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BILFYURL

Affymetrix
78-7'ID

Refseq
Access.

HIZFR

|Unigene
Access.

Other
Genbank
Access.

smE
(E%
JEE%)

ME2

210154_a,
210153 s at,
209397 at

NM_002396 i

)7 B EE 3R 2 NAD{(+)-
HIEE I AN YT

|Hs.233119 | M55905,

IBC000147

0.74

8TATI

AFFX-
HUMISGE3
A/
M97935_MA

_at,

| AFFX-
HUMISGF3 |

Af
MY7935_MB

i

AFFX-
HUMISGF3
A/

M97935 3 at
200887 s at,
AFFX-

| HUMISGF3
|A/

NM_007315,
NM_139266

Y TR VAT 1B LT
BB EEEEF1,91kDa

Hs. 470943

NM_007315,
BCO02704

0.58
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(12) JP 2009-521215 A 2009.6.4
ooooo0a0
BIZFUuE L Affymetrix | Refseq BIEFA Unigenew 4(.)t|'71ier T%EEE
7R-710 Ascess. Access. {Genbank \(ﬁ%
| Access.  /IEEH)
1. _ . |
‘M97935 5 at \
L 209969 s at ’
CXCLID 204533 at  |NM 001565 |7 TH{A(C-X-CTF-7) He413924 NM_001565 [0.29
hk 10 |
FAS 215719_x_at, |NM_000043, |Fas(TNFEEHA-- Hs.244139 |X83493, 0.68 |
216252 x at, |NM_152871, |773)- AYn —6) 770519,
204780 s at, | NM_152872, AA16475],
204781 s ut | NM 152873, NM_000043
NM_152874,
NM_ 152875, |
NM 152876,
NM_152877
SFRS2 200753 x at, [NM_003016 A7 AV EF TN Zr  |Hs73965 BLB6658S, |0.82
214882 s at, AN F2 BG254869,
200754 x &l NM_003016
GUFI 1218884 5 at. [NM 021927 |GUFI1GTP7 & HER) Hs.546419 INM 021927 |0.71 |
(S.cerevisiae)
CXCLY | 205915 _at NM&UZMET‘j;.ﬁ'lf}'(C*X*C:ET“'J) Hs. 77367 {NM_002416 {0.33
: Whube
TYMS 202589 at  |NM 001071 |FiVNEESRIEER Hs369762 [NM 001071 [0.53 |
SECIOLI 218748 s at |NM 006544 |SECI0%% |{S.cercvisiae) |Hs.365863 [NM_ 006544 0.76
PLK4 204887 s ot |[NM_014264 |polofRfd—t4 Hs.172052 |NM 014264 | 0.64
(373N 1)
MAP2KA 203265 s 2t |NM 003010 (WA BT OTAY  |Hs514681 [AABID268 1076
i F-t4F-t4 -
EIF4E 201433 5 of, |NM 001968 | EAZEMEERFMBEF (115249718 |AW268640, {0.69
201436 _at | 4C AT742789
TLKI 12103795 at |NM_012290 [tousledfkiT -1 Hs.470586 |AT162666 |0.50
CXCL11 210163 at, |NM 005409 [7TEN{U(C-X-CEF-7) Hs 518814 | AF0O30514.4 | 0.15
211122 5 at Uk 1 1002985
PSME2 201762 s at |NM_002818 |7 0A77Y-A(7O¥4 340 15434081, [NM_002818 | 0.68
AAUEMELHIY T 129b2 | Hs.S12410
(PA28 3) ]
hCAP-D3 212789 _at  |NM_OI5261  [non-SMGILT UV Hs.438550 |A1796381  |0.83
BHE K Y7 129003
MPFS5 219321 at  |NM 022474 [REUA DB N IEMMES  [Hs.500699 |NM_022¢74 074
(MAGUK p5517 7731)- j
Aun'-5) !
DI.GAP4 202570 s at |NM_014902, |discs large(¥3a0y 39N 1)  Hs240600 BF346592 | 1.3
L | NM 183006 |REOY B4 N1 E4
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0ooooo
& TR b [Affymetrix  |Refseq EETE Unigene |Other  |SeiB=
70-721D Access. Access.  [Genbank (H#
Access. \‘/#ﬁ%}
. i !
WARS 200628 _s-at, |[NM_004184, iFY7 +27ZtRNA Hs.497599  M61715, 0.66
200629 at  (NM_IT3701, |(ETREEER MM _004184
NM_213643,
NM_213646
ARF6 E()f;,?];_x_at W@sﬂoms@ ADPYE VAL EF6 Hs.5254330 |NM_001663 (0.77
PRK 1219’143_3%: NM 013402 |PDZIEE* -1 Hs.104741 | NM_018492 [0.41
GMFB 2025435 ut |NM 004124 |(VYPHERERTF A Hs.151413 |BCO03359 | 0.66
NDUFAS 208969 st |NM 005002 |NACHJR/RFEELFHE Hs.75227 |AF0s0641  |0.77
(A% a 47307 LR,
9,39kDa
CDC40 203377 s at (NM_015891 [HERZ D ZFHRIA0KENT | Hs.428147 |NM 015891 {0.8
i35
WHSC) 209053_s_at, |NM_007331, Wol-HirschhornfE /B3 | Ms.113876 |DRT93789, |0.75
200054 _s_at, 'NM_014019, {E#E1 AF083389,
200052 s at | NM_133330, BF111870
NM_ 133331,
NM_133332, {
NM 133333, :
NM 133334,
NM_133335, :
NM_133336 ]
C1QBP 208910 s at, |NM 001212 H3IARS g RIS HE S |Hss555866 | 104636, 071 |
214214 s _at IR ATI151801 \
REM25 1212031 at  |NM 021239 | RNAREEEF-25n 725 [Hs531106 {AV?STSS/I 083
SLCISALL 1209003 at, | NM_003562 BHY)T-778-25 s, 184877 ' AFOT054R, |0.83
207088 s at Sl =V ESUres NM_ (03562
: 55 A~y T-),
‘ Fun-1t
TR 202338 at  [NM 003258 [FIV T AIEM iHs.515122 |NM_003258 |0.73
!E"INKI 222262 s at, |[NM_018638 |[T4/-LTF3L¥+-+"1 Hs.240056 |AL137750, |0.66
219017 _at NM_018638
KLHL24 1221985 at  [NM_017644 |kelch#2240300 39N D) |He407709 | AWO0AT50 |14
AKZ 212175_s at, |NM_001625, |77 ~AEEFF-£2 Hs.470907 {ALS13611, (0.8
205996 _s_at, |NM_013411 NM_013411,
212174_at W02312
HNRPD 22148]_%_at, [NM_0010038 T3 —3%)R 4500 JED | Hs480073 | NS5672, 0.8
209330 _s_at, | 10.MM_00213 J{AU-rich element RNA D54674,
200075 s at |8, #EE I IE1,37kDa) MS4630
NM 031369,
L NM_031370
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gooooaad

0ooooo
EEFA L A\?F;frﬂetrix [Refseq BHIZFH Unigene Other SIe
7°0-7'1D Access. Access.  1Genbank [(FFH
Access. FIEE )
R S \
G'1PBP3 213835 x_at FNM%032520, GTP#E&4Un'IH3 Hs.334885 | ALS24262  |0.87
|NM_133644 [(MA2HYT)
PSATI 220892 3 at (NM 021154, |[FAREYSTI/F5URTIT-€1 [Hs404261 |NM 021154 [0.54
NM_058179
AP1G1 203350 at  |NM_0010300 |75 7 4-BIEINIE Hs.461253 |NM 001128 (0.89
07,NM 00112 B SR Y 14720k
8
SMCEDI  |212577 at | P RS HsB118  |AASGRTSS (0.7
flexible hingeb A& H1
SLCAA4 210738 s at, [NM_003750 |8 B+v 7-773U-4, ls5462 | AFO11390, |07 |
203908 _at, BRERIKFFMITLIRIUA NM_003759,
211494 s at, i AFI57492,
210739 x at AFQ69510
RBMS3 206767_at  |NM_0010037 |RNARSSEF-7.—ARE  |Hs.221436 |NM 014483 |12
92 NM 00100 (FBEERIVNIE
3793,NM 014
483
LARP4 214155 s_at |NM_052879, |La!)R RILTRunYEF MY (1126613 |AI743740  |0.66
NM_199188, 7P Aon—4
NM_195190
FANCA 203805 s at |NM 000135, [Fanconi® MJE IHHHEFA | Hs284153 [AW083279 [0.78
NM_0010181
12 “
8081 212780 at  |NM_DD5633 |son of sevenlesshEM)' 1 [Hs278733 |AATO0N67 | 0.84
(A ann T
IFT20 210312 s at |NM_ 174887 |ERERE206E0T Hs.4187 |DCRO2640  {1.2
{Chlamydomaonas) E
NUPZ10 212316 al, |NM 024923 |R9LAKY,210kDa Hs.475525 |AA502912, 078
220035 _at, NM_024923,
213947 s at _ ARRETIOZ |
IRF$ 204057 at  |NM 002163 |{4-710H| KT8 |Hs.137427 | Al073981 0.7
SGPP1 221268 s at |NM_030791 ?4‘;:1‘-'/)—1—'Jbﬁ*éfr\x???—%ﬂs.mms NM_030791 |0.76
1 !
MAD2L1 203362 s at |[NM 002358 |MAD2E Ry EHEIE RIEFE | 15509523, | NM_002358 |07
1(E2E) Hs 533183
|PAICS 201013_s_at, [NM 006452 |FARYR VP39 - |Hs518774 |AAS02652, [0.71
: 201014 s at ALE £t RARUE VL NM_006452
TP =AM %
N ERER
RPS? 217466_x at |NM_002952 | A J—RBn B S2 | Hsa56365, |148784 0.83
' H:.381079,
‘ Hs.498569,
Hs.506997,
| Hs.556270
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]E‘ri%‘/‘/ﬂ:"‘ lAffym_etrlx Refseq ’Jﬁfﬁ'?% Unigene (iher }E%
70-71D Access. ; Access. 'Genbank \ B¥
' ‘Access. | Fﬁ%)
TMED5 202195 5 at |NM_016040 |BEBifiemp244un 1EEE |Hs.482873 NM 016040 | 0.86
T - =
|
GTSE1 204317 ul, |NM_016426 :G—EB;USHH%% Hs.386189, | BF305380, |0.8
204318 s _at | Hs.475140 |NM_016426
DCK 203302 at  |NM_000788 L TERAFY T Hs.709 kNM 000788 |0.77
DKFZp762E13 | 218726_at INM_018410  [{RABAvA 95 He.532968 |NM_018410 0.81
12 DKFZp762E1312 | i
BAZ1A {217986_s_ac [NM_013448, |BEE2/Uh -FAMUICHEE  |Hs509140 'NM_013448 |0.8
| NM 182648 (35T OER MU 1A
Lﬁzpz 202346 at  [NM_005339  |nLFobui G IE 2 _)rHs.SOSOS NM_005339 | 0.78
[HNRPA3P1 206809 s at — 3R BN DEAS | Hs 524276 [NM_005758 |0.83
#‘%E‘lﬁ?
[CDCH2BPA 214464 at  |[NM_003607, (CDC42#EA T ATAU4T—t |Hs35433 |NM_a03607 |14
NM 014826 | & (DMPK#§)
P15RS 218209 s at |NM_ 018170 |[{RAEsun'4E Hs, 464912 [NM_018170 0.79
FLI10656
FLII0534TSR |218156_s at |NM 018128 | TSR, 205 (RNA Hs388170 |NM 018128 |0.75
1 @ reny
(S.cerevisiae)
RRM1 201476_s at |NM_001033 [ ROLAFMLADS-£' M1 |Bas83396 |Al692974  |0.76
FUATFE
UsPa 202682 s at |NM_003363, |2t %7 ASRAINTFH "4 1577500 |NM 003363 | 1.2
L NM_ 199443 ((ERIEIRT)
ZNF304 207753 at  |NM_020657 |SESH Y2 FUN Y B304 (15287374 | NM_020657 |13
CA2 |209301_at  |NM_000067 R B KB Hs.155097 |M36332 .25
(LOCo2249 "’12957_}_&1 RN IE Hs31532 |AUIS4785 1]
LOCH2249 ‘
| 1 S B
MARCHS } 18582 at | NM_017824 [JREESRILT 9000~ Hs.549165 NM 017824 10.81
; (C3HC4)5
TRMTS 221952 x_at |NM_020810 | TRMS (RNA Hs.380159 |AB037814 0.8l
PSR IIT-E 5RENS
_ (S.cerevisiae) 7
PRDX3 201619 at | NM 006793, W ilA£LLE £003 !Hs.523302 |NM_006793 |0.73
NM_{14098
RAPIGDS! 217457 s at |NM 021159 ;ﬁPLGTP—GDPﬁEHﬁHEﬁ Hs, 132858 |X63463 0.82
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(16) JP 2009-521215 A 2009.6.4
oooooao
BIGTFVUE L |Affymetrix  |Refseq HEFE Unigene  Other REE
70-71D Access. Access.  |Genbank B ‘
Access. /ERFE)
NUMB 209073 s at 'NM_0010057 |numbAER (V395 39N T) |Hs.509909 |AFO15020 10.82
43, NM_00100
5744,NM_001
005745,NM_0
03744 7
KIF2 |203087 s at |NM_004520 (F#LUHEEAYN -2 115533222 |NM 004520 }0.72
ACADSB 205355 at  |NM_001609 T/ég *ﬁﬁ%%ﬂxﬂﬁ?}cﬁﬁi Hs.R1934 | NM_001609 |0.87
1 / - ‘
IBRDC3 (213038 at |NM 153341 |IBRF MU &3 |vs516a78  AL031602 [o0.88
TES 202719_s_at |NM 015641, |FREEFEMVAHTH He.533391 | BCOOI451 |13
NM 152829 ((BLIMF A1)
YDDI9 37079 at YDD194uN1E Hs.525826 |U82319 0.92
|GzmB 210164 at  |NM_004131 (7708 {AB(OT04 (L2 |15.1051  [J03189 0.66
; MR EE S T-Y o BREE
ILIAT-E D
|LAP3 217933 5 at |NM_015907 RvUTHNTHI-E3 Hs.479264 | NM 015907 [0.67
Clrarf25 209092 s at |NM_016080 | K175-2-F 449 |Hs279061 |AF061730  |0.72
_ FU-h25
ZNF345 207236 at  INM 003419 |FESAT4U 300 JB345  |Hs362324 |NM 003419 | 1.1
KITLG 207029 at, | NM_| DooR99, KT UM Hs. 1048  |NM 000899, [0.75
2111247s at | NM_0U3994 | AF119835
TCAMSAPILL (212765 st NM_203459 |HAEy UUHIEANNY |1s23585 | ABO20001 |13
BEE SN TE 1ER
I, | . . .
YTHDCZ2 205835 5 at, [NM_022828 [YTHN AV & H2 Hs.231942 [ AW9TSB1R, |0.84
205836_s_at NM_022828
RABIF |204477_at  |[NM_002871 |RABHIEEF Hs.90875 | U74324 1.2
SERBP1 1217725 x at |NM_0010180 SERPINETmRNASE & Hs5.369448, | NM_015640 | 0.81
67.NM_00101 [#on TE1 Hs.519284,
8068,NM_00] Hs.530112
018069,NM_0 i
15640 W
KPNB1 208975 s at |NM 002265 [AUATA R AFLY B Hs.532793 138951 0.74
| BRIPL 221705 &t |NM 032043 Bljaj?ﬂg HEIUNTE CTRIR| Bs 532799 | AF360549 io.so'
AYh—t"1
IRFI 202531 at | NM 002198 | A»5-21A/FIHEF | Hs 436061 |NM 002198 10.62
TIPLN 219258 at  |NM_ 017858 TIMELESSH 4 5un'sH '}[5.426696 NM_017858 i0.73
'SPFHI 202444 5 at [NM_006459 [SPFHN A7730- Aun—1 |Hs.150087 | NM 006439 |076 |
SFPQ zblg.éﬁ_sﬁat NM_005066 |A7 5449 BFI0)0/ 'Hs.355934 | NM. 005066 |0.83
T IAT-YF R LI
MOMEEE S T B | ;
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JP 2009-521215 A 2009.6.4

oooooao
BET L JAnym_etrix Refseq Iiﬁ{f%% Unigene |Other FIEE
70-71D0 Access. Access. |Genbank  |[(B#
Access. /IERR)
MGAT2 211061 s ar | NM_0010158 [734‘/»(&—1.6—)—7“');775? Hs93338 BCONGI%0 | D79
183,NM_00240 [12 B —1,2-N-THFLI LI
g J:)LH}'ZJI?—'IZ
MCCC2 209624 s at |NM_022132 Uf;b&pt:»—ﬁ%‘%x\mwﬁ'# Hs.167531 |AB050049 |0.6
wI-2(8)
DDAH2 215537 x_at, [NM_013974 | AFUTAF U4 AFATI/EN |Hs 247362 |AJOI2008,A |12
1214909 s _at A7-12 K026191
NP 1201695 s at |NM 000270 \RILAVERRR]TE Hs. 75514 'NM_000270 {0.79
CHEK]1 205393 s at, |[NM_001274  [CHKIFryOR AUbHERY  |Hs24520 |NM 001274 [0.7
205394 _at {(S.pombe)
MYOIB 212365 st [NM_012223 3fVUIB Us439620 | BF215996 10.85
ATPSAT (213738 s at [NM 0010019 ATPYY3—t H+8i% MY |Hs 298280, |AIS87323  (0.82
: 35,NM_00100 F'JTFHE%{\*,,EW 1=yb, | Hs.351998
1937,NM_004 |F4Y 7451085
046
IL2RB 205291 at  {NM_000878 E{»?—u4#>2%§1$.8 Hs474787 |NM_000878 |0.73
RPL39 217665 ot [NM 001000 | Uk Y—hAun JEL39 I1s.558387 | AA4Z0614 |13
{RPL39)
Cnsoe 212463 at INM 000611, [CDO97/HEp18-20(€/90—1 |He 278573 |BE37T9006 {135
NM_203329, |WH{K16.3A5EJ16EJ30,
NM 203330, |EL3255UG344|ZLURE
NM 203331 [Shi-fln)
AMDI 200196 s at |[NM_0010330 |77 /YNAFFZ0T ALESY | Hs159118 [ M21154 0.74
39 NM_00163 | 7-t'1
4
GGA2 210658 s at |NM 015044, |INVBEE, ¥y T4 7 Foear |Hs460336 |BCOOD284 |0.82
NM_ 138640 |EHARFEEE /N IHE2
MCMé 201930 at  |NM_005915 MCMBEZS0EY-AMEFE RBR Hs444118 |[NM_005915 [0.75
6(MISOHHRENY . S.pombe)
(S.cerevisiae)
8CC-112 213983 s at, [NM 015200 'SCC-1128yn')8 Hs331431 [AW991219, |08 |
212138 at AK021757
BCL7C 219072 at  |NM_ona765 B-HERRCLL/ AFETC Hs.303197 {NM_004765 | 1.2
HMGN2 208668 _x_at [NM_005517  EISEIERYRILAY-LIES |Hs.181163 |BCO03689 |09 '
M Af 2 |
RBEF4 210371 s _at, |NM_005610 |HBIESFMBIARERE &40 78 [Hs 555890 |BC003092.X (0.8
217301 x_at 4 71810 _
KIAADDOO 212396 s at |NM 015047 |KIAAQOOD HsA439200 |Al143233 | 0.81
SYNPO 202796_at | NM_007286 |7 MR T4y rm;.435223 WNM_OO’;:S& 1.2
GPR161 214104_at  |INM_007369, |G-IvnIHBEBSER [Hs271800 *AI703188 1.5
NM_153832 |161 !
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(18)

JP 2009-521215 A 2009.6.4

ﬁfﬁ?‘?‘/ﬂion[Aﬁyrﬁ«etrix Refseg iﬁifﬁ{F@.'i Unigene— Other FIFE
20-71D Access. Access. (Genbank (HE
Access. JIEF )
S B _‘ ]
TMEM113 215509 s at {NM_025222 BRI I8 113 Hs.104110 |AL137654 072
[sMC2L1 209220 s at |NM 006444 |SMC2E: I EREIE2TE] [ Hs 119023 | NM 006444 |0.65 |
(=359 |
: |
CCNA2 1203418 at  (NM_001237 |H47)nA2 lHs85137 |NM_001237 {06
VAPB 202549 at  |NM_004738 |VAMP(A'URLBERIES/NY (15182625 |AKO25720 |12
BB YEBE L UC |
FXOSC9  |213226_at NM_005033 I%y-LEme \ﬁ&l")‘ﬁg Al346350 Q.73
TRIM25 206911 at  |NM_005082 MW -3(MEF-7-FH25 | {s.528952, |NM_005082 {0.88
_ 'Hs.551516
5CY1.2 221220 s al | NM_017988 |SCY14k2(S.cerevisiae) ' Hs.506481 NM 017988 |0.85
RYK 214172_x_at |NM_0010058 [RYKZERRFOV 411 (1245869 |BGO32035 {12
61,NM_00295
$
MIHEDI 202309 a | NM_005936 | AFLUThIEl DEEBRRRKTR |Asd33974 |NM 005956 |0.74
; BER(NADPHERFTE),
= AFLyTHIEN DR J0EN T
- REAT TN A3EER
aRER
RUNX! 211180 x at [NM 0010018 |7V EEREEEF1(AME |Hs.149261, DOTSS 1.1
‘ \9o,m_oows BERfEEmE aml 1 |Hs.278446
4 BfiEF)
KPNAZ 201088 at, |NM_002266 (04710 o 2(RAGIA-M, | Hs.159557, | NM_002266, |0.77
211762 s at {uR LT 1) Hs252712 | BCODSOTS |
PSMEL 200814 at  |NM 006263, |7A77Y-A(7 O%ATYDA'S [Hs.75348 |NM_006263 | 0.76 |
NM 176783 (B TE(CEIM 7 1Zub1(PA
28¢) i
'TACC3 218308 at | NM 006342 %d\%ﬁﬂi@ﬂww"ﬁém"b Hs.104019 'NM 006342 10.78
3
|FENY 204768 s at |NM 004111 (7597 IVR ROLT -1 H=.409065 | NM_004111 | 0.73
laTFacs 219108 at | |NM_017204 | EAEEREFIIC KA T F | Ha 549088 | NM 012204 087 |
: }4,90kDa
| GEMING 217099 s at |NM_O15721 Egﬁ:ﬁ(*%%'ﬁ)ﬁﬂii%ﬂﬁ Hs.499620 1 AF258345  |0.76
A
CTSS 202902 s at {NM_004079 [DT7US Hs. 181301 |NM_004079 |0.74
MCM2 202107 s at |NM 004526 |MCM23=/0%y- L35 0% | Hs.477481 [NM 004526 |0.71
2 3MF4(S.ceravisiae)
GPHN [220773 s at [NM_0010242 |74y Hs.208765 | NM_020806 |0.67
i 18,NM_02080 |
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(19)

JP 2009-521215 A 2009.6.4

I‘Eﬂ'ﬁ;‘:/:/ﬂ'\.ﬂvrAffymptrix %Refseq EETH Ynigene  |Other ZEE
70-21D Access. Access. | Genbank (3
‘Access. /IERR)
l _
5 |
NUP30 218295_s at |NM_007172, |R4LA#H"50kDa HsA74103 |NM 007172 |0.78
NM_153645,
NM 153684
RANBPPLI (210676 _x_at |NM_ 005054, |RANFEE I N TE 21 Hs.469630 (U64675 10.83
| WM 037260
NR5A2 208337_s_at |NM 003822, BENZFAY T I71)-5.8A, [He33446 |NM_003822 |0.77
NM 205860 |Avn'-2
PGD 201118_at  [NM_002631 [RARY LIVAEAR K ZBFR  |Hs.464071 |NM_ 002631 |0.75
FUT4 209892_at,20 |NM_002033  |704 b5V A715-1 4 @ (1,3) [H5.390420 | AF305087,M ' 0.78
9893 s_at F20MbIv AT B iRk 58596
45 E )
RABGA 201048 x at |NM_002869, [RABBA ivn'-RASIEEIET |Hs.503222, |NM_002869 10.81
NM_198896 |J73!- Hs.535586
'CONT2 204645_at | NM 001241, [H49YuT2 Hs.202754 [NM 001241 |0.87
i NM_058241
TFRC 207332 s at |NM_003234 ba)x?w%@ﬁ:(p%, Hs.529618 |NM_003234 |0.63
CD71
DIRCS 202095 s at |NM_0010122 w1094V RIAP R -& 4 |Hs.514527 INM_001168 0.7
70,NM_00101 {5(¥n 1)
2271,NM 001
168
PGGT1B 206288_at  |NM_005023 U HES IZA 3TN VA [Hs 254006 | NM_005023 |0.8
FIo=-t 44T B HT Ay
USP14 201672_s_at |[NM_005151 [2E3FURMIANTFI -4 5464416 {NM_005151 {0.81
T4RNA-S 7 b 503570
Y-t
PURA 204020 at | NM_005859 |7 Ju-yFRRIESIUNIE | Hea43121 |BF739043 |12
A
| LMAN1 203293 s at, |NM 005570 |VIFU IV I-A—FE 5 1 Hs.465295 | NM 005570, 10.82
203294_s_at 09716
WDRASL 209076 s at |NM_019613 |WDR45%% 11201350 |BCODOSTA | 0.82
SGCD 213543 at  |NM_000337, |¥L37 Ay, 8 (35kDay AMA |Hs387207 |AAST0453 1.2
NM_172244 | 24vBRES370T( )
LRPS 205282 _at  |NM 0010180 {EFEEYR A& SEM Hs444637 |NM 004631 [0.78
54,NM_00463 BELEZ N 1EB.TH K 4un
1, THeZHEA
NM 017522,
NM_033300 |
ITGA4 205885_s_at |NM_000885 1772, a 4(A/RCDA9D, |Hs.55588%0 'L12002 lo.74
V0IA-4ZRED w4712y
; B
|
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(20) JP 2009-521215 A 2009.6.4
ooooooao
HRIGF R A_ffyrﬁvetrix Refseq EEFH Unigene |Other RFE
70-7'1D Access. ! Access. Genbank  |[(FF
-Access. JIEF| )
'BUB3 201458_s_at |NM_0010077 [~'7 435/ -A3KE0T 1 [Hsa18533 [NM 004725 079 |
93,NM_00472 [J:L) H A AL AL -
5 BUBS(E2H)
KIF18A 221258 s at [NM 031217 [¥AUv773U=Aun~=18A  [He301052 [NM 031217 |0.83
FKBPO 212169 at  |[NM_007270 [FKA0G%ES4vn"5HDY, Hs.103934 [ALOSOIST |12
o 63kDa
ATF6 217550_at  |NM_007348 |{EHEEERF6 Hs.492740 |AASTE497 |14
[ TNFRSF11A 207037 at  |NM _00383¢ |IESSIRFEFEF 2 B{AA—/\ | Hs. 204044 |NM 003839 0.68
77— Avn'—11a NFKBIE
3|1
KIAAOR4D 213054 at KIAA0841 Hs.7426 | AA845355 [0.9
TGFB2 209909 s at %NM7MBBS (MvAT-3UY TRREET . £ 2 Bs.133379 |M19154 1.1
ITGBS 201125 s at, NM 002213 42752 B 5 Hs.13155 |NM 002213, |12
201124 _at, A1.048423 A
214021 % at 1335208
RABGEF1 218310 at  |NM 014504 |RABY 7-URJLAFR MR | Hs.530053 |NM 014504 11.2
FHF(GEF)1 ‘
PBX1 205253_at21 [NM_002585 |pre-B—#R8 5 MRS T HE |Hs.493096  NM 00258512
2148 at F1 ALD49381 |
ZNF148 203318 s at [NM_021964 |EERZ1UD -0 Y148 |Hs380334 [NM 021964 | 1.2
(pHZ-52)
ZWINT [204076_s at | MM 0010054 (ZW10447945- Hs.42650 | NM_007057 10.66
13,NM_00100
5414 NM_007
057,
NM_032997
[ZpAtics 213675 at  |NM_ 016598 %$G74>11’—.DHH09{7°‘$ Hs.61430 | W61005 1.3
3
CDCAR 2215205 at |NM_O18101 |#BRAS Z A ES Hs.524571 | BCO01651 0.76
CUTLL 214743 _at  |NM_001913, jcutifil CCAATEIRIUNG [1s438974 |BEO46521 |13
NM_181500, |BECAT 1N ID)
‘ NM_181552
C15orfo 219311_at | NM_024899 3@ 4K184-701-F (057 [Hs.236940 [NM 024899  0.73
‘ L-A9
TXNDC 09476 At | NM_ 030755 FALMFUUN AMUEE Hs. 125221 [ALOSOOSO [0.75
POLE2  |205909_at |NM_002652 |4 )45t (DNATERITE, £ 2|Hs.162777 | NM 002692 |0.73
{phatt7 21zyh;
SPCS3 218817 at  (NM 021928 |V97AATFE -0 SR [Hs42194 | NM_021928 |07
#2712y IFEAY
(S.cerevisiae)
CANDI1 208839 s at |NM 018448 |JUUBEES KT Hs.546407 | AL13681¢  [0.84
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(21) JP 2009-521215 A 2009.6.4
0ooooooao
BAGF YUK L Affymetrix  |Refseq EEFE Unigene ' Other FIHE
2H-71D Access. Access. iGenbaﬂk (H#
{Access. /IEEF)
neddylation—dissociated] T |
U2AF2 218381 s at [NM_0010124 | U2(RNU2)#%P4E 5 F-RNA | Hs.528007 | NM 007270 10.83
78.NM_00727 BN E 72
9
WDHD] 204728 s_at |NM_0010083 |WDREH S UHMG-H"942 | 115.385998 |NM 007086 10.73
96,NM_00708 | DNAKE S 4vn IE T
! 6
 TTEM1 209734 at  |NM_005337 [EMSLn BN Hs.182014 |BCOC1604 |09
RABEP! 214552 s_at |NM 004703 |77 FURAB GTP7-t" (116551518 |AT098638 | 0.84 !
AL B
SYDEI 4702wt [NM 033025 | ¥F7ARE1 Rho GTP7-t',|Hs.528701 |R77097 11
HREDY H{C.elegans)
-+ e
WFD(1 219478 _at NM 021197 (WAP4Y ZLT(FI7H A1 |Hs36688 |NM 021197 112
TBX2 40560 ot | NM_005994 |1~ 7522 T THes31085 |uzsoas 111 |
GART 210005 at  |NM_000819, \KAHKH VALY )VUTINELL |Hs 473648 |D3205) 10,84
| NM_175085  LhFLAD17—8 HRARUE VLY
T B REER AR
YT -V ERER
H2ATZ 213911 s a, |[NM_D02106 |HZAEARI7IY-jun-Z  |Hs119192 RE7IE636, |08 |
200853 _at NM 002106
cD7 214551 s at |[NM D06137 |CD7iR[R(p41) Hs36972 |NM_006137 10.8 |
ELOVLG 210868 s at {NM_024000 [ELOVLI73-Aun'-6. &8 [1s412930 |BCOOL30S  [0.81 i
RS BB D R (FENT/Elo2, } }
SUR4/Elod34% B ) !
CACNB3 34726 at NM 000725 ﬂub-‘zwﬁlv;u*r-w,%ﬁﬂiﬁﬁ’ri Hs.250712 | UQ7139 12
B3t azyb 7
TAPI 202307 s at |NM_D00593 [BIERLATPES &My, [Hs352018 |NM_000593 IO.GS
#777:)-B(MDR/TAP)
NUPSS 210793_s_at |NM_005387, |R5LAR)98kDa Hs.524750 |UAI81S | 0.75
NM_016320,
NM_ 139131,
NM_139132
CHAF1A 214426 x_al, |NM_005483 |703Fu74277)-EF1, Hs.79018 |BF062223, 0.83
203976 5 al #7212y A(R150) NM 005483 |
EFPASI 200878 at  |NM 001430 [PIRPASHAMUAYNIE T  [Hs.468410 | AFO52094 13
RNGTT 204207 s_at [NM_003800 (RNAJF-LMUATI; -2 |H 127219 |ARMI2142 (08 |
FLUE-KAI74-¥
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(22)

JP 2009-521215 A 2009.6.4

HISF LU |Affymetrix  |Refseq BEFS "~ lUnigens |Other | RIE |
2B-710 Access. Access.  {Genbank (E%
Access. /IEEHE)
[kiF7 2043348t |NM_003709 |KruppelFEZ7 msamzen [Aassse2 (1
(AE"$47)
Cdor16 219023_at  |NM 018569 |FEBARAT-72)-T1¥9 |Hs43s50991 |NM_ 018569 10.77
=416
YBX2 219704_at  'NM_015982 YR WIASEE SN TE2 Hs.380691 | NM_015982 |0.75
IVD 1216958 _s_at |NM_002225 gﬁ% VILHBERARKR  \Hs 513646 |AK022777  [0.58)
PEG3 200242_at  |NM_006210 | R EERIR3 Hs201776 |ALO42588 |12
FBXL14 213145 at  |NM 152441 [P 02AB LUV -F |Hs.367956 |BFO01666  |0.83
g e 14
TMEPAI 1217875 s at |NM_020182, JEEB BIZHRTVNRT Y |HsSI7155 |NM_020182 14
NM 199169, 'FEFETERNA :
NM_199170,
NM_ 199171
RNF138 218738 s at |NM_016271, (V29 240 -Aun9EE138  |Hs.302408, [NM_016271 |0.82
NM_198128 Hs 501040
DNMIL 1203105_s_at |NM_005690, {%4Fiv1F Hs.550499 |NM_012062 [0.87
NM_012062,
NM_012063
LHCGR 215306 at  NM_000233 |BARAANEHENE | Hsao8490 |ALO4NI |13
TFR MR VR EE
S0CS6 214462 . |NM_004232 YAV FLIEESD  Hs591068 |NM_004232, |0.85
206020_at B7 Ly -(S0CS6) NM_016387 |
CEP330 203956 a1 [NM 014810 | FRLMELNVIHIG0KD 05413045 |AW299294 (13
PTGER3 210374_x_at, |[NM_OO0957, [7'0A40°500 VEZZEAI 115445000 | D38300, 11
210831 s at |NM 198712, (47 947EP3) 127489
NM 198713,
NM_198714,
NM_198715,
NM_198716,
WM_198717,
NM_19R718,
NM_t98719,
NM_198720
M1151 200723 s at |[NM_005898, |fRpks FEAE, Hs.471818 |INM 005898 |0.9 |
NM 203364 |REI-H-1 : '
hﬁ— 203210 s at {NM_007370, | BEFCGERILAN)  |Hs.506080 |NM_007370 |0.79
NM_ 181578 |5,36.0kDa
INDO 200029 at  [NM_002164 40N -ATFis-L'A-A23%F |Hs.840 M34455 0.74
$IHT-t
KTAAD286  |212619.at  NM_ 015257 [NA Hs.533787 | AW205215 (077
MOBK1B 201298 s at |'NM_018221 [MOB1MpsTun' {48 —%F— |Hs.196437 | BCOO3I398  [0.34
AL R 1 BEEAD
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(23)

JP 2009-521215 A 2009.6.4

EETF RN Affymetrix  |Refseq EETFS Ungene |Other REHEH
70-71D Access. Access. |Genbank FE
Access. JIEBRE)
-
FLI20273 218035 s at |NM 019027 [RNA-#554unHE Ms.518727 |WM_019027 |0.73
HADHSC 211569 s at |NM_005327 [L-3-EM 0075 FHEESEA | Hs 138289 (AT001903  |0.62
N BRKEER B
SSPN 204964 _s_at [NM_005086 |FAIAN U(KrasFEERF | He 183428 |NM_005086 | 1.6
‘: BE I T
AP2B1 2006155 ot |NM_0010300 757 4-BEAUNTERS |Hs514819 |ALSGT295 077
06,NM_00128 |#h2, B 147" 12yb
2
ETF4Al 201530_x_at, [NM_001416 | ELA% A TIBHaRBABEIN T4A, | Hs. 129673 |NM 001416, (079 |
214805 at |P4Y23-40 u79273
DEPDC1 220295_x_at |[NM_017779 |DEPMi{u&H1 Hs.445098 |NM 017779 066
AGFPATS 218096_at  [NM_01B361 1-FLUY)t0-L-3-KA71- [Hs490899 (NM_018361 |0.68
FO=TUNLFL A= 50
DATTTY UBRT NIV ATT
31, &) | [
HNRPDL 201993 x_at | NM_005463, |G #a0n PEDH | Bs.527105 | NM_005463 | 0.86
NM 031372
GBF! 202270_at  |NM_002053 'J7-L-MEE I NTHEL [Hs62661, |NM_002053 [0.61
Au4-2:N8 M 67kDa | Hs.443527
AMIGO2 222108 at  |NM 181847 5%%'#432’&%’?6?&%% Hs.121520 |ACO04010 |16
XPO7 208459 s at {NM 015024 |MEAVEREETFT Hs.172685 |NM_O1SM04 |0.78
PAWR 204005 s at | NM_002583 ;TKC,?#\’#—M,WTI,E.&E Hs.406074 | NM_ 002583 |0.71
|
NARS 200027 at | NM 004539 |7AN 7% _M-tRNABRABER | HsA65024 | NM 004539 |0.84
CENPA 204962 s at |NM 001809 |EUFOATAUNSEA1TkDe  [Hs1594 | NM_001806 {0.69
KIF13 219306 st INM_020242 |[FAVLITII-Aun'-15 Hs.307529 |NM_020242 10.78
ZNF518 204291 _at  |NM 014803 (BTSN IES18 | Hs147895 |NM 014803 [0.88
LPP 202821 s ot [NM 005578 |AERAIEICHITAHELLY (Hsd44362 |AL022018 (13
translocation partner%
SHTBHLUME MY
BRRN1 212049 al  |NM 015341 [barrenhEDS A% 39N [Hs308045 | DI8553 0.76
Csorf4 48031 1 2t |NM_ 016348, |HBESF-7"-T 4V - |Hs.519694 192077 1.2
NM 032385 |L4
UBAF] 462703t (NM 016525 [2E"¥7LRHEALHEN Hs.268063 | ALO39447 |1}
SH3GLB1 209090 s at |NM_016009 ;‘?HS—FH::GRBWﬁI;-F?f Hs.136300 [AL049397 |12
81
CDENIC 213182 x at |[NM_000076 |H4 7 ARTFES T BAEF | Hs.106070 |R78668 14
1C(p57 Kip2)
MEMI0 220651 s at |NM_018518, [MCM103=9nT /- LM X |Hs.198363 | NM_ 018518 (074
NM_182751 |[&10(S.cerevisiae)
IKIAAO265 209254 ar  |NM 014957 |KIAAO265951 75 Hs.520710 | AIS08625 |12
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BT R b | Affymetrix  |Refseq BIEF4 Unigene 'Other BEE
J0-71D  |Access. Access. Genbank [[B#
Access. /IERF)
BUB1 209642 _at  NM_0M336  |AUY Y LIHEDY T | Hs 469649 |AF043204  lo.sg
HFFIMFIL AL BUBT :
(B2 |
LGALSIBP 1200923 at  |NM_005567 |L9F 0790458 7178 |Hs.514535 |NM 005567 | 0.8
EatEEInIE B
NCAPD?2 208774 s at |NM 014865 |non-SMCILT UV UHEEME 1155719 |AK22511  [0.73
7 #71-9tD2
D6 205686 s at [NM_006889, CDB6HLR(CD28FARIN 4 [Hs.171182 | NM_005389 |0.58
NM_175862 |'2,B7-2{n/R)
Cl6erf30 219315 s at \NM 024600 |HBE{RI67-70-T 1497 [Hs.459652 |NM_024600 |12
=530
RBBPS 203344_s_at [NM_002894, |{EIEIFMIRANEIES 7 7 H | Hs 546282 |NM_002594 |0.79
NM_ 203291, {8
NM 203292
FEMIC 213341 at  |NM_020177 fem—1HREAY cl{C.elegans) |Hs47367 |AIRG2658 | 0.82
NUPI60 211962 s at {NM_015231 |R7LAH 1)4160kDa Hs.372099 | AKO26236  10.84
VAMP4 213480 at  |NM 003762, [AVOLBEIEIVNIEA  |Hs6651 | ATDS2100 (1)
NM_201994 f
COorf76 218979 at  |NM 024945 | ERBIROA-T )T 400115284137 |NM_024945 0.8
L76
DHXI5 201386 s at [NM_001358 |DEAH(Asp—Glu-Ala-His) |Iis5683 |AF279891 |0.83
) 9y AR YA TFN15
RIG 221127 s at S {EinfhEZ S Hs.292156 [NM_006394 |12
HBP1 209102 s at |NM_012257 HMG-§# yJABREEF1  |Hs.162032 [AF019214 112
ABCE! (201873 s_at, |NM_062940 [ATP#E Stk %7 773Y-E |Hs.12013 |NM 002940, [0.79 |
01872 5 at (OABP).Aun -1 Al002002
PPA2 220741 s_at |NM_006903, | OhZI74—t (Eig)2 Hs 480452 'NM 006203 |0.81
NM_176866,
NM_176867,
NM_ 176869
CPD 201942_s at |NM_001304 AR FIA 758 -1'D Hs.446079 | D§5390 0.68 |
KIAA0828 215672 s at |NM_015328 |77 - NKELATIH-E3 Hs.195058 |AK025372 10,73 i
K-ALPTIA-1 1211058 _x_at |NM 006082 | F2-77)2 Hs.524390 |BC006379  [0.85
RNMT 202684 s at |[NM_003799 |RNA(Y 7Z0-7-)AFAM70R |Hs8086  |AB020966 |0.9
PR
MIS12 221559 5 at | NM 024039 |MIS12R¥05 (&) Hs.267194 |BCO00229 | 0.8
AURKD 209464 at  |NM_004217 |4-03%+-+'B Hs.442658 [ABO11445 | 0.7]
FAMG4A 221591 s at |NM, 619013 |FEEISE{MEBAEF T D Hs.404323 |BCO05004 0.8
=R -A _
TAP2 |204770mat NM_000544, [BiER2ATPEEE AT [Hs.502 NM 000544 {0.82
I NM_018833 |¥#7°77-BIMDR/TAP)
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(25) JP 2009-521215 A 2009.6.4
goooooaogao
E{E%by;ﬁ’]b\ﬁﬁymetrlx Refseq {JE{ZI%% ‘-U‘.nigene Cther T%iﬂﬁ
17'0-71D Access, i Access. (Genbank (B#
Access. JIEERR)
PCDHGC3  |205717_x_at | NM_002588, protocadherin ¥ #7° 773!~ |HIs.36B160 | NM_002588 |12
NM_032402, [C 3
NM_032403
AVEN 219366 at  |NM_020371 g%bjﬁx,ﬁzn“ft‘;%ﬁfbﬂﬂ Hs.555966 | NM. 020371 {1.1
| .
[=]
HMGB2 208808_5 at |NM_00212¢ |SREEIMEMK »HA2 Hs.434953  BCOOGOW3  |0.76
cDCz2 203214 x_at |[NM_001786, [ERADHEB2G1508 |Hs334562 [NM 001786 [0.72
NM 033379 |HBLUG2ALM
RIFT 214700 x_at |NM_ 018151 |RAPTHEEFHE07 (F¥E) 15536537 AK000323 | 0.84
TCFIL2 |216511 s at |[NM_030756 |BESE T2 THRER Has01080 A1270770 (08
7 ), HMG - 2) ! '
KIFLI 204444 at  INM 004523 |FRLL2PIY-Aun-11 He.8878 |NM 004523 {068
TTCI9 217964_at  |[NM_017775 |TPMNA T FEREN MY | 5462316 ‘NM 017775 |0.67
19
MDS032 221706 s ut  NM 018467 | FSEABAMIE ME/ MEE Fs 16187 Twor,oo 12
! RSN HEMDSD3Z ‘
PSMA3 201532 gt |NM 002788, |JOFFY-A(ZRHLII0A] [Ha531080 |NM_002788 | 0.76
NM 152132 |47 21z9b @947 3
PDGFA 705463 s at /)M B IS EF o 4 1 1s. 376032, [ NM 002607 {13
A2 Fh Hs.521331
GTF2H2 1221540 x at |NM 001515 BARISEFIUHA AT F [ Hs. 191356, | AFDT8847 | 0.86
| +2.44kDa Hs.398348 |
CXCL13 205242 at  |NM 006419 |TER/U(C-X-CEF-7)Uh'Y |Hs.100431 MM_006319 | 0.36
F13(B-HERREFERTIMED
FOXMI 202580 x at |[NM 021953, [forkheadf v9AM1 Hs230  INM 021953 |07
NM_ 202002, ‘
NM 202003
YARS 212048 s at |NM_003680 |[FRVI-tRNASAEES R Hs213264 | AW245400 | 0.87
SEST-1 220180 a0 |NM 025214 |coiled-coilt AMUEHEE  |Hs 120700 [NM_U25214 |0.77
CLCA4 220026 at  |NM_012128 DRYRFrUN DI LEYE | Hs.546343 |[NM_012128 |0.64
i 16,273 -Aun -4
MCAM 12113405 at 'NM 006500 [A7/-VHIRETER O F Hs.S11397 | M28882 12
PEXIPU  |214177_s at |NM 020524 |pre-B-#A2 & MIAREL 5 |Hs505806 |A935162 |12
! FHJBINIE
| S
PPMID izmsssﬁat NM 003620 |4un9BRAT7FA-11D Hs.286073 | NM_003620 | 0.88
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(26) JP 2009-521215 A 2009.6.4
OooDoooao
HEET R Affymetrix |Refseg BIEF4A T'Unigt—:‘ne.—‘T)ther FIHE
70-71D Access. Access. 'Genbank ((BF
Access, /IEFHE)
- T R AR, S Ty T
754
FLI22471 208175_a  |NM_025140 [NA Hs.114111 |NM 025140 |1.2
ZBTB0 205383 5 at |NM_015642 |EE740 - KUBTBNZ |Hs 122417 [NM_015642 | 1.4
1&#20 \ |
RRM2 1200773 & at |NM_001034 ;{fﬁ’i?wﬂ'ba'bé—tmz Hs.226390 | BCO01886 |0.69 |
"\Uz\j}}‘ 1 :
i | I

goobooo
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Ooooooo
RENZHA DML D22EETFORBSAAE T AR R T~ Tv--
BEFRN Affﬁmptrix Refseq BiEF4H Unigene ”(..‘;nb;a_nk ﬂ%ﬁ%
20-21D Access. Access.  Access, (B
/I
CeLs 1405 i at,  [NM_002085 |TER{UC-CEF-DEUNS |nssi4gl [M21121, (066 |
204655_at NM_002985
SERS10 200893 at  |NM_004593 A7 IAVLTEFTIEYZY  [He533122 |NM 004593 |0.06
/RN SFI0(bFYR4-7-2
REAT 393 9N T)
HLAE  |200904 at | NM 005516 %Eﬂ%ﬁffﬂiﬁémﬁéf*. He.381008 |X56841 |1
FALE
K-ALPHA-1 | 201090 x at |NM 006082 | &F1-7 v 5524300 | NM_006082 | 0.87
PSMAS 1201274 at | NM_002790  ['ATTY-L(7 BYLTUEA (L) | Hs.485246 |NM 002790 |0.95
' H71z9b, G247 5 '
TOP2A 201292 ar  |NM_001067 |Mh V45— (DNA o Hs. 156316 |A1S61834 077 |
170kDa
EBNAIGP?  [201323_c  |NM_006824 [EBNAMESRNTEL Ts346868 | NM_006824 {0.98
SNREC 201342 at  |NM 003093 ZMRIEZ FUR AILAE01) | Hs 1063 |NM_003093 |1
BRINTFC
S | .
UBE2L6 201639 at  |NM 004223, I4F0HEEeBEREIS  |HsA25777 |NM 004223 (0.5
NM_198183
LAPTMS 201720 s at |NM_006762 U‘g};%bﬁaﬁwt,%znvﬁﬁén Hs.371021 | AIS89086  [0.89
n h
crsL 202087 s at |NM_001912, (HT7 VUL Fis.418123 NM 001912 |0.97
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0ooooo
ﬁ{f%?)ﬂT«JL\A\ﬂymgtrix Refseq HIGFB Unigene Genbank |RIRE
7a-71D Access. 1 Access. |Access. (BH
| J3EE )
| |
| _
\ NM_145918
Tﬁoapl 207269 % at |NM 002053 |7 7L~ H‘ BN IH1 47 [ Hs62661, |BCO02666 | 0.69
| | 9-JIRVEE %1’& 67kDa Hs. 443527
| TNTAIP2 202510 s at |NM 006291 |FEEIEFET o -FRME 10a525607 [NM 006291 |0.9)
: : aunyE?
| CCNB2 ' 202705_at ]NM_{}DMO] #4482 Hs. 194698 |NM_ 004701 |0.83
GBPZ (202748 at ‘NM*{){M}ZO FToL-HESI N IE2 40 | Hs 386567 |NM_004120 |0.87
- | ERVALVE T
!cnczo 702370 sat N‘\{ 001255 Goczpﬁﬂiﬁﬂﬁa‘%ﬁﬂﬁzo Hs.524947 |NM 001255 [0.78
l { KEDT (S cerevisiae)
\ | S, B S B
'HATI 203138 at  'NM_0010330 [EARVTRFANTURIIIET |Hs 470611 [NM_003642 [0.95
| \ 85NM_00364
2
'sPAGS 203145 NM_006461 |REFREEHLRS Hs.514033 |NM 006461 | 0.87
RFCS )203209_&1 WM 007370, [BBEFCGEMEIERN5, |nssos0se [BCooises |0.79
NM 181578 |36.5kDa
MYCBI 203360 s at |NM 012333 |6 myctE S AN TE Hs.370040 | D50697 1
BUBIB 203755_at lNM_nelzu NYTAIEY - TREDY B 1T [He36708 |NM_001211 'Ess
_‘ LU FEARISh
| BUBT(E A&
SLA 203761 _at  |NM_006748 [Src#RTH 75— Hs.75367 |NM 006748 |0.97
VRK] 203856 at  |NM 003384 (DL TREER -4 5422662 | NM 003384 {0.72
PIK3CL 203879 at  |NM_005026 |[RARS/LFM-3-%1-¥ Hs.518451 | U86453 0.99
flsE, 5K YATFH
HLA-DMB  |203937 at |NM 002118 |FEM#BSHERSRA [Ha11s2  [NM 002118 (082
43AILDM B
TRIPI3 204033 at | NM_004237 E%%imbxmwm Hs.436187 |NM_004237 |0.78
RARRES? | 204070 at | NM 004585 ”H}*fzﬁm%i‘-ﬁilzlt VE— (Hs.17466 |NM 004585 096 |
Gy o SRS
CKS32 204170 s at |NM_001827 [CDC2BI OTAU4 -t Ml [ysgi7ss |NM 0uis27 (08
#7°129h2
APOBEC3G (204205 at  |NM_021822 [TRYUE U0 7EB mRNAR |Hs.474853 |NM_021822 [0.74
4 SRR BRI A T T RR
| | 3G |
 PSMBY 204279 at | NM_002800, (7 BTTY-ATHHARIEAL |Hs 381081 | NM_002800 |0.63
i NM 148954 |7 azuk B {7 9(BEXR
\ HEMEEAT T -1
h‘-usm 204299 _at Nﬁsmm FUSHB2un 9B (EIS/TI |Hs3530 | NM. 021993 09 |
; E=VULE N
| SELL | 204563 at | NM_000655 AT R Hs.§2848  NM_000655 10.88
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(29) JP 2009-521215 A 2009.6.4
oooooao
[m = = x4 4" . et — K 7
EEF IR | Affymetrix  |Refseq BEFE Unigene |Genbank  $IfeE T
| {2 A-71D Access. | Access. Access. (B
I i \ /IEBFE)
EESF
DK 204602 at  [NM_012242 |dickkopfhEDS 1 Hs.40499 |NM 012742 [0.95
(Xenopus Laevis)
KIF23 204709 s at |NM_004836, |¥#¥07730-Aun"-23 Hs.270845 |NM_004856 0.9
NM_ 138555
TIK 204822 at | NM 003318 |TTKZOFA04)-t Hs.169840 |NM_003318 |0.8
ECGF1 204858 5 at NM_001953 | HAfaISHEE F1 Hs.546251 INM_001957 | 0.85
(/N3 R )
LCP2 205269 _at, |NM_005565 |YonIKHAREETSLADE2  |Hs304475 |ALI23251,N 0.9
205270_s at (76kDathSH2M MU EH A M_005563
- MERAUNHE)
BIN2A2 205208 s_at |NM 006995, |7°F07¢U247773-2, He373938 |Ws8757 (094
| NM 181531 [Aun-A2
BMP5 205431 _s_at |NM_021073 BN IS5 Hs.296648 |NM 021073 (0.9
GZMA 205488 at  NM_006144 (¥ 70 ALAD I 4018 |Hs90708 |NM 006144 [0.68
f RIEET-on BR-BRER Y
AT
SMURF2 205596 s at |NM 022730 |SMADSFERIEIILHFUAY [11:515011 |AY014180 |3
NIEY -T2
CDBA 205758 at  |NM 001768, |CDBHURL @ K UNTFN 11185258 | AWODGT35 | 0.78
NM_171827 |(p32)
cn2 205831_at  |NM 001767 |CD2in/R{p50).tv FRMEK | Hs 523500 iwﬂoonm 0.87
o
T
JAK2 205842 s_at |NM 004972 |YRA¥T-¥20a%un B0V |Hs 434374 | AFOOI362 | 0.86
, -
\UBD 205800 s at |NM 006398 |1L¥F.D [Hs44532 | NM_006398 |0.41
| ADRIC 206262 at  |NM_000669 |TAI-MBRAKREERIC  H2523 | NM_000669 |0.33
| (J3RD, ¥ B YA TF |
| ATM? 206513_at  |NM 004833 F3/-V21TAREFE Hs.281898 | NM 004835 D91
S 206664 at  |NM_001041 |A7—t —1YTINA-t (@ -7 I | Hs429596 | NM 001041 |0.39
! : 3F -1
NAT2 \20679?,”& NM 000015 |N-FEFASIYAI:5-4'2(7 |Hs2  |NM 000015 |0.82
Y=L PIUN-FEFIFT2RTL
5~4)
§P110 20R012_x_at |NM 004500, |SPI108/NMELNYE Hs.145150 | NM 004509 |0.45s
NM_004510,
NM_ 080424
PRDX] 208680 at  |NM 002574, [N BAFLEEL01 Hs.180909 |1.15184 1
NM. 181696, :
NM_181697
PSMAS 208805 at  |NM_002791 |7°077Y-A7O%AII0A] |Hs.446260 |BCOO2979 | 0.87
Tk 5476
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(30)

BiEFIEL Affymetr:ix

70-71D

Refsed
Access.

|E&zra

JP 2009-521215 A 2009.6.4

Unigene
|Acc;ess.

Genbank
Access,

P = 1
VEIT: )

IFIl6

1208966 x at

|

NM_003531

{u49-7100, ¥ EZFEEINY
=g 1

Hs.3B02350

AF2(18043

PPIC

208995 5 at

NM_ 004702

NTFENT A IAS—E G
(/H070)0G)

KiFzC

200408 _at,
211519 5 at

NM_006845

Hs.470544 |
i

Ua0763

0.98

F40773)-Aun-2C

Hs.69360

1063743,

AY(26305

0.75

APOLL

209546_s at

NM_003661,
NM 145343,
NM_ 145344

TRVE SN TEL

Hs.114309

AF3233540

Q.98

CD74

209619 at

209709 s _at

NM 0010251
58 NM 00102
5159NM 004
355

COTARR E B ESTE
BEEOEERKINT T
F 53 I B - )

Hs.436568

K01144

0.76

NM_012484,
NM_012485

CDKN3

206714 s al

NM 005192

BUR3

200074 s_at

93, NM_060472
5

NM_ODIGO’-IV;I%

L7 AL B B S A
(RHAMM}

Hs. 72550

U29343

0.84

[ ARTETES -+ TR

3(CDK2-AE — EiSRE
KA775-17)

Hs.84113

AF213033

0.71

AU A L3R DY T &
U H 3 AR &AL BUB
Kiti=353)

Hs.418533

SOCS!

210001_s at

NM_ 003745

YA L FIARE I DT
Lot

Hs.50640

FABNOS043

AF0A7473

0.84

0.93

CD3Z

210031 _at

NM_000734,
NM_198053

CD3ZIIR, & KA T FL
(TITAHE S

Hs.156445

Jn4132

087

|cAacYRp

210691 s at

NM_0010072
14,.NM_{01441
2

ANHAINAES SN B

Hs.508524

ATF275803

0.97

HLA-DRA

210982 s at

NM 619111

FEHRESERSHE,
93AUDR o

Hs.520048

MGO333

0.74

NEK2

211080 s at

NM 002497

NIMA(HE % 75 308 1nFa
[ZIEAELEES 12

Hs.153704

725425

0.77

211091 s at

NM_000268,
NM_016418,
NM_181825,
NM_181826,
NM_181827,

NM_181828,
NM. 181829,

NM_181830,

NM_181831,

NM_181832,

NM_ 181833,

NM_181834,
NM 181835

—1-A7247° 022 R EE
FREERE)

Hs.187898

AF122828

0.96

1211795 5 at

NM_001465,
NM_ 199335

!

FYNiE&4un Y8 (FYB-
120/130)

'Hs.370503

AF198052

0.83
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(31) JP 2009-521215 A 2009.6.4
oooooao
iﬁ‘lﬁ;“/)*“ﬂ/l/&ﬁymptrix Refseq EETA —[Jnigene Genbank  |RiFE
Z2a-71D Access. Access.  |Access. (&
JIEBR)
HLA-DPAL  |211991 s at |NM_033554 |TE4ALERMEMAF 17| gse7270 |M27487 10,75
ANDP & 1
PTPRC 212587 5 ut, |NM_ 002838, \SunYEFOLVERI79-Y, |Hs.192030 | A1800341Y 0.7
212588 ut  |NM_080921, [RBEKMTC 00063
NM_080927, \
NM_080923 .
SP3 213168 _at  [NM 0010173 | SpiinEREF 11s.531S87 | AU145005  |0.98
71,NM_00311 |
1 i
TTGAL 213475 s_at Nﬁ;ﬂOZZOQ ‘f‘J?‘T'JU.a‘_L(H%CD‘IIAM Hs. 174103 |ACO02310 085 |
(p180).) 1 Bk BERRE 1
HE1,a & INTFE)
| RACZ 2136035 at |NM 002872 |rasBHIECIF VYRAM VR 155517601 (BE138§S8  (0.92
* B2Arho773- BER¥8
GTP#E& N ) ERac2)
|
IDNAZL  |213647 at DNA2DNASERIAUD 128k [Hs532446 |D42046 087
g_- (BEHD
i TRAF3IP3  {213888_s_at |[NM_ 025228 |TRAF3HEAVAIES 15147434 |ALO22398  |0.86
NKG7 213915 at  INM 005601 [HFaINAT-HAEEE7ECHN  |Hs.10306 | NM D0Ss01 |0.72
SFRS7 214141 x at [NM 0010316 |37 34V EF7IE =Y |Hs.300000 |BF033354  10.88 |
84,NM_00627 |/ 12)1}yF7,35kDa
6
7G16 214142 at  |NM 152338 |FE-T VERRSOATEIG | s 184507 |AI732905 1012
PRF! 214617 at  |NM 005041 (N IAVALREEEAUNYE) [Hs 2200 |AI445650 | 0.81
CONRL  |214710 s ar |NM 031966 |F47U0BI 1523960 | BE407516 | 0.63
KIAA0907 214995 s at |NM_014445 [KIAAO0S07 Hs.24656 |BF508048 | 0.82
GTSEl 215942 5 at |NM 016426 |G-2BFUSHEARIRZNI Ha386180, [RFO73178 | 0.86
1 Hs.475140
IIMGR3 216548 _x_at |NM_005342 |EE RN YIRS Hs19114 [AL049708 {097
HLA-DMA  |217478_s at |NM_006120 |[ERMBES1EESHE,.  |[Hs351270 |X76775 0.8
! #3A11.DM v
CaNlarfs 217851 s al |NM 016045 |RBIR201-7U)-7 10  |Hs3945  |NM 016045 | 1.1
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SVM

3NN

INN

IFT20, SLCAA4, CXCL11, RBM25, PSATI,
HNRPD, TRMTS, STAT1

16

WARS, SFRS2, EPASI, EIF4E, PRDX3, TYMS,
LMAN]1, CDC4I) CXCLg, CXCLIO PLK4,
CHEX]1, SLC25AI] » C1QBP, NDUFAS, ME2,
TFT20, SLC4A4, CXCLII REM25, DDAHZ, FAS,
HNRPD, BRIP1, STAT1

92%

93%

81%

83%

1%

83%

17

WARS, EIFAE, GMFB, DLGAP4, TYMS, CTSS,
MADQLI SLC4A4, CXCLS' IRF8, CXCLI0Q, FAS,
TRIM25, KPNBI, SLC25A11, HNRPD, ME2,
CXCL11, RBMZS AKZ, hCAP-D3, DDAZ,
S]:CIOLI ETNKI STATI

92%

90%

85%

79%

76%

18

HNRPD, WARS, SFRS2, MTHFD?, PSME2, TK1,,
GMFB, DLGAP4 ARF6, CXCL10, TRIM25,
NDUFAQ SLC23A11, WHSCI, ME2, CXCLll
TLK1, RBM25, CAMSAPILI, hCAP D3,
CDC428PA, FAS, AGPATS, STATI

81%

79%

&85%

90%

3%

19

HNRPD, WARS, SFRS2, STAT1, EIF4E, PSME2,
TYMS, USP4, DCK, ARF6, CXCLQ RARTF,
CXCLI0, C1QBP, SLC25A11, ME2, IFT24,
SLC4A4, CXCL11, RBM25, AK2, SOCSS, PAS,
ETNK1

6%

86%

3%

76%

66%

20

| WARS, EPASI, EIF4E, PRDX3, MTHFDZ,

PSME2, GMEB, TES, ARF6, CXCL10, FAS,
KITLG, CIQBP, SLC25A11, Cl70rf25, ME2,
FUT4, CXCL11, RBM25, ATPSAL, FLY13220,
PSAT1, HNRPD, STATI

77%

79%

73%

83%

8I%

86%

21

WARS, PSME2, GMFB, DLGAP4, USP4, ARF6,
CDCA0, CXCLS, IRF8, RABIF, CXCL10, PLK4,
KITLG, C1QBP, NDUFA9, SLC25A11, WHSCI,
C170rf25, ME2, TLK 1, SLC4A4, RBM25, hCAP-
D3, SOCS6, FAS, AGPATS, SECI10L1, KLHL24,
STATI1

7%

T2%

85%

83%

85%

79%

22

WARS, MTHFD2, PSMEZ, GBP1, TK1, GMFB,
DLGAP4, CXCL9, CXCLI10, CHEKI, TRIM25,
SLC25A11, C17orf25, HNRPD, ME2, SLC4A4,
RBM25, AK2, BRRN1, FAS, DKFZp762E1312,
SEC10L1, PBK, TRMTS5, STAT1

7%

79%

TT%

76%

81%

T2%

23

HNRPD, WARS, STATI, EIF4E, PRDX3,
DLGAP4, TYMS, ARF6, CXCL9, CXCL10, FAS,
HNRPA3P1, C1QBP, NDUFASY, SLC25A11,
WHSCI, ME2, CXCL11, RBM25, MARCHS,
SEC10L1, BRIPI

85%

83%

92%

H0%

85%

76%

24

WARS, PRDX3, PSME2, GMFB, DLGAP4,
CTSS, LMAN1, CXCL9, CXCL10, HNRPA3P1,
SLC25A11, NDUFAS, Cl70rf25, ME2, FUTA4,
SLC4A4, RBM25, AK2, FAS, MARCHS, PRE,
HNRPD, KLHI.24, ETNK], STATI

85%

83%

T7%

69%

25

WARS, PRDX3, MTHFD2, PSME2, GMFR,
DLGAP4, TYMS, USP4, CDC40, CXCLS,
CXCL10, TRIM25, NDUFAY, CAZ, MEZ, TLK1,
CXCLI1I, SLC4A4, RBM25, AK2, ATPSAL,
S0CS6, DDAH2, FAS, MARCHS, PBK, STATI

81%

83%

77%

83%

§1%

81%

69%

2%

26

WARS, ETF4E, MTHFDZ, PSME2, GMFB,
DLGAP4, TYMS, ARF6, CXCL10, PLK4, CHEK]1,

HNRPA3PT, C1QBP, NDUFAS, SLC25A11,

81%

83%

92%

86%

81%

79%
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SVM

27

WHSCL, CA2, ME2, CXCL11, RBM25,
CAMSAP]LI FAS, SEC10L1, FLJl322O STAT!1

3NN

WARS, SFRS2, EIF4E, MTHFD2, PSME2, TKi,
TYMS, IJVIANI CDC40, CXCL]U CIlQBP,

NDUFAS, K.PNBl CA2, ME2, GZMB, TLK]1, 85% 190%

SLC4A4, RBM25, ATP5AI, FAS AGPATS,
SEClOLI FL.I13220, HNRPD STATI

B5%

86%

81%

T9%

28

HNRFD, WARS, EPAS1, MTHFD?, PSME2,
TE1, TYMS, CXCL9, CXCL10, FAS TRIM2S,

KITLG CIQBP, NDUFA9, CA2, ME2, CXCL1L, |88% |86%

RBM25, AK2, BRRNI, FLJ10534 SECIOLI, PBK,
ETNK]1, STAT1

1%

86%

81%

T6%

29

EIF4E, PRDX3, PSME2, DLGAP4, CTSS,
CXCL9 GTSFI CXCL10, FAS, PLX4, KITLG,

SLC25A11, CAZ ME2, GZMB, CXCL11, RBM235, |88% |86%

AK2, AGPATS, MARCHS, FLT13220, PBK,
HNRPD, bTATl

88%

76%

7%

69%

30

WARS, SFRS2, EIF4E, PRDX3, MTHFDZ,
PSME2, DLGAP4 TYMS, CTSS, CDCA40, CXCL9

CXCL10, FAS, PLR4, NDUFA9, ME2, CXCLI1, {77% |79%

RBM25, AK2, BRRN1, RBBP4, HNRPD,
KLHL24, ETNK1, STATI

81%

9%

a5%

69%

31

WARS, SFRS2, EIF4E, MTHFD2, PSMEZ,
GMFB, DLGAP4, TYMS, ARFS, CDC40, CXCLY,

TRIM2S, SLC25A11, C.A2 MEZ, IFT20, CXCLI1, [85% |8&3%

RBM2Z35, BRRNI, CDC42BPA, FAS, AGPATS,
FLT10534, IlNRPD, TRMTS, STATI1

92%

76%

92%

T2%

32

HNRPD, WARS, SFRS2, EPAS1, EIF4E,
MTHFD2, PSMEZ, GMFR, DLGAP4, TYMS,

CTSS, DCK, CXCLY, CXCL19, FAS, KITLG, 85% | 79%

NDUFA9, ME2, CXCL11, RBM25, ATP5AL,
PBK, ETNKI1, STAT!

7%

83%

T

72%

33

WARS, SFRS2, MTHYDZ, PSMEZ, MCMS,
GMFB, DLGAP4, TYMS, LTMAN1, CDC40,

SLC4A4, CXCL10, FAS, CHEKI, SLC25A11, 73% [79%

CIQBF, WHSC1, Cl7orf25, CAZ, ME2, REM25,
S0CS6, AGPATS, HNRFD, STAT1

92%

90%

g8%

79%

34

HNRPD, WARS, MTHFDZ, PSME2, GMFB,
DLGAP4, RABIF, CXCL10, TRIM?25, KITLG,

CIQBP, EPNB1, SLC25A11, WHSCI, ME2, 35% |86%

RBM25, CAMSAPIL1, BRRN1, CDCA2BPA,
FAS, AGPATS, SEC10L1, ETNK1, STAT!

92%

90%

81%

86%

35

HINRPD, WARS, SFRS2, SFPQ, MTHFD?2,
DLGAP4, TYMS, USP4, LMAN1, ARF&, CD(C40,

CIQBP, Cl70rf25, CA2, ME2, CXCL11, SLC4A4, [81% |83%

RBM25, AK2, ATP3A1, FAS, SECI0LL,
FLI13220, ETNK], STATI

85%

79%

73%

7%

36

WARS, SFRS2, EIF4E, PRDX3, MTHFDZ,
PSME2, GMFB, DLGAP4, LMAN1, ARF6,
MADZL1, GTSE], CXCL10, FAS, RITLG,
SLC25A11, WHSC1, ME2, FUT4, IFT20, RBM?5,
AGPATS, HNRPD, STAT1

85% |83%

85%

0%

88%

20%

37

WARS, SFRS2, EIF4E, MTHFDZ, TK1, GMFR,
DLGAP4, TYMS, LMANI, CXCJ.10, CHEK],
HNRPAJP1, CIQBP, NDUFA9, SLC25A11, MEZ,

CXCL11, RBM25, BREN1, CDC42BPA, FAS,

73% [ 79%

92%

83%

85%
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SVM

| SECIOLI, PSATI, HNRPD, KLHL24, STATI

INN

=

38

WARS, EPAS], EIF4E, PRDX3, MTHFD?2,
GMFB, DLGAP4, TYMS, CTSS, LMANI, DCK
CDC40, RABIF, CXCL10, HNRPA3P1, CIQRP,
Cl7orf25, ME2, CXCL11, TLKI, RBM25 FAS,
FLi13220, HNRPD, KLHL24 STAT1

85% [86%

77%

20%

85%

90%

39

WARS, SFRSZ, EIF4E, PRDX3, MTHFD?2,
GMFR, DLGAP4 TYMS, CTS‘S SLC4A4,
CXCLIO SLC25A11, Cl70r25, HNRPD, ME2,
CXCL11, REM2S, AK2 CDC42BPA FAS,
AGPATS, SEC]OLI, TRMTS, STAT1

88% (83%

88%

9%

85%

72%

40

SFRS2, EIF4E, PRDX3, PSME2, GMFB,
DLGAP4, TYMS, CXCL9, IRFS, RABTF,
CXCL10, FAS, TRIM25, S1.C25A11, NDUFAS,
ME2, CXCL11, RBM25, AGPATS, FLT13220,
HNRPD, BRIP1, ETNKI, STATI

85% |93%

88%

83%%

81%

9%

41

HNRFD, WARS, EIF4E, PRDX3, TK1, DLGAP4,
TYMS, CDCA0, CXCL9, GTSEL, CXCL10, FAS,
KITLG, SLC25A11, NDUFAS, ME2, IFT20,
SLC4AA, RBM23, NUP?_IO, BAZI1A, SECIOLI,
TRMTS, KLHL.24, STAT1

85% 183%

96%

79%

92%

2%

42

WARS, SFRS2, EIF4E, PRDX3, PSME2,
DLGAP4, TYMS, CTSS, CXCL9, IRF8, CXCL10,

ME2, 51.C4A4, RBM25, SOCS6, MARCHS,
SECI0L1, HNRPD, BRIP{, STATI

FAS, C1QBP, NDUFA9, KPNB1, SLC25A11, 81% |79%

85%

B3%

92%

69%

43

WARS, EPAS], PRDX3, PSME2, TK1, GMFR,
DLGAP4, TYMS, CTSS, CDC40, CXCL9,
CXCL10, SLC25A11, C1QBP, WHSCI1, ME2,
GZMB, RBM25, SFRS2, FAS, AGPATS,
SECL0L1, PSATI, KLHL24, ETNK]1, STATI

T |83%

83%

62%

92%

2%

WARS, PSME2, GMFB, DLGAP4, TYMS,
CDC40, CXCL10, FAS, PLK4, C1QBP, NDUFAS9,
SLC25A11, CA2, ME2, CXCL11, IFT20, TLKI,
RBM25, NUP210, BAZ1A, MARCHS, PSATI,
TRMTS, STATI

85% |86%

96%

9%

B1%

83%

45

WARS, PRDX3, MTHFD2, PSME2, TYMS,
CXCL19, FAS, CHEKI, TRIM25, C1QBP,
NDUFAD, C170rf25, CA2, ME2, CXCLI 1, IFT20,
RBBP4, RBM25, AK2, CDCA2BPA, AGPATS,
DKFZp762E1312, HNRPD, STATI1

83% |90%

85%

79%

88%%

66%

WARS, SFRS2, EIF4E, SFPQ, PRDX3, MTHFD2,
PSMEZ, DLGAP4, TYMS, USP4, CDCA40,
CXCL10, FAS, HNRPA3PI, KITLG, NDUFAS,
KPNB1, SLC25A11, WHSCI, CA2, ME2,
CXCL11, SLC4A4, RBM2S, hCAP-D3, BRRNI,
CDC42BPA, AGPATS, MARCHS, SECIOL1,
FL113220, BRIP1, ETNK1, STATI

81% |(79%

1%

79%

TT%

72%

47

HNRPD, WARS, EIF4E, PRDX3, MTHFDZ,
PSMEZ2, GMFB, DLGAP4, TYMS, CTSS,
MAD2LI, CDC40, CXCLY, CXCL10, KITLG,
NDUFAS, SLC25A11, WHSC1, C170rf25, CA2,
ME2, SLC4A4, CXCL11, RBM25, AK2, ATP5A1,
CDCA2BPA, FAS, BAZ1A, AGPATS, SECI0LI,

BRIP1, TRMTS, STAT?

Bi% 183%

88%

26%

88%

65%

48

; WARS, EIF4E, SFP(, PRDX3, MTHFD2,

77% [83%

81%

79%

3%

69% |
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3NN

PSMEZ, GMFR, DLGAP4, TYMS, USP4, ARTS,
CXCL9, CXCL10, FAS, HNRPA3P] CIQRBP,
NDUFA9, KPNB1, SLC25A11, ME2, CXCL1],
1FT20, TLKI RBM2S, RBBP4 AGPATS,
MARCHS, SECIOL1, PBK, PSAT] HNRPD,
BRIP1, STATI

49

HNRPD, WARS, SFRS2, EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, TES, DCK, ARF6, CXCL9, CXCLI0,
HNRPA3P1, C1QBP, NDUFAY, SLC25A1 1, ME2,
CXCL!1, IFT20, TLK1, RBM25, AK2, hCAP-D3,
ATP5A1, FAS, MARCHS, KLHL24, STATI

1%

83%

7%

79%

81%

83%

50

WARS, STATI, EIF4E, SFPQ, PRDX3, MTHFDZ,
TK1, GMFB, DLGAP4, TYMS, CTSS, CXCL9,
IRF8, CXCL10, PLK4, TRIM23, C1QEP,
NDUFAS9, SLC25A11, C170rf25, ME2, SLC4A4,
AK2, CAMSAPIL], FAS, BAZ1A, MARCHS,
FLI13220, PBK, BRIP1, KLHL24, ETNKI

81%

79%

85%

83%

1%

66%

31

HNRPD, WARS, EIF4E, PRDX3, MTHFDZ,
GMFB, DLGAP4, TYMS, TES, ARFS, CXCLY,
CXCL10, TRIM25, SLC25A11, NDUFAQ,
WHSC1, CA2, ME2, SLC4A4, CXCL11, RBM2S,
hCAP-D3, ATP5A1, FAS, REBP4, SECI0L1,
FLI13220, PBK, BRIP1, KLHL24, ETNK!, STATI

77%

79%

85%

79%

85%

72%

32

PSME2, GBP1, GMFR, DLGAP4, TYMS, DCK,

WARS, EPAS1, STAT], EIF4E, MTHFD?,

CDCA0, CXCLS, CXCL10, FAS, HNRPA3PI,
SLC25A11, C1QBP, ME2, FUT4, CXCLI1,
SLC4A4, RBM25, AK2, CAMSAPIL1, SFRS2,
DDAH2, RBRP4, AGPATS, FLJ10534,
DKFZp762E1312, PSATI1, HNRFD

TT%

83%

81%

86%

69%

T6%

53

HNRPD, WARS, SFRS2, SFPQ, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMANL, CDC40, CXCL9, GTSE1, FAS,
HNRPA3P1, SLC25A11, NDUFAY, KPNB1, CA2,
ME2, CXCL11, SLC4A4, REM25, BRRNT,
CDC42BPA, RBBP4, BAZ1A, SEC10L1, BRIP1,
KLHL24, STATI

28%

83%

2%

79%

92%

2%

54

: HNRPD, WARS, EPAS], PAICS, EIF4E, PRDXB

MTHFD2, PSME2, MCM6, GMFB, DLGAP4,
TYMS, USP4, LMANI, MADL1, eDC4o,
SLCAA4, CXCL9, CXCL10, RAS, KITLG, CIQBP,
SLC25AM, ME2, CXCL11, REM25, AK2,
CDC42BPA, SFRSZ, SEC10L1, STAT1

T7%

79%

B5%

83%

85%

79%

WARS, EPAS1, STATI, EIF4E, SFPQ, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, TES,
CXCL9, IRF8, CXCL10, FAS, NDUFAD,
Cl170rf25, CA2, HNRPD, ME2, CXCL11, [FT20,
RBM25, CDC42BPA, FLJ10534, SEC1OL, PBK,
BRIP1, TRMTS

88%

90%

88%

76%

88%

9%

56

SFRS2, PAICS, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, TES, LMAN],
SLC4A4, CXCLY, CXCL10, FAS, PLK4, TRIM2S,
SLC25A11, NDUFA9, WHSCI, C170rf25, ME2,
FUT4, CXCL11, IFT20, RBM25, ATP5AL,

CDC42BPA, FLI10534, SEC10L1, HNRFD,
|KLHL24, STAT1

85%

1 79%

85%

79%

81%

B6%
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SFRS2Z, PAICS, EIF4E, SFPQ, FRDX3, MTHFD2,
PSME2, MCM6, GMFB, DLGAP, TYMS, CTSS,
LMANI, SLC4A4, CXCLY, IRFS, CXCL]O
TRIM25, NDUFA$, C170rf25, CA2, HONRPD,
ME2, CXCL11, IFT29, RB1V[25 A.Kl ATPSAl
FAS, PBK, BRIP1, TRMTS, ETNK] STATI

[ 5VM

3NN

INN

B1%

B6%

85%

79%

85%

83%

58

HNRPD, WARS, SFRS2, STATI, EIF4E,
MTHFD2, PSMEZ, DLGAP4, TYMS, DCK,
€DC40, CXCL9, IRFR, CXCL10, PLKA,
SLC25A11, NDUFA9, KPNB1, WHSCI,
Cl7or25, CA2, ME2, NUP210, SOCS6,
CDC42BPA, FAS, AGPATS, SEC10L1, FLJ13220,
BRIPI, KLHL.24, ETNE 1

81%

T6%

92%

T9%

38%

2%

59

WARS, SFRS2, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, CDC40, CXCLY, GTSEI,
CXCL10, FAS, PLK4, TRIM25, SLC25A11,
CIQBP, NDUFA9, KPNBi, WHSC1, C170r25,
CA2, ME2, CXCL11, TLKI, RBM25, BRRNI,
AGPATS, MARCHS5, HNRED, BRIP1, TRMTS,
KLHL24, STATI

81%

T9%%

88%

B6%

85%

83%

60

- HNRPD, WARS, SFRS2, EIF4E, SFPQ,

MTHFD2, PSME2, MCM6, TK 1, GMFR,
DLGAP4, TYMS, LMANI, CDC40, CXCL9,
CXCL10, FAS, CHEK1, CIQBP, NDUFAS,
SLC25A11, WHSC1, ME2, TLK1, CXCL11,
RBM25, CDCA2BPA, AGPATS, FLJ10534,
FLI13220, PSAT1, STAT1

92%

T79%

7%

86%

69%

76%

61

WARS, EPAST, BIFAE, MTHFDZ, PSMEZ,
GMFB, DLGAP4, TYMS, TES, LMAN1, ARFS,
CDCA0, CXCLY, CXCL10, FAS, PLK4, TRIM2S,

CIQBP, C17orf25, CA2, ME2, CXCL11, SLC4A4,

RBM25, AK2, ATP5A1L, CDC42BPA, AGPATS,
FLJ10534, DKFZp762E1312, SEC10L1, PBK,
PSATI, STATI

T1%

33%

85%

2%

85%

69%

62

HNRPD, WARS, STATI, EIF4AL, SFPQ, PSME2,
TK1, GMFB, DLGAP4, TYMS, TES, CXCL9,
GTSEL, CXCL10, FAS, CHEK1, CIQBP,
NDUFA9, SLC25A11, WHSC1, C170rf25, CAZ,
ME2, CXCL11, SLC4A4, RBM25, CDC42BPA,
DDAH2, AGPATS, FLI13220, PRK, TRMTS,
KLHL24, ETNK1

85%

T6%

88%

83%

7%

69%

63

WARS, EIF4E, PRDX3, PSME2, TK1, GMFB,
DLGAP4, TYMS, USP4, DCE, MAD2L1,

CXCL10, TRIM25, CIQBP, NDUFAS, SLC25A11,

Cl7orf25, HNRPD, ME2, CXCL11, IFT20,
RBEBP4, TLK1, SLC4A4, RBM25, AK2,

CAMSAPILI, SOCS6, FAS, FLI10534, FL113220,

PBK, BRIP1, ETNK1, STAT1

81%

83%

65%

83%

73%

2%

64

WARS, SFRS2, EIF4E, SFPQ, PRDX3, MTHFDZ,

PSME2, TK1, GMFB, DLGAP4, TYMS, LMAN]1,
CXCL9, IRF8, RABIF, CXCL10, CHEK]I,
NDUFAD, MEZ, FUUT4, CXCL11, SLC4A4,
RBM2S, AK2, CAMSAP11.1, FAS, REBRP4,
MARCHS, SEC10L1, PBK, PSAT1, HNRPD,
TRMTS, KLHL.24, STATI

69%

T9%

T3%

83%

85%

83%

65

HNRPD, WARS, SFPQ, MTHED?, PSME2,

GMFB, DLGAP4, CTSS, LMAN1, ARF6, CDC40,

85%

2%

88%

9%

7%

2%
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3NN

INN

SLC4A4, CXCL9, CXCL10, FAS, CHEK1,
KITLG, CIQBP, NDUFAS, SLC25A11 WHSCT,
ME2, FUT4, GZMB, IFTZO REM25,
CAMSAPILI BAZIA, AGPATS, SEC1CL1, PBK,
KILHI.24, ETNKI STAT1

66

[INRPD, WARS, SFRS2, STATI, PRDX3,
MTHFD2 PSME2, GMFB, DLGAP4, TYMS,
LMANI, ARFG IRF8, RABIF, CXCL10, PI K4,
IINRPABP] SLC25A11, C1QBP, CA2, ME2,
GZMB, CXCL11, RBM23, NUP210, ATPSAI
DDAH2, FAS, PSATI, BRIP1, TRMTS, KILHI24,
ETNKI

81%

76%

96%

69%

81%

66%

67

WARS, FPAS], STATI, EIF4E, SFPQ, PSMEZ,
GMFE, DIL.GAP4, TYMS, CTSS, DCK, SLC4A4
CXCLB, CXCL1G, C1QBP, NDUFAS, SLC25A11,
Cl7orf25, CA2, ME2, FUT4, CXCL11, RBM235,
AK2, NUPZ10, CAMSAPILI FAS, AGPATS
FLI13220, PBK, HNRPD, ETNK1

T1%

83%

92%

79%

T1%

69%

68

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD?2, GMFB, TYMS, TES, CDC40, SLC4A4,
CXCI.9, CXCLI10, PLK4, INRPA3P], 81.C25A11,
C1QRBPF, N'DUI-AQ Cl17orf25, CA2, ME2
CXCLI11, RBM?25, NUP210, hCAP-—D3 S0CSs6,
FAS, SECIOLI PBK, TRMTS, KLHI.24, STAT1

7%

76%

88%

79%a

92%

79%

69

HNRPD, WARS, EIF4E, PRDX3, MTHFD2,
PSME2, GBP1, GMFR, DLGAP4, TYMS, TES,
€TSS, CXCL9, CXCL10, FAS, CHEK], CIQEP,
NDUFA9, SLC25A11, CA2, ME2, GZMB, TLK]1,
CXCL11, RBM25, BRRN1, MARCHS, FLJ13220,
PBK, TRMTS, KLHL24, ETNK1, STATI

Bl%

83%

92%

2%

1%

9%

70

HNRPD, WARS, SFRS2, EPAS1, ETF4E,
MTHFD2, PSME2, TK1, GMFB, DLGAP4, USP4,
TES, LMAN], CDC40, CXCL9, [RF8, CXCLIO,
KITLG, NDUFA9, SLC25A11, WHSCI, CAZ,
ME2, CXCL11, RBM25, AK2, CAMSAPILL,
FAS, SEC10L1, PBK, BRIP1, TRMTS, STAT1

81%

%%

85%

83%

85%

79%

71

HINRPD, WARS, PAICS, EIFAE, MTHFDZ,
PSME2, GMFB, DLGAP4, TYMS, USP4, TES,
CXCL9, CXCLI10, FAS, TRIM2S, C1QRP,
SLC25A11, €170rf25, CA2, ME2, CXCL11,"

IFT20, RBBP4, RBMZS5, AK2, hCAP-D3, ATPIAIL,

BAZ1A, PBK, BRIP1, KLHL24, ETNK1, STATI

85%

86%

58%

T6%

81%

T2%

WARS, SFRS2, ETF4E, PRDX3, MTHFDZ,
PSME2, MCM6, GMFB, TYMS, USP4, CXCLS9,
GTSEL, RABIF, CXCL10, FAS, PLK4, CHEK,
SLC25A11, C1QBP, NDUFAS, C170rf25, CA2,
ME2, FUT4, IFT20, RBBP4, SLC4Ad, CXCL11,

RBM25, hCAP-D3, FLI10534, MARCEIS, IINRPD,
| TRMTS, STATI

81%

83%

85%

86%

88%

83%

73

HNRPD, WARS, EIF4E, PRDX3, PSME2, TK1,
DLGAP4, TYMS, CTSS, LMAN I, ARF6, CXCLS,
CXCL10, CHEK1, TRIM25, NDUFAD, KPNB1,
SLC25A11, WHSCI, ME2, SLC4A4, RBM?23,

ARZ, SFRS2, DDAH2, FAS, FLI10534, MARCITS,

FLIL3220, BRIP1, TRMT3, KLHL24, ETNK1,
STATI1

73%

79%

B1%

7%

T1%

76%

74

WARS, SFRS2, EIF4E, MTHFD2, PSMEZ,

952%

86%

81%

83%

88%

76% |
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3NN

INN

DLGAP4, TYMS, TISP4, TES, MAD2IL.1, SLC4A4,
CXCLY, CXCL10, CHEK]1, HNRPA3P1, TRIM25,
NDUFAS9, SLC25A11, WHSCI, C170r125 CA2,
Mr2, IFT20, TLK1, CXCLll RBM25, BRRN1,
ATP5A1, FAS, AGPATS PBK, HNRPD, ETNKI
STAT1

75

HNRPD, WARS, MTHFD2, PSME2, GMPB
DLGAP4, TYMS, TES, LMANI, CDC40, GTSEI
CXCL10, FAS, KITLG, C1QBP, N'DUI‘A9
SLCZSAll CAZ, ME2, CXCL11, GZMR, IFT20,
TLK1, SLC4A4, RBM25 hCAP- D3 BRRN1,
DDAH_Z, MARCHS, FL.I13220, PBK, BRIP1,
KLHL24, STATI

85% |B6%

38%

7%

85%

76%

76

HNRPD, WARS, EIF4E, MTHFD2, PSME2,
MCM6, GMFB, DLGAP4, TYMS, TES, CTSS,
LMANI, CDC40, SL.C4A4, IRFS, GTSE],
CXCLIO CHEK]1, HNRPA3P], TRIM25,
NDUFA9, WHSCI CA2, ME2, CXCLII RBM25,
NUP210, ATP5A1, CDCA2BPA, SFRS2, FAS,
MARCHS, SECIULI BRIP1, STATI

85% |83%

88%

86%

85%

83%

77

HNRFPD, WARS, EPAS], EIF4E, PRDX3,
MTHFI2, PSM:E2 GMFB, DLGAP4, TYMS
ARF6, SLC4A4, CXCL10, PLK4, CHEK],
HNRPA3P1, KPNB1, SLC25A11, WHSCI,
Cl7orf25, CA2 ME2, CXCLI1, IFT20, RBBP4
TIK1, R.BMZS CDC42BPA, SFRS2, FAS,
AGPATS, FLI10534, SECI0L1, TRMTS, STATI

96% |83%

92%

B3%

88%

T9%

78

WARS, SFRS2, STAT1, PAICS, EIF4F, PRDX3,
MTHFD2, PSME2, GMFB DLGAP4, TYMS,
LMAN1, MAD21 1, SLC4A4, CXCLY, CXCL10,
SLC25A11, Cl7or£25 CA2, ME2 FUT4, GZMB,
CXCL11, RBM25, CAMSAPIL], BRRN],
CDC42BPA, FAS, FLI10534, SEC10L1, PBEK,
TRMTS, KLHL.24

B1% (B3%

92%

T6%

85%

76%

79

HNRPD, WARS, SFRS2, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4 TYMS, USP4, TES,
CXCLY, CXCLI10, FAS, KITLG, C1QBP,
NDUFA9, C170rf25, CA2, ME2, REM25, SOCSS,

CDC42BPA, BAZIA, AGPATS, DKFZp762El312,

SECI0L1, FLI13220, PSATI, BRIP1, TRMTS,
KLHL24, STATI

8% [72%

88%

79%

88%

69%

80

WARS, SFRS2, EPAS1, EIF4E, MTHFD2,
PSMF2, TK1, DLGAP4, TYMS, TES, CTSS,
ART6, CXCL9, CXCL10, FAS, HNRPA3PI,
TRIM25, SLC25A11, C1QBP, NDUFAS, HNRPD,
ME?2, CXCL11, RBBP4, RBM25, AK2, AGPATS,
FLJ10534, DKFZp762E1312, SEC10L1, PBK,
KLHL24, STAT1

85% |86%

81%

69% !

69%

69%

81

EIT'4E, SFPQ, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, TES, CTSS, CXCL9, CXCL10,
FAS, PLE4, NDUFAY9, WHSCI, Cl70rf25, CAZ,
HNRPD, ME2, IFT20, RBM25, NUP210,
CDCA2BPA, DDAH?2, BAZ1A, AGPATS,

FLJ10534, DKFZp762E1312, SEC10L1, FLI13220,

PBK, BRIP1, TRMTS5, STAT1

81% [79%

85%

6%

81%

66%

82

WARS, SFRS2, STATI, ETF4E, PRDX3,

o, 0,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES, §1 % | 90%

B5%

6%

85%

" 2%
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3NN

LMAN] DCE, CDC40, CXCLY, CXCL10, FAS,
TRIM25, C1QBP, NDUFA9, SLC25A11, CA2,
ME2, CXCLII SLCAA4, RBM25, AK2, BRRNI,
AGPATS, DKFZp762E1312 FLJ ]3220 PBK

INN

B3

SFRS2, STATL, EIF4E, PRDX3, MTHFD?2,
PSME2, GMFR, DLGAP4, TYMS, USP4, TES,
CT85, LMAN1, ARFé6, CDC40, IRFS, CXCLIU

CHEKI, C1QBP, SLC25A11, WHSCI, ME2, 63% | 79%

SLC4A4 CXCL11, REM25, NUP21(), FAS,
FLJ]0534 MARCHS FLI13220, PSATI, HNRPD,
BRIP1, TRMTS, KLHL24

7% 183%

7%

9%

84

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSMEZ, TK1, GMFB, DLGAP4
TYMS, CTSS, ARF6, MAD2L1, CXCL10,
TRIM25, RITLG, NDUFAS, WHSCI, CA2, ME2,
GZMB, IFT.?,O CXCL11, RBM25, FAS, AGPATS,
MARCHS, PSATI, BRIP1, TRMTS, STATI

85% |83%

38% |76%

73%

2%

83

HNRI'D, SFRS2, STAT1, PRDX3, MTHFDZ,
PSMEZ2, GMFB, DLGAP4, USP4, CTSS, ARFS,
SLC4A4, CXCLY, RABIF, CXCLI10, FAS,
TRIM25, KITLG, CIQBF, SLC25A11, WHSCH,
CA2, MEZ, GZMB RBBP4, CXCL11, RBM25,
AGPATS, M.ARCHS SECI]OLI, PBK, BRIP1,
TRMTS

38% 176%

92% | 76%

&1%

69%

86

WARS, STAT1, EIFAE, MTHFDZ, PSME?,
DLGAP4 TYMS, USP4, LMAN], CDC40,
CXCL9, IRFS, CXCL]O FLK4, TRIM25, C1QBP,

NDUFAS, SLC25A11, CA2, ME2, CXCL11, 85% 76%

RBM25, ATPSAL, SFRSZ, FAS, AGPATS,
MARCHS, FL113220 PBK, HNRPD, BRIP'1,
TRMTS, KLHL24, ETNK1

81% |83%

81%

76%

87

HNRPD, WARS, EPAS], STATI, EIF4E,
MTIII'DZ, PSME?, TK1, GMFB, DLGAP4,
TYMS, USP4, SLC4A4, CXCLQ IRF8, GTSEl
RABIF, CXCL10, FAS, PLK4, HNRPA3P1,
TRIM25, SLC25A11, CIQBP, NDUFAY, WHSCI
MEZ, CXCL11, TLK1, RBM2S, AK2, NUP210,
BRRNI, AIPSAI SKFRS2, AGPATS, FI.110534,
'VIARCHS PSATI, BRIP1, KLHL24

3% |79%

88% (83%

69%

2%

88

WARS, SFRS2, EPAS], STAT1, EIF4E, PRDXS
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, LMANI, MADQLI CDCAL, CXCLY,
IRF8, CXCLI0, FAS CHEKI NDUFA9, KPNEI,
SLC25A1] WHSC?, CI'?oerS CA2, ME2,
CXCL11, IFT20, SLC4A4 RBM25, CDC42BPA
BAZiA, AGPATS, MARCHS PRK, PSATI,
HNRPD, BRIP1, TRMTS, E'INKI

73% |83%

85% (79%

81%

2%

89

HNRFD, WARS, SFRS2, STATI, EIF4E, PRDX3,
MTHFDZ PSME2, GMFB, TYMS USP4, CTSS,
DCK, CDC40, SLC4A4 CXCLy, CXCL]O FAS,

CHEKI, SLC25A11, CIQBP NDUFASY, WHSCI 7% | 76%

CA2, ME2, GZMB, RBBP4, RBM?25, ATP5AL,
SOCS6, AGPATS, MARCT-IS DKFZp762E1312
SECIOL1, PBK, BRIP1, TRMTS, KLLHI.24

RRY | 79%

85%

66%

20

WARS, SFRS2, EIF4E, PRDX3, MTHFD?,

PSME2, TK1, GMFB, DLGAP4, TYMS, USP4, | 77% |79%

CTSS, SLC4A4 CXCL9, IRF8, GTSE1, CXCL10,

88% | 76%

88%

76%
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PLK4, CHEK1, HNRPA3P1, KITLG, SLC25A11,
CIQBP, NDUFAS, C170rf25, CA2, ME2, GZMB,
CXCL11, RBM25, AK2, SOCS6, DDAH?, TAS,
RBBP4, FLI10534, MARCHS, DKFZp762E1312,
PBK, HNRPD, BRIP1, KLHL24, STAT]

INN

INN

21

HNRPD, WARS, SFRS2, EPASE, STAT, EIF4E, '
SFPQ, PRDX3, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, USP4, TES, DCK, ARFS,
MAD2L1, CDC40, SLC4A4, CXCLY, RABIF,
CXCL10, FAS, SLC25A11, C1QBP, NDUFA9,
WHSC1, C170rf25, ME2, FUT4, CXCL11, IFT20,
RBBP4, RBM25, CAMSAPIL1, SECI10L1, PBK,
PSATI, KLHL24

69% 133%

81%

9%

T7%

70%

“|RBM235, AK2, CAMSAPIL1, DDAH2, BAZ 1A,

ENRPD, WARS, STATI, EIF4E, MTHFZ,
PSME2, TK1, GMFB, DLGAP4, TYMS, TES,
CTSS, MAD2L1, SLC4A4, CXCLS, CXCLLG,
FAS, CHEK1, HNRPPA3P1, SLC25A11, CIQBP,
NDUFA9, WHSC1, CA2, ME2, GZMB, CXCL11,

AGPATS, SECI0L1, FLI13220, PBK, BRIP!,
TRMT5

7% |83%

92%

83%

T7%

66%

93

HNRPD, WARS, SFRSZ, EPASI, STATI, EIF4L,
MTHFDZ, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, DCK, MAD2L1, CDC40, RABIF, [XCL10,
FAS, PLK4, KITLG, SLC25A11, NDIJFA9,
WHSCI, CA2, ME2, CXCL11, IFT20, TLK]1,
RBM25, CDC42BPA, DDAM2, RBBP4, MARCHS,
DERFZp762E1312, PBK, PSATI, BRIPI, K1 HI.24,
ETNK1 :

73% |83%

7%

79%

TT%

76%

94

HNRPD, WARS, STATI, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, USP4, TES, CTSS, DCK, ARF6, CDUAO,
CXCL9, IRF8, RABIF, CXCL10, FAS,
HNRPA3P1, TRIM2S5, SLC25A11, NDUFAS,
WHSC1, CA2, ME2, CXCL11, GZMB, [F120,
SLC4A4, SFRS2, AGPATS, FLI10534, MARCHS,
PBK, BRIP1

8% {83%

85%

76%

85%

69%

95

WARS, SFRS2, STAT1, EIF4E, MTHFDZ,
PSME2, GMFB, DLGAP4, TYMS, TES, CTSS,
LMANI, DCK, MAD2L1, CDC40, SLCIA4,
CXCL9, IRF8, CXCL10, FAS, CIQBP, NDUFA9,
WHSCI, CA2Z, ME2, CXCL11, IFT20, RBM25,
HCAP-D3, ATP5A1, DDAH2, FLI10534,
MARCHS, DKFZp762E1312, SECI10L1, PEK,
HNRPD, BRIP1, TRMTS, KLHI.24

96

HNRPD, WARS, SFRS2, EPAS1, STATI, EIF4E,
PRDX3, MTHFD2, PSME2, GBP1, TK1, GMFR,
DLGAP4, TYMS, USP4, ARF6, CXCLY, CXCL10,
FAS, PLK4, CHEK 1, HNRPA3P], SLC25A1 1,
CIQBP, WHSC1, CA2, ME2, CXCLI1, GZMB,
IFT20, RBM25, NUP210, SOCS6, AGPATS,
MARCHS, SEC10L1, PBK, BRIP1, ETNK]

73% | 79%

83%

83%

85%

T9%

85% |B6%

92%

76%

77%

69%

97

HNRPD, WARS, SFRS2, EPASI, STAT!, EIV4E,
MTHFD2, PSME2, MCM6, GMFB, DLGAP4,
TYMS, TES, DCK, CDC40, SLC4A4, CXCLY,
CXCL10, FAS, TRIM25, NDUFA9, SLC25A11,

WHSC1, CA2, ME2, GZMB, IFT20, TLKI,

92% 190%

88%

76%

7%

66%
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INN

CXCL11, RBM25, AK2, hCAP-D3, BRRN],
AGPATS, MARCHS, FLY13220, TRMTS5, KLHL24

o8

HNRPD, WARS, EIF4E, SFPQ, MTHFD2,

,PSME2, TK1, GMFB, DLGAP4, TYMS, DCK,
| CDCA0, SLC4A4, CXCLS, GTSE], CXCL10, FAS,

PLK4, CHEK]1, KITLG, SLC25A11, CIQBP,
NDUFA9, KPNB1, WHSC1, C17arf25, CAZ, ME2,
CXCLI11, TLK1, RBM25, NUP210, RBBD4,
AGPATS, MARCHS, SEC10L1, FL}13220, PBEK,
TRMTS, KLHL24, ETNKI, STAT1

73% | 76%

92%

83%

§1%

83%

99

WARS, EPAS1, PRDX3, MTHFD?2, GMFB,
DLGAP4, TYMS, USP4, CTSS, CDCAG, SLCAA,
CXCL9, IRF8, RABIF, CXCLI0, FAS,
HNRPA3P1, TRIM25, SLCZ5A11, NDUFAS,
WHSCI, C170rf25; HNRPD, ME2, FUTX,
CXCL11, GZMB, RBM2S5, AK2, ATPSAL,
CDC42BPA, SFRS2, BAZ1A, AGPATS,
MARCHS, FLI13220, BRIP1, KLHL 24, ETNKI,
STATI

85% |B6%

92%

72%

T1%

69%

100

HNRPD, WARS, SFRS2, PAICS, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, LMAN1, ARF6, MAD2L1, CDCA40,
SLC4A4, CXCLY, IRF8, GTSE], CXCL10,
HNRPA3P1, SLC25A11, CIQBP, NDUFAD,
WHSC1, C170rf25, CA2, ME2, CXCL11, RBM2S,
hCAP-D3, CDC42BPA, FAS, AGPATS, FLI10534,
MARCHS, DKF7Zp762E1312, SECIOL1, PRK.
BRIP1, TRMTS, ETNK1, STAT1

T% | T79%

88%

83%

88%

76%

101

HNRPD, WARS, STAT1, PAICS, EIF4E, PRDX3,
MTHFLD2, PSME2, TK1, GMFR, DLGAP4,
TYMS, TES, ARF6, CXCL9, IRF8, CXCLI10, FAS,
PLK4, HNRPA3P1, TRIM25, C1QBP, NDUFAJ,
SLC25A11, WHSC1, C170r25, ME2, CXCLI1,
IFT20, RBBP4, TLK1, SLC4A4, REM25, AK2,
NUP210, CAMSAP1L1, DDAHZ, AGPATS,
MARCHS, SEC10L1, KLHL24, ETNK.1

73% |83%

88%

B6%

85%

76%

102

HNRED, WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, DLGAP4, TYMS, USP4,
€TSS, ARF6, CDC40, CXCL10, FAS, PLK4,
TRIM2S, KITLG, SLC25A11, CIQRP, NDUFAS,
WHSC1, C170r25, CA2, ME2, IFT20, RBBP4,
TLK1, SLC4A4, CXCLI1, RBM25, AK2, BAZ1A,
MARCII5, SECIOL1, FLI13220, PBK, BRIPI,
KLHL24, STATI1

85% |86%

81%

83%

&%

79%

103

. WARS, SFRS2, EIF4E, SFPQ, PRDX3, MTHFDZ, :

PSMEZ, MCM6, TK1, GMFB, DLGAP4, TYMS,
USP4, LMANL, DCK, SLC4Ad4, CXCL9, CXCLI0,
FAS, FLK4, TRIM25, C1QBP, NDUFA9,
SLC25A11, WHSC1, CA2, HNRPD, ME2, GZMR,
IFT20, TLK1, CXCL11, RBM25, RBBP4,
MARCHS, PBK, PSATI, BRIP1, TRMTS,
KLHL24, ETNK1, STATI

81% |86%

85%

T6%

T1%

76%

104

HNRPD, WARS, SFRS2, EIF4E, MTHID2Z,
PSME2, MCM$6, GMFB, DLGAP4, TYMS, USP4,
LMAN1, ART6, CDC40, CXCLY, GTSE],
CXCL10, FAS, CHEK 1, HNRPA3P], SLC25A11,
CI1QBP, WHSC1, CA2, ME2, GZMB, IFT20,

85% |(86%

88%

2%

7%

2%
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SLC4A4, CXCL1L, RBM25, BAZ1 A, AGPATS,
SECI10L], PLJ]3220 PBK, PSATI, BRIP1,
TRMT3, ETNK]1, STATI

105

IRABIF, CXCLI10, FAS, CHEKI HNRPA3PI,

WARS, PAICS, EIF4E, MTHFD2, PSME2,
MCMS6, GMFB, DLGAP4, TYMS, CT'SS,
MAD2L1, CDC40 SLC4A4 CXCL9, IRFS,

TRIM?25, NDUFA9 SLC25A11, CAZ, HNRPD 88% |86%

ME2, CXCL11, IFT20, RBM25, AK2,
CAMBAPI1LI1, BRRNI1, SFRS2, DDAH2, RREP4,
SECI0L1, PBK, PSATI BRIP1 TRMTS
KILHI.24, STAT1

8%

INN

83%

81%

83%%

106

HNRFD, WARS, SFRS2, EPAS], LIF4E, PRDX3,
MTHFD2, PSME2 TK1, GMFB, DL.GAP4,
TYMS, TGS, LMANI, DCK, SLC4A4, CXCL9,
CXCL10, PLK4, HNRPA3P1, C1QBP, NDUFA9,
SLC25A1] WHSCI1, C170rf25, CA2, ME2,
CXCLI11, GZMB, IFT20, RBBP4, TLK.1, RBM25,
CAMSAPILE, FAS, MARCHS, DKFZp762El 312,
SECI0L], PBEK, STATI

81% |90%

85%

83%

81%

76%

107

WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSMEZ2, TK1, GMFB, DLGAP4,
TYMS, MAD2L1, CDCA0, SLC4A4, CXCLS,
CXCL10, FAS, KITLG, C1QBP, NDUFA9,
SLC25A11, ME2, CXCL11, IFT20, TLKI,
RBM25, AK2, BRRN1, ATP5A1, CDC42BPA,
KBBP4, AGPATS, MARCHS, SECICLI, PEK,
HNRPD, BRIP1, TRMTS5, ETNK1, STATI1

85% |83%

8%

86%

B1%

72%

108

WARS, EPAS1, EIF4E, PRDX3, MTHEDZ2,
PSME2, TKI, GMFS, DLGAP4, TYMS, TES,
CTSS, LMAN!, CXCL9, GTSE1, RABIF,
CXCL10, FAS, PLK4, SLC25A11, NDUFAY,
KPNB1, HNRPD, ME2, FUTH, CXCL11, GZMR,
IFT20, RBEP4, RBM25, CAMSAPIL1, hCAP-D3,
SFREZ, DDAH2, AGPATS, MARCHS, PBK,
BRIP!, TRMTS, ETNK], STAT1

81% (R3%

85%

69%

3%

79%

109

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFDZ, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, DCK, CDC40, RABIF, CXCL10, FAS,
CHEK1, HNRPA3P1, TRIM25, EPNB1,
SLC25A11, WHSCL, C17erf25, CA2, ME2,
CXCL11, TLK], RBM25, ATP5A1, CDC4ZBPA,
FLI10534, MARCHS, DKFZp762E1312,
SECIOL1, PBK, PSAT], KL.HI.24, STAT1

7% |79%

88%

79%

T1%

T2%

110

HNRPD, WARS, SFRS2, STAT1, EIF4E, PRDX3,
MTHFDZ, PSMEZ, TK1, GMFB, DLGAPA,
TYMS, TES, ARF6, MAD2L 1, CDCA40, CXCLS,
GTSE1, CXCL10, FAS, PLK4, CHEKL.
HNRPA3P!, CIQBP, NDUFAS, SLC25A11,
WHSCI, CA2, ME2, CXCL11, IFT20, TLX],
RBM25, ATP5A1, SOCS6, AGPATS, SECI0LL,
PBX, TRMTS, KLHI 24

73% |79%

85%

83%

88%

83%

111

HNRPD, WARS, SFRSZ, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, TES, CTSS, MADZL1, CXCLS, CXCL10,

; WHSC1, C170rl25, CA2, ME2, CXCL11, GZMB,

FAS, PLE4, CHEK|, SLC25A11, C1QRP,

81% (90%

88%

83%

T

76%

gooooad
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TLK1, SL.C4A4, RBM25, AK2, hCAP-D3,
FLING334, SEC10L1, FLJ]3220 PBK, BR[P]
KLHL24, STAT:

112

WARS, SFRS2, EPAS!, EIF4E, MTHED?Z,
PSMEZ, GMFB, DLGAP4, TYMS, USP4, TES,
CTSS, MAD2L1 CXCLY, CXCL]O TRIM235,
NDUFAS, KPNRI, SLC25A11, WHSC],
C170ri23, CA2, HNRPD ME2, CXCL]] GZMB,
TLK1, RBM25, AK2, CAMSAP]LI BRREN1,
CDCAZBPA, DDAH2, FAS, MARCHS, SECIOL]
PBK, PSATI, BRIP1, KLHL24, ETNK1, STATI

B6% (90%

81%

6%

T1%

. 76%

113

| DLGAP4, TYMS, USP4, LMANI, DCK, ARTS,

HNRPD, WARS, SFRS2, STATI, EIF4E, PRDX3,
MTHFDZ, PSME2, MCM6 GBP1, GMFB,

CDC40, CXCLY, CXCLIO, FAS, PLK4 KITLG,
CIQRBP, NDUFAY, SLC25A11, WHSC] C170rf25
CA2, ME2, FUT4, TLK1, CXCL11, SLC4A4
RBM25 AK2, ATP5A1, AGPATS, FLI10534,
MARCHS, SEC10L1, PBK, PSAT1

65% | 76%

28%

76%

85%

83%

114

HNRPD, WARS, SFRS2, STATIL, MTHFD?,
PSME2, MCMS§, TK1, GMFB, TYMS, USP4,
LMAN!, ARF6, CXCL10, FAS PLK4 SLC25A11,

G7MB, RBBP4, CXCL11, RBM25, AK?, BRRNI,
ATPSAI CDC42BPA, DDAH2, BAZIA,
AGPATS, MARCHS, SECI0L1, PBK, BRIP1

CIQBP, NDUFA9, WHSC, Cl7orf25, CA2, ME2, {81% |76%

81%

79%

85%

62%

115

HNRPD, WARS EPASI, STATI, EIF4E, SFPQ,
PRDX3, MTHFD2, PSMEZ TK1, GMFB,

™ GAP4 TYMS, TES, LMAN1, DCK, ARFS,
CXCLS, IRF8, GTSE1, CXCLlO KITLG,
NDUFAY, KFNBI, C17or£25 CA2, ME2, FUTA4,
CXCL11, GZMB, IFT20, TLK 1, SEC4A4, RBM?2S,
AK2 BRRNI1, DDAH2, FAS, FLJI3220 PBE,
PSATI, BRIP1

81% |86%

81%

T6%

81%

79%

116

WARS, SFRS2, FPAS1, PAICS, EIV4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4, |
TYMS, CTSS, ARF6, CDC40, CXCLS, CXCLIO,
FAS, HNRPA3P1, TRIM25, SLC25A11, NDUFAS9,
WHSC], HNRPD ME2, I‘UT4 CXCL11,

SLC4A4 RBM25, CAMSAP1LI, hCAP- D3,
DDAID, MARCHS, FLI13220, PRK, PSATI,
TRMTS5, ETNK1, STATI

81% |79%

73%

00%

73%

6%%

117

WARS, SFRS2, EPASL, EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, CTSS, LMANI, ARF6, MAD2L1, CDCAD,
SLC4A4, CXCLY, CXCLI0, FAS, PLKA4,
HNRPA3P1, TRIM2S5, NDUFAS, SLC25A11,
WHSCI, C170r25, CA2, ME2, CXCL11, GZMB,
IFT20, TI K1, RBM25, ATP5AL, RBBP4
AGPATS PSATI HNRPD, KLHL24, STAT]

92% |90%

88%

79%

81%

T72%

118

WARS, EPAS], EIF4E, PRDX3, MTHFD2,
PSMI2, GBP1, DLGAP4, TYMS, DCK, ARF6,
MADZL1, CDC40, CXCL9, IRF8, GTSE], RARTF,

NDUFA9, KPNB1, SLC25A11, WHSCH,
Cl7orf25, CA2, ME2, GZMB, IFT20, TLKI,

CXCL11, RBM25, AK2, SFRS52, BAZ1A,

CXCL10, FAS, CHEK1, TRIM25, CIQRP, 7% |90%

88%
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SEC10L1, FLI13220, PBK, PSATI, HNRPD,
BRIP1, KLHL24, STAT1

119

HNRPD, WARS, SFRS2, EPAS], EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, GRP1, GMTB,
DLGAP4, TYMS, DCK, CDC40, CXCLY,
CXCL10, PLK4, CHEK 1, KITLG, C1QBP,
NDUFA9, KPNB1, SLC25A11, WHSC1, CA2,
ME2, FUT4, CXCL11, RBM25, AK2, hCAP-D3,
BRRNI, FAS, AGPATS, FLI10334, MARCIIS,
SECIOLL, PBE, TRMTS, KLHL24, ETNKI,
STATI1

T7%

76%

52%

83%

92%

76%

WARS, SFRS2, EPAS |, EIFAE, SFPQ, MTHFD2,
PSME2, GMFR, TYMS, USP4, CTSS, LMANI,
DCK, MAD2L1, CDCA0, SLCAA4, CXCLO,
CXCL10, FAS, KITLG, SLC25A11, CIQBP,
NDUFASY, CA2, ME2, IFT20, CXCL11, RBM25,
AK2, CAMSAPILI, hCAP-D3, ATP5AL,
CDC42BPA, BAZ1A, AGPATS, SECIOLI, PBK,
HNRPD, RRIP1, KLHL24, STATI

81%

B6%

88%

83%

B3%

2%

121

HNRFPD, WARS, SFRS2, EPAS], EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMANI, MADZLI, CDC40, CXCL9, CXCLi0,
CHEKY], TRIM2S5, SLC25A11, WHSC1, CAZ,
ME2, CXCL11, IFT20, RBBP4, SLC4A4, RBM25,
AK2, NUP210, hCAP-D3, DDAH2, FAS, BAZ] A,
FLI10534, FLI13220, PBK, BRIP1, TRMTS,
ETNK1, STAT!

83%

A%

88%

90%

85%

Te%

i22

HNRPD, WARS, EPAS], STATI, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CT8S, LMANI, CDhC40, CXCL9, CXCL10, FAS,
FPLE4, KITLG, C1QBF, NDUFA9, SLC25A11,
WHSCI1, Ct7orf25, ME2, CXCLI1], RRM25,
hCAP-D3, BRRN1, ATP5A1, CDC42RPA,
FLJI10534, MARCHS, SEC10L1, FLJ13220, PBK,
BRIP1, TRMTS5, KILIIL24, ETNK1

09%

76%

T1%

86%

69%

69%

123

WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DT.GAP4,
TYMS, USP4, LMANI, ARF6, CDC40, CXCLO9,
IRF8, CXCL10, FAS, PLK4, CHEK1, HNRPA3P],
C1QBP, NDUFAY, SLC25A11, WHSC1, C170rR25,
CA2, HNRPD, ME2, SLC4A4, CXCL11, RBM25,
AK2, NUP210, AGPATS, FLY10534, MARCHS,
DKFZp762E1312, PSAT1, BRIP1, TRMTS,

STATI

73%

83%

8%

6%

81%

79%

124

WARS, SFRS2, EPAS|, PAICS, EIFAE,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
CDC40, CXCL9, CXCL10, FAS, PLK4,
HNRPASP1, KITLG, CIQBP, NDUFA9, WHSC1,
CA2, HNRPD, ME2, FUT4, CXCL11, GZMB,
SL.C4A4, RBM25, AK2, BRRNI, ATP5A1,
AGPAT5, MARCHS, SECI0L1, FLI13220, PBK,
TRMTS, KLHI.24, ETNK1, STATI

7%

T6%

92%

T6%

85%

2%

125

WARS, SFRS2, EPAS], STATI, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
1ISP4, TES, CISS, MADZLI, CXCL9, TRFB,
GTSEL, CXCL10, PLK4, CHEK1, TRIM25,

NDUFAS, SLC25A11, CiTor25, CAZ2, HNRPD,

B5%

B6%

92%

26%

B8%

83%
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ME2, CXCLI1, IFT20, TLK1, RBM25, BRRNI,
FAS, AGPATS, FLI10534, SEC10L1, FLI13220,
PBK, BRIP1, KLEIL24

INN

INN

126

HNRPD, WARS, SFRS2, EPAS], BIF4E, PRDX3,
MTHFD2, PSME2, TK 1, GMFB, DLGAP4,
TYMS, USP4, TES, LMAN1, ARF6, MAD2L]1,
CXCLSY, GTSE1, CXCL10, FAS, ENRPA3P],
NDUFA9, KPNBI1, SLC25A11, CA2, ME2,
CXCL11, TLK1, SLC4A4, RBM25, BRRNI,
AGPATS, MARCHS, DKFZp762E1312, SEC10L1,
PBK, BRIP1, KLHL.24, STATI

17% [83%

28%

86%

85%

72%

127

WARS, EPAS1, EIF4E, PRDX3, MTHFD2,
PSMEZ, TK1, GMFB, DLGAP4, TYMS, USP4,
TES, LMAN1, CDC40, CXCL9, IRF8, CXCL10,
PLK4, CIIEK 1, TRIM25, C1QBP, NDUFAD,
SLC25A11, WHSC1, ME2, FUT4, CXCLI11,
TLK1, SLC4A4, RBM25, AK2, CAMSAPILI,
BRRN1, ATP5A1, SFRS2, FAS, SECIOL1,
¥LJ13220, PBK, PSATI1, TRMTS, KLHL24,
STAT1

73% [83%

73%

90%

3%

R6%

HNRED, EIFAL, PRDX3, MTHFDZ, PSME2,
TK1, GMFB, DLGAP4, TYMS, USP4, DCK,
ARF6, MAD2L1, CDC4), CXCLS, IRT8, CXCL10,
FAS, CHEK1, SLC25A11, C1QBP, NDUFAS,
WHSCL, CAZ, ME2, CXCL11, TLK1, SLC4A4,
RBM25, AK2, BRRN1, SOCS6, DDAH?2, RBBP4,
FLI10534, MARCHS, FLJ13220, PBK, BRIPI,
ETNKI, STATI

69% |83%

T1%

3%

5%

T6%

129

- WARS, SFRS2, EPAS], STATI, EIF4E, PRDX3,

MTHFD2, PSMEZ, TK1, GMFB, DLGAFPA,
TYMS, CTSS, LMAN|1, DCK, CDC40, SLC4A4,
CXCLY, IRF§, CXCL10, FAS, CIQBP, NDUFAD,
SLC25A11, WHSCI, C170rf25, CA2, MEZ,
RBM25, NUP210, CDC42BPA, AGPATS,
SEC10L1, FLJ13220, INRPD, BRIP1, KLHI.24,
ETNK1

73% |76%

92%

79%

85%

2%

130

HNRPD, WARS, SFRS2, EPAS1, PAICS, EIFAE,
SFPQ, PRDX3, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, CTSS, CXCL9, IRFS, RABTF,
CXCL10, FAS, PLK4, CHEK1, TRIM25, KITLG,
SLC25A11, C1QBP, NDUFAS9, CA?, ME2,
CXCL11, RBBP4, SLC4A4, RBM2S, AK2,
AGPATS, FLI10534, FLT13220, PBK, TRMTS,
KLHL24, STATI

85% |83%

2%

2%

88%

T6%

131

WARS, SFRS2, PRDX3, MTIIFD2, PSME2,
MCM6, GMTB, DLGAP4, TYMS, CTSS, ARFS,
CDCA40, CXCL9, CXCLI10, FAS, HNRPA3P1,
TRIMZ5, KITLG, C1QBP, NDUFAS, KPNB1,
SLC23A11, WHSC1, C170r25, CA2, INRPD,
ME2, CXCL11, TLK1, SLC4A4, RBM25, AK2,
hCAP-D3, BRRN1, SOCS6, DDAH2, RBBP,
AGPATS, PBK, BRIP1, STATI

85% |83%

92%

86%

88%

79%

132

HNRPD, WARS, SFRS2, EIF4E, MTHFD?,
PSME2, MCMS6, TK1, GMFB, DLGAP4, TYMS,
1ISP4, CTSS, LMAN1, CDC40, CXCLY, CXCL10,
PLK4, FINRPA3P1, C1QBP, NDUFAS,

SLC25A11, WHSCI, CA2, ME2, CXCLI11,

77% |83%

33%

76%

85%

76%
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GZMB, [FT20, SLC4A4, RBM25, AK?, ATP3AL,
FAS, RRBP4, BAZ1A, MARCHS,
DKFZp762E1312, SEC10L1, FLJ13220, PBK,
TRMT3, KLHL24, STATI

133

WARS, SFRS2, EPAS1, STATI, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, TK1, GMFB,
DLGAP4, TYMS, TES, LMAN1, ARF6, CDCAQ,
CXCL9, RABIF, CXCL10, FAS, PLK4, TRIM25,
CIQBP, NDUFAY, SLC235A11, CA2, HNRPD,
ME2, CXCL11, RBBP4, TLK1, RRM25,
CDC42BPA, BAZIA, AGPATS, MARCHS,
SEC10L1, FLI13220, PBK, PSAT], BRIP1

77% 183%

88%

T6%

85%

79%

134

WARS, SFRS?, EPAS1, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
CTSS, LMANI1, ARF6, MADZL1, CDC40, IRFS,
(TSEl, CXCL10, KITLG, C1QBP, NDUFA9,
XPNBI, SLC25A11, WHSC1, ME2, CXCLI1,
RBEP4, TLK1, SLC4A4, RBM25, AK2, BRRN],
ATP3A1, CTIC42BPA, DDAH2, FAS, MARCHS,
SECI0L], FLT13220, PRK, HNRPD, BRIPI,
STATI

B1% |86%

7%

93%

81%

79%

135

WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, LMAN1, DCK, CDC40, CXCL9, IRFS,
CXCL10, FAS, PLK4, HNRPA3P1, C1QBP,
NDUFAY, SLC25A11, WHSCI, CAZ, ME2, FUTH,
CXCL11, GZMB, SLC4A4, RBM25, AK2,
ATP3Al, DDAHZ, FLI10534, PBK, HNRPD,
BRIP1, ETNK1, STAT1

7% |90%

88%

2%

85%

7%

136

WARS, SFRS2, STAT1, PRDX3, MTHFD2,
PSME2, MCM6, GMFB, DLGAP4, TYMS, TES,
LMAN1, ARF6, CDC40, CXCL9, CXCLI0, FAS,
PLK4, HNRPA3P1, TRIM23, KITLG, SLC25A11,
CIQBP, NDUFAS, KPNB1, C170rf25, CA2, ME2,
IFT20, RBBP4, CXCL11, RBM25, AK2, hCAP-
D3, ATP5A1, CDC42BPA, BAZ1A, AGPATS,
PBK, BRIP1, KLHL24

I81% |79%

5%

9%

81%

69%

137

WARS, S8FRS2, EPAS], EIF4E, PRDX3,
MTHFD?, PSME2, MCMé6, TK1, DLGAP4,
TYMS, TES, LMANL, ARF6, CDC4Q, CXCILS,
CXCL10, FAS, KITLG, SLC25A11, C1QBP,
NDUFAS, KPNB1, WHSCI1, CA2, MEZ, IFT20,
RBBP4, TLKI, CXCL11, SLC4A4, RBM23, AK?,
CDCA2BPA, MARCHS, SEC10L.1, FLI13220,
PBK, PSAT], HNRPD, BRIP1, TRMTS, KLHAL24,
STATI

B5% |83%

81%

83%

73%

1 72%

138

WARS, SFRS2, EPAS1, STAT1, PAICS, EIF4E,
PRDX3, MTHFDZ2, PSME?, MCM$é, GMIB,
DLGAP4, TYMS, USP4, CTSS, LMAN1, ARF6,
CXCLY, IRF8, CXCL10, CHEK1, CIQBP,
NDUFAS, SLC25A11, WHSCI, C170rf25, CA2,
ME2, CXCL11, SLC4A4, RBM25, AK2, BRRN]1,
CDCA428PA, FAS, BAZ1A, AGPATS, FLI10534,
MARCHS, PRE, PSAT1, HNRPD, TRMTS,

| KLHL24

3% |76%

8%

83%

81%

76%

139

WARS, SFRS2, EPAS1, EIF4E, PRDX3,

MTHFD?, PSME2, TK1, GMFB, DLGAP4,

83% |T6%

85%

79%

%

69%
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TYMS, USP4, LMAN], ARF6, CXCL9, CXCL10,
PLE4, HNRPA3P!, TRIM25, KITLG, C1QBP,
NDUFA9, KPNB1, SLC25A11, WHSCL,
CI7or25, HNRPD, ME2, FUT4 CXCL]I GZMB,
RBM25, AK2, hCAP-D3, BRRN] ATPSAI FAS,
AGPATS, SECIOL] FLJ13220 PSAI‘I TRMTS
ETNKI, STATI

INN

140

HNRPD, WARS, SFRS2, EPAS!, EIF4E, PRDX3,
MTHFDZ, PSME2, MCMS, GBP] GMFB,
DLGAP4, TYMS, TES, CTSS, LMANI, SLC4A4,
CXCLA, CXCL1Q, FAS, PLK4, CHEK]1, TRIM235,
C1QBP, NDUFA9Y, SLC25A11, WHSCI C17or25
CAZ, MEZ, GZMB, RBM25, hCAP-D3, ATP3A],
AGPATS, FLJ 10534, PBK, PSAT1, BRIP],
TRMTS, STAT1

81% [90%

85%

79%

81%

2%

141

TRMTS, STATI

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, MCM6, GMFB, DLGAP4, TYMS, USP4,
MADZLI, CDC40, CXCLY, IRFS, CXCLI0, PLK4
HNRI'A3P1 TRIM25, SLC25A11, NDUFAQ

WHSC1, C170rf25, ME2, FUT4, CXCLII IFT20, |85% [83%

SLC4A4 RBM25, AK2, CAMSAPIL1, hCAP—Da
BRRNI1, FAS, BAZ1A, AGPATS, MARCHS
SECI0L], FLi13220, PSATI, IINRPD BRIP],

88%

83%

73%

T9%

142

WARS, SFRS2, EPAS1, EIFAE, MTHFDZ,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
LMANI, CDC40, SLC4A4, CXCL9, RARIF,
CXCL10, PLK4, NDUFAS, SLC25A11, WHSC1,

C170rf25, CA2, HNRPD, MEZ, CXCL11, IFT20, |77% [83%

RBM25, hCAP-D3, ATP5AL, SQCS6, CDC42BPA,
FAS, RERP4, BAZ1A, DE¥Zp762E1312,
SECI10L1, FLI13220, PBK, PSATI, BRIP],

STATI

81%

B3%

85%

79%

143

HNRPD, WARS, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
UISP4, TES, CTSS, CDC40, CXCL9, IRFR,
CXCL10, PLK4, HNRPA3P1, KITLG, NDUFAS,
KPNB1, SLC25A11, WHSCI, C170rf25, CA2,
ME2, FUT4, CXCL11, SLC4A4, RBM25, hCAP-
D3, DDAIR2, FAS, RBBP4, AGPATS, F1.113220,
PBK, BRIP1, TRMTS, KLHL24

73% |72%

88%

T9%

92%

T6%

144

WARS, SFRS2, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, USP4, TES, CDC40, CXCLY,
CXCL10, FAS, CHEK 1, NDUFA9, KPNE1,
WHSC1, CAZ, ME2, GZMB, TLK1, RBM25, AK2,
CAMSAPI1L1, hCAP-D3, FLI10534,
DKFZp762E1312, FLI13220, HNRPD, STAT1

3% 179%

85%

T9%

69%

76%

145

HNRPD, WARS, SFRS2, EIF4E, MTHFD2,
PSMEZ2, GMFB, DLGAP4, TYMS, LMANI, DCK,
ARF6, CDC40, CXCL9, CXCL10, PLK4, TRIM25,
CI1QBP, KPNB1, SLC25A11, C170r25, ME2,
CXCL11, RBM25, hCAP-D3, DDAH2, FAS,
MARCHS, STAT1

146

WARS, STAT1, EIF4E, MTHFD2, PSME2,
DILGAP4, TYMS, ARF6, CXCL9, CXCLI0,
KITLG, C1QBFP, NDUFASY, SLC25A11, WHSCI,
C17orf25, CA2, HNRPD, ME2, CXCL11, SLCAA4,

1% 179%

B1%

86%

81%

83%

1% | 79%

88%

79% |

85%

69%
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RBEM25, hCAP-D3, SOCS6, CDCAZBPA, FAS

147

HNRPD, WARS, EPAS1, EIF4E, MTHFD?Z,
PSME2, GMFB, DLGAP4, TYMS, ARF6, CDC40,
SLC4A4, CXCL9, CXCL10, HNRPA3PI,
NDUFAS, SLC25A11, CA2, ME2, TLKI,
CXCLI11, RBM25, ATPSAL, SFRS2, FAS,
MARCHS, SECIOL1, PRK, TRMTS, STATI

88%

83%

92%

148

WARS, SFRS2, EIF4E, PRDX3, MTHFDZ,
PSME2, GMFB, TYMS, TES, LMAN1, ARFG,
CXCL9, CXCL10, FAS, HNRPA3P1, C1QBP,
NDUFA9, SLC25A11, WHSC1, Cl70rf25, CA2,
ME2, CXCL11, RBM25, SEC10L1, HNRFD,
KLHI24, ETNKI, STATI

149

73%

83%

88%

INN

83%

85%

83%

79%

WARS, EIF4E, MTHFD2, PSME2, GBP1, GMFB,
DLGAP4, TYMS, USP4, LMAN1, ARF6,
MAD2L1, CDC40, CXCL10, HNRPA3PI,
NDUFA9, C1701{25, ME2, CXCL11, SLC4A4,
RBM25, AK2, CDC42BPA, DDAH2, FAS,
RBBP4, BAZ1A, AGPATS, HNRPD, BRIP1,
TRMTS, STATI

1%

T9%

85%

§5%

T2%

76%

£8%

79%

150

WARS, SFRS2, EIF4E, PRDX3, PSMF2, GMFB,
DLGAP4, CXCL9, IRF§, CXCLI0, FAS, PLK4,
CHEK1, TRIM2S, KITLG, C1QBP, NDUFAS,
SLC25A11, WHSC1, Cl17orf25, CA2, ME?2,
CXCLI1, RBM25, FLJ10534, SECI10L1, BRIP1,
TRMTS, STATI

85%

83%

88%

86%

85%

79%

151

WARS, SFRS2, EIF4E, MTHFD2, PSMEZ,
GMFB, DLGAP4, TYMS, CTSS, DCK, SLC4A4,
CXCLS, CXCL10, FAS, TRIM2S, SLC25A11,
CIQBP, NDUFA9, WHSCI, CA2, ME2, CXCL11,
TLKI, RBM25, AK2, CDC42BPA, SEC LI,
FLJ13220, KLHL24, STATI

100%

7%

83%

86%

81%

T2%

152

WARS, STAT1, MTHFD2, PSME2, GMFR,
DLGAP4, TYMS, DCK, MAD2L1, CDC40,
CXCLY, IRF8, RABIT, CXCLI0, KTTT.4H,
SLC25A11, NDUFA9, ME2, IFT20, TLK},
CXCLI1, RBM25, AK2, FAS, AGPATS,
DKFZp762E1312, SECI0L1, PSATI, HNRPD,
TRMTS

85%

90%

31%

86%

65%

6%

153

WARS, EPAS1, EIF4E, PRDX3, MTHFD2,
GMFB, DLGAP4, TYMS, DCK, CDC40, CXCLS,
CXCL10, FAS, PLK4, CHEK1, C1QBP,
SLC25A11, CA2, ME2, FUTA4, IFT20, SLC4A4,
RBM?25, SFRS2Z, DDAH2, PBE, HNRPD,
KLHL24, ETNK1, STATI

69%

86%

85%

6%

§8%

79%

154

HNRPD, WARS, STAT1, IIF4E, PRDX3,
PSME2, GMFB, DLGAP4, TYMS, TES, MADZL1,
CXCL9, IRF8, CXCL10, HNRPA3P1, C10EP,
NDUFA9, SLC25A11, ME2, FUTA4, IFT20, hCAP-
D3, SOCS6, DDAH2, FAS, BAZ1A, PBK,
KLHL24

88%

'83%

81%

83%

85%

2%

155

SFRS2, EPAS1, EIF4E, PRDX3, PSMEZ2, GMFB,
TYMS, TES, LMANI, SLC4A4, CXC1.9, GTSET,
CXCL10, CIQBP, NDUFA9, SLC25A11, CAZ,
ME2, TLK1, RBM25, CDCA2BPA, FAS,
FLI10534, MARCHS, SEC10L1, PBK, HNRPD,
TRMTS, KLHL24, ETNK1, STATI

92%

83%

88%

83%

7%

72%
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INN

156

WARS, STAT1, EIF4E, PRDX3, MTHFD2,
GMF3B, DLGAP4, TYMS, USP4, ARF6, CDCA40,
CXCL9, IRF8, CXCL10, FAS, PLK4, FINRPA3P1,
KITLG, C1QBP, SLC25A11, ME2, FUT4, RBM?5,
DDAH2, RBBP4, AGPATS, PBK, HNRPD,
TRMTS, KLHI.24

157

81% (83%

38%

79%

92%

79%

HNRPD, WARS, SFPQ, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, USP4, SLC4A4,
CXCL9, CXCL10, FAS, HNRPA3P1, KITLG,
SLC25A11, NDUFAS, CA2, ME2, [FT20,
CXCL11, RBM2S, BAZIA, AGPATS, SEC10LI,
PBK, BRIP1, STAT1

92% | 86%

85%

69%

35%

69%

158

WARS, SFRS2, RIF4E, MTHFD2Z, PSME2,
GMFB, DLGAP4, TYMS, ARF6, CXCL9, IRFS,
CXCLI0, PLK4, TRIM25, NDUFA9, WHSC,
Cl7or25, CAZ, ME2, CXCLI1, RBBP4, TLKI,
SLC4A4, RBM25, NUF210, FAS, AGPATS,
MARCHS, SEC10LT, HNRPD, STATI

69% {83%

92%

86%

88%

83%

159

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSMEZ, GRP1, GMFB, DLGAP4, TYMS,
LMANI, ARF6, CDC40, CXCLY, CXCLI10, CAZ,
HNRPD, ME2, CXCL11, SI.C4A4, RBM?25,
CDCAZBPA, FAS, BAZ1A, AGPATS, FLI3220,
BRIP1, KLHL24, STAT!

7% |76%

88%

79%

5%

66%

160

WARS, SFRS2, EPAS], EIF4E, MTHFD?,
PSME2, TK1, GMFB, DLGAP4, LMAN1, ARFS,
CDC40, CXCL9, CXCLI10, PLK4, NDUFAS,
Cl7orf25, ME2, CXCLI1, SLC4A4, RBM?25, FAS,
RBAZ1A, DKFZp762E1312, SEC10L1, PBK,
PSATI], IINRPD, STATI

T7% | 76%

T7%

83%

1%

79%

161

EIFAE, PSME2, GMFB, DLGAP4, TYMS, DCK,
CIC40, CXCLY, CXCL10, FAS, TRIM25, KITLG,
NDUFA9, SLC25A11, WHSC1, C170r25,
HNRPD, ME2, CXCL11, [F120, SLC4A4, RBM?5,
AK2, AGPATS, MARCHS, SEC10L1, FLJ13220,
KLHL24, STATI

92% |86%

85%

%%

88%

2%

162

HNRPD, WARS, EPASI, EIF4E, PRDX3,
PSME2, TK1, GMFB, DLGAP4, TYMS, CTSS,
CDC40, CXCL.10, CIQBP, SLC25A11, CI7orf25,
ME2, CXCL11, SLC4A4, RBM25, CAMSAPIL],
CBDCA2ZBPA, FAS, MARCHS, SECI0LI1,
FLI13220, FBK, BRIP1, KLHL.24, STATI

% [79%

85%

2%

85%

76%

163

WARS, SFRS2, EIF4E, MTHFD?, PSMEZ, TK],
DLGAP4, TYMS, USP4, TES, DCK, CDCA40,
CXCL10, CHEK1, HNRPA3P1, NDUFAS9,
SLC25A11, WHSC1, C17erf25, CA2, ME2,
RBBP4, SLC4A4, RBM25, FAS, SECIOL],
F1.I13220, BRIP1, TRMTS, STATI

69% |86%

81%

83%

81%

79%

164

HNRPD, WARS, MTHFD2, TK1, GMFR,
DLGAP4, TYMS, LMAN], CDCA40, GTSE],
CXCL10, CHEKI, NDUFAY, SL.C25A11, WEHSC1,
Cl7orf25, CA2, ME2, FUT4, CXCL11, RBRP4,
RBM25, AK?, BRRN1, FAS, AGPATS, MARCHS,
PBK. BRIP1, STAT!

81% (83%

92%

7%

21%

a3%

165

WARS, SFRS2, EIF4E, PRDX3, MTHFD?,
PSME2, GMFB, DLGAP4, TYMS, USP4, DCK,
CXCL9, CXCL10, SLC235A11, C1QBP, NDUFAS,

73% |83%

88%

9%

38%

76%
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(78)

KPNB1, WHSC1, ME2, CXCL11, SLC4A4,
RBM25, CDC42BPA, FAS, AGPATS, SECI0L1,
HNRPD, BRIP |, TRMTS, STATI

166

WARS, ETF4E, MTHFD2, PSME2, GMFB,
TYMS, TES, CDC40, IRFS, RABIF, CXCL10,
PLE4, TRIM25, SLC25A11, WHSC], C170rf25,
CA2, ME2, TLK1, CXCLI11, SLC4A4, RBM?25,
CDC42BPA, FAS, RBBP4, SECI0L1, PRK,
HNRPD, BRIF1, TRMTS, STAT1

167

_|STATI

SVM

JP 2009-521215 A 2009.6.4

INN

INN

73%

76%

81%

83%

T7%

76%

WARS, SFRS2, MTHFDZ2, PSME2, TK 1,
DLGAP4, TYMS, DCK, CDC40, CXCL3,
CXCL10, FAS, CHEK, TRIMZS, CIQBP,
SLC25A11, WHSCI, CA2, ME2, CXCL11,
GZME, TFT20, SLC4A4, RBM25, hCAP-D3,
DDATI2, SEC10L1, FLJ13220, PBK, KLHL24,

88%

93%

85%

76%

8%

72%

168

WARS, SFRS2, EIF4E, MTHFD2, PSMEZ,
MCMS6, GMFB, DLGAP4, TYMS, LMAN1, DCK,
CDC40, CXCLY, CXCL10, FAS, NDUFA9,
WHSC, HNRPD, ME2, SLC4A4, CXCL11,
RBM2S, NUP210, hCAP-D3, SECIOL1, PSAT],
KLHL24, STAT1

73%

79%

B1%

86%

85%

76%

169

SFRS2, EIF4L, PRDX3, MTHED2, GMFR,
DLGAP4, TYMS, USP4, LMANI, DCK, ARF6,
CDC40, CXCL9, RABIF, CXCL10, KITLG,
CIQBP, SLC25A11, Cl70rf25, CA2, ME2,
CXCL11, SLC4A4, RBM25, CAMSAPIL1, FAS,
HNRPD, BRIP1, STATI

73%

9%

85%

86%

83%

76%

170

WARS, SFRS2, PAICS, EIP4E, PSME2, GMFR,
DLGAP4, TYMS, ARF6, MAD2L], SLC4A4,
CXCLY, IRF8, CXCL10, FAS, NDUFA9, WHSCI,
CA2, ME2, CXCLI11, TLK1, RBM2S, AK2,
AGPATS, MARCHS, FLI13220, TRMTS, STAT1

85%

83%

88%

83%

TT%

76%

171

SFRS2, EPAS1, ETF4E, MTHFD2, GBP1, GMFE,
CTSS, LMAN1, CDCA40, CXCL9, CXCL10, FAS,
CHEK1, SLC25A11, C1QBP, C170rf25, CAZ,
ME2, IFT20, CXCL11, RBM25, BRRNI, ATP5A1,
RBBP4, INRPD, BRIP1, STATI

£8%

86%

85%

86%

7%

79%

172

WARS, SFRS2, EIF4E, MTHFD?, PSME2, TK1,
GMFB, DLGAD4, TYMS, CTSS, CDC40,

SLC4A4, CXCLI0, KITLG, SLC25A11, C1QBP,
NDUFAS, CA2, HNRPD, ME2, FUT4, CXCL11,
RBM23, ATP5A1, FAS, RBBP4, BRIPI, TRMTS, -
STATI

8%

|79%

96%

B6%

173

WARS, SFRS2, EIF4E, MTHFD2, PSMEZ,
GMFR, TYMS, TES, LMAN1, DCK, CXCL9,
CXCL10, KITLG, KENBI, SLC25A11, ME2,
CXCL11, IFT20, TLK.1, RBM25, CDC42BPA,
FAS, BAZ1A, FL110534, MARCHS, SECI0LI,
HNRPD, BRIP1, TRMTS, STATI

77%

79%

7%

88%

83%

$6%

73%

86%

174

HNRPD, WARS, SFRS2, EPAS], EIF4E,
MTHFD2, TK1, GMFB, DLGAP4,

LMAN1, CDC40, SLC4A4, CXCLS, IRFS, RADIF,
CXCL10, SLC25A11, NDUFAS, CA2, ME2,
CXCL11, RBBP4, RBM25, NUP210, FAS,
SEC10L1, PBE, STAT1

83%

79%

83%

83%

85%

86%

175

HNRPD, WARS, EPAS], FRDX3, MTHFD2, |

85%

90%

88%

|83%

85%,

2%
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PSME2, DLGAP4, TYMS, CDC40, IRFS,
CXCL10, FAS, SLC25A11, CIQBP, CA2, ME2,
GZMB, IFT20, SLC4A4, AK2, NUP210, RBEE4,
AGPATS, MARCHS, FLJ13220, STAT1

INN

INN

176

HNRPD, WARS, EIF4E, MTHFD2, PSMEZ,
GMFB, DLGAP4, TYMS, CXCLS, CXCL10, FAS,
CIQBP, NDUFA9, SLC25A11, CA2, ME2,
RBBP4, SLC4A4, CXCL11, RBM25, ATPSAL,
DIDAH2, BAZ1A, PBK, BRIP1, STAT1

81%

T9%

88%

6%

8%

79%

177

HNRPD, WARS, SFRS2, EPASI, STATI, EIF4E,
PRDX3, PSMEZ2, DLGAP4, TYMS, TES, LMAN],
CDCA0, CXCL10, FAS, C1QBP, NDUFAY,
SLC25AI11, CA2, ME2, GZMB, IFT20, CXCLI1,
SLC4A4, RBM25, AK2, AGPATS,
DKFZp762E1312, SEC10LI, BRIPI, KLHL24

96%

93%

92%

T6%

88%

T6%

178

WARS, EIF4E, PRDX3, MTHFD2, TK1, GMFR,
TYMS, CDC40, CXCL9, IRF8, CXCL10, FAS,
CHEK], TRIMZ2S, SLC25A11, NDUFAY, CA2,
ME2, IFT20, RBM?25, AK2, AGPATS, MARCHS,
SECIOLL, FLI13220, PBK, HNRPD, STAT!

