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~I7E DE3 (#%: E8) oiE
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PROZ_pep1 Sg&g&;’,&i& 7.37 0.346022569
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C2 c9 FN1 GSN ORM1 | PROZ |[PZP SERPIN
A3
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AT—YH | 0.455 0.006 |0.004 |0029 |0.242 |0.757 |0.443 |0.041

AT—YW | 0,694 0.409 (0529 |0.170 |0.283 |[0.279 |0.556 |[0.006

2ToiE | 0.825 0.020 |(0001 |[0022 0493 |0.891 |0.526 |0.016
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International application Na.
PCT/US2010/000416

INTERNATIONAL SEARCH REPORT

Al CLASSIFICATION OF SUBJECT MATTER

CI20 1/68(2006.01)i, GOIN 33/68(2006.01)i, GOIN 33/574(20006.01)i

According to International Patent Classification (IPC) or to both national classification and IPC

B FIELDS SEARCHED

Minimum documentation searched (classification system followed by classificaticn symbols)
C12Q 1/68

Documentation searched other than minimum documentation to the extent that such documents are included in the fields searched
Kaorean utility models and applicaticns for utility models
Japanese utility models and applications for utility models

Electronic data base consulted during the international search (name of data base and, where practicable, search terms used)
NCBI PubMed, eKOMPASS (KIPO internal), ‘colorectal cancer, biomarker, expression, diagnosis, microarmay, ete.'

C. DOCUMENTS CONSIDERED TO BE RELEVANT

Category™® Citation of document, with indication, where appropriate, of the relevant passages Relevant to claim No.

X Saito et al., "Gene profile analysis of colorectal cancer cell lines by 16-18
¢DNA macroarray"

Oncol Rep, Vol. 17, No. b, ppl061-106b, May 2007

— gee the whole document, especially Abstract; Table III.

X Gay et al., "In colon carcinogenesis, the cytoskeletal protein gelsolin is 16-18
down-regulated during the transition from adenoma to carcinoma”

Hum Pathel, Vol. 39, No. 10, ppl420-1430, 24 Jul 2008 {(Epub)

- see the whole document, especially Abstract; Figures 1-7.

X Lee et al., "Induction of alphal-acid glycoprotein mRNA by cytokines and 16-18
differentiation in human colon carcinoma cell”

Mol Cells, Vol. 11, No. 2, ppl64-169, 30 Apr 2001

— gee the whole document, especially Abstract; Figures 1-7.

X Croce et al., "Alpha l-acid glycoprotein{AGP): a possible carrier of sialyl 16-18
lewis X (slewis X) antigen in colorectal carcinoma”
Histol Histopathol, Vol. 20, No. 1, pp81-87, Jan 2005

- see the whole document, especially Abstract: Table 1: Figure 3.

Further doouments are listed in the continuation of Box C.

& See patent family annes.

* Special categories of cited documents:

"A" document defining the general state of the art which is not considered
ta be of particular relevance

"E" earlier application ar patent but published on or afier the international
filing date

"L"  document which may throw doubts on priority claim(s) or which is
cited to establish the publication date of eitation or other
special reason {as specified)

"0" document referring 1o an oral disclosure, use, exhibition or other
means

"P"*  document published prior to the international filing date but later
than the priority date claimed

"T" later document published after the international filing date or priority
date and not in conflict with the application but cited to understand
the principle or theory underlying the invention

dooument of particular relevance; the claimed invention carmot be
considered novel or cannot be considered to involve an inventive
step when the decument is taken alone

document of particular relevance; the claimed invention cannot be
considered to involve an inventive step when the document is
combined with one or more other such documents,such combination
being obvious to a person skilled in the art

document member of the same patent family

ygn

rym

ugn

Date of the actual completion of the international search

25 OCTOBER 2010 (25.10.2010)

Date of mailing of the international search report

26 OCTOBER 2010 (26.10.2010)

MWame and mailing address of the ISA/KR

Korean Intellectual Property Office
Government Complex-Dagjeon, 139 Seonsa-ro, Seo-
gu, Daejeon 302-701, Republic of Korea

Facsimile No. 82-42-472-7140

Authoerized officer :

Lee, Tun Hyuk

Telephone No.  82-42-481-8115

Form PCT/ISA/210 (second sheet) (July 2009)
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INTERNATIONAL SEARCH REPORT International application No.
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Box No. II Observations where certain claims were found unsearchable (Continuation of item 2 of first sheet)

This international search report has not been established in respect of certain ¢laims under Article 17(2)(a) for the following reasens:

L. E] Claims Nos.: 1-15,19,20
because they relate to subject matter not required to be searched by this Authority, namely:
Claims 1-15, 19 and 20 are directed to a method for detecting colorectal cancer in a subject comprising "obtaining a biological
sample from a subject’. The method is thus considerad a diagnostic method falling inte the category of methods for treatment
of the human body by surgery or therapy as well as diagnostic methods [Artiele 17(2)(a)(i), Rule 39.1{iv) PCT].

2. Claims Nos.:
because they relate to parts of the intemational application that do not comply with the prescribed requirements to such an
extent that no meaningful international search can be carried out, specifically:

3. I:l Claims Mos.:
because they are dependent claims and are not drafted in accerdance with the second and third sentences of Rule 6.4(a).

Box No. III Observations where unity of invention is lacking (Continuation of item 3 of first sheet)

This International Searching Authority found multiple inventions in this international application, as follows:
Sec an Extra sheet.

1. |:| As all required addtional search fees were timely paid by the applicant, this international search report covers all searchable
claims.

2. & As all searchable claims could be searched without effort justifving an additional fee, this Authority did not invite payment
of any additional fee.

3. |:| As only some of the required additional search fees were timely paid by the applicant, this international search report covers
anly those elaims for which fees were paid, specifically claims Nos.:

4. I:l No required additional search fees were timely paid by the applicant. Consequently, this international search report is
resiricted to the invention first mentioned in the claims, it is covered by claims Nos.:

Remark on Protest |:| The additional search fees were accompanied by the applicant's protest and, where applicable, the
payment of a protest fee.
The additional search fees were accompanied by the applicant's protest but the applicable protest
e was net paid within the time limit specified in the invitation.
I:l No protest accompanied the payment of additional search fees.

Form PCT/ISA/210 (continuation of first sheet (2)) (July 2009}
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C {Continuation). DOCUMENTS CONSIDERED TO BE RELEVANT
Category* Citation of document, with indication, where appropriate, of the relevant passages Relevant to claim Mo,
X Kent et al., "The use of symptoms to predict colorectal cancer site. Can we 16-18

reduce the pressure on our endoscopy services?"
Colorectal Dis, Vol. 12, No. 2, ppl14-118, 17 Jan 2009 Jan (Epub)
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