagecact
cegggetaat
gtcageglbte
ggtactactg
cegtgaaaat
tcateggaga
actggtttta
catoctttaa
acgectgggy
aagtgegttt
gtcgetgggy
gagagetggy
ttgatgaagc
tggctgaatyg
tgtgtgaagt
tactttctge
tteocagetgtg
gttcoeaacay
tigttccect
tgecagagoly
tggtctaaca

aggactigag
cttgetgett
tecacacegt
tgacataaag
ttcaagetac
agataggaza
tgtecaagag
gagttcagtyg
acgctattce
taccatctea
ctotegeagt
atctcaagte
ggtegttgaa
cacgttetec
ccagagagty
cacagoagac
tecagtgttg
tgtggeggag
tocatgaaaat
gotctotety
taccaagcgce
aggtgaatgge
cactgtatgt
ctgtggagca
tectgeeotgty
tgaccaggtt
cttacccage
actgggoctc
gottatectt
ctccaaagaa
gteocaggtte
goacaagtaa
aagecacatac

«223» Description of Artificial Sequence: /note =
synthetic construst

<400> 83

ctgcacctgt
ctggtetteg
tcttatgaag
agachtgaagt
accattagga
tttttectat
ctgtttocag
accectgteet
ttettcaaag
goaatatega
gtetcaaage
accatggaaa
ggggagecoe
tggcatagge
gagctggaga
aacaactacg
gaccogetec
cttecactgtg
atcactctgy
actgcaggyc
agtgaggtgy
ccecaccact
gatgatgget
goccaacaca
ctecattcagy
gaggcctttyg
actttctgaa
acagccctea
caagaggact
agccegagte
cechgccttte
ggatcacata
aac

60
120
180
240
300
360
42
480
540
600
560
720
7840
840
200
960

1020
1080
114¢
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1973
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atgcctotgt
agcatcagece
anaaataatg
tacageagtg
tectgtarngg
aagtggctga
cecgtagaay
acgacccage
tocatcaaaat
goaatgactyg
aggatccety
ggggagecac
arcgggctaa
agtocagocgtt
gggtactact
accgtgaaaa
ttecateggag
tactggttit
goatgcttta
aacgcctgay
aaagtgegtt
ggtegetygy
cgagagetgy
gttgatgaagy
ctggectgaat
gtgtgtgaag

<210> 84
<211> 1371
<212> DNA

gettgotget
ttccacaccy
gtgacataaa
cttcaagcta
cagataggaa
atgtccaaga
ggaghtcagt
tacgchattc
ttaccatctc
cctetcgeag
tatctcaagt
tggtegttga
trcacgttcte
cocagagagh
gcacagcaga
ttecagtgtt
atgtagegga
atcatgazaa
agotctectot
gtacraagcy
tggtgaatgy
goactgtatyg
getgtggage
ctotgectgt
gtgaccaggt
tcttacccag

totggiette
ttcttatgaa
gagactgaag
caccattagy
atttttccta
gctgtttoca
gaccctgtec
cttcttcaaa
agcaatateg
tgtctcaaag
caccatggaa
agggygagece
ctggoatagg
ggagctyggag
caacaactac
gaaccegete
gotteactgt
tatcactctyg
gactgcagyy
cagtgaggtyg
CCCCCaccac
tgatgatgge
agcccaacac
geteattcag
tgaggcctte
cactttotga

<213> Artificial Sequence

<220>

(96)

goteetgteqg
ggagaccaay
tacttcaagy
aatgcaagac
tttatagaca
gecacctggge
tgcaacacct
gatggccaca
aaggaagach
cagagtcacc
atccagectt
ctggtectgy
caggacacta
atccetacta
ggcectgatec
ctctecateca
gaagacaaga
gctaacacct
cattctggga
gtaacgctca
tgtgaaggac
tgggacatga
acacctatag
gtageectgt
gattgtggac

gagtcecagtc
tagttataag
atggatatca
gtggtgacag
caacagaaga
tgacagecag
ggctccette
ctttgeaato
caggaaatta
ggtectacatl
caaggggoty
cttgttctat
aggaaagtgt
tcagggaagyg
agagogeaat
gtgttectag
gagcatetec
cggecaccttt
actactcttyg
atgtcacaga
gogtagaggt
gggatgtgge
ceatgotgta
goaatgygcac
atgatgagga

<223> Description of Artificlal Seguence: /note =
synthetic construcht

<400> B84

ccacagtgtt
ctocaaaggyga
ctoctgtegy
gagaccaagl
acttcaagga
atgczagacyg
ttatagacac
cacctggget
goaacaccty
atggocacac
aggaagactc
agagtcaceg
teccageectte
tggtectgge
aggacactaa
tccectactat
goectgateca
tocteccatcag
aagacaagag
ctaacacctc
attetgggaa
taacgctcaa
ctggecatge

ctatoccaga
agctacttgec
agtccagtoece
agttataage
tggatatcac
tggtgacagt
aacagaagad
gacagccago
gotcocttea
ttigeoaatey
aggaaattac
gtoctacata
aaggggctygg
ttattotgtg
ggaaagtgtg
cagygasdge
gagcgcaate
tgttectggg
agcatctect
ggcacctitt
ctactecttgt
tgtcacaggt
cettettcte

tocogtggtes
tctagtctca
gactggttga
tgcacaggaa
atagaazctt
ggctectatt
acaggatcta
coectgecage
gatagggceaa
ggctggacct
tggtgtgaag
gatgtagaga
ggagttgaag
gctaaaggca
gggaagaaaa
catgcetgggg
gtgaacateca
gtettgecct
ceggttotet
ggaggaaagy
gaggctgaaa
aggacaatth
tceottgeac

atctgeccta
tgoototgtg
geatcagect
aaaataatgg
acagcagtgc
cctgtaagge
agtggetgaa
ccgtagagyy
cgaccceaget
catcaaaatt
caatgactge
ggatcootgt
gggagecact
cecgggetaat
gteagegtte
ggtactactyg
cegtgaaaat
tcatoggaga
actggtttta
catcctttaa
acgcctgggy
aatgatccat
ctgtacctet

aggacttgag
cttgetgett
tecacacegt
tgacatazag
ttcaagctac
agataggaaa
tgtccaagag
gagttcagtg
acgetattee
taccatctca
ctetegeagt
atcteaagte
ggtegttgaa
cacgttctoo
ceagagagtyg
cacagcagac
tecaghgttyg
tgtggcggay
tcatgazaat
getetetctg
taccaagege
tecagggtge
tggtctttga
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cgactggtty
ctgcacagga
catagaaact
tggotectat
aacaggatct
cocococchgoag
agatagggea
gggotggace
ctygtgtgaa
agatgtagag
gugagttgaa
ggctaaagyc
ggggaagaaa
ccatgetggg
cgtgaacatce
ggtcttgece
teoggtitcte
tggaggaaag
tgaggctgaa
goocoecaces
ggagcaggaa
tgtagtgtge
tocaccagea
agaaaagacc
tgctggaget

ctgoacctgt
ctggtctteg
tettatgaag
agactgaagt
accattagga
thtttectat
ctagtttecag
accctgtect
ticttcaaag
graatatcega
gteoctecaaage
accatggaaa
ggggagcece
tggcatagge
gagcetggaga
aacaactacg
aaccogetoo
cttcactgtyg
atcactotgg
actgoagggc
agtgaggtgg
aacttgocctt
a

60
120
180
240
300
360
420
480
540
600

&0
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180
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300
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660
720
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00
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<210> 85
<21l> 1203
<2712> DNA

<213> Brtificial Sequence

<220>

Ch

<223 Description of Artificial Sequence: /note =
synthetic construct

<400> 85
atgeoectotgh
agcatcagec
aaaaataatg
tacagcaagtyg
tectgtaagy
aagtggctga
coccgtagagy
aggaccceagce
tecatcaaaat
gcaatgacty
aggatcecty
ggggagecac
accygggetaa
agtecagegtt
gggtactact
acegltgaaaa
ttcatcggag
tactggtttt
goatcottta
aacgectggy
taa

<210> 86
<211> 1479
<212> DNA

gottgetget
ttccacaceq
gtgacataaa
cttoaageta
cagataggaa
atgtccaaga
ggagttcagt
tacgetattc
ttaccatcetc
cctetegeay
tatctcaagt
tggtegttga
tecacgttcte
cocagagagh
gcacagcaga
ttecagtgtt
atgtggcegga
atcatgaaaa
agctctetet
gtaccaagecg

tetggtette
ttettatgaa
gagactgaag
caccattagy
atttttceta
gotgtttoca
gaccctgtcce
cttottcaaa
agcaatatey
tgtetcaaag
caccatggaa
aggggageee
ctggoatagy
ggagetguag
caacsactac
gaacccgeto
getteactgt
tatcactetg
gactgcaggy
cagtgaggtg

<213> Artificial Sedquence

<220>

gctcctgteg
ggagaccaag
tacticaagy
aatgcaagac
tttatagaca
gcacctggyc
tgeaacacct
gatggecaca
aaggaagact
cagagtcacc
atccageett
ctggtcctag
caggacacta
atccctacta
ggcctgatec
ctctecatca
gaagacaaga
gctaacacet
cattctggga
gtaacgctaa

gagtccagte
tagttataag
atggatatca
gtggtgacag
caacagaaga
tgacagccag
ggcteccette
ctttgcaate
caggaaatta
ggtcctacat
caaggggety
cttgttetgt
aggaaagtgt
teagggaagy
agagcgecaat
gtgttectgg
gageatctce
cggcaccttt
actactcttyg
atgtcacagg

<223> Description of Artifiecial Seguence: /note =
synthetic construct

<400> 86

gactggttga
tgcacaggaa
atagaaactt
ggctectatt
acaggatcta
cecctgeadgoe
gatagggcaa
ggotggacet
tgogtgtgaag
gatgtagaga
ggagttgaag
gcetaaaggea
gggaagaaaa
catgetgggg
gtgaacatca
gtettgeect
cecggttctet
ggaggaaagg
gaggctgaaa

geatcageocet
aaaataatgqg
acagcagtge
cotgtaagge
agtggctgaa
cegtagaggy
cgacccagct
catcaaaatt
caatgactge
ggatccctgt
gggagecact
cogyggctaat
gteoagegtte
ggtactactg
ccgtgaaaat
tcatcggaga
actggttita
catecctttaz
acgeotyggdyg

tocacacegt
tgacataaag
ttoaagctac
agataggaaa
tgtocaagay
gagttoagtg
acgctatteo
taccatctea
ctetogeadgt
atctcaagtec
ggtegttgaa
cacgttctoc
ccagagagty
cacagcagac
tocagtgtty
tgtggeggay
tecatgaaaat
gotoctetety
taccaagcgc

tottatgaag
agactgaagt
accattagga
tttttectat
ctgtttocag
accctgteet
ttettcazag
gcaatatega
gtctcaaage
accatggaaa
ggggageces
tggcatagge
gagchggaga
aacaactacyg
aaccogeteo
cttcactgtg
atcactectgg
actgcagggco
agtgagytygy

gagaccaadgt
acttcaagga
atgcaagacg
ttatagacac
cacctggget
goaacacetg
atggocacac
aggaagactc
agagtcacceyg
tecagectte
tggtoctgge
aggacactaa
tcectactat
gootgateca
tectccatcag
aagacaagag
ctaacacctc
attctgggaa
taacgectcaa
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cgactggtty
ctgeacagga
catagaaact
taggctectat
aacaggatct
cooootgoag
agatagggea
gggetggacc
ctggtgtgaa
agatgtagag
gggagttgaa
ggctaaadggc
ggggaagaaa
coatgetggg
cgtgaacatc
ggtcttgooe
tceggticte
tggaggaaag
tgaggctgaa
taggacaatt

agttataage
tggatatcac
tggtgacagt
aacagaagaa
gacagorage
gctcocttea
tttgcaateg
aggaaattac
gtcctacata
aagyggetay
ttgttctgty
ggaaagtgty
cagggaagdc
gagcgeaate
tgttectgayg
agcatctact
ggcacctttt

ctactottgt

tgtcacagag

60
12
180
240
300
360
420
480
540
600
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720
780
840
800
960

1020
1080
1140
1200
1203
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ccoccacocea
gagcaggaay
gtggtgtgece
ccaccagcag
gaaaagaces
gctggagety

<210> 87
<211> 1152
<212> DNA

aagtgegttt
gtegetgggy
gagagctgay
thgatgaage
tggetgaatyg
tgtgtgaagt

ggtgaatgge
cactgtatgt
ctgtggageca
tctgeetgtyg
tgaccaggtt
cttaccecage

<213» Artificial Sequence

<220>

(98)

coccaccact
gqatgatgget
gcocaacaca
ctcattcagy
gaggectttyg
actttctga

gtgaaggacg
gggacatgag
cacctatage
tagecoctgty
attgtggaca

<223> Description of Artificial Sequence: /note =
synthetic construct

<400> 87

gactggttga
tgcacaggaa
atagaasctt
ggctectatt
acaggatcta
ccoccctgoage
gataggygcaa
ggctggacet
tgaotgtgaayg
gatgtagaga
ggagttgaag
gctaaaggea
gygaagaasa
catgcetgggy
gtgaacatca
gtcttgecct
ceggttetet
ggaggaaagy
gagygctgaaa
aggacaattt

<210> 88
<211> 1567
<212> DNA

gcatcagect
aaaataaltdy
acagcagtge
cotgtaagyc
agtggetgaa
cegtagaggy
cgacecaget
catcaaaatt
caatgactge
ggatccctgt
gggagccact
ccgggetaat
gtcagegtte
ggtactactg
cegtgaaaat
tcatoggaga
actggittta
catcctttaa
acgectggyy
aa

tecacacegt
tgacataaag
ttcaagctac
agataggaaa
tgtccaagad
gagttcagtg
acgetatteo
taccatectca
ctetegeagt
atctecaagte
ggtegttgaa
cacgttctee
ccagagagtyg
cacagcagac
teocagtgttg
tgtggeggag
tcatgaaaat
gotetctety
taccaagcge

<213>» Artificial Sequence

<220>

tettatgaag
agactgaagt
accattagga
tttttcctat
ctgtitceag
accctgtoct
ttecttcaaag
goaatatoga
gtectecaaage
acecatggaaa
ggggagecec
tggcatagge
gagectggaga
aacaactacy
aaccogebad
cttcactghyg
atcactctgy
actgeoagggc
agtgaggtgy

gagaccaagt
acttcaagga
atgraagzacg
ttatagacac
cacctgggct
geaacacctg
atggccacac
aggaagactc
agagtecaccd
teccageettce
tggtcctgge
aggacactaa
teccctactat
geetgateca
totcecatcay
aagacaagad
ctaacacctc
attctgggaa
taacgctcaa

<223> Description of Artificial Sequence: /note =
synthetic construct

<400> 8B

tgagtagtet
cagectggte
tgctggaate
agacaagctg
gtacagaggy
gtttgagate
tggccacgac
ccetgtectt
tcactgtaag
catectoggyg
tgcagaacat
tgaggtggty
ccatetetee

ggttttgett
ctcatgetac
tetgatgtga
gtccteatcet
gccctgggtt
agtgacatga
cotategeca
acgttigygy
gccotgagag
aacagttoag
tctggaaact
gotcteaact
ttaggactca

ttttttetit
cttggctect
gottgaagac
getoggttya
tccaactgga
agcagagcga
gtgagotggt
actctggaac
getcaccooe
caccctetgg
tcteetgtga
taacaggtct
ctgggtgget

tggtgagagy
gctactgatc
acggeoccca
tagagicact
aacanagaca
tgctgatcaa
gagecatccac
cecaggetgtg
aaztettctac
aggaggagea
ggccagcaat
ctcottagtg
gottggetgt

taccttecaayg
tgtgctetac
ggaggatggy
gggaatataa
caacctbcas
tattactgtyg
gicagagttc
ctaggggacc
cagttttatc
tecttecaact
ggacagggty
cctactgaga
cttageccceca
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cgtagaggty
ggatgtgget
catgctgtat
caatggcaca
tgatgagygat

agttataage
tggatatcac
tgghtgacagt
aacagaagaa
gacagccage
goteccttea
tttgcaatey
aggaaattac
gtcectacata
aaggggetygy
ttgttctgty
ggaaagtgtg
cagggaaggc
gagcgcaatce
tgttectggg
ageatctect
ggeacctttt
ctactecttgt
tgtcacaggt

ttaccatcee
cogtgtgaacc
tgatggaggy
chtacttoty
taacagcaga
cggctaacga
cagtgtcteg
tggtggaget
atgagagcat
tctecotgac
cccaacgaag
atggaatcayg
tcaccatgge

1200
1260
1320
1380
1440
1478

&0
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1620
1080
1140
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cttaatattt
gageccotect
gecagagees
gtaccacacc
aagtgagtcce
tatggactat
aagoccaagy
atttcoccac
geaagtectg
catetggtitg
gtgatgaaaqg
cgagatcaat
soocctagagt
gtactgt

<210> 89
<211> 1032
<212> DNR

tgctactagge
cagactgtgc
ctgtatgaga
cecgeagatge
tttecaggtet
gaagacgcca
cctgatgtgg
acactgoggt
cagaaaccac
ttgeoccatte
caactaagght
ggotttgeag
acttctgagt

tcaagagaaa
tccaaggatc
acgtgaacgt
tggaaccage
cctctggact
tgtagaatta
cctecaagga
teattagaty
ccaggaaaac
atgkttggeac
cttacagecag
gtetgetgty
cactgececatc

<213> Artificial Seguence

<220>

(99)

aataggaaga
cacgtaccee
tgtaagtyggc
agcagctcag
ctattctaag
tgtaaacagc
tactogggac
agktccttcac
caacttagac
acgaactttt
agggacaatg
gagacagagc
aacttagaat

cagtcagagg
aaatcoccceyg
aatgaagtgt
catgtgagga
ccaaggataa
aactatggag
agggataget
ctaccctgtg
ggagaageca
atttacagga
cgactcagag
catgeottoot
taaacacagt

<223> Description of Artificial Seguence: /note =
synthetic construct

<400> B89

atgctacctt
gatgtgaget
ctecatctget
ctgggtttce
gacatgaagc
ategecaghy
tttggggact
ctgagaggct
agttcagecac
ggaaacttcet
ctecaacttaa
ggactcactyg
tactggctea
actgtgeotce
tatgagaacy
caggtgetgyg
caggtcteet
gacgccatgt

<210> 80
<211> 981
<212> DMA

gguteootget
tgaagacacy
cguttgatag
aactggaaac
agagegatge
agctggtgag
ctggaaccca
caccocecaat
cctetgogagy
cctghgagge
caggtetcte
ggtggetgot
agagaaaaat
aaggatcecad
tgaacgttgt
zaccagcadc
ctggactcta
ag

actgatctgt
gecocoeccagga
agtcactggy
sgaagacacaa
tgatcaatat
catccacgto
ggctgtgcta
ctictaccag
aggagcatce
cagcaatgga
cttagtgeet
tggotgtctt
aggaagacag
gtaccccaaa
aagtggeaat
agetecageat
ttctaageca

<213> Artificial Sequence

<220>

gctetaccgt
ggatgggtga
aatataactt
cottcactaa
tactgtgegy
agagttccay
ggggacctgg
ttttatcatyg
tteaacttcet
cagggigees
actgagaatyg
agccocatea
tcagaggato
teceecegact
gaagtgtact
gtgaggacac
agdgataaaca

gtgaacectgc
tggagggaga
acttctggta
cagcagagtt
ctaacgatgg
tgtctegoce
tggagcttca
agagcatcat
ccoctgactgc
aacgaagtga
gaatcagcca
coatggeett
cagtcaggag
caaggcagcc
ctectggtgta
acggaghaay
ttgcacatat

<223> Description of Artificial Sequence:/note =
aynthetic construct

<400> 390

ggaatctoly
aagctggtec
agaggyge=c
gagatcaghtyg
cacgacccta
gtccttacgt
tgtaaggeooc

atgtgagett
teatcetgete
tgggtttceca
acatgaagca
tcaccagtga
ttggggacte
tgagaggctc

gaagacacgg
ggttgataga
actggaaaca
gagogatgot
getggtgage
tggaacccag
accooraata

cccocagagag
grtcactggga
aagacacaac
gatcaatatt
akccacgtea
getgtgotag
ttectaccagt

gatgggtgat
atataactta
cttecactaac
actgtgegge
gagttccagt
gggacctggt
tttatcatga
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atccagtcag
actcaaggea
actotctggt
cacacggagt
acattgeaca
tygctacatac
tgccagecca
tgaagctgga
gaagcatttg
ggaaaatggt
agcacaaagc
ctgtgeacat
tgcataazat

tggaatctet
caagetagte
cagaggggec
tgagatcagt
ceacgacccth
tgtecttacyg
ctgtaaggee
cebggggaac
agaacattct
ggtggtgget
tectcotectta
astattttge
cectecteag
agagceoctg
ceacaceecy
tgagtecttt
ggactatgaa

ggagggagac
cttetggtac
agcagagttt
taacgatgge
gtoctegecet
ggagcttcac
gagcatcatc

840

s00

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1567

60
120
180
240
300
360
420
480
540
600
660
720
780
B840
500
960

1020
1032
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ctggggaaca
gaacattctg
gtogtggcte
ctetecttag
atattttget
coctocteoaga
gagcccchgt
cacaccctyc
gagtoctttc
gactatgaay

<210> 91
<z211l> 6&0
<212> DNA

ghttcagcacc
gaaacttcte
tcaacttazc
gactcactyyg
actggctcaa
ctgtgctcca
atgagaacqat
aggtgctgga
aggtetecte
acgccatgta

ctetggagga
ctgtgaugec
aggtctatee
gtggctgett
gagaaaaata
aggatccacyg
gaacgttgta
accagoagea
tggactctat
g

<213>» Artificial Sequence

<220>

(100)

ggagcatect
agcaatggac
ttagtgecta
ggctatetta
ggaagacagt
tacceocaaat
agtggcaaty
gctcageatg
teotaagocaa

tecaacttcte
agggtgecceca
ctgagaatgg
gqoocccatocac
cagaggatec
cccoegacte
aagtgtacte
tgaggacaca
ggataaacat

<223> Description of Brtificial Sequencet /note =
synthetic construct

<400> 91

atgotacctt
gatgtgaget
ctecatctget
ctygggtttee
gacatgaagc
atcgeecagtyg
ttitggggact
ctgagaggct
agttcagcac
ggaaacttct
ctcaacttaa

<210> 92
<Z211> &0
<212> DNA

ggcteatget
tgaagacacy
cggttgatag
aactggaaac
agagegatgc
agctggtgag
ctggaaccca
cacceecaat
cectotggagg
cctgtgagyc
caggictcte

actgatctgt
gcccocagga
agtcactggy
aaagacacaa
tgatcaatat
catccacgte
ggctgtgeta
cttcoctaccay
aggagcatec
cagcaatgga
cttagtgect

<213> Artificial Sequence

<220>

<223> Description of Artificial sequence: /note =

synthetic construct

<400> 92

ggaatctoty
aagctggtce
agagoggoce
gagatcagtyg
cacgacccta
gtcecttacgt
tgtaaggeec
ctggggaaca
gaacattctg
gtggtggcte
ctctecotta

<210» 93
<211> 303
<212> ONA

atgtgagett
tcatctgete
tgggtttcea
acatgaagca
tegocaghtga
ttggggactc
tgagaggete
gttcagcacc
gaaacttcte
tcaacttaac

gaagacacgg
ggttgataga
actggaaaca
gagegatget
getggtgage
tggaacccag
acccccaate
ctctggagga
ctgtgaggec
aggtctctac

<213> Artificial Sequence

<220>

gototacegt
ggatgggtga
aatataactt
ccttcactaa
tactgtgcgg
agagttecag
ggggacctgy
ttttatcatg
tteaacticet
cagggtgcec
actgagaatyg

ccoceaggag
gtcactggga
aagacacaac
gatcaatatt
atccacgica
gotgtgetag
ttctaccagt
ggageatcet
agecaatggac
ttagtgecta

gtgaacctge
tggagggaga
acttctggta
cagcagagtt
wtaacgatgy
tgtctegece
tggagcttca
agagcatcat
cectgactge
aacgaagtga
gaatcagcesa

gatgggtgat
atataactta
cttcactaac
actgtgecgge
gagttccagt
gggacctggt
tttatcatga
tcaacttetc
agggtgcoca
ctgagaatgg
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cetgactgea
acgaagtgag
aatcagccat
catggcetta
agtcaggaygc
aaggcageca
toctggtgtac
cggagtaagt
tgcacatatg

tggaatctel
caagctggtce
cagaggyggce
tgagatcagt
ccacgaccet
tgtecttacy
ctgtaaggec
cetggggaac
agaacattct
ggtggtgget
tcteteetta

ggagggagac
cttctggtac
agcagaghtt
taacgatggc
gtotegeect
ggagcttcac
gagecatcaltc
cctgactgca
acgaagtgag
aatcageccat

480
540
600
660
720
780
840
900
260
981

60
120
180
240
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480
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600
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(101)

<223> Description of Artificial Seguence: /note =
synthetic construct
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<400> 93
aagagaaaaa taggaagaca gtocagaggat ccagtcagga gooctootca gactgtgete 60
caaggatcca cgtaccccaa atccoccgac teaaggeage cagagococt gtatgagaac 120
gtgaacgtig taagtggeaa tgaagtgtac toctctggtgt accacaccco geaggtgetyg 180
gaaccageag cagctcageoa tgtgaggaca cacggagtaa gtgagtecott tecaggteteo 240
tctggactct attetaagoo aaggataaac attgecacata tggactatga agacgcecatyg 300
tag 3403
<210> 94
<211> 1567
<212> DNA
<%13» Artificial Segquence
<220
<223> Descriptlion of Artificial Seguence: /note =
synthetic construct

<400> 84
tgagtagbet ggttttgett tttitttotth tggtgagagy taccttcaag ttaccatcce 60
cagocetggte ctcatgeotac cttggetect gotactgate tgtgctctac cgtgtgaace 120
tgctggaate tetgatgtga gettgasgac acggoocooa ggaggatyggg tgatggaggg 180
agacaagcty gtocteatet getoggttga tagagteact gggaatataa cttacttcerg 240
gtacagaggg gocctgggtt tcraactgga aacaangaca caacclktcac taacagcaga 300
gtttgagatc agtgacatga agcagagega tgetgatcas tattactgty cggetaacga 360
tggecacgac cctategoca gtgagctggt gageatccac gkcagagttc cagtgtoteg 420
cectgtoott acgtitgggy actotggaac ccaggetgtg ctaggggacc tggtggaget 480
tecactgtaag gocctgagag gctcacccooe aatcttetac cagtittate atgagagcat 540
cateetgggg aacaghttecag caccotcobgg aguaggadcs tcctbcaact tetcocctgac 600
tgcagaacat tctggaaact totoctgtga ggccageaat ggacagggty ccocaacgaag 660
tgaggtggty gotctcaact taacaggtct ctcottagig cctactgaga atggaatcag T2Q
ccatctotoe ttaggactca ctgggtgget gottggetgh cttageccoceoa tcoaccatggc 780
cttaatattt tgetactgge tcaagagaaa aataggaaga cagtcagagg atccagtcag 840
gagccctect cagactgtge tccaaggate cacgtacccc aaatoccecg actcaaggea 800
gooagagoce ctgtatgaga acgtgaacgt tgtaagtggc astgaagtgt actctetggt 960
gtaccacacce cogecagghge tggaaccage agoagetoag catgtgagga cacacggagt 1020
aagtgagtcc ttteagghot ccteotggact ctattctaag ccaaggataa acabttgcaca 1080
tatggactat gaagacgcca tgtagaatta tgtaaacago aactatggag tgctacatac 1140
aagcccaagg cotgatgtygg cotceaagga tactggggac agggataget tgccageocca 1200
attteccoan acactgeggt tcattagatg agtocctteac ctaccotgty tgaagotgga 1260
gcaagtcotg cagaaaccac coaggasaac caacttagac ggagaagcca gaageatttg 1320
catctggttg thbgcccatte atgttggeac acgaactttt atttacagga ggaaaatggt 1380
gtgatgaaag caactaaggt cttacagcag agggacaatg cgactcagay agocacaaage 1440
cgagatcaat ggcotttgeag gtetgetgty gagacagage catgeticoet ctgtgoacat 1500
accctagagt acttetgagt cactgeecate aacttagaat taaacacagt tgcataasat 1560
gtactgt 1567
<210> 25

<211> 903

<212> DNA

<213> Artificial Sequence

<220> -

<923% Descripbion of Artificial Seguence:/note =

: synthetic construct

<40Q0> 95

atgctacctt ggotoctget actgatctgt gotctacegt gtgaacctge tggaatctct 60

gatgtgagct tgaagacacyg geccocagga ggatggatga tggagggaga caagetggte 120
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ctcatcolget
ctgggtttce
gacatgaage
atcgceagig
tttggggact
ctgagaggct
agtihcagecac
ggaaacttect
ctcaacttaa
caaggatcca
gtgaacgttyg
gaaccagcay
tctggactet
tag

<210> 96
<211> 852
<212> DHA

cggttgatag
aactggaaac
agagegatyge
agetggtgag
ctggaaccea
cacccccaat
cctectggagyg
cotgtgagge
caggaagaca
cgtaccacaa
taagtggcaa
cagetcagea
attectaagcc

agtcactggg
agagacacaa
tgatcaatat
catccacgtc
ggetgtgeta
cttotaccag
aggagcatee
cagcaatgga
gtcagaggat
atccoceccegac
tgaagtgtac
tgtgaggaca
aaggataaac

<213> Artificial Segquence

<220>

(102)

aatataactt
ceottcactaa
tactgtgceuy
agagttecag
ggggacctygg
ttttatcatg
ttcaacttet
cagggtgcecc
ccagtcagga
tcaaggeage
totctggtgt
cacggagtaa
attgeacata

acttetggta
cagcagagtt
ctaacgatgg
tgtetegeece
tggagettea
agagcatcat
cectgactge
aacgaagtga
gocotoetca
cagageccect
accacacccco
gtgagtcctt
tggactatga

<223> Description of Artificilal Sequence: /note =
synthetic construct

<400> 26

ggaatctety
aagctggtec
agaggggece
gagatcagtyg
cacgacccta
gtecttacgt
tgtaaggcce
ctgyggaaca
gaacattctg
gtggtggcte
actgtgetec
tatgagaacyg
caggtgctgg
caggtctect
gacgcecatgt