85%

83%

179

WARS, EIF4E, PRDX3, MTHFD2Z, GBP1, GMFB,
DLGAP4, TYMS, USP4, TRFB, CXCL10, FAS,
TRIM25, C1QBP, NDUFAS, SLC25A11, WHSCI,
CA2, HNRPD, ME2, GZMB, TLK1, CXCL11,
RBM23, DKFZp762E1312, PSAT1, BRIP1,
TRMTS, KLHL24, STATI

B85%

88%

9%

88%

2%

86%

88%

76%

1%

76%

180

WARS, EPAR], STAT1, EIF4E, MTHFD2,
PSMEZ2, TK1, GMFB, DLGAP4, TYMS, [JSP4,
LMAN1, CXCLY, IRFS, CXCL10, C1QBP,
NDUFAS, SLC25A11, WHSC1, HNRPD, ME2,
CXCLI1, IFT20, TLK1, SLC4A4, CDCAZBPA,
SFRS2, FAS, PSATI

92%

90%

88%

9%

73%

76%

181

WARS, EIF4E, PSME2, TK1, GMFB, DLGAP4,
TYMS, LMANI, CDC40, CXCL9, FAS, PLK4,
CIQBP, CA2, HNRPD, ME2, CXCL11, RBM?25,
RBBP4, SEC10L1, FLJ13220, PBK, BRIPI,
TRMTS, KLHL24, ETNK.1, STAT1

T7%

79%

81%

T9%

85%

76%

182

WARS, SFRS2, EIF4E, MTHFD2, GMFB,
DLGAP4, TYMS, LMANI, CDC40, CXCL9, IRFS,
GTSEL, CXCL10, HNRPA3P1, SLC25A11,
NDUFA9, CA2, HNRPD, ME2, RBBP4, SLC4A4,
RBM25, BRRN1, FAS, BAZ1A, BRIP1, STAT1

38%

£3%

85%

83%

7%

B&%

183

HNRPD, WARS, EPAS1, EIF4E, MTHFD2, TK],
GMFB, DLGAP4, LMANI1, ARF6, MAD2L],
CDC40, CXCLY, CXCL10, HNRPA3P1, TRIM2S, .
CI1QBP, NDUFA9, SLC25A1), WHSCI, C170rf23,
ME2, CXCLI11, S1.C4A4, RBM25, DDAH?, FAS,
ETNK1, STAT1

23%

90%

81%

86%

81%

7%

184

HNRPD, WARS, PAICS, MTHFD?2, PSME2,
DLGAP4, TYMS, USP4, CXCLS9, CXCL10,
KITLG, C1QBP, NDUFAS, SLC25411, WHSCI,
MEZ2, CXCL11, SLC4A4, RBM25, NUP210,
ATP3A1, CDC42BPA, FAS, MARCHS,
DKFZp762E1312, SECIOL], PBK, BRIP1, STAT!

T3%

83%

7%

69%

69%

09%

185

HNRPD, WARS, SFRS2, CPAS1, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, DCK,
MADZL1, CXCL9, CXCL10, FAS, PLK4,

1%

86%

81%

86%

73%

33%
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TRIM25, KITLG, SLC25A11, WHSC1, ME2,
FUT4, CXCL11, SLC4A4, RBM25, NUP210,
DDAH2, REBP4, BAZ1A, AGPATS, FLI10534,
MARCHS, DKFZp762E1312, SEC10L1, PSATI,
ERIP1, TRMTS, STAT1

WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, GMFB, TYMS,
LMANI, ARF6, CDC40, CXCLY, IRFS, RABTF,
CXCL10, FAS, PLK4, CIQBP, NDUFAS,
SLC25A11, WHSCI, C170rf25, ME2, FUT4,
CXCL11, JFT20, SLC4A4, RBM25, AK2, SOCS6,
MARCHS, SEC10L1, FLJ13220, PBK, ENRPD,
BRIP1, TRMT3, STAT1

HNRPD, WARS, SFRS2, BIF4E, MTHFD2,
PSMEZ, GMFB, DLGAP4, TYMS, USP4, TES,
LMAN1, ARFS, CDC40, SLC4A4, CXCL9,
187 RABIF, CXCLI0, FAS, PLK4, CIQBP, NDUFAS, |77% [83% (85% [79% |81% [79%
SLC25A11, WHSCI, CA2, ME2, CXCL11, TLK1,
RBM25, ATP5A1, CDC42BPA, RBBP4, AGPATS,
SECIOLI, FLI13220, PSATI, BRIP1, STAT1

HINRPD, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, TK 1, {MFB, DLGAP4,
TYMS, USP4, CTSS, LMAN1, ARF6, MADZL1,
188 CDC40, CXCL9, CXCL10, FAS, PLK4, NDUFA9, [77% |86% |85% |83% |85% |76%
WHSC1, C170rf25, CA2, ME2, CXCL11, GZMB,
TLK1, SLCAA4, RBM25, AK2, NUP210, hCAP-
D3, DDAH2, RBBP4, PBK, BRIP1, STATI

WARS, EIF4E, PRDX3, MTHFD2, GMFE,
DLGAP4, TYMS, USP4, CTSS, ARF6, CDC40,
SLC4A4, CXCLY, CXCLIG, FAS, SLC25A11,
189 CIQBF, NDUFAY, WHSC1, C170r25, CA2, ME2, | 77% {79% |96% |79% |g&s5% 2%
FUT4, CXCLI1, GZMB, TLK1, RBM?23, NUP210,
CDCA2BPA, AGPATS, MARCHS, SEC10L1,
PBK, HINRPD, TRMTS, KLHL24, STATI

HNRPD, WARS, SFRS2, EPAS1, EIF4E,
MTIIFD2, PSMEZ, GBP1, DLGAP4, TYMS, TES,
LMAN], ARF6, CDC40, CXCL9, IRES, CXCLI0,
190 FAS, TRIM25, SLC25A11, NDUFA9, WHSCI, - - |92% [79% 185% (83% |69% |79%
CA2, ME2, TLK1, CXCL11, SLCAA4, REM35,
AK2, hCAP-D3, DDAH2, FLY10534, SECT0L],
BRIP1, STATI

WARS, EPASL, EIF4E, PRDX3, MTHFDZ,
PSMEZ, DLGAP4, TYMS, TES, .LMANI, CDC40,
CXCLY, IRF8, RABIF, CXCL10, FAS, SLC25A11, I
C1QBP, NDUFA9, WHSC1, CA2, ME2, CXCL11, N PURURE R
SLC4A4, RBM25, AK2, hCAP-D3, SOCS6, T% |83% |85% (T6% 85% 179%
CDC42BPA, FLI10534, DKFZp762E1312,
SEC10L1, FLI13220, PBK, HNRPD, TRMTS,
STATI

WARS, SFRS2, STATI, EIF4E, PRDX3,
MTHFD2, PSME2, MCMS, TK], GMFB,
DLGAP4, TYMS, CTSS, CDC40, CXCLY,
CXCL10, PLK4, KITLG, SLC25A11, CIQRP,
NDUTA9, Cl170rf25, CA2, ME2, CXCL11, [FT20,
RBM25, hCAP-D3, ATP5AI, FAS, FLI10534,
MARCHS, SEC10L1, PBK, HNRPD, BRIP1,

| TRMTS -‘ i

186 85% |79% |B5% [79% (73% |76%

191

192 73% |86% |B85% B3% |[B5% [83%
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193

HNRPD, WARS, EPAS1, STATI, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAPA,
TYMS, TES, MAD2L1, CXCL9, CXCL10, FAS,
PLK4, HNRPA3P1, C1QBP, NDUFAS,
SLC23A11, WIISCL, Cl70rf25, CA2, ME2,
SLC4A4, RBM25, hCAP-D3, SOCS6, BAZ1A,
FLI10534, SECLOL1, FLT13220, PRK, BRIP1

7%

76%

85%

83%

8%

2%

194

SFRS2, PAICS, EIF4E, PRDXS, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, TES,
CTS8, LMANI, CDC40, CXCL9 CXCLI1G, FAS,
TRIM23, CIQBP NDUFA9, SLC25A11, WHSCI
CA2, ME2, CXCL11, IFT20, RBBP4, SLC4A4
RBM25, AKZ, hCAP-D3 BRRN], CDC42BPA,
MARCHS, FLI13220, HNRPD, STATI

1%

83%

5%

83%

81%

76%

195

WARS, SFRS2, EPAS], EIF4E, SFPQ, MTHFD2Z,
PSME2, MCM6, GMFRB, DLGAP4, TYMS, USP4,
DCK, ARF6, CDC40, CXCLIO, FAS, CHEK1,

HNRPA3PI, SLC25A11, NDUFAD, CA2, HNRPD
ME2, GZMB RBBP4, TLK1, SLC4A4, CXCLI1,
RBM25, ATP5A1, AGPA.TS FLJ10534, FLJ13220
ETNKI1, STATI

81%

86%

88%

76%

B5%

7%

196

WARS, SFRS2, STATI, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, GMFB, DLGAP4,
TYMS, ARF6, CDCAQ, ST.C4A4, CXCL9 GTSE1,
RABIF, CXCLI10, FAS HNRPA3P!, KITLG,
NDUFAS, SLC25A11, WHSCI, C170r125 CA2
HNRPD, MEZ2, CXCL11, RBBP4 RBM25 AK2,
CDC42BPA, MARCHS, TRMTS, KLHL24

£8%

3%

88%

T9%

38%

2%

197

WARS, SFRS2, EPAS], STATI, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
DCK, CDCA40, CXCLY, RABIF, CXCL10, FAS,
PLEA, KITLG, C1QBF, NDUFA9, SLC25A11,
WHSCI, CA2, HNRPD, ME2, FUT4, CXCLI11,
RBM25, CDC42BPA, MARCHS,
DKFZp7621312, SECI0L!, PBK

7%

9%

85%

79%

88%

79%

198

WARS, SFRS2, EPAS}, EIF4E, SFPQ, MTHFD?,
PSME2, GMFB, DLGAP4, TYMS, USP4, CDC40, |
RABIF, CXCL10, PLK4, KITLG, C1QBP,
NDUFAY, SLC25A11, WHSCI, C176ri25, ME2,
CXCL11, IFT20, RBM25, CAMSAPILI, BRRN1,
FAS, AGPATS, PSAT1, HNRPD, TRMTS,
KLHL24, ETNKI, STAT]

85%

90%

7%

83%

%

&6%

199

[RBM25, AK2, SOCS6, AGPATS, SEC10L1, PBK,

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDXS
MTHFD2, PSME2, GMFR, DLGAP4, TYMS TES,
LMANI, ARF6, CDC40, CXCLS‘ CXCLI0, FAS,
KITLG, C1QBP, NDUFA9, KPNE1, SLC25A11,
CA2, ME2, GZMB, RBBP4, TLK1, CXCL11,

STATI

92%

200

SFRS2, PAICS, EIF4E, PRDX3, PSME2, GMFR,
DLGAP4, TYMS, DCK, ARF6, MADZL1, CDC40,
CXCL9, GTSEI, RABIF, CXCL10, FAS, C1QBP,
NDUFASY, SL.C25A11, Cl17orf25, CA2, ME2,
GZMB, IFT20, CXCL11, RBM25, AK2, hCAP-D3,
BRRN1, AGPATS, DKFZp762E1312, PBK,
FSATI, HNRPD, TRMTS, ETNK1, STATI

90%

96%

16%

85%

76%

81%

86%

1201

HNRFPD, WARS, SFRS2, STAT1, EIF4E,

88%

93%
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MTHFD2, PSME2, DLGAP4, TYMS, CXCL9,
GTSE], CXCL10, FAS, CHEK1, HNRPAIP],
TRMS KITLG, NDUFAS, SLC25A11, WHS(..]
CA2, ME2, GZMB, IFT20, SLCAA4, CXCL11,
RBM25, CAMSAPIL1, hCAP-D3, BRRN1,
AGPATS, MARCHS, DKFZp762E1312 SECI10LI,
PEK, BRIP1

INN

202

WARS, SFRS2, STAT1, MTHFD2, PSME2,
MCMS§, GMFR, DLGAP4, TYMS, USP4, CTs8,
ARF6, CDC40, CXCL9, CXCLI0, FAS,
HNRPA3P1, SLC25A11, CAZ, HNRPD, ME2,
FUT4, RBBP4, TLK1, CXCLII SLC4A4, RBM25,
AK2, CDCA2BPA, AGPATS DKFZp762E13I2
SECIGL1, FLI13220, PBK, KLHL24, ETNK ]

85%

86%

92%

Ta%

73%

T2%

203

WARS, SFRS2, STATI, MTHFD2, PSME?,
GMFB, DLGAP4, SLC4A4, CXCL9, CXCL10,
FAS, CHEKI1, TRIM25, KITLG, SLC25A11,
CLQBP, NDUFA9, KPNB1, WHSC1, ME2,
CXCLI, IFT20, RBM25, NUP210, CAMSAPILLI,
BRRN1, CDC42BPA, DDAH2, AGPATS,
DKFZp762K1312, SEC10L1, FLJ13220, PBK,
HNRPD, TRMTS, KLHI 24

92%

85%

5%

76%

69%

69%

204

WARS, SFRS2, EPAS], EIF4E, PSME2, MCMS,
GMFB, DLGAP4, TYMS, DCK . ARF6, SLC44d,
CXCL9, TRFS, CXCL10, FAS, KITLG, NDUFA9.
SLC25A11, WHSC1, CA2, HNRPD, ME2, FUT4,
GZMB, IFT20, RBP4, CXCLI 1, RBM25, AK2,
AGPATS, MARCHS, SEC10L1, FLJ13220, PRK,
BRIP1, ETNK1, STATI

85%

83%

B3%

76%

81%

2%

205

WARS, SFRS2, EPAS], FIF4E, MTHFDZ,
PSME?2, GMFB, DLGAP4, TYMS, USP4, CTSS,
LMANI1, MAD2L1, CDC40, SLC4A4, CXCI.9,
GTSE], RABIF CXCL10, FAS, PLK4, TRIM25,
CIQBP, NDUFAY, SLC25A11, CA2, HNRPD,
ME2, CXCL11, TFT20, RBMZS BRRNI,
CDC42BPA, DDAH2, PSATI, KI.HL24, STATI

96%

$6%

31%

79%

85%

2%

206

WARS, PAICS, EIF4E, MTHFD2, PSMEZ, TK1.
GMFB, DLGAP4, TYMS, ARF6, SLC4A4,
CXCLY, CXCL10, FAS, PLK4, TRIM25,
SLC25A11, C1QBP, NDUFA9, KPNBI, WHSC1,
C17orf25, HNRPD, ME2, CXCL11, [FT20, TLKI,
RBM25, AK2, AGPATS, SECTOLI, FLI13220,
BRIP1, TRMTS, KLHL24, STAT1

81%

83%

88%

90%

Ti%

9%

207

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSMEZ, GMFB, DLGAP4, TYMS, LMANI,
ARF6, CDCAD, CXCLY, CXCLI0, FAS,
HNRPA3PL, KITLG, SLC25A11, CIQBP,
NDUFA9, KPNB1, WHSC1, C170rf25, CA2,
HNRPD, ME2, FUT4, CXCL11, GZMB, IFT20,
SLC4A4, RBM25, AK2, SEC10L1, PBK, BRIP1,
STATI

85%

90%

6%

79%

83%

9%

208

HNRPD, WARS, EPAS 1, STATI, EIF4E, PRDX3,

MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, TES, CDC40, CXCI9, IRFS, GTSE],
CXCL10, FAS, C1QBP, NDUFAS, C17orf25,
ME2, SLC1A4, CXCL11, RBM23, NUP210,
FLJ10534, MARCHS, DKEZp762E1312,

7%

9%

81%

83%

73%

72% J
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FLI13220, PBK, BRIP1, TRMTS, ETNK1

209

WARS, EIFAE, PRDX3, MTHFD2, PSME2,
DLGAP4, TYMS, USP4, LMANI, MAD2L1,
CDC40, SLC4A4, CXCLY, IRFS, GTSE], RARIF,
CXCL10, FAS, TRIM25, C1QBP, NDUFA9,
SLC25A11, C170rf25, CA2, ME2, CXCL11,
GZMB, IFT20, TLK1, REM25, AK2, SOCSS,
RBBP4, AGPATS, MARCHS, SECIOL], PRE,
HNRPD, STATI

85%

86%

88% |79%

85%

76%

210

HNRPD, WARS, SFRS2, STATI, EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, MCM6, DLGAP4,
TYMS, ARF6, MAD2L1, CDCA0, CXCLY, RABIF,
CXCL10, PLK4, CHEK 1, TRIM25, CIQRP, -
NDUFAS9, WHSCI, Cl7orf25, CA2, ME2,
CXCL11, TLK!, BRRN1, SOCS6, FAS, AGPATS,
MARCHS, FLI13220, PBK, TRMTS, KLITL.24

T1%

79%

85% R6%

81%

79%

211

WARS, PAICS, EIF4E, PRDX3, MTHFD2,
PSME2, TK |, GMFB, DLGAP4, TYMS, USP4,
DCK, MAD2L1, CDC40, RABIF, CXCL10, FAS,
HNRPA3P1, SLC25A11, NDUFA9, Cl70rf25,
ME2, CXCLi 1, SLC4A4, RBM25, AK2, hCAP-
D3, SOCS6, DDAH2, RBBP4, AGPATS,
DKFZp762E1312, SECIOL], PBK, PSATI,
HNRPD, BRIPI, ETNK1, STATL

1%

9%

8% |76%

81%

72%

212

HNRPD, WARS, EPAS1, STAT!, EIT4E,
MTHFD2, GBP1, TK1, GMEB, DLGAP4, TYMS,
LMAN], DCK, CDC40, CXCL.9, IRF8, CXCL10,

IFAS, PLK4, HNRPA3P1, SLC25A 11, NDUTAD,

KPNB1, WIHISC1, CA2, ME2, CXCLI11, GZME,
RRBP4, SLC4A4, RBM25, NUP210, DDAH2,
PBK, KLHL24, ETNK]

81%

83%

8% |76%

7%

9%

213

HNRPD, WARS, SFRS2, STATI, EIF4E, PRDX3,
MTHID2, GMFB, DLGAP4, TYMS, DCK, ARF6,
CDCA40, CXCL9, [RF8, CXCL10, FAS, TRIM2S,
SLC25A11, C1QRP, Cl70r25, CA2, ME2,
CXCL11, GZMB, IFT20, TLK1, RBM25, AK2,
CDCAZRPA, SECI0L1, FLI13220, PRK, BRIPL,
KLHL24, EINK1

100% | 90%

2% [72%

B5%

79%

214

WARS, EIF4E, MTHFD?2, PSMEZ, TK1, GMER,
DLGAP4, TYMS, USP4, CDC40, CXCL9, IRFS,
GTSEL, CXCLIO0, FAS, PLK4, TRIM25, C1QBP,
81.C25A11, Cl70r25, CA2, [INRPD, ME2,
CXCL11, IFT20, AK2, BRRN1, SOCSS,
CDC42BPA, SFRS2, RBBP4, MARCHS,
SEC10L1, FLY13220, PSATI, BRIPi, TRMTS,
KLHL24, STAT1

81%

79%

85% 179%

85%

2%

213

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
MAD2L1, CDC40, CXCL9, IRFE, GTSEL,
CXCL10, SLC25A11, NDUFAS, WHSC1, CAZ,
MEZ2, CXCL11, IFT20, REM25, AK2, BRRN|,
CDC42BPA, FAS, RBBP4, BAZ1A, AGPATS,
SECIQLI, F1.J13220, PBK, BRIP1, KLHL24,
ETNK]1, STATI

85%

86%

B8% [72%

81%

72%

216

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHIDZ, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSE, LMANI, CDC40, CXCL9, IRFS, CXCL10,

73%

83%

B8% |79%

85%

2%
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FAS, PLK4, HNRPA3P1, KITLG, C1QRP,
NDUFAS, SLC25A11, WHSC], C170rt25, CAZ,
ME2, CXCL11, RBM25, AK2, hCAP-D3, BAZI1A,
AGPATS, DKFZp762E1312, PBK, BRIP]

3NN

INN

WARS, EIF4E, MTHFD2, PSME2, MCMS,
DLGAP4, TYMS, USP4, TES, DCK, ARFS,
MAD2L 1, CDC40, CXCL9, IRFS, CXCL10, PLKA4,
HNRPA3P1, TRIM2S, SLC25A11, C1QBP,
WHSC1, CA2, ME2, CXCL11, GZMB, IFT20,
TLK1, SLC4A4, RBM25, SOCS6, DDAH?, FAS,
FLJ13220, PRK, KLHL24, ETNK1, STAT1

85% [86%

81%

79%

7%

76%

218

WARS, SFRS2, EPAS1, STATI, PAICS, PRDX3,
MTHFD2, PSME2, MCM6, GMFB, DLGAP4,
TYMS, USP4, TES, LMAN], SLC4A4, CXCLS,
IRF8, CXCL10, TAS, PLK4, CHEK 1, HNRPA3D1,
TRIM25, CIQBP, NDUFA9, CA2, ME2, FUT4,
CXCL!1, RBM25, AK2, ATPSA1, AGPATS, .
SECI0L1, FLI13220, HNRPD, KLHL24

81% |B3%

B5%

3%

88%

76%

219

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, GBP1, GMFB, DLGAP4, TYMS, USP4,
CDCA), CXCLY, CXCL10, FAS, PLEA,
HNRPA3P1, S1.C25A11, NDUFAS, WHSCI,
C170rf25, CA2, ME2, CXCL11, IFT20, RRM25,
hCAP-D3, ATP5A1, RBBP4, AGPATS, FLI10534,
MARCHS, SECL0L1, HNRPD, BRIP1, KLHI.24,
STATI1

3% |79%

85%

T9%

88%

76%

220

HNRPD, WARS, SFRS2, EPAS], SFPQ), PRDX3,
MTHFD2, PSME2, GMFB, TYMS, USP4, TES,
LMANI, C1)C40, CXCLY, CXCL10, FAS, C1QRP,
SLC25A11, WHSC1, CAZ, ME2, FUT4, TLK,
CXCL11, SLC4A4, RBM25, hCAP-D3, DDAH?,
BAZ1A, FLi10534, MARCHS, FLJ13220, PBK,
PSATI, BRIP1, TRMTS, STATI

3% |79%

83%

T9%

| 85%

83%

221

HNRPD, EPAS|, STAT1, PRDX3, MTIIFDZ,
PSME2, TK1, GMEB, DLGAP4, TYMS, USP4,
CTSS, DCK, CXCLY9, CXCL10, TAS, CHEK1,
HNRPA3P1, CIQEP, NDUFAY, KPNB1,
SLC25A11, WHSC1, CA2, ME2, CXCL11, TLK],
RBM25, ATP5A1, DDAT2, RBBP4, SECIOLI,
PBK, BRIP1, ETNK1

81% |(83%

88%

83%

85%

86%

222

WARS, SFRS2, FIF4E, MTHFD?, PSME2,
DLGAP4, TYMS, ARF6, CXCLY, IRF8, GTSE1,
RABIF, CXCL10, FAS, PLK4, KITLG,
SLC25A11, C1QBP, NDUFA9, ME2, CXCL11,
GZMB, [FT20, RBRP4, SLC4A4, RBM25, AK2,

BAZ1A, AGPATS, MARCHS, FLI13220, HNRPD,

BRIP1, KL HIL.24, ETNK]1, STATI

88% !86%

92%

2%

81%

T2%

223

HNRPD, WARS, SFRS2, STAT, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMAN1, ARF6, CXCL9, GTSEL, CXCL10, FAS,
PLKA4, HNRPA3P1, TRIM25, KITLG, C10BF,
SLC25A11, WHSCL, C170rf25, CA2, ME2,
CXCL11, TLK1, RBM25, ATP5A1, AGPATS,
FLI10534, MARCHS, FLI13220, PRK, BRIP1,

'TRMTS

85% 83%

88%

76%

8%

83%

224

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
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USP4, TES, CDC40, SLC4A4, CXCLY, CXCL10,
FAS, TRIM25, KITLG, C1QBP, NDUFAS,
Cl7orf25, CA2, ME2, GZMB, TLX1, CXCL11,
RBM25, CAMSAPIL], CDC42BPA, DDAL,
BAZ1A, AGPATS, SECI0L1, PBK, KTHL24,
ETNK1, STATI

225

WARS, EIF4E, PRDX3, MTHFDZ, PSME2,
GMFR, DLGAP4, TYMS, USP4, CTSS, ARFS,
CDCA40, CXCL9, TRF8, CXCL10, FAS, PLKA,
CHEK1, TRIM25, C1QBP, NDUFAS, SLC25A11,
WHSCI, CA2, INRPD, ME2, CXCL11, GZMB,
IFT20, RBBP4, SLC4A4, RBM25, ATPSA1, PBK,
BRIP1, TRMTS, STATI1

81%

9%

88%

6%

88%

7%

226

HNRPD, WARS, SFRS2, EIFAE, MTHFD2,
PSME2, GMFB, DL.GAP4, TYMS, LMANI, DCK,
CXCL9, CXCL10, FAS, HNRPA3SP1, TRIM2S,
CIQBP, NDUFASY, SLC25A11, WHSCI, ME2,
SLC4A4, CXCL11, RBM25, BRRN1, BAZIA,
AGPATS, FLY10534, MARCHS, SEC1OLI,
FLJ13220, PBR, PSATI, BRIP1, TRMTS, KTNKI,
STATI

T

9%

T7%

80%

73%

69%

227

HNKPD, WARS, SFRS2, EPASI, PRDX3,
PSMEZ, GBP1, TK1, DLGAP4, TYMS, DCK,
ARF6, CDC40, CXCL9, GTSE1, RABIF, CXCL1 0,
FAS, TRIM25, C1QBP, NDUFA9, SLC25A11,
C17or25, CA2, ME2, CXCLL1, GZMB, [FT20,
RBBP4, RBM25, AGPATS, MARCHS, SEC10L.1,
FLI13220, PRK, BRIP1, STAT1

81%

90%

92%

76%

8R%

69%

228

WARS, SFRS2, EPAS1, STATI, EIF1E,
MTHFDZ, GMFB, DLGAP4, TYMS, TES, CTSS,
CXCLY, CXCL10, FAS, PLK4, CHEK], TRIM2S,
SLG25A11, NDUFA9, WHSCH, Cl70rf25, CA2,
ME2, FUT4, CXCL11, SLC4A4, RBM25, AK2,
BRRN], CDC42BPA, DDAH?2, AGPATS,
MARCHS, PBK, HNRPD, KLIIL24

T1%

83%

&8%

6%

|88%

76%

29

HNRPD, WARS, SFRS2, EPAS1, PAICS, EIF4E,
PRDX3, MTHFD2, PSME2, DLGAP4, TYMS,
CXCL9, IRF8, RARTF, FAS, PLK4, TRIM?5,
SLC25A11, C1QBP, WHSC1, C170rf25, CAZ,
ME2, FUT4, CXCL11, GZMB, IFT20, RBM25,
SOCS6, DDAH2, MARCHS, PBK, PSATI, BRIP],
TRMTS, STAT]

85%

86%

85%

7%

85%

76%

230

WARS, SFRS2, STAT1, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, USP4, TES, ARF6,
CDC40, CXCL9, CXCL10, FAS, HNRPA3PI,
C1QBP, SLC25A1 1, WHSC1, ME2, CXCLI11,
RBBP4, SLC4A4, RBM25, AK2, hCAP-D3,
CDCA2BPA, FLI10534, SEC10L.1, FLJ13220,
PBK, PSAT1, HNRPD, BRIP1, TRMTS5, KLHL24

73%

83%

B1%

6%

60%,

66%

231

SFR82, EPASI, EIF4E, MTHFD2, PSME2,
MCMS6, TK1, GMFB, DLGAP4, TYMS, CTSS,
LMAN], CXCL9, IRF8, CXCL10, CHEK 1,
HNRFPA3P1, KITLG, SLC25A11, C1QBP,
NDUFAS, WHSC1, Cl7orf25, MEZ, FLIT4,
CXCLI1, GZMR, RBEM25, CDC42BPA, FAS,
RBBP4, AGPATS, FLI10534, SECI0L1,

|FLT13220, PBK, IINRPD, TRMTS, STA''

73%

76%

92%

T2%

7%

76%
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232

HNRPD, WARS, SFRS2, PAICS, EIF4F,
MTHFD2, PSME2, MCM6 GBF1, TK1, GMFB,
DLGAP4, TYMS, USP4 TES, CDC40 CXCL9,
IRFE, RABIF, CXCL10, CHEKI, CIQBP
NDUFAY, SLC25A11, WIISCI1, CA2, ME2, FuUT4,
CXCLI1I, IFT20, TLK1, SLC4A4 REM?2S,
NUP210, CAMSAPILI, BRRN1, FAS, RBBP4
BAZ1A, FLI10534, MARCHS, SEC10L],
FLI13220, PBK, PSATI, KLHL24 STATI

233

73% [79%

88%

WARS, EIF4E, PRDXG, MTHFD2, PSME2,
GMERB, DLGAP4, TYMS, USP4, TES, LMAN],
DCK, ARF6, MAD2L1, CDC40, SLC4A4, CXCLO
GTSEI, CXCL10, FAS, KITLG, NDUFAS9,
SLC25A11, WHSCL, Cl7arf25, CA2, HNRFD,
ME2, FUT4, CXCL11, GZMB, TFT20, TLK1,
RBM25, AK2, CAMSAPIL!, DDAHZ, RBRP4,
BAZ1A, AGPATS, SECI0L1, PBK, BRIP!,
KLHIL24, ETNK1, STAT1

1% | 79%

6%

81%

83%

92%

76%

88%

6%

234

WARS, SFRS2, EPASI, STATI1, PAICS, EIF4E,
PRDX3, MTHFD2, PSME2, GBP1, GMFB,
DLGAP4, TYMS, ARF6, CDC40, CXCL9, IRFS,
RABIF, CXCL10, FAS; SLC25A11, NDUFAS,
Cl70ri23, CA2, ME2, CXCLI11, GZMR, IFT20,
RBBP4, TLK1, SLC4A4, RBM25, NUP210,

BRRNI, ATP5A1, AGPATS, MARCHS, SECIOL],

PBK, PSATI, HNRPD, BRIP1, TRMTS

85% |90%

92%

79%

7%

33%

235

WARS, SFRS2, EPAS], STATI, EIF4E, PRDX3,
MTHFD2, PSMEZ2, GMFB, DLGAP4, TYMS,
USP4, CTSS, DCK, ARF6, MAD2ZLI, CDC40,
CXCLY, CXCL10, PLK4, CHEK1, TRIM2S,
KITLG, S1.C25A11, CIQBP, KPNBI1, WHSCI,
C170rf25, CA2, HNRFD, ME2, GZMB, CXCL11,
RBM25, BRRN1, ATPSA1, CDC42BPA, DDAHZ,
FAS, BAZ1A, AGPATS, FLI10534, MARCHS,
SECI10L1, PBK, TRMTS, KLHI.24, ETNK]

B1% (S0%

92%

76%

85%

(9%

236

HNRPD, WARS, SFRS2, EPAS1, EIF4E,
MTHFD2, PSME2, TK1, GMFE, DLGAP4,

TYMS, USP4, TES, CTSS, DCK, ARF6, MAD2L1,

CDC40, CXCLY, RABIF, CXCL10, CHEK],
HNRPA3P1, TRIM25, KITLG, CIQBP, NDUFA9,
KPNBI1, SL.C25A11, WHSCI, CA2, ME2, GZMR,
SLC4A4, CXCLI11, RBM25, AK2, ATP5A1,
DDAH2, FAS, BAZ1A, DKFZp762E1312,
SECIOLL, FLI13220, BRIP1, TRMT5, ETNK ],
STATI

81% 83%

B8%

72%

81%

76%

237

WARS, SFRS2, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, USP4, DCK, ARF6, MADIL1, SLC4A4,
CXCL9, GTSE1, CXCL10, FAS, HNRPA3PI,
KITLG, SLC25A11, C1QBP, NDUFA9, KPNBI,
C170rf25, CA2, HNRPD, ME2, CXCL11, GZMB,
IFT20, RBBP4, RBM25, AK2, ATPSAL, BAZIA,
AGPATS, SEC10L1, FLJ13220, PBK, BRIP],
ETNKLI, STAT1

% [83%

2%

83%

81%

76%

238

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRDX3,

MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,

CTSS, LMAN], SLC4A4, CXCL9, IRF8, GTSEI,

CXCLI10, CHEK 1, TRIM25, KITLG, SLC25A11,

83% |86%

88%

86%

85%

79%

gooooad
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(87)
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5VM

3NN

|C1QBF, NDUFA9, KENBI, WHSCI, C170rf25,
CA2, ME2, FUT4, TEX1, CXCLI11, RBM25,
BRRNI1, DDAH2, FAS, RBEP4, AGPATS,
FLI10534, MARCHS, SEC10L1, FL.113220, PBK,
TRMT3, STAT1

INN

239

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFR, DLGAP4,
TYMS, DCK, CDCA0, CXCL9, IRF8, GTSEI,
RABIF, CXCL10, FAS, CHEK], SLC25A1 1,
C1QBP, NDUFA9, WHSC1, Cl7or25, CA2, ME2,
IFT20, CXCL11, SLC4A4, RBM25, AK?, hCAP-
D3, ATPSA1, SOCS6, DDAHZ, FLY10534,
MARCHS, SEC10L1, PBK, PSATI, BRIP1,
STAT1

69% |79%

88%

83%

81%%

76%

240

WARS, SFRS2, EPAS], STATI, EIF4E, PRDX3,
MTHFD2, TK1, GMFB, DLGAP4, TYMS, CTSS,
LMANI, ARF6, MAD2LI, CXCLY, IRF8, RABIT,
CXCLID, FAS, HNRPA3P1, TRIM25, KITLG,
CIQBP, NDUFA®, SLC25A11, WIISC1, C170rf23,
HNRPD, ME2, GZMB, SLC4A4, CXCL11,
RBM23, AK2, CAMSAPILI, hCAP-D3, BRRNI,
CDCA2BPA, RBBP4, BAZ1A, FLI10534,
SEC10LI, BRIP1, KLHL24, ETNK1

B1% |[83%

96%

69%

81%

76%

241

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSMEZ, TK1, GMFB, DLGAP4,
TYMS, LMANI, MAD2L1, CDC40, CXCLS,
RABIF, CXCL10, FAS, PLK4, TRIM25,
SLC25A11, NDUFA9, KPNB1, WHSC1, CA2,
ME2, CXCL11, TLK1, SLC4A4, RBM25, hCAP-
D3, BRRN1, SOCS6, CDC42BPA, DDAHR,
RBBP4, BAZIA, AGPATS, DKFZp762E1312,
SECI0LI, PBK, BRIP1, KLHL24, ETNK1, STATI

73% | 79%

88%

83%

92%

T9%

242

WARS, STAT], EIF4E, MTHFD2, PSMEZ, TK1,
GMFB, DLGAP4, TYMS, USP4, CTSS, LMAN],
DCK. ARFé, MADZL1, CDC40, CXCLS, RABIF,
CXCL!0, FAS, PLK4, TRIM25, KITLG,
SLC25A11, CIQBP, NDUFA9, KPNB1, C170rf25,
CA2, ME2, CXCL11, GZMB, SLC1A4, REM2S,
AK2, hCAP-D3, DDAH?, RBBP4, BAZ1A,
PSATI, HNRED, BRIP, TRMT5, KLHL24,
ETNK1

81% 183%

85%

79%

81%

69%

243

WARS, SFRS2, EPAS1, EIFZE, MTHFD2,
PSME2, GMFB, DLGAPA, TYMS, USP4, CTSS,
LMANI, CDC40, SLC4A4, CXCLY, CXCL10,
FAS, PLK4, CHEK 1, KITLG, CIQBP, NDUFAS,
WHSC1, CA2, HNRFD, MEZ, CXCL!1, GZMB,
TLK1, RBM25, AK2, hCAP-D3, BRRNI,
CDC42BPA, RBEP4, BAZ1A, AGPATS,
SECI10L1, FLJ13220, PRK, BRIP1, KLHL24,
ETNK]1, STATI

B3% |83%

92%

79%

7%

T2%

244

WARS, SFRS2, EPASI, STAT!, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, ARF6, CDC40, SLC4A4, CXCLS,
RABIF, CXCL10, FAS, PLKA, CHER 1, KITLG,
SLC23A11, CIQBP, NDUFA9, WEISC1, CA2,
HNRPD, ME2, CXCL1 1, GZMB, IFT20, RBM25,
CAMSAPILI, BRRN1, CDC42BPA, BAZ1A,

| AGPATS, FLI10534, DKFZp762E1312, PBK,

81% |83%

B3%

79%

81%

69%
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ETNK1

245

HNRPD, WARS, SFRS2, EPAS!, PAICS, EIF4E,
PRDX3, MTHFD2, PSME2, MCM6, GMEB,
DLGAP4, TYMS, TES, DCK, CDC40, SLC4A4,
CXCL9, CXCL10, PLK4, CHEK1, HNRPA3P1,
KITLG, CIQBP, NDUFAS, SLC25A11, WHSC1,
CA2, ME2, GZMB, RBBP4, CXCL11, RBM2S,
AK2, NUP210, CAMSAP1IL1, hCAP-D3,
CDCA2BPA, FAS, MARCHS, SEC10L], PBK,
ETNKI1, STATI

7% {86%

88%

76%

1%

76%

246

WARS, SFRS2, EPAS1, EIFAE, PRDX3,
MTHFD2, PSME?, GBP1, GMFB, DLGAP4,
TYMS, TES, LMANI, CDC40, SLC4A4, CXCL9,
RABIF, CXCL10, FAS, PLK4, HENRPAIP1,
SLC25A11, C1QBP, NDUFA9, KPNB1, WHSC1,
Cl7orf25, CA2, ME2, FUT4, GZMB, TLK1,
CXCL11, RBM25, CAMSAPIL1, DDAIL,
AGPATS, MARCHS, SECI0L1, FLI13220, PRK,
HNRPD, BRIP1, ETNK1, STATT

77% |83%

92%

79%

81%

79%

247

WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHEDZ, FSME2, GBP1, GMFB, DLGAP4,
TYMS, USP4, TES, MAD2L 1, CDC40, SLC4A4,
CXCLY, IRFB, GTSEI, CXCL10, PLE4, KITLG,
CIQBP, NDUFAY, KPNBI, SLC25A11, WIISCL,
Cl7orf25, CA2, ME2, JFT20, RBBP4, CXCL11,
RBM25, AK2, CAMSAPILI, CDC42BPA, FAS,
AGPATS, FLY10534, MARCHS, SEC10L1, PBK,
HNRPD, BRIFP1, KLHL24, ETNK]1, STAT!

T |83%

85%

7%

85%

2%

248

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFDZ2, PSMEZ2, MCMS$, GBP1, TK1, GMFB,
DLGAP4, TYMS, USP4, DCK, CDC40, CXCL9,
GTSE1, RABIF, CXCLI0, FAS, PLK4, TRIM2S,
CLQBP, NDUFA9, SLC25A11, WHSC1, C17orf25,
CA2, ME2, FUT4, GZMB, IFT20, RBBP4,
CXCL11, SLC4A4, RBM25, BRRN1, AGPATS,
FLJ10534, MARCHS, FLJ13220, PSAT1, TRMTS,
KLHI.24, ETNK1, STAT]

7% |86%

88%

76%

R1%

69%

249

HNRPL, WARS, SFRS2, EPAS], CIF4E,
MTHFD2, PSME2Z, GMFB, DLGZAP4, TYMS,
USP4, MAD2L1, SLCAA4, CXCLY, GTSEL,
CXCLI10, FAS, PLK4, TRIM25, KITLG, NDUFAS,
KPNB1, WHSC1, C170rf25, CAZ, ME2, FUT4,
CXCL11, GZMB, IF120, TLK1, RBM25,
CAMSAPILI, BRRN1, S0CS6, CDC42BFA,
BAZ1A AGPATS, MARCHS, SEC10L.1,
FLJ13220, KLHL24, ETNK1, STAT1

92% [97%

B8%

76%

85%

79%

250

HNRPD, WARS, SFRS2, EPAS1, EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, GMFB, DLGAP4,
TYMS, USP4, ARF6, CDC40, CXCLY, CXCL10,
FAS, CHEK1, TRIM?25, NDUFA9, KPNRE1,
SLC23A11, C170r25, CA2, ME2, CXCL1],
IFT20, TLK1, SLC4A4, RBM25, AK2, BRRN1,
ATPSAL, DDAH2, BAZIA, AGPATS, MARCIIS,
SEC10L1, FLJ13220, PBK, PSAT1, BRIP],
STAT1

92% [90%

92%

76%

85%

T9%

251

WARS, EPAS1, STATI, EIF4E, SFPQ, PRDX3,

|

MTHFD2, PSME2, TK1, GMFB, DLGAP4,

7% |90%

92%

76%

85%

T2%
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guooooadagd

TYMS, LMAN1, ARF6, SLC4A4, CXCLY, IRFS,
GTSEl, CXCL10, FAS, PLK4, HNRPA3PI,
SLC25A11, C1QBP, NDUFAD, CA2, HNRPD,
ME2, FUT4, CXCL11, GZMB, IFT20, TLK1,
RBM25, AK2, ATPSA1, SOCS6, DDAHZ2, RBRP4,
AGPATS, MARCHS, SECI0L1, FLI13220, BRIP1,
TRMT5

JP 2009-521215 A 2009.6.4

SVM

3NN

INN

WARS, SFRS2, EPAS], PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, GMFB, DLGATY,
TYMS, USP4, CTSS, DCK, CDC40, SLCAA4,
GTSE], RABIF, CXCL10, FAS, PLEA,
HNRPA3P1, C1QBP, SLC25A11, WHSC]1,
HNRPD, ME2, FUT4, CXCLI11, IFT20, TLX1,
REM235, AK2, NUP210, BRRN1, ATPSAL,
AGPATS, FLT10534, DKFZp762E1312, SECIOLI,
FLI13220, PBK, TRMTS, KLH1L.24, ETNK1,
STATI1

635% [83%

7%

90%

T3%

76%

253

HNRPD, WARS, EPAS], STATI, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, TES, LMANI, DCK, SLC4A4, CXCL9,
CXCL10, FAS, PLK4, C1QBP, NDUFA9, KPNEI,
SLC25A11, WHSC1, C170rf25, CA2, ME2, FUT4,
CXCL11, RBBP4, TLK1, RBM25, CAMSAPILI,
ATP35A1, MARCHS, SEC10L], PBK, PSATI,
BRIP1, TRMTS, KLHL24, ETNK1

73% [83%

85%

T9%

B1%

76%

254

HNRPD, WARS, EPAS1, EIF4E, MTHFD2,
PSME2, MCMG6, GBP1, GMFR, DLGAP4, TYMS,
USP4, CTSS, DCK, ARF6, SLC4A4, CXCLY,
IRF8, CXCL10, FAS, PLK4, CHEK], HNRPA3PI,
CIQBP, NDUFAS, SLC25A1 1, WHSCL, CI70rf25,
CA2, ME2, FUT4, [FT20, RBBP4, CXCL11,
RBM25, NUP210, hCAP-D3, SFRS2, DDAI2,
BAZILA, AGPATS, FLI10534, DKFZp762E1312,
SECIDL1, F1.J13220, KLH1.24, STATI

7% | 76%

92%

86%

88%

79%

235

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMEB, DLGAP4,
TYMS, LMANI, CDCA40, CXCLY, CXCL10,
PLK4, CHEK1, TRIM25, KITLG, CIQRP,
NDUFA9, WHSC1, C170rf25, CA2, MIZ2,
CXCL11, SLC4A4, RBM25, AK2, NUP210,
DDAH2, FAS, BAZ1A, AGPATS, FLT10534,
MARCHS, DKFZp762E1312, SECI0L1, PRK,
PSAT1, BRIP1, KLHL24, STAT]

81% |79%

85%

79%

85%

76%

256

WARS, SFRS2, EPAS], STATI, EIF4E, SFPQ,
PRDX3, MTHFD2, TK1, GMFB, DLGAP4,
TYMS, USP4, LMANI1, ARF6, CDC40, SLCAA4,
CXCLY, RABIF, CXCL10, FAS, PLK4, CHEK 1,
TRIM25, KITLG, SLC25A11, CIQBP, NDUFAS,
C170rf25, CA2, ME2, TLK1, RBM25, NUP2}0,

| AGPATS, FLI10534, SECI0LI, FLI13220, PRK,
| PSATI, HNRPD, BRIP1, TRMTS, KLIIL24

T7% |83%

85%

7%

81%

83%

257

WARS, SFRS2, FIF4E, MTHFD2, PSME2, GBP1,
TK1, GMFB, DLGAP4, TYMS, LMAN1,
MAD2LI, CDC40, CXCL9, CXCL10, FAS,
CHEK1, HNRPA3PI, KITLG, SLC25A11, CIQRP,
NDUFAY, KPNB1, WHSC1, CA2, HNRPD, ML2,
GZMB, TLK1, SLC4A4, CXCL11, RBM25, AK2,
CAMSAPILI, DIDAH2, AGPATS, FLI10534,

73% |86%

88%

83%

7%

2%
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MARCHS, DKFZp762E1312, PBK, PSATI,
BRIP1, TRMTS, KLHL24, ETNK|, STAT]

258

WARS, SFRS2, EPASI, EIF4E, MTHFDZ,
PSME2, TK1, GMFB, DLGAP4, TYMS, LMAN]1,
ARF6, CDC40, CXCL9, CXCL10, FAS, PLKA4,
CHEK1, HNRPA3P1, SLC25A11, C1QBP,
NDUFAY, WHSC1, C17o0rt25, UNRPD, ME2,
CXCL11, IFT20, RBBP4, SLCAA4, RBM25, AK2,
ATP3A1, SOCSG, FLI10534, MARCHS,
DKFZp762E1312, SECI0L1, FLJ13220, PBK,
PSATI, BRIP1, TRMTS, ETNK1, STATI

TT%

33%

73% [ B6%

73% | 76%

259

HNRPD, WARS, EPAS], PAICS, MTHFD?2,
PSME2, MCM6, GMFE, DLGAP4, TYMS,
CDC40, CXCLY, RABIF, CXCL10, FAS, PLE4,
HNRPA3PI, TRIM2S, SL.C25A11, C1QBP,
NDUFA9, WHSC1, CA2, ME2, CXCL11, GZMB,
IFT20, RBBP4, TLK1, RBM25, AK2,
CAMSAPIL], ATPSAI, CDC42BPA, DDAH2,
BAZIA, AGPATS, FLI10534, MARCHS,
SECIOL1, FLI13220, PBK, PSAT], RRIPI,
ETNKL1, STATI1

85%

93%

2% | 72%

% [12%

260

HNRPD, WARS, SFRS2, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
ARF6, MAD2L1, CDCA0, CXCLY, GTSE],
RABIF, CXCL10, PLK4, CHEK1, HNRPA3PI,
TRIM25, NDUFAS, S1.C25A11, WHSCT,
C17urf25, CA2, ME2, FUT4, CXCLI1, IFT20,
SLC4A4, RBM25, AK2, NUP210, ATP5AL,
SOCS6, FAS, AGPATS, FLI10534, MARCHS.,
SECIOL1, PBK, PSATI, BRIP1, ETNKI1, STATI

T1%

79%

B5% |76%

B5% [69%

261

HNRPD, WARS, SFRS2, STAT1, MTHFDZ, TK|,
GMFRB, DLGAP4, TYMS, USP4, CTSS, ARFS,
SLC4A4, CXCLY, GTSEL, CXCLI10, FAS,
HNRPA3P1, TRIM235, SL.C25A11, CIQBP,
NDUFAS, KPNB1, WHSC1, C17orf25, CA2, ME2,
CXCL11, GZMDB, IFT20, RBM25, hCAP-D3,
ATP5Al, 50CS6, DDAH2, BAZ14, MARCHS,
SECI0L1, FLI13220, PBK, PSATI, BRIP1,
ETNK1

85%

83%

88% |72%

1% |76%

262

HNRPD, WARS, SFRS2, EPAS], EIF4E,
MTHFD2, PSMEZ, TK1, GMFB, DLGAP4,
TYMS, USP4, LMAN], DCK, CDC40, CXCL9,
CXCL10, FAS, PLK4, CHEK 1, HNRPASPI,
KITLG, CIQBP, NDUFA9, SLC25A 11, WHSCI,
Cl7orf25, CA2, ME2, CXCL1}, IFT20, SLC4A4,
RBM?25, AK2, ATP5A1, SOCS6, BAZ1A,
AGPATS, FLI10534, SECI0L.1, PBK, PSATI,
BRIP1, KLHL24, ETNKI1, STAT1

7%

79%

5% | 79%

85% | 76%

263

HINRPD, WARS, SFRS2, EPAS1, STAT1, EIF4E,
PRDX3, PSME2, MCM6, GBP1, GMFB, DLGAP4,
USP4, CTSS, ARF6, CDC40, SLC4A4, CXCLY,
GTSEIL, RABIF, CXCL10, FAS, CHEK],
HNRPA3P1, KITLG, C1QBP, NDUFAS, KPNBI,
WHSCI, CA2, ME2, CXCLI1, RBM25,
CDC42BPA, RBBP4, AGPATS, MARCHS,
SECI0LI, FL113220, PRK, PSAT1, TRMTS,
KLHI.24

81%

83%

88% |79%

81% |79%
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264

WARS, SFRS2, EPASI, EIF4E, SEPQ, PRDX3
MTHFD2, PSME2, GBFI, TK1, GMFB, DLGAP4
TYMS, CTSS, LMAN], CDC40 SLC4A4,
CXCLY, IRFS, CXCL[O FAS, PLK4 TRIM2S,
SLC25A11, CIQBP, NDUFAY, WHSCY, CA2,
HNRFD, ME2, CXCLI11, GZMB, TLK1, RBM25,
AK2, hCAP-D3, ATPSAI CDCA2BPA, BAZIA,
AGPAT5 MAR(_,HS SECIOLI1, PBK, TRMTS,
KLHL24, STATI

88%

B6%

INN

88%

265

HNRPD, WARS, EPAS1, PAICS, EIF4E, SFPQ,
PRDX3, MTH'FDZ PSME2, TK1, GMFR,
DLGAP4, TYMS, USP4, CTSS, LMAN1, ARFS,
CIC40, SL.C4A4, CXCL9 IRF8, CXCL10, FAS,
PLK4, CHEK ], TRIM25, KJTLG C1QBP,
NDUFA9 KPNBI SLC23A11, WIISCL, ME2,
GZMB, TLK1, CXCL]] REM2S5, AK2,
CAMSAPILI, AGPATS FLJ10534 SECIOLI,
I'BK, BRIP1, KEHL24, STAT1

92%

90%

3%

85%

79%

85%

76%

69%

76%

266

WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, TES, CTSS, MAD2L1, SLC4A4, CXCLS,
IRF8, CXCL10, FAS, PLK4, TRIM25, CIQRP,
NDUFAS, SLC25A11, WHSCL, C170r25, CA2,
ME2, CXCL11, GZMB, RBM25, AK2, ATPSA1,
RBEP4, AGPATS, MARCIIS, SECIOL!, PBK,
HNRPD, BRIP1, TRMTS, KLHL24, ETNK1,
STATI

7%

86%

88%

76%

B5%

79%

267

WARS, EPASI, EIF4E, PRDX3, MTHEDZ,
PSMEZ, GMFB, DLGAP4, TYMS, TES, LMAN],
DCK, ARF6, CDCAD, SLC4A4, CXCL9, IRFS,
GTSEL, CXCL10, FAS, CHEK ], SLC25A11,
C1QBP, NDUFA9, WHSCI, C170rf25, CA2, ME2,
CXCL11, IFT20, RBM25, AK2, NUP219, SOCS6,
CDC42BPA, SFRS2, RBBP4, BAZIA, FLI10534,
MARCHS, FLY13220, PBK, PSAT1, HNRPD,
KLHL24, STATI

85%

83%

85%

79%

81%

T6%

268

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFDZ, PSME2, MCMS6, GBP1, GMFB,
DLGAP4, TYMS, USP4, ARF6, CDCA40, S1LCAA4,
IRF8, GTSE], CXCL10, FAS, HNRPAIP], i
TRIM2S5, KITLG, NDUFAD, 81.C25A11, CA2,
ME2, CXCL11, GZMB, TLK1, REM25, AK?,
hCAP-D3, CDC42BP4, AGPATS, FLI10534,
MARCIIS, SEC10L1, FLJ13220, PBK, PSATIL,
BRIPI, TRMTS, STAT1

88%

93%

92%

76%

81%

2%

1269

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, MCMS, TK1, GMFR,
DLGAPA, TYMS, USP4, ARF6, CDC40, SL.CAA4,
CXCL9, GTSEL, CXCLI10, HNRPA3P1, KITLG,
CI1QBP, NDUFAS, SLC25A11, WHSCL, C17orf23,
CA2, ME2, FUT4, CXCL11, GZMB, REM25,
AX2, CDC42BPA, FAS, RBBP4, BAZIA,
SECI0L1, FLJ13220, PBK, PSAT, KLHI24,
ETNKI, STAT]

81%

9%

92%

76%

81%

69%

270

HNRPD, WARS, SFRS2, EPAS], EIFAE, PRDX3,
MTHFD2, PSME2, TK.1, GMFB, DLGAP4,
TYMS, CTSS, ARF6, MAD2L1, CDC40, CXCLS,

IRF8, GTSE1, CXCL10, FAS, CHEK],

38%

86%

88%

79%

85%

2%
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HNRPA3P1, TRIM25, KITLG, SLC25A11,
NDUFAS, KPNB1, WHSCI, CA2, ME2, FUTA,
CXCL11, GZMB RBMZ'S AK2 CDC42BPA,
BAZIA, AGPATS DKFZp762E1312 SECI0L],
PBK, TRMTS KLHL24, ETNK1, STATI

T

271

WARS, SFRS2, EPAS], STATI, EIF4E,
MTHFD2, PSME2, MCM6, TK.1, GMFB,
DLGAP4, TYMS, USP4, LMAN1, ARF6,
MAD2LI CDC40, SLC4AS, CXCL9 TRFS,

GTSELl, CXCLIO PLK4, ClQBP NDUFA39, 7% |69%

SLC25A11, WHSC1, CA2, HNRPD, ME2, FUT4,
GZMB, RBM25, AK2, ATPSAI CDCAZBPA,
FAS, AGPATS, FLI0534, SEC10L1, FLJ13220,
PBK, BRIP1, TRMTS5, KLHI.24, ETNKI

2% |79%

1%

69%

272

HNRPD, WARS, SFRS2, EPAS], FIF4E, PRDX3,
MTHFD2, PSMEZ, TK1, G]\JFB DLGAP4,
TYMS, USP4, CTSS, LMAN] DCK, SLC4A4,
CXCL9, IRF8, CXCLI0, FAS, HNRPAJPI,

KITLG, C1QBP, NDUFAY, SLC25A11, CA2, 73% |83%

ME2, FUT4, IFT20, RBBP4, TLE1, CXCL11,
RBM25, BRRN1, CDC42BPA, AGPATS,
FLJ10534, MARCHS, SEC10L1, PBK, BRIP1,
TRMTS, KLHL24, ETNK1, STATI

92%

83%

83%

76%

273

WARS, SFRS2, EPAS1, STAT1, EIF4E,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, ARF6, CXCLO, IRFS, RABIT,
CXCL10, FAS, PLK4, CHEK1, KITLG,
SLC25A11, C1QBP, NDUFA9, WHSCI, CA2,
MEZ2, CXCL11, IFT20, RBBP4, TLK1, RBM25,
ATPSA], CDC42BPA, FL113220, PBK, HNRPD,
BRIP1, TRMTS, KLHL24, ETNK1

88% [83%

85%

83%

%

79%

274

HNRPD, WARS, SFRS2, EPAS 1, EIFAE, PRDX3,
MTHFD2, PSME2, GBP1, GMFB, DLGAP4,
TYMS, TES, DCK, MAD2L1, CXCL9, CXCL10,
FAS, PLK4, HNRPA3P1, KITLG, SLC25A11,
NDUFA9, WHSCI, Cl170rf25, CA2, ME2, IFT20,
RBBP4, CXCL11, SLC4A4, RBM2S, NUP210,
CAMSAPIL1, BRRN1, CDC42BPA, DDAH2,
AGPATS, FLI10534, MARCHS, SEC10L1,
FLJ13220, PBK, TRMTS, KLIL24, ETNK1,
STATI

81% (86%

88%

83%

85%

76%

275

| D3, ATP5A1, DDAH2, FAS, AGPATS, FLI10534,
MARCHS, S8EC10L1, FLI13220, PBK, PSAT1,

WARS, SFRS2, PAICS, EIF4E, MTHFD?,
PSME2, MCM&6, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, TES, LMAN1, CDC40, CXCLS,
CXCIL10, PLK4, TRIM25, KITLG, SLC25A11,

CIQBP, NDUFA9, C17orf25, HNRPD, ME2, 73% [86%%

CXCL11, IFT20, TLK], SLC4A4, RBM25, hCAP-

BRIP], KLIL24, STATI

%

83%

69%

79%

276

HNRPD, WARS, SFRS2, STAT1, EIF4E, PRDX3,
MTHFD2, PSMEZ, MCM6, TK1, GMFB,
DLGAP4, TYMS, USP4, DCK, ARF6, CDC40,
CXCL9, IRFR, CXCL10, FAS, PLK4, TRIM25,
KITLG, CIQBP, NDUFAS9, SLC25A11, WHSCI,
CAZ, ME2, CXCL11, GZMB, RBEP4, TL.K]1,
RBM25, AK2, NUP210, ATPSA1, AGPATS,
MARCHS, SEC10L1, PBK, BRIP1, TRMTS5 |