<210> 97
<211l> 2447
<212> DNA

atgtgagctt
tcatetgote
tgggtttcca
acatgaagea
tegecagtga
ttggggacte
rgagaggeto
gtteageacc
gaaacttehc
tcaacttaac
aaggatccac
tgaacgttgt
aaccagcage
ctggactcta
ag

gaagacacgg
ggttgataga
actggaaaca
gagcgatget
gctggtgage
tggaacceay
acgcccaaltd
ctotggagga
ctobgaggec
aggaagacag
gtacccocaaa
aagtggcaat
agctcageat
ttctaageca

<213> Artificial Seguence

220>

ceceocaggad
gtocactggga
aagacacaac
gatcaatatt
atccacgtca
gctgtgotag
ttctaccagt
ggagcatcet
ageaatggac
tcagagyatc
tooccegact
gaagtgtact
gtgaggacac
aggataaaca

gatgggtgat
atataactta
cttcactaac
actgtgcgygce
gagttccagt
gggacetggt
tttatcatga
tcaacttete
agggtgecea
cagtcaggag
caaggcagee
atetbggtgta
acggagtaag
ttgeacatat

«<223% Description of Artificial Sequence:/note =
synthetic construct

<400> 87

attcaagtta
gagtgactac
ttecattetea
tgtcaatgga
cactttettt
cragaaaaca
aattaaagea
cttactteocyg
tccacctget
agaagcagag

cactcaactg
cattgegage
cectgtgtgg
cagcatgaag
cgaggagagyg
aaatggtace
cataccttaa
agcatgoacg
gtgtittgaag
accctgacat

ttttagaaqga
aagagcaaga
tgtEcacaca
ctgcacagcea
tegtecacact
agaaaagaaa
aggikccatga
tgaacgtaga
gagactctgt
tttacaagga

geagttocec
quaaagcact
gatgtggctyg
gtetgtggtt
gacttgttat
aacagtgaag
gtccggagay
gttttetgaa
ggttctgagy
tggtaaagot

agattictco
acctgtgage
actctactgg
toccettcage
agattogget
caaaccccag
tattggtgee
gattttotygy
tgctaggcaa
ctgacattac

JP 2005-521429 A 2005.7.21

cagaggggee
tgagatcagt
ccacgacccek
tgtecttacyg
ctgtaaggce
cctggggaac
agaacattct
ggtggtgget
gactgtgcte
gtatgagaac
goaggtgety
tecaggtctoe
agacgceatyg

ggagggagac
ctitetggtac
agcagagttt
taacgatgye
gtetegeect
ggagcttcac
gagcatcate
coctgactgea
acgaagtygag
coctecteag
agagccecty
ceacaceecy
tgagtccttt
ggactatgaa

ttggaygctgt
agatgtchgy
ttgtgactce
ctecoatggac
tcoteocgtace
gbgctitggt
aageccgacag
tgctgecaage
agaaaggcat
atcatcaaagy

180
240
300
380
420
480
540
400
660
720
780
840
900
903

60
120
180
240
300
360
420
480
540
600
660
720
780
840
852

60
120
180
240
300
360
420
480
540
600

10

20

30

40
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tgagetetet
gaagaagtgg
gttgttccca
gaccctgacg
tttctteaga
tectgecata
ccaagttaga
cocaaacacac
ctgctcagta
gaatgaagaa
catcagtgac
cagggeattt
aggcaagace
cteteccatgt
actctetgga
ctactgcaca
ctttgacaty
catcatgget
gcctacctet
caacgtacca
gatttacaca
zagcecaaga
agctccagaa
ctgcactttc
cteocotaagac
aaagtcagca
cagcctgaag
tggageotge
cactgctace
catcacctgt
acccecctita

<210> 98
<21l> 1788
<212» DHA

attecatcatg
tottttgggt
cggeetgtge
tgtcagacce
aacchccagce
tygactgaag
azacaaagta
atcatcccag
aaaggagtyc
acaaagattec
geaggggagt
cccatcacca
caggeccttyg
atcctgtaty
ggaggageat
gcagacaatg
acaaagaaca
gttggagtat
gatgactcca
gectgtatay
gaagtacgga
toaaggtgec
aagaaaccey
ctacecacgyg
tgggecaaca
ggaagttgca
caggetgage
ctotetagat
tgotgggagy
agoctgtiec
taagtgeatt

caaatctgaa
ccetetatac
tgagagcceag
agctctetge
ttctggggte
agtcaaggayg
cagegtteat
cctoaaagth
caggreceet
ttaagtcete
atcactgtga
taaaagtcce
agggagactt
aattcttcta
acttcaattt
goctgggags
gaagtgttee
ttetgtttta
gaaaccctte
aactgcagee
gaactcaacc
agatggectga
aagetiegto
atggcteocac
tocoecatott
aaagatcaca
cagaccttga
cactctattg
ceactgaget
aggctccaag
tgccattaaa

<213> Artificial Segquence

<220>

(103)

ggacaacgygt
ttceaatacy
acccteceat
acagaagtea
aggectgeage
ataccagtge
aatcccagty
ggtgtittgaa
caaattcteo
caacgcagaa
agctaccaac
agtatctcaa
gatgacactt
tgagaatgtc
ctcatatgage
ccagtgcagt
tatggetgec
togetggtia
agattcagaa
agtgtacage
aagacagaaa
gaaaaagtag
agtctaatet
agatcatgga
ctotttggtt
acgaccctat
ccttgetgeco
Lheocageccact
attccagaga
aatgaattgy
catttggget

caatacaaat
gtcggaghttc
cccatagatyg
gatgococgge
cgotoctcay
aaggcagaaa
cagagagett
ggycagttge
tggtataaaa
ttcaagatet
agcocgocgaa
ccaghteteca
cattgtecaat
tecctgggga
acagagcegat
gaagctataa
ggaatcactyg
tctagaaaag
cecocaggage
aatgagectyg
catgcagatc
gatatgtcte
caccgatget
cagcaaggaa
tococagagec
toetbgttityg
actaaggaga
gecactgttc
ctacacccta
cggcaatggyg
ttgatet

<223> Description of Brtificial Sequence: /note =
synthetic construct

<400> 9§

atgtotggtt
gtgactccty
ccatggacca
tecygtaccec
gottiggtaa
gecgacaget
ctbycaagete
aaaggeatag
catcaaagtyg
acttegaaga
gtoccaagagt
agteccagtga
cagttetgtt
titcacatte
gtgaatteoec
gcgagattee
ttactcaact
gacatgetga
caggtgaaca

cattcteace
tcaatggaca
gtttettteg
agaaaacaad
ttaaagcaca
tacttecgag
cacctgetgt
aageagagac
agctetctat
agaagtggte
tgticecacy
coctgacghtyg
tcttecagaaa
ctgocatatg
aagttagaaa
aaacacacat
gotcagtaaa
atgaagaaac
tecagtgacge

ctgtgtggtyg
gcatgaagct
aggagaggtc
atggtaccag
taccttaaag
catgeacgty
gtttgaagga
cctgacattt
tcatcatgea
ttttgggtee
gootgtgetg
teagaccocad
cctcocagett
gactgaagad
acaaagtana
catcccagcoo
aggagtycca
azagattett
aggggagtat

ttcacacaga
goacageagt
gtocacactyga
aaaagaaaaa
gtccatgagt
aacgtagagt
gactcotgtgy
tacaaggatyg
aatctgaagy
ctotatactt
agagccagac
ctctetgeac
ctggggtcag
tcomaggagat
gegttcataa
tcaaagttygg
ggreccetca
aagtccteca
cactgtgaaq

tgtggetgac
ctgtggttte
cttgttatag
caghtgaagea
coggagagta
tttotgaaga
ttctgaggtg
gtaaagetct
acaacggtca
ccaatacagt
ccheccaten
agaagtcaga
gctgcageoyg
accagtgeaa
tcoccagtgea
tgtttgaagy
aattetoctg
acgcagaatt
ctaccaacay

JP 2005-521429 A 2005.7.21

geacttcgaa
aagtccaaga
gaagtccagt
tecagttetg
agtttcacat
cagtgaattc
ctgcgagatt
tgttacteaa
aggacatget
cocaggtgaa
getttgteag
cecctaageac
cccagaggyyd
atagetctat
ctggaaacta
ggatctetat
tgggactgct
caggaggaaa
coacctatta
aggaaaacgt
aggaghtctga
ctccaagaac
tctactggge
atggccaact
aggecaccce
taaccaccco
rtacctaggy
tocttcaaga
toctgoacat
[sls)elalelololofln

tctactggtt
cottecagect
atteggettc
aaccccagyh
ttggtgecaa
ttttecbggty
ctacgcaaag
gacattacat
atacaaatyge
cggagttcaa
catagalbgga
tgeceggete
ctecetecagag
ggcagaaaca
gagagcttet
gcagttgety
gtataaaaag
caagatctae
ccgecgaago

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2447

60
120
ig0
240
300
360
420
480
540
600
860
720
780
840
900
260

1020
1080
1140

10

20

30

40



[ T e e T e T e B s B e B e R |
L e T e T e B |
L T e T e T T e T e T e T e B e T e B e A |
L T e T e T s T e T e T e T e T s B e |
—

tttgtcagea
ctaagoacag
cagagggyct
agctctatac
ggasactact
atctotatct
ggactgctea
ggaggaaage
acctattaca
gaaaacgtga
gagktctgaaa

<210> 9%
<211> 1710
<212> DNA

gggeatttoc
goaagaccca
cteccatgtat
tetectggagy
actgocacagc
ttgacatgac
tecatggotgt
ctacctectga
acgtaccage
tttacacaga
gcccaagate

catcaccata
ggccocttgag
cctgtatgaa
aggagcatac
agacaatgge
aaagaacaga
tggagtgttt
tgactccaga
ctgtatagaa
agtacggaga
aaggtgecay

<213> Artificial Sequence

<220>

(104)

aaagtcocad
ggagacttga
ttcttetaty
ttcaatttct
ctgggagccae
agtgtteccta
ctgtttbatt
aacccttcag
ctgcagcoeag
actcaaccaa
atggetgaga

tatctcaacc
tgacacttea
agaatgtcte
ckatgageac
agtgcagtga
tggetygcogy
gctggttcte
attecagaace
tgtacagcaa
gacagaaaca
aaaagtag

«223> Description of Artificial Sequence: /note =
synthetic construct

<400> 29

cagcatgaag
cgagygagagyd
aaatggtacce
cataccttaa
agcatgcacg
gtgtttgaag
accctgacat
attcatcatg
tettttgggt
cggoetgtge
tgtecagaceo
aacctccagc
tggactgaag
aaacaaagta
ateatcccag
aaaggagtyc
acaaagattc
geagggyagt
coccaktcacca
caggcccttyg
atcctgtatg
ggaggagcat
gragacaatg
acaaagaaca
gttggagtgt
gatgactcea
gocotgtatag
gaagtacgga
tcaaggtgec

<210> 100
<211> 1401
<212> DWNA

ctgoacagca
togtcacact
agaaaagasga
aggtccatga
tgaacgtaga
gagactctgt
tttacaagga
caaatctgaa
ccctetatac
tgagagceag
agetctetge
ttetgyggato
agtocaaggay
cagegttcat
cctcaaagtt
caggrcococht
ttaagtecte
atcactgtga
taaaagtcoc
agggagactt
aattctteta
acttcaattt
geotgggago
gaagtgttoe
ttetgttita
gaaacccttc
aactgcagce
gaactcaaca
agatggctga

gtetgtggtt
gacttgtiat
aacagtgaag
gtcecggagag
gttittctgaa
ggttctgagyg
tggtaaagct
ggacaacggt
ttcecaatacy
acccteocat
acagaagtca
aggetgcage
ataccagtge
aatccoagtyg
ggtgtttgaa
caaattetce
caacgeagaa
agctaccaac
agtatclteaa
gatgacactt
tgagaatgte
ctetatgage
coagtgeagt
tatggctgce
ttgetggtte
agattcagaa
agtgtacagc
zagacagaaa
gaaaaagtay

<213> Artificial Sequence

<220>

tocottcage
agattegget
caaaccocay
tattggtgec
gattttotay
tgectacgcaa
ctgacattac
caatacaaat
gtcggagtte
cceatagatyg
gatgcooceogge
cgetectcag
aaggcagaaa
cagagagett
gggcagttge
tggtataaaa
ttcaagatct
agecogecgaa
cecagttectea
cattgtcaat
toootggoga
acagagcgat
gaagctataa
ggaatcacty
tetagaaasag
coccaggage
aatgagechyg
catgecagatc

ctecatggac
teocteegtace
gtgetitggt
aagcocogacag
tgctgeaage
agaaaggeat
atcatcaaag
goacttagaa
aagtccaaga
gaagtccaght
tecagttety
agtttcacat
cagtgaattc
ctgogagaltt
tgttactcaa
aggacatget
ceccaggtgaa
getttgtecag
cectaageac
cccagaggyy
atagctotat
ctgygaaacta
ggatctctat
tgggactget
caggaggaaa
ccacctatta
aggaaaacygt
aggagtctga

<223> Description of Artificial Sequence:/note =
synthetic construct

JP 2005-521429 A 2005.7.21

agttctcace
ttgtcaatcc
cctggggaat
agagcgatct
agetataagy
aatcactgty
tagaaaageca
ccaggagooo
tgageetgag
tgecagatcag

cactttcttt
ccagaaaaca
aattaaagca
cttacttecyg
recacctget
agaagcadgad
tgagotetet
gaagaagtgg
gttgttecea
gaccctgacg
tttcttcaga
tcetgecata
ccaagttaga
ccaaacacac
ctgetecagta
gaatgaagaa
catcaghgaac
cagggeattt
aggeaagace
ctotocatygt
actctctgga
ctactgcaca
ctttgacatyg
catcatgget
goctacctet
caacgltacca
gatttacaca
aagcocaaga

1200
1260
1320
1380
1440
1500
1560
16290
1580
1740
1788

60
120
180
240
300
360
420
480
540
GO0
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440¢
1500
1560
1620
1680
1710

10

20

30

40
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<400> 100

cageatgaag
cgaggagagyg
aaatggtace
cataccttaa
agcatgeacg
gtgtttgaay
acccltgacat
attcatecaty
tettitgggt
cggectgtge
tgtocagacce
aacctccage
tggactgaag
aaacaaagta
atcatcccag
aaaggagtyc
acaaagattc
geaggggagt
coceateacca
caggcechty
atcctgtatg
ggaggagcat
gcagacaatg
acaaagaaca

<Z10> 101
<211> 1479
<212> DNA

ctgcacagea
tegtcacact
agaaaagaaa
aggtccatga
tgaacgtaga
gagactetgt
tttacaagga
caaatcltgaa
cectetatac
tgagageeag
agctctetyge
ttotggggte
agtcaadgag
cagcgttcat
cctcaaagtt
caggreceect
ttaagtecte
atcactgtga
taaaagtccc
agggagactt
aattcoctteta
acttcaattt
gectgggage
gaagtgttce

gtctgtygtt
gactigttat
aacagtgaag
gteeggagad
gttttotgaa
ggttetgagy
tggtaaaget
ggaceacggt
ttccaatacy
acccteceat
acagaagtca
aggctgcage
ataccagtge
aatcccagty
ggtgtttgaa
caaattctoe
caacgragaa
agctaccaac
agtatctcaa
gatgacactt
tgagaatgte
ctctatgage
ccagtgecagt
t

<213> Artificial Seguence

<220>

(105)

teccttcage
agattcggct
caaaccccag
tattggigeo
gattttctoy
tgctacgeaa
ctgacattac
caatacazat
gteggagtte
cocatagatg
gatgcoegge
cgctectcayg
aaggcagaaa
cagagagcett
gggeaghtge
tggtataaaa
ttcaagatct
agcogoogaa
ceoagttctea
cattgtcaat
teactgggaa
acagagegat
gaagctataa

ctceatggac
teteocgtace
gtgetttggt
aagccgacayg
tgctgoaage
agaaaggcat
atcatcaaag
gecacttegaa
aagtccaaga
gaagtcecagt
tccagttety
agtttcacat
cagtgaattc
ctgcgagatt
tgttactcaa
aggacatgct
cocaggtgaa
getttgtcag
ccotaageac
cccagagggy
atagctetat
ctggaaacta
ggatctctat

<223> Description of Artificial Sequence: /note =
synthetic construet

<400> 101

atgtctgott
gtgactcetg
ceatggacca
teogtaccec
gctttggtaa
gcegacagek
ctgcaagetc
aaaggcatag
catcaaagty
acttegaaga
gtccaagagt
agtccagtga
cagttctgtt
tttecacattc
gtgaattoco
gogagattce
ttactcaact
gacatgetga
caggtgaaca
titgtecagea
ctaagcacag
cagagggget
agetectatac
ggaaactact
atctctatet

cattctcace
tcaatggaca
ctttettteg
agaaaacaaa
ttaaagoaca
tacttcegag
cacctgetgt
aagcagagac
agctetetat
agaaghtggtc
tgtteoccacg
cecctgacgtyg
tettcagaaa
ctgccatatyg
aagttagaaa
aaacacacat
geteagtaaa
atgaagaaac
tcagtgacgce
aggcatttco
gcaagaccea
ctecatgtat
tetetggagy
actgcacage
ttgacatgac

ctgtgtggty
gratgaaget
aggagaggte
atggtaccag
taccttaaayg
catgoacgty
gtttgaagga
cotgacattt
tecatcatgea
ttttogggtee
gectgtgetyg
tcagacecay
cothocagett
gactgaagag
acaaagtaca
cateccagee
aggagtycca
aaagattctt
aggggagtat
catcsaccata
ggccektgag
coctgtatyaa
aggagcatac
agacaatgge
azagaacaga

ttcacacaga
gecacageagt
gtcacactyga
asaagaaaaa
gteccatgagt
aacgtagagt
gactetgtgg
tacaaggaty
aatctgaagy
ctetatactt
agagccagac
ctectetgeac
ctggggtcag
tcaaggagat
gogtteataa
tcazagttgy
ggrecccctca
aagtccteca
cactgtgaag
aaagtecocag
gygagacttga
ttettetatg
ttecaatttet
ctgggageee
agtgttect

tgtoggetgac
ctgtggtite
cttgttatag
cagtgaagca
cecggagagta
tttetgaaga
ttctgaggtyg
gtaaagobct
acaacgghca
ccaatacggt
ccteccateo
agaagtcaga
gectgeagecg
accaghtgeaa
tccoagtgea
tgtttgaagy
aattctoetg
acgeagaatt
ctaccaacag
tatctecaace
tgacacttca
agaatgtctc
ctatgagcac
agtgecagtga
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cactttettt
ccagaaaaca
aattaaagca
cttactteey
tccacctget
agaagcagag
tgagctctet
gaagaagtgy
gttgttcooca
gaccotgacyg
tttetteaga
tcetgeeata
ceaagttaga
¢ccaaacacac
ctgotcagta
gaatgaagaa
catcagtgac
cagggcattt
aggcaagace
ctetecatgt
actctctgga
ctactgecaca
ctttgacatyg

totactggtt
cctteagect
attaggettc
aaccecaggt
ttggtgccaa
ttttetggtyg
ctacgeaaayg
gacattacat
atacaaatge
cggagttcaa
catagatgga
tgcccggete
cteoetcagag
ggcagaaaca
gagagcttot
geagttgetg
gtataaazag
caagatctec
cogoogaage
agttclcacc
ttgtcaatec
cectggggaat
agagcygatet
agecrataagy

60
120
180
240
300
360
420
480
540
600
650
720
780
840
200
960

1020
1080
1140
1200
1260
1320
1380
1401

&0
120
180
240
300
360
420
480
540
600
660
720
780
340
a00
960

ipz0
1080
11490
1200
1260
1320
1380
1440

1479
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20

30

40
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<210> 102
<211> 240
€212> DNA
<213> Artificial Seguence

<220>
«273> Description of Artificial Sequence: /note =
synthetic construct
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<400> 102
tetagaaaag caggaggaas gectacctet gatgactcoca gaaacccttc agattcagaa &0
coccaggage ccacctatta caacgtacca gceetgtatag aactgcagec agtgtacage 120
zatgagccotyg aggaasacgt gatttacaca gaagtacyga gaactcaace aagacagaaa 180
catgoagate aggaghtctga aagoccaaga tcaaggtgec agatggotga gaaaaagtag 240
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i jcaton No.
INTERNATIONAL SEARCH REPORT International application No
PCT/USME/89600
A, CLASSIFICATION OF SUBJECT MATTER
1PC({7) r ABLK 38/, 39/395, 48/00; COTK 5/00, 14700
USCL  ;  424/130.1; 51472, 44; 530/300, 350

According to Internations] Patent Classification (IFC) or to both national classification and IPC

B.  FIELDS SEARCHED

Minimum docurnentation searched (classification system followed by classification symbols)
1.5, 1 424/130.1; 514/2, 44; 530/300, 350

Documentation searched other than minimmm documentation to the extent that such documents are included in the fields searched

Electrenic data base consulted during the internationzl search (name of data base and, whete practicable, search fermsused)
Please See Contimzation Sheet

C.  DOCUMENTS CONSIDERED TO BE RELEVANT

Category ¥ Citation of document, with indication, where appropriate, of the relevant passages Relevant fo claim No.
X.E S 2003/0078356 AL {GAIGER et al.) 24 April 2003 (24.04.2003), Sequence Listing 1-7 and 9-14
(100% homology with both SEQ D NO: 1 and SEQ ID NO: 21).
X WO 01/38450 AZ (THE TRUSTEES OF COLUMBIA UNIVERSITY IN THE CITY OF 1-7 and 9- 14

NEW YORK) 31 May 2001 (31.05.2001), Sequence listing (100% homology to both SEQ
1D NO: 1 and 21).

X DAVIS, R.8. ef al. Identification of a family of Fe receptor bomclogs with preferential B 1-7 and 9-14
cell expression. PNAS. 14 Aupust 2001, Vol. 98, No. 17, pages 9772-9777, especially
Figure 2 and Table 1 (teaches sequences with 100% homology to both SEQ ID NO: 1 and

21).
A DAVIS, R.S. et al. Fe receptor homefogs: newest metsbers of a remarkably diverse Fe 1-7 and 9-14
receptor gene family. Immunological Reviews., 2002, Vol 190, pages 123-136, entire
doctment.
A KANT, A.M. et al. Heterogenei(y in the expression of FegaromaRII] in morphologically 1-7 and 9-14

matmre granulocytes from patients with chronic myeloid feukernia, Leukemia Research .
March 1997, Vol. 21, No. 2, pages 225-134, emite docirment.

}I‘ Further documents are listed in the continuation of Box C. l:l See patent family annex.

* Speeisl categories of cited domments: T later document published after the interaational filing date or priowity
date. and not in conflict with the application but cited to undemtand the
“A"  document definity the general state of the att which is not considered to be. prinelple. ar theery underlying the inventioa
of paricslar relevance
“X" dociment of partioular relevance; the claimed dnvention caonot be
“E*  earlier application or patent prblished on or afier the internatioual fifing date cansidered novel or cannot be considered ko invelve an inventive step
. when the docnment is taken aloge
“L*  documeni which may throw doubie on prionty claim(s) or which ir cited o
establish the poblication date of ancthar citaton or other special reason (as “¥* drcyment of particular relevance; the claimed Invention capnot be
specified) comsidersd to involve an loventive step when the document is
combined with me or more eiher such docoments, snch combination
“0"  document refesring to an oral disciosure, nae, exhibition or other means being obvicus (o a person skilled in: the art
fp® gocement published prior to the bnernatienal filng date but later than the et doomnent member of the same patent Family
priority date clalmed
Date of the actual completion of the international seaxch Date of mailing of the international sparch report
31 Cetober 2003 (31, 10,2003} ;/\ﬂ 2 DE C Zﬂg‘a {
Mame and mailing address of the ISA/US Huthorized gfﬁaer . )‘ s ‘fi L{x{[‘_{_" v
K ) )

Mail Stop PET, Attn: ISAITS
Commissioner for Patents

P.0. Bax 1450 '
Alexandria, Virginia 223(3-1450 Telephone Mo, 703-308-0196

Facsimile No, (703)305-3230

hel Nichols, PED, Ny

Form PCT/I5A/210 (second sheet) (Tuly {998)




m —m ~—m ™~ ™~ ~—= ~@ @ @ ~= @ ™~—@ ~— @ @ @ @ @ @ @ @ @ ™@ ™@ ™@P & & & & & /s /e /. /e /e /e /e e e /e e e e e

C

(111) JP 2005-521429 A 2005.7.21

PCT/USQ3/09600
INTERNATIONAL SEARCH REPORT
C. {Continvation} DOCUMENTS CONSIDERED TO BE RELEVANT
Categoty * Citation of document, with indication, where appropeiate, of the relevant passages Relevagt o elaim Ma,

A MORTON H.C. etal. Stucture and Function of Human IgA Fe Receplors (FealphaR). 1-7 and 9-14
Critical Reviews in Immunclogy. 1996, Vol. 16, No. 4, pages 423-444, entire document.

A MORTON, H.C. et al. Alternatively spliced forms of the mman myeloid Fralpha receptor 1-7 and 9-14
(CD89) in neurtrophils, Tmuunogenetics. 1996, Vol. 43, No. 4, pages 246.247, entire
gocument.

A CARLSSON et al. Expression of FegammaRIII defines distinet subpopulations of fetal 1-7 and 9-14

liver B cell and myeloid precursors. Bur § Jmmuonal. Augiust 1985, Vol. 25, No. 8, pages
2308-2317, entire docment.

Form PCT/ISA/ZL0 (secend sheet) July 1998)
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INTERNATIONAL SEARCH REPORT International application No.

PCT/G503/08600

_Box 1 Observations where certain claims were fornd wnsearchable (Contination of Itein 1 of first sheet)

no L

2 ]

. O

6.4(a).

This international report has not been established in respect of cerfain claims wnder Article 17(2)(a) for the following reasons:

Claim MNos.:
because they relate to subject matter not required to be searched by tais Authority, namely:

Claim Nos.:

" because they relate jo parts of the international application that do not comply with the prescribed requirements to

such an extent that ne meaningfol internationel search can be carried out, specifically:

Claim Nos.:
becanse they are dependent claims and are not drafted in accordance with the second and third sentences of Rnie

Box II Observations where gnity of invention is lacking (Continuation of Ttem 2 of first sheet)

Fhis International Searching Authority found multiple inventions in this international application, as follows:
Please See Continuation Sheet

As all required additional search fees were timely paid by the applicant, this international search report covers all
searchable claims.

As all searchable cleims could be searched without effort justifying an additional fee, this Authority did not invite
payment of any additional fee,

As only some of the required additional search fees were timely paid by the applicant, this international search
report covers only those claims for which fees were paid, specifically claims Mos,;

No required additional search fees were timely paid by the applicant. Consequently, this international search report
is restricted to the javention first mentioved in the claims; it 18 covered by claims Nos.: 1-7 and 9-14 (each in part)

Remark on Protest |:| The additinnal search fees were accompanied by the applicant’s protest.

Np protest accompanied the payment of addiional sesrch fees,

Form PCT/ESA/2I0 (continmation of fitst sheet(1)) (July 1998)
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PCT/TS03/05600
INFERNATIONAL SEARCH REPORT

Coantinnation of Item 4 of the first sheet:
Title is too long, PCT Rule 4.3, snggested new title follows: "FC RECEPTOR BOMOLOG, REAGENTS, AND USES THEREQR"

BOX IL. OBSERVATIONS WHERE UNITY OF INVENTION IS £EACKING

This application contaims the following inventions or greups of inventions which ate not so Linked as t form a single general
inventive concept under PCT Rule 13.1. In order for all inventions to be examined, the appropriate additional examination fees moust
be paid.

Grovp 1, elaim{s} 1-7 and 9-14 {each in part), drawn to an isolated FERH comprising a optoplasmic region, a transmembrane region,

and an extrace[lular region wherein the cytoplasmic region comprises SEQ [D NO: 1 and the extracellular region comprises SEQ 1D
NCx 21,

Group 2, claim{s) 1, $-10, and 15-16 (each in part}, drawn to an jsolated FoRE comprising SEQ JD NO: 2 .

Group 3, claim(s) 1, 9, 10}, 17-19, and 21-24 {each in part), drawn to an isolated FcRH comprising a cytoplasmic region, a
transmembrane region, and an exfracefiular region wherein the eytoplasmic region comprises SEQ ID NG: 3 and the extracellnlar
region comprises SEQ ID NO: 22,

Group 4, claim(s) 1, 9, 10, 20, 25, and 26 {each in part), drawn to an jsolsted FcRH comprising SEQ 1D NO: 4.

Group 5, claim(s) 1, 9, 10, 27-30, and 33-38 (each in part), drawn to an isolated FoRH comprising a cytoplasmic region, a
transmembrane region, and an extracellular region wherein the cytoplasmic region comprises either SEQ ID NO: 5 or SEQ ID NC:
23 and the extracellular region corprises SEQ ID NO: 24,

Group 6, claim(s) 1, 9, 10, 31, 39, and 40 (each in par(), drawn o an jsolated FeRH comprising SEQ ID NO: 6.

Group 7, claim(s) 1, 9, 10, 32, 41, and 42 (each in part), drawn to an isolated FeRH comprising SEQ 1D NG: 25.

Group 8, claimfs) 1, 9, 10, 43, and 44 (each in pari), dravn to an isolated FcRH comprising & cytoplasmic region, a tansmembrane
regioil, and an extracellufar region wherein the cytoplastic region comprises SEQ I NO: 26 sud the extracellular region comprises
SEQ D NQ: 27.

Group £, claim(s) 1, 9, 19, and 45 {each in part), drawn to an jsolsted FcRH comprising SEQ ID NO: 23,

Group 10, claim(s) 46, 50-56, 92-84, and 98-100 drawn to an isolated macleic acid comprising SEQ ID NO: 7, 8, or 13, expression
veciors, host cells comprising same and a method of using said mucleic acid, expression vectars, and host cells to make a polypeptide.

Group F1, claim(s) 47 and 45, drawn to an isoated nucleic acid that encodes SEQ ID NO: 1 or 21,

Group 12, claim(s) 49, drawn to an isolated nucleic acid that encodes SEQ T NO: 2.

Group [3, clatm(s) 57, 61-67, 95-97, and 101-106 drawn to an jsolaied mcleic acid comprising SEQ ID NO: 8, 10, or 14,
expression veetors, bost cells comprising same and a method of using said mudejc acid, expression vectors, and host cells to make 4
palypeptide. L

Group 14, claim(s) 58 and 59, dravn to an isalated nucleie acid that eccedes SEQ ID NO: 3 ar 22,

Group 15, elaim(s) 60, drawn o an isolated nucleic acid that encodes SEQ 1D NO: 4.

Graup 16, claim(s) 68, 74-84, and 107-189 drawn to drawn to an jsolated pucleic acid comprising SEQ ID NQ: 11, 12, 15 , 18, and
17, expression vectors, host cells cornprising same and a method of using said nucleic acid, expression vectors, and host cefls to make

& polypeptide.

Group 17, cleim(s) 68-71, drawn ro an isolated mucleic acid that encodes SEQ [D NQ: 5, 23, or 24.

Form PCT/ISA/210 (second sheet) (Tuly 1998}
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Group 18, claim(s) 72, drawn to an isolated nucleic acid comprising SEQ 1D NO: 6.

Group 19, claim(s) 73, drawn to an isolated pucleic acid comprising SEQ 1D NO: 25.

Group 20, claim(s) 85 and 86, drawn to an jsolated pudleic acid comprising SEG ID NO: 26 or 27.
Group 21, claim(s) 87, drawn to an isolated nucleic acid comprising SEQ 1D NO: 28.

Group 22, clabm(s) $8-91 and 110112, dzawn to an isolated nucleic acid comprising SEQ 1D NQ: 18, 19, ar 20, expression vectors,
host cells corprising seme and a rmethod of wsing said mcleic acid, expression veetors, and host cells to make a polypeptde. .

Group 23, claim(s) 113-133, draws to 2 purified antibody.

Group 24, claim(s) 134-137 and 163-166 teach in part), drawn to a method of diagnosing ar freating a malignancy of hematopoietic
oell lincage in n subject camprising contacting a biological sample with an anibody wherein the antibody selectively binds an FcRH
having the amino acid sequence of SEQ ID NO: 1.

Group 25, claimis) 134-136, 138, 163-165, and 167 (each in part), drawn i 2 method of diagroring or treating a malignancy of
hematopoietic cell lineage in a subject comprising contacting a biological sample with an antibody wherein the antibody selectively
binds an FeRHE having the amino acid sequence of SEQ ID NO: 21.

Group 26, claim(s) 134-136, 130, 163-165, and 168 (each In part), drawn. fo » method of diggnoring or treating g 1 malignancy of
hematopoietic cell lineage in a subject comprising contacting 2 bivlogical sample with an antibody wherein the antibody selectively
binds an FcRH having the amine acid sequence of SEQ FD NQ: 2.

Group 27, claim(s) 134-136, 14, 163-165, and 169 (each in part), drawn. to a method of diagnosing or tregting a malignancy of
hematopoletic cell lineage in a subject comprising contacting a bivlogical sample with an antibody wherein the antibody selectively
binds an FcRH having the amine acid sequence of SEQ 1D MNO; 3.

Group 28, claim(s) 134-136, 141, 163-165, and 170 (each in part), drawn fo a method of diggnosing or treating a malignancy of
hematopojetic cell lineage in a subject comprising contacting a biclogical sample with an antibody wherein the antibody selectively
binds an FeRH having the amino acid sequence of SEQ 1D NO: 22,

Group 29, claim(s) 134-136, 142, 163-165, and 171 {each in part), drawn to a method of diagnaving or treating & malignancy of
hematopoietic cell Hneage in a subject comprising contacting a biological sample with an antibody wherein the antibody selectively
binds an FeRH having the amino acid sequence of SEQ I NO: 4,

Group 30, claim(s) 134-136, 143, 163-165, and 172 ¢each in part), drawn (o a method of dlagnosing or treqiing a matignancy of
hematopoietic cell lneage in a subject comprising contacting » biological sample with an antibody wherein the antibody selectively
binds an FcRH baving the amino acid sequence of SEQ ID NO: 5,

Group 31, claim(s) 134-136, 144, 163-165, and 173 (each in part), drawn to a methad of diagrosing or treating & malignancy of
heratopoietic cell lineage in a subject comprising contacting a bielogical sample with an antibody wherein the anitbody selectively
binds an FeREH having the amino aeid sequence of SEQ ID NO: 23,

Group 32, claim(s) 134-136, 145, 163-165, and 174 (each in part), drawn to a rosthod of diagnosing or iregting a malignancy of
hematopoietic cell lineage in a snbject comprising contacting a biological sample with an anjibody wherein the antibody selectively
binds an FeRH having the amino acid sequence of 8EQ D NO: 24,

Group 33, claim(s) 134-136, 146, 163-165, and 175 (each in pari), drawn to a method of diagnesing or treating a malignaney of
hematopoietic eell lineage in & subject comprising contacting a biclogical sample with an antibody wherein the antbody selecrively
binds 2n FeRH having the amine acid sequence of SEQ 1D NO: 6.

Group 34, claim(s) 134-136, 147, 163-165, and 176 (each in part), drawn (0 a methed of diagnasing or treqring a malignancy of
hematopoietic cell lineage in a subject comprising contacting a biological sample with an antibody wherein the antibody sefectively
binds an FcRH having the amino acid sequence of SEQ ID NO: 25,

Group 35, claim(s) 134-136, 148, 163-165, and 177 (each in part), drawn to a method of dingnasing ar freating a malignaney of
Lematopojetic cell lineage in a subject comprising contacting a biclogical sanyple with an antibody wherein the antibody selectively
binds an FeRH having the amino acid sequence of SEQ ID NO: 26,
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Group 36, claim(s) 134-136, 148, 163-165, and 178 (each in part}, drawn to a method of dicgrasing or treating a malignancy of
hematopoietic cell fineage in a subject comprising coptacting a bictogical sample with an antibody wherein the andibody selectively
binds an FeRH having the amino acid sequence of SEQ ID NO: 27,

Group 37, clabm(s) 134-136, 150, 163-165, and 179 (each in part), drawn to a method of diegnasing or ireating a malignancy of
hematopoietic cell lineage in a subject comprising confacting a biological sample with an antibody wherein the antibody selectively
binds an FcRH having the amino aeid sequence of SEQ ID NO: 28,

Group 38, claim(s) 151-162, drawn te a method of diegnosing a melignancy of hematopoietic cell lineage in & subject comprising
contacting a biclogical sample with a puc)ejo acid.

Growp 39, claim(s) 163-179, drawn to a method of freating 2 malignancy of hematopoietic cell lineage in a subject comprising
confacting the subject’s mwalignant cells with an antibody,

Gronp 40, claim(s) 180-183, drawn to a method of freafing 2 malignancy of kematopoietic cell lineage tn a subject comprising
contacting the subject's malignant cells with 2 nucleic acid.

Group 41, claimis) 184-188, drawn to a method of diegrosing an autoimmuae disease in a subject comprising contacting a biclogical
sample with an antibody.

Growp 42, claim(s) 189, drawn to 1 method of freating an autoirommne disease in o suhject compristng contacting one or more PelRH
expressing cells with an antibody.

Gronp 43, claimds) 1M-193, drawn to a method of freeting an aioimmmune disease in a subject comprising contacting one ar more
FcRH expressing cells with a nucleic acid.

Group 44, clair(s) 194, drawn to a method of madulatieg & umoral immime response in a subject eomprising administering an
isolaied FcREL '

Bl
Group 45, claim(s) 195, drawn to a methed of modulating a bumoral immane response in 8 subject conprising administering an
amtibody.

Group 46, claim(s) 19§-189, drawn to a method of madulating a nmoral immimune response jn 2 subject comprising administering a
mcleic acid.

Group 47, claimis} 200-209, drawn to a polypepiide comprising SEQ ID NO: 70, 73, 77, or 78.

Gronp 48, claimds) 210-219, drawn to a nucleic acid encoding a polypeptide comprising SEQ ID NO: 70, 73, 77, or 78.

This application. contains the following invenfioms or groups of inventions which are not so linked as to form a single general
inventive cencept under PCT Rule 13.1. In arder for all inventions to be examined, the appropriate additional examination fees must
be paid,

Gronp 1, claim(s) 1-7 and 9-14 (each in part), drawn to an fsolated FoRH caroprising a cytoplasmmic region, a transmembrane region,
and an extracellular region wherein the cyloplasmic region corprises SEQ ID NO: 1 and the exiracellnlar region comprises SEQ I
NQ: 24,

Group 2, claim(s) I, §-10, and 1516 €each in part), dmwn to an jsolated FeRH comprising SEQ T NQ: 2,

Group 3, claim(sy 1, 9, 10, 17-19, and 21-24 {each in part), drswn to an isolated FeRH comprising a cytoplasmic region, a
transmembrane region, and an extracelluiar region wherein the cytoplasmic region comprises SEQ ID NO: 3 and the extracellular
regiom comprises SEQ 1D NO: 12,

Group 4, claim{s) 1, 9, 10, 20, 25, and 26 (eack in part), drawn to an isolated FcRH comprising SEQ ID NO: 4.

Group 5, claim(s) 1, %, 19, 27-30, and 33-38 (each in part), drawn 1o an jsolated FeRH comprising a eytoplasmic region, &
transmembrane region, and an extracellular reginn wherein the eytoplasmic region comprises either SEQ ITF NO: 5 or SEQ ID NQ:
23 and the extracelhular region comprises SEQ 1D NQ: 24,

Group 6, claimis) 1, 9, 10, 31, 3%, and 40 (edack in part), drawn to an jsolated FcRE comprising SEQ I NO: 6.
isolated Fokh comprisimg
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Group 7, cleim(s) 1, 9, 10, 32, 41, and 42 {each in part), drawn to an isotated FcRH comprising SEQ [D NO: 25.

Group 8, claim(s) 1, 9, 10, 43, and 44 (each in part), drawn to an isolated FeRH comprising & cytoplasmic region, a tapsmembrane

) region, and an extracellular region wherein the cytoplasmic region comprises SEQ ID NO: 26 and the extracellular region comprises

SEQ ID NO: 27,
Group 9, claim(s) 1, 9, 10, and 45 (each in part), drawn to an, jsalated FeRH comprising SEQ ID NO: 28.

Group 10, claim(s) 46, 50-56, $2-94, and 98-100 drawn to an jsolated pucleic acid comprising SEQ [D NO: 7, 8, or 13, expression
vectors, host cells comprising same and a method of using said micleic acid, expression vectors, and host cells to make a polypeptide.

Group 11, claim(s) 47 and 48, drawn to an isolated mucleic acid that encodes SEQ I NO: 1 or 24,
Greup 12, claim(s) 49, drawn to an isolated nucleic acid that encodes SEQ 1D NO: 2.

Group 13, claim(s) 57, 61-67, 95-97, and 181-106 drawn to an fsclated nucleic acid comprising SEQ ID NO: 9, 10, or 14,
expression vectors, bost ceils comprising same and a method of usisg said nucleic acid, expressicn vectors, and host cefls to make a

polypeptide.
Group 14, rlaim(s) 58 and 59, drawn to an isolated mueleic acid that encodes SEQ ID NG: 3 or 22.
Growp 15, claim(s) 60, drawa to an isolated mueleic acid that encodes SEQ ID NO: 4.

Group 16, claim(sy 68, 74-84, and 107-109 drawn to drawn to an isolated nucleic acid comprising SEQ ID NO: 11, 12, 15, 16, and
17, expression veetors, bost cells comprising same and a method of using said mcleie acid, expression vectors, and host cells to maie

a polypeptide,

Group 17, claim(s) 6971, drawn io an isolated mcleic acid that encodes SEQ ID NO: 5, 23, or 24
Group 18, claim(s) 72, drawn to an isolated nucleic acid comprising SEQ ID NO: 6.

Group 19, claim(s) 73, drawn to an isolated nucleic acid comprising SEC ID NO: 25,

Group 260, claim(s) 85 and 86, drawn to an isolated nucleic scid comprising SEQ ID NO: 26 or 27,
Gmpp 21, claim(s) §7, drawn 10 an isolated pucleic acid comprising SEQ ID NO: 28.

Group 22, claim(s) §5-91 and 110-112, drawn to an isolated nucleic acid comprising SBQ 1D NO: 18, 19, or 20, expression vectors,
bost £ells comprising same and a methad of using said nucleic acid, expression vectors, and host cells 1o make: & poiypeptide.

Group 23, claim(s) 113-133, drawn to 8 purified sntibody.

Graup 24, claim(s) 134-137 and 163-166 (each in part), drawn to a method of dingnasing or freating a malignancy of hemaropoietic
cell lineage in a subject comprising contacting a hiclogical sample with av antibody wherein the antibedy selectively binds an FeRE
Thaving the amine acid sequence of SEQ 1D NG: 1.

Group 25, clatm(s) 134-136, 138, 163-165, and 167 feach in part}, drawn 0 2 method of diagnosing or treating a malignaney of
hernatopofetic cell lineage in a subject comprising contacting a biclogical sample with an antibody wherein the antibody selectively
binds an FcRE having the amino acid sequence of SEQ FD NO: 21,

Group 26, claim(s) 134-136, 139, 163-165, and 168 {cach in part), drawn 12 2 method of diagnosing or treating g & melignancy of
hernatepotetic cell lineage in a subject corprising contacting a biological sample with an antibody wherein. the antibody selectively
hinds an FcRH having the amino acid sequence of SEQ [D NO: 2.

Growp 27, claim(s) 134-136, 140, 163-165, and 169 {each in part), drawn to a method of diagnosing or ireating a malignancy of
bematopoietic cell lineage in a subject comprising contacting a biclogical sample with an antibody wherein the antiboedy selectively
binds an FeRHE having the amino acid sequence of SEQ [D NO: 3.
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Group 28, clainys) 134-136, 141, 163-165, and 170 {each in part), drawn to a method of dingrosing or treating a maligrancy of
hematopoietic cell lineage in 4 subject comprising contacting a biologieal sample with an antibody wherein the antibody selectively
binds an FcRH having the amino acid sequence of SEQ I NO: 22,

Group 29, claim{s) 134-136, 142, 163-165, and 171 feach in part), drawn lo amethod of diagrosing or treating a malignancy of
bhematepoietic cell lineage in a subject comprising contacting a biclogical sample with an antibody wherein the antibody selectively
binds an FeRH baving the amino acid sequence of SEQ ID NO: 4,

Group 30, claim(s) 134-136, 143, 163-145, and 172 (each in parf}, drawn to 2 method of disgnosing or treating a malignancy of
hematopoietic cell lineage in a subject comprising contacting a biological sample with. an antibody wherein the antibedy selectively
binds an FeRH having fhe amion acid sequence of SEQ 1D NQ: 5.

Group 3%, claimis) 134-136, 144, 163-165, and 173 (each in part), dravn to a method of diegnosing or treating s malignancy of
Lematopoietic cdl lineage in a subject comprising contacting 2 binlogical sample with an antibody wherein the antibody selectively
hinds an FeRH heving the amino acid sequence of SEQ 10 NO: 23,

Group 32, claim(s) 134-136, 145, 163-165, and 174 (each in part), drawn to a method of diagrosing or treating a malignancy of
hematopoietic cell lineage in a subject comprising confacting a biological sample with an antdbody wherein the antibody selectively
binds an FcR¥ having the amino acid sequence of SEQ 1D RO: 24,

Group 33, claim(s} 134-136, 146, 163-165, and 175 (each in parf), drawn to a method of diggnosing or treating a malignancy of
hematepoiefic cdl lineage in a subject comprising contacting a biclogical sample with an antibody wherein the antibody selectively
binds an FeRH having the amino acid sequerice of SEQ 1D NO: 6.

Group 34, claios) 134-136, 147, 163-165, and 176 (each in part), dtawn to amethod of diagrosing or treqting a malignancy of
hematopoietic cell lineage in a subject comprising confacting a biclogical sample with an antibody wherein the antibody selectively
binds an FeRH baving the amino acid sequence of SEQ ID NO: 25.

Group 35, claim(s) 134-136, 148, 163-165, and 177 (each in part), dravm to a method of diagnosing or treating a malignancy of
hematopoiefic cell lineage in a subject comprising contacting a biological sample with an antfbody wherein the antibody selectively
binds an FeRH having the amino acid sequence of SEQ 1D NO: 26,

Group 36, claim(s) 134-136, 149, 163-165, and 178 (each in part), drawn to a method of disgnoesing or treating a malignancy of
hematopuietic cell lineage in a subject comprisiug contacting a biclogical sampie with an antibody wherein the antibody selectively
binds an FcRH baving the amino acid sequence of SEQ ID NO: 27.

Group 37, claim(s) 134-136, 159, 163-165, and 179 {each in part), drawn to a methed of diegnoving or trearing a malignancy of
hematopoietic cell lineage in a subject comprising contacting a biological sample with an antibody wherein the antibody selectively
binds an FcRH having the amino acid sequence of SEQ 1D NC: 28,

Group 38, claimys) 151-162, dravwm 1o a method of diagrosing a malignancy of hematopoietic cell lineage in a subject comprising
contacting a biological sample with a nacleic acid.

Group 39, clains) 163-179, drawn to & method of freating a malignancy of hematopoietic cell lineage in a subject comprising
contacting the subject's malignant cells with an antibody.

Group 40, claim(s) 180-183, drawn to a method of treating a malignancy of hematopoietic cell [ineage in a subject comprising
coniacting the subject’s malignant cells with & mucleie seid

Graup 41, claito(s) 184-188, dravn io a method of diggrosing an autoimtrime disease in a sulject camprising contacting & biclogical
sample with an aniibody.

Group 42, claim(s} 189, drawn fo a methed of freating an autoimmune dissase in a subject comprising contacting one or more FcRH
expressing cefls with an ansibpdy,

Group 43, claim(s) 190-193, drawn to a method of freating an entoimmane disease in a subject comprising eontacting one o more
FeRH expressing cefls with a pucleic acid,

Group 44, claim(s) 194, drawa to a method of modulating a humoral imirime response in a subject comprising administering an
isolated FcRH.
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Group 43, claim(s) 195, drawn. to & method of modulating & humorsl immune response in a subjest comprising administering an
antibody. .

Group 46, claim(s) 196-199, drawn te a method of modidaring a humoral fmmnne response in 2 subject comprising administering a
nucleic scid.

Group 47, claim(s) 208-209, drawi to a polypeptide comprising SEQ ID NO: 70, 73, 77, ar 78.

Group 48, claim(s) Z10-219, drawn to a sucleic acid encoding a polypeptide comprising SEQ 1D NO: 70, 73, 77, or 75,

The inventions listed as Groups 1-48 do not relate to & single penetal inveniive concept under PCT Rule 13.1 because, under PCT
Rule 13.2, they lack the same or correspording special technical features for the following reasons:

According to PCT Rule 13,2, unity of invention exists anly when the shared same or corresponding technical feature is & contribution
aver the prior art. The inventions listed as Groups 1-48 do pot relate ¢ & single general inventive concept because they lack the same
ar correspouding special techmical featire. The technical feature of Group I is an isolated FeRE which. is shown Davis ef al. (14
Augnst 2008) “Identilication of a family of Fe receptor homotogs with preferenttal B cell expression.” PNAS 98(17): $772-9777 o
lack novelty or inventive step as Davis et al. teaches an isolated FoRH (Figure 2) and does not make it s contribuiion over the prier
art. :

Continuation of B. FIELDS SEARCHED Item 3:
WEST {USPT,. PGPURS, JPO, ERG, DERWENT); NCBI (PURBMED); §TN (BIDSCIENCE)
FcRH, transmembrane, extracellular, Tg domain, T-cefls, myeloid cells
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= 1: FI/BERE
HELEDEE BIRARE S
Ala Ser
Arg Lys
Asgn Gln
Asp Glu
Cys Ser
Gln Asn
Glu Asp
Gly Pro
His Gln
e Len; Val
Leu Tle; Val
Lys Arg: Gln
Met Len; Ue
Phe Met; Leu; Tyx
Ser Thr
Thr Ser
Trp Tyr
Tyr Trp; Phe
Val Tle; Len