B5% |79%

88%

79%

81%

79%
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277

HNRPI), WARS, SFRS2, EPASI, STATI, EIF4E,
PRDX3, MTHFD2, PSME2, MCMG GBP]
GMFB, DLGAP4, TYMS, TES, CTSS, LMANl
DCK, SLC4A4, CXCLY, GTSEL, CXCL10, PLK4
CHEK 1, TRIM23, C1QBP, NDUFAS, KFNB1,
WHSCI Cl'?oerS ME2, CXCL11, RBM25,
BREN1, ATP5A1, CDC42BPA, DDA, FAS,
AGPATS, MARCI—15 PBK, BRIP1, TRMT3,
KLH] .24, ETNK1

B1%

83%

88% |76%

7%

9%

278

WARS, STATI, EIF4E, SFPQ, PRDX3, MTHFD2,
MCMé6, TK1, GMFB, DLGAP4, TYMS, TES,
CTSS, MAD2ZL1, CDC40, SLC4A4, CXCLY,
RABIF, CXCL.10, FAS, KITLG, SL.C25411,
C1QBP, NDUFAS, C170rf25, CA2, HNRPD, ME?2,
GZMB, TLK1, CXCLI1, RBM25, BRRN1,
CDC42BPA, SFRS2, DDAH2, AGPATS,
SECIOL], PBK, PSATI, BRIP1, TRMTS, KLHL24

7%

72%

8% [83%

T1%

79%

279

HNRPD, WARS, EPAS], STATI, EIFAL, SFPQ,
PRDX3, MTHFD2, PSME2, MCMS6, TK 1, GMFB,
DLGAP4, TYMS, USP4, TES, DCK, ARFS,
CDC40, SLC4A4, CXCLY, RABIF, CXCL10, FAS,
TRIM25, NDUFAS9, SLC25A11, WHSCI,
Cl7orf25, CA2, ME2, GZMB, TLKI, CXCL11,
RBM25, AK2, hCAP-D3, CDC42BPA, DDAH2,
RBBP4, FLI10534, SECI0LI, FL113220, PBK,
PSATI, BRIP1, KLHL24

7%

86%

2% |76%

7%

76%

280

WARS, SFRS2, STATI, EIF4E, MTHFDZ,
PSME2, MCM&, GBP1, TK1, GMFB, DLGAPA,
TYMS, USP4, TES, CTSS, LMAN1, ARFS,
CDCAD, SLCAA4, CXCLY, CXCLI0, FAS, PLK4,
KITLG, C1QBP, KPNRI, WHSCI, CA2, ME2,
FUT4, GZMB, CXCLI11, RBM?25, AK2,
CDC42BPA, RBBP4, BAZ]A, AGPATS,
MARCHS, SECIOL1, PBK, HNRPD, BRIP1,
KLHL24, ETNK1

81%

9%

92% 179%

85%

2%

281

HNRPD, WARS, SFRS2, EPAS1, STATI, EIF4E,
PRDX3, MTHFDY2, PSME2, TK1, GMFB,
DLGAP4, TYMS, CTSS, LMAN1, DCK, CDCAO,
SLC4A4, CXCL9, TRFS, CXCL10, TRIM?2S,
SLC25A11, C1QBP, NDUFA9, KPNBT, WHSC1,
ME2, CXCLI11, TLK1, REM25, hCAP-D3,
CDC42BPA, FAS, BAZ1A, AGPATS, SECI0L1,
FLJ13220, PBK, TRMT3, ETNK1

85%

T9%

T% |86%

73%

T6%

282

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTIHFD2, PSME2, GBP1, GMFB, DLGAP4,
TYMS, TES, CTSS, LMAN1, MAD2L1, SLC4A4,
CXCL9, CXCL10, FAS, CHEK], SLC25A11,
C1QBP, NDUFAS, KPNB1, WHSCL, C170r125,
CA2, ME2, FUT4, CXCLI1, TLX1, RBM25,
hCAP-D3, ATP5A1, CDCA2BPA, DDALIL2,
AGPATS, FLJ10534, DK¥Zp762E1312, SEC10L1,
FL113220, PBK, TRMTS, STATI

7%

83%

88% |83%

283

|

WARS, SFRS2, PAICS, EIFAE, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAPA4,
TYMS, USP4, TES, ARF6, CDC40, CXCLY,
CXCL10, FAS, PLK4, TRIM2S, SLC25A11,
CI1QBP, NDUFA9, WHSC1, C170r£25, CA2, ME2,
FUT4, IFT20, SLC4A4, CXCL11, RBM2S, AK2,

81%

3%

5% |76%

88%

§6%

85%

2%
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BRRN1, ATP5A1, CDC42BPA, AGPATS,
MARCHS, SECI10L1, FLJ13220, PBK, HNRPD,
BRIP1, TRMTS, KLHL24, ETNK1, STAT]

284

285

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, LMANI, ARF6, SLC4A4, CXCL9,
IRF8, CXCL10, FAS, KITLG, CIQBP, NDUFAS,
SLC25A11, WHSCI, C17arf25, CA2, ME2,
GZMB, CXCL11, REM25, AK2, hCAP-D3,
CDC42BPA, DDAH2, RBBP4, AGPATS,
MARCTIS, DKFZp762E1312, SEC10L1,
FLI13220, PBK, RRIP1, TRMTS, KLHL24,
STAT1

81% (76%

88%

79%

85% [172%

WARS, SFRS2, EPAS1, STATI, EIF4E, PRDX3,
MTUHFD2, PSMEZ, GMFB, DLGAP4, TYMS,
USP4, C18S, DCK, ARF6, CDC40, SLCAA4,
CXCLY, CXCL10, FAS, CHEK1, TRIM25,
SLC25A11, C1QBP, C170rf25, CA2, ME2, GZMB,
IFT20, RBBP4, CXCL11, RBM25, AK2, NUP210,
SOCS6, DDAH2, AGPATS, FLI10534, MARCHS,
DKFZp762E1312, SEC10L1, PRK, HNRPD,
TRMTS

85% |86%

92%

76%

81% |72%

286

WARS, EPAS], STATI, PAICS, FIF4E, PRDX3,

- |MTHFD2, PSME2, TK1, DLGAP4, TYMS,

MAD2L1, CDC40, CXCL9, IRF8, CXCI.10, FAS,
TRIM235, KITLG, CIQBP, NDUFAS, SLC25A11,
WHSC1, C17orf25, HNRPD, ME2, CXCL11,
IFT20, RBBP4, SLC4A4, RBM25, AK2, NUP210,
S0CS6, CDC4ZBPA, BAZIA, AGPATS,
SECI10L1, FLIJ13220, PBK, PSAT1, BRIPI,
TRMTS

73% [76%

81%

79%

73% |66%

287

WARS, SFRS2, EPASI, EIF4E, PRDX3, PSMEZ,
GMFB, DLGAP4, TYMS, CTSS, ARF6, MAD2L1,
CDCA40, CXCL9, CXCL10, FAS, TRIM2S,
SLC25A11, CIQBP, NDUFA$, KPNBI, WHSC1,
C170rf25, CA2, IINRPD, ME2, CXCL11, GZMB,
IFT20, TLK1, SLC4A4, RBM25, CAMSAPILI,
hCAP-D3, RBBP4, BAZ1A, AGPATS, MARCHS,
FLJ13220, PBK, TRMTS, EINK1, STAT!

88% |90%

8%

79%

77% |79%

288

HNRPD, WARS, SFRS2, EPASI, STATI, EIF4E,
SFPQ, PRDX3, MTHFD2, PSMEZ, TK1, GMFR,
DLGAP4, TYMS, ARF6, CDC40, CXCLS,
CXCL10, FAS, SLC25A11, NDUFAY, WHSCI,
C170rf25, CA2, ME2, CXCLI11, IFT20, SL.CAA4,
RBM25, AK2, SOCS6, DDAH2, RBBP4, BAZI A,
DKFZp762E1312, FLJ13220, PBK, PSATI,
BRIP1, ETNKI

81% (90%

85%

76%

85% [69%

289

WARS, SFRS2, EPAS], STATI, PAICS, EIF4E,
PRDX3, MTHFD2, PSME2, GMFB, DLGAP4,
TYMS, USP4, CTSS, LMANI, CDCA40, CXCLS,

| IRF8, RABIF, CXCL10, FAS, TRIM25,

SLC25A1], C1QBP, WHS(1, C17orf25, CA2,

HNRPD, ME2, CXCL11, GZMB, TLK1, RBM25,

CAMSAPIL1, hCAP-D3, CDC42RPA, BAZ1A,
AGPATS, MARCHS, DKFZp767F1312, FL113220,
PBK, PSATI, BRIP1, KLH] 24

7% | B6%

83%

83%

73% | 69%

290

WARS, SFRS2, EIF4E, PRDX3, MTHFD?2,

[85% [83%

85%

B3%

B1% |72%
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PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
ARF6, MAD2L1, SLC4A4, CXCLY, IRFS,
CXCL10, FAS, TRIM23, SLC25A11, NDUFA9,
KPNB1, WHSC], C170rf25, CA2, ME2, GZMB,
IFT20, RBBP4, CXCL11, RBM25, AK2, BRRNI,
CDCA2BPA, AGPATS, FLI10534, MARCHS,
SECLOL!L, FLI13220, PBK, HNRPD, BRIP1,
KLHL24, ETNK], STATI

291

HNRPD, WARS, SFRS2, EPAS1, STAT], EIF4E,
SFPQ, PRDX3, MTHFD?, GMFB, DLGAP4,
TYMS, USP4, TES, CTSS, ARF6, MAD2L],
CDC40, CXCL9, CXCL10, FAS, PLKA4, CHEK],
KITLG, SLC25A11, NDUFA9, KPNRB1, CA2,
MEZ2, FUT4, CXCL11, GZMB, TLK|1, SLC4A4,
RBM25, ATP5A1, DDAH2, MARCHS,
DKFZp762E1312, PBK, BRIP1, KLHIL24

85%

86%

92%

79%

85% |86%

292

WARS, SFRS2, EPASI, STATI, EIF4E, PRDX3,
MTHFD2, PSME2, TK!, GMFB, DLGAPA4,
TYMS, USP4, CTSS, CXCLS, IRFS, RABIF,
CXCL10, FAS, PLK4, TRIM25, CI1QBF,
NDUFA9, SLC25A11, Cl7orf25, CA2, HNRPD,
MEZ, CXCL11, GZMB, SLC4A4, RBM25,
ATPSA1, CDCA2BPA, DDAH2, MARCHS,
DKFZp762E1312, SEC10L1, FLI13220, PRK,
PSATI, BRIP1, KLHL24, ETNK1, UBD, GTSE1,
MYO1B, TMEDS5, RBBPS

81%

83%

85%

2%

60% |76%

293

HNRPD, WARS, EIF4E, PRDX3, MTUFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4,
MAD2L1, CXCL9, IRF8, CXCL10, FAS,
SLC25A11, NDUFAS, WHSCI, ME2, CXCL11,
IFT20, RBEP4, SLC4A4, RBM25, AK2, NUP2I0,
CAMSAPILI, ATP5A1, DDAH2, AGPATS,
MARCHS, SEC10L1, FLI13220, PBK, PSATI,
BRIP1, STAT1, FLJ22471, LAPTMS, DEPDC],
INDO, YDIDI9

81%

T9%

T7%

T9%

69% | 72%

294

WARS, SFRS2, PSME2, GMFB, DLGAP4,
TYMS, TES, CDC40, CXCL9, CXCL10,
HNRPA3P1, CIQBP, SLC25A11, WHSC,
C170rf25, CA2, ME2, TLK1, SLC4A4, CXCLI11,
AK2, hCAP-D3, DDAH2, FAS, AGPATS,
FLI10534, PSAT1, HNRPD, BRIP), KLHL24,
STATL, TVD

3%

9%

88%

T9%

85% |76%

295

WARS, SFRS2, EPASI, EIFAE, SFPQ, MTHFD2,
PSMEZ, TK1, GMFB, DLGAP4, TYMS, USP4,
LMAN1, CDCA0, SLC4A4, CXCLY, IRFS, RARTF,
CXCL10, FAS, PLK4, CHEK 1, HNRPA3PI,
TRIM25, SLC25A11, NDUFA9, KPNB1, WHSC,
CA2, HNRPD, ME2, GZMB, IFT20, CXCL11,
RBM2S, hCAP-D3, BAZ1A, AGPATS, MARCHS,
PBK, BRIP1, KLHL24, ETNKI, STAT], TACC3,
IL2KB, AK2

85%

86%

85%

76%

73% [76%

296

HNRPD, WARS, SFRS2, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, CDC40, SLC4A4, CXCLY, CXCL10,
HNRPA3PL, KITLG, C1QBP, NDUFA9,
SLC25A11, WHSC1, CA2, ME2, FUT4, CXCL11,
IFT20, RBBP4, RBM25, AK2, DDAH?, FAS,

FL110534, SEC10L1, FLJ13220, PRK, BRIPY,

81%

86%

92%

86%

85% |[76%
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TRMTS, KLHL24, STAT1, FEMIC, ITGBS

297

WARS, EIF4E, PSME2, GMFB, DLGADY, TYMS,
USP4, CDCAO, SLC4A4 CXCLIU TRIM25,
C1QBP, NDUFAS9, SLC"SAII CA2, ME2,
CXCL11, RBM25, CAMSAPILI, ATPSAI
SOCse6, FLJ10534 DKFZp762E1312 SI:C]OLI
HNRPD, STATI1, LMANI, LOC92249, NFS]

7% |79%

298

WARS, SFRS2, EIF4E, PRDX3, MTHFD?,
PSME2, TK1, GMFRB, DLGAP4, TYMS, USP4,
TES, CTSS, DCK, MADZLI CXCLY, GTSEL,
CXCL10, FAS, HNRPA3PI, KITLG, C1QBP,
NDUFAS, SLC25A11, WHSCI CA2, HNRPD,
ME2, FUT4, CXCL11, SLC4A4, RBM?25,
CDC42BPA, DDAH2, RBBP4, FL.T 10334,
MARCHS, SECI0L1, FLJ!3220 FBK, RRIP],
ETNK1, STATI ZWINT, ZG16, TPRT PURA
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73%

86%

&1%

R6%

81% [76%

1%

2%

7%

76%

299

HNRPD, WARS, STATI, EIF4E, SFPQ, PRDX3,
MTHFDZ PSME2, GMFB, DLGAP4 TYMS,
MAD2L1, SLC4A4 CXCL3, CXCL10, FAS,
NDUFAS, WHSC1, ME2, GZME, TLKI CXCL11
RBM25, AGPATS, FLI13220, KLH_L24 SLAMFS,
PBXI1, CAP350

85% |79%

81%

69%

7%

2%

300

IINRPD, WARS, STATI, EIF4E, PRDX.'-i
MTHFD2, PSME2, GBPI, TK1, GMFR, DLGAP4,
TYMS, USP4, LMANI, DCK, ARF6, CXCL9
CXCL10, FAS, TRIM25, KITLG, C1QBPp,
NDUFAY, KENBI, SLC25A11 WHSCI, CA2,
ME2, FUT4, CXCL11, GZMB, IF'I‘ZO SLC4A4
RBM25 BRRNI, ATP5A1, SFRS2, DDAH?,
RBBP4, SECIOL1, FLJ'13220 PBK, PSATI,
KLHL24, ETNKI, FLJ20273, VAPR, LARP4
CD74, BTN2A2

Ti% (79%

85%

76%

85%

79%

301

WARS, SFRS2, EPASI, EIF4E, SFPQ, PRDX3,
MTHEFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, USP4, CTSS, CDC40, SLC4A4, CXCL9,
IRF8, CXCL10, FAS, PLK4, CHEK ], TRIMZ2S5,
KITLG, SLC25A11, CIQRP, NDUFA9 WHSC],
INRPD, ME2, CXCL11, GZMB, REBPA, RBM?Z25,
CAMSAPILI, BRRNI, CDC42BPA, AGPATS,
FLI10534, S[‘.CIULI PBK, BRIF1, KLHI.24,
ETNK]1, STAT1, H2AFZ, PGGT]B

81% [76%

38%

69%

7%

69%

302

WARS, EIF4E, MTHFD2, PSME2, GBP1, GMER,
DLGAP4, TYMS, CDC40, SLC4A4 CXCL10,
FAS, CHEK1, HNRPA3PI, KITLG, SLC25A11,
CAZ, ME2, FUT4 CXCLll IFT20, TLKI,
RBM25, AK2, SFRS2, TRMT3, KLHL24, STATI,
FKBF9

85% |86%

88%

83%

81%

79%

303

HBNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD?2, PSME2, MCM6, TK1, DLGAP4
TYMS, TES, M.ADZL] CDC40, CXCL Y,

cxcuo FAS, PLK4, CHEK1, TRIM25, C1QRP,
\NDUFA9, WHSC1, CA2, ME2, CXCL11, GZMR,
|RBBP4, SLCAA4, RBMZS, CAMSAPILI,
DDAH2, AGPATS, MARCHS, SEC10L1, PBK,
BRIP1, TRMTS, ETNKI, STAT1, CHAF 1A,
ITGBS, HNRPDL

7% | 79%

88%

79%

81%

76%

304

HNRPD, WARS, SFRS2, MTHFD2, PSME2, TK ] s

R1% |79%

81%

83%

81%

72%
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GMFB, DLGAP4, TYMS, LMAN], DCE,
MAD2L1, CXCL9, CXCL10, FAS, KITLG,
KPNBI, S[.C25A11, WHSC1, ME2, CXCL11,
IFT20, SLC4A4, RBM25, BRRN1, ATP5AL,
CDCA2BPA, RAZ1A, MARCHS, SECI0L], PBK,
PSATI, BRIP1, KLHL24, STAT1, RBM28

305

HNRI'D, WARS, SFRS2, EIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, CDCAD,
CXCL9, CXCL10, PLK4, HNRPA3PI, TRIM2S5,

SLC25A11, KPNBI1, ME2, SLC4A4, RBM25, 7%

hCAP-D3, FAS, RBBP4, BAZ1A,
DKFZp762E1312, SECI0L1, KLHL24, STATI,
PSME1, BUB3, 50C56

306

|FUT4, CXCL11, IFT20, RBM25, CAMSAPILL,

83%

INN

T7%

3%

88%

79%

WARS, EPAS], STATI, EIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, TES,
CTSS, ARFS, SLC4A4, CXCLS, RABIF, CXCLI10Q,
FAS, PLK4, KITLG, SLC25A11, C1QBP,

NDUFAS, KPNBI, WHSC1, CA2, HNRPD, ME2, [73%

50C86, DDAH2, AGPATS, FLI10534, MARCHS,
SECI0L1, FLI13220, PBK, BRIPI, KL.HL.24,
ETNK1, RPS2, CHAF1A, 1.GALS3BP

79%

85%

T9%

81%

76%

307

WARS, SFRS2, MTHFDZ, PSME2, GMFRB,
DLGAP4, TYMS, CXCL9, GTSEL, RABIF,
CXCL10, HNRPA3P1, TRIM2S, KITLG, CIQBP,
NDUFA9, WHSC1, CA2, ME2, FUT4, RBM?25,
hCAP-D3, ATP5A1, DDAH?, FAS, STATI,
CDCAS, HMGR3

85%

93%

85%

83%

81%

83%

308

WARS, MIHFD2, PSME2, GBP1, MAD2L1,
CXCLY, IRF8, CXCL10, CHEKI, KITLG, ME2,

CXCL11, IFT20, RBM25, AK2, ATPSAI, FAS, 81%

AGPATS, SECI0L1, FLI13220, HNRPD,
KLH1.24, ETNK1, STATI, ECGF1

76%

81%

83%%

T1%

69%

309

WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, TES, CDCA40, SLC4A4, CXCLY, GTSEI,
CXCLI0, FAS, PLK4, CHEK1, KITLG, C1QBP,
NDUFA9, SLC25A11, WHSC1, Cl170rf25, ME2,
FUT4, CXCL11, IFT20, RBBP4, RRM?25, AK?2,
NUP210, BRRN1, CDC42BPA, AGPATS,
FLI10534, MARCHS, SEC10L1, FLJ13220, PBK,
TRMTS, ETNK1, STATI, SELL, GART

81%

83%

88%

70%

3%

76%

310

-GTSEL, CXCL10, FAS, PLK4, CHEK ], TRIM?S,

WARS, SFRS2, EPASL, STAT1, EIF4E, SFPQ,
MTIIFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, USP4, CTSS, ARF6, CDC40, CXCLY,

SLC25A11, C1QBP, NDUFA9, WHSCIL, ME2,
FUT4, CXCIL11, IFT20, RBBP4, SLC4A4,
RBM25, hCAP-D3, DDAHZ2, AGPAT3, FLI10534,
MARCH3, SEC10L1, FLI13220, PSAT1, HNRFD,
BRIP1, K1 HL24, ETNK1, WFDC1, YTHDF3, K-
ALPHA-1, PAWR

3%

2%

£5%

83%

69%

2%

fll

HNRPD, WARS, SFRS2, STATI, EIFAE, PRDX3,
MTHTD2, PSME2, TK.1, GMFB, DLGAP4,
TYMS, TES, LMAN1, MADZL1, CDC40, CXCL9,
IRF8, CXCL10, PLK4, HNRPA3P1, KITLG,
CI1GBP, NDUFAS, SLC25A11, WHSC1, ME2,

1%

83%

88%

83%

73%

79%
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FUT4, CXCL11, IFT20, RBM25, BRRN],
CDC42BPA, FAS, AGPATS, DKFZp762E1312,
SECI0L1, FLI13220, PBK, BRIP1, KLHL24,
SMC2L1, IRF1

312

WARS, EPAS1, STAT1, MTHFD2, PSME2,
MCM6, GMFB, DLGAP4, TYMS, USP4, CTSS,
LMAN]1, CXCLY, IRF8, CXCL10, KITLG,
CI1QBP, NDUFASY, SLC25A11, ME2, SLC4A4,
RBMZ25, hCAP-D3, SOCS6, FAS, RBBP4, BAZ14,
AGPATS, PSATI, BRIP1, ETNK1, LPP, PPMID,
LAP3, TXNDC

73% [7%%

81% |79%

T1%

T6%

313

WARS, EIF4E, PRDX3, PSMEZ, TK!, GMFB,
DLGAP4, TYMS, LMANI, CXCL10, SLC25A11,
C1QBP, NDUFA9, KPNB1, C170rf25, CA2, ME2,
RBBP4, SLCAA4, RBM25, FAS, SECI0L1, PRK,
HNRPD, ETNK 1, STAT1, KIAADS28, SPCS3,
NARS

T7% |T6%

5% 79%

7%

83%

314

HNRPD, WARS, SFRS2, EPASI, EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, MCMS, TK 1, GMFB,
DLGAP4, TYMS, USP4, LMAN1, ARF6, CDC40,
SLC4A4, CXCLY, IRF8, CXCL10, FAS, PLK4,
KITLG, C1QBP, NDUFA9, SLC25A11, WHSC1,
CA2, ME2, GZMB, CXCL11, RBM2S5,
CAMSAPIL1, CDC42BPA, FLY10534, MARCLS,
FLJ13220, PBK, PSAT1, BRIP1, KLHL24, STAT!,
NUP160, HLA-E

81% |76%

85% |79%

81%

79%

315

WARS, EIF4E, SFPQ, PRDX3, MTHFDZ, MCMS,
GMFB, DLGAP4, TYMS, CDCA40, CXCI 9,
CXCL10, CHEK I, HNRPA3P1, C1OBP,
SLC25A11, WHSC1, CA2, ME2, CXCL11,
SLC4A4, RBM25, AK2, SFRS2, FAS, MARCHS,
FLY13220, KLHL24, ETNK], STATI, SOCS1

3% | 79%

85% |83%

T1%

T2%

316

WARS, EIF4E, MTHFD2, PSME2, GMFR,
DLGAP4, USP4, DCK, CDC40, CXCL9, CXCLI10,
FAS, SLC25A11, CIQBP, KPNB1, WHSC], CA2,
ME2, FUT4, CXCL11, RBM25, DDAH?Z,
SECI10L1, PBK, HNRPD, TRMTS, KLHL24,
STAT], PPA2, GTSE], TNFRSF11A, RYK

81% |83%

81% |79%

85%

T6%

a7

WARS, SFRS2, EPAS1, PSME2, TK1, GMFB,
DLGAP4, TYMS, CTSS, LMAN1, CDCA40,
SLC4A4, CXCLS, IRF8, CXCL10, PLK4, CHEK],
SLC25A11, CIQRP, KPNB1, WHSC1, CA2, ME2,
GZMB, TLK1, CXCL11, RBM25, hCAP-D3, FAS,
RBBP4, FL.110534, MARCHS, HNRPD, STATI,
KIF2C, HATI1

7% |90%

85% 79%

§5%

83%

318

WARS, EIF4E, PRDX3, PSME2, GBP1, TYMS,
LMANI, CXCLS, CXCL10, FAS, CHEK1,
SLCZ5A11, NDUFA9, CA2, ME2, RBBP4, TLK1,
CXCL11, SLC4A4, BRRN1, PBK, HNRPD,
STATI1, TGFB2

69% (83%

T7% |86%

8%

83%

319

WARS, SFRS?, EPAS|, EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, TK1, DLGAP4, TYMS,
LMAN1, SLC4A4, CXCL9, CXCL10, PLKA,
SLC25A11, WHSCL, C170r25, CA2, MEZ,
CXCL11, GZMB, IFT20, RBM25, NUP210,
CAMSAPILI, ATP5A1, FAS, RRBP4, AGPATS,
FLJ10534, PBK, PSATI, HNRPD, STATI, HLA-

92% 90%

8% |79%

73%

79%

gooooad

10

20

30

40



guooooadagd

(99)

JP 2009-521215 A 2009.6.4

SVM

INN

INN

DMB

320

SFRS2, EIF4E, PRDX3, MTHFD2, PSMEZ,
DLGAP4, TYMS, CXCL10, FAS, PLK4, CHEK1,
HNRPA3P1, TRIM25, SLC25A11, CIQRP,
NDUFA$, CA2, ME2, CXCL11, SLC4A4, RBM2S,
ATP35AL, FLT13220, PSAT1, BRIPI, STATI,
RIF1, SCC-112, U2A¥2

73%

36%

3% [76%

8% [79%

3

HNRPD, WARS, STATI, EIF4E, SFPQ, PRDX3,
MTHFD2, PSMEZ2, MCM6, TK1, GMFR,
DLGAP4, TYMS, CTSS, LMAN1, DCK, CDC40,
SLC4A4, CXCL9, CXCLID, FAS, PLK4, TRIM2S,
SLC25A11, NDUFA9, WHSC1, C170rf25, CA2,
ME2, FUT4, CXCL11, IFT20, RBM235, AK2,
BRRN1, SFRE2, DDAI2, MARCHS, SECIDLI,
FLJ13220, PBK, PSAT!, BRIP1, KLHL24, CDEA,
GTF2H2, Cl4orfl 56, BIRCS

7%

83%

81% |79%

81% | 76%

HNRPD, WARS, SFRS2, EPAS], STAT1, EIT4E,
SFPQ, PRDX3, MTHFD2, PSMEZ, MCM6, TK1,
GMFB, DLGAP4, TYMS, USP4, CTSS, DCK,
CXCL9, RABIF, CXCLI10, FAS, TRIM2S,
NDUFA9, KPNB1, WHSC1, CA2, ME2, RBP4,
SLC4A4, RBM25, NUP210, hCAP-D3, SOCSS,
BAZ1A, PBK, PSATI, BRIP1, KLHI24, MAX,
HADHSC

7%

79%

81% [B3%

88% 176%

323

WARS, SFRS2, EIF4E, MTHFDZ, PSME2, TK1,
GMFB, DLGAP4, TYMS, TES, CTSS, ARF6,
MAD2L1, CDC40, CXCLS, IRF3, CXCL10,
TRIM25, SLC25A11, CIQBP, NDUFAS, CA2,
ME2, CXCL11, GZMB, SLC4A4, RBM25, AK2,
NUP210, BRRN1, ATPSA1, DDAH2, FAS,
MARCHS, SECIOL1, PBK, HNRPD, ETNK1,
STATI, AP1GI

88%

83%

B8% |70%

85% [79%

324

WARS, STAT{, PRDX3, MTHFD2, PSME2, TK1,
GMFB, DLGAP4, TYMS, CTSS, LMAN1, ARFG6,
MAT2L1, CDC40, CXCL9, CXCLIO, FAS, PLK4,
TRIM25, KITLG, CIQBP, NDUFA9, KPNB1,
SLC25A11, WHSC1, CA2, HNRPD, ME2, FUT4,
CXCL11, RBM25, CAMSAPILI, hCAP-D3,
BRRN1, ATP5AL, SOCS6, RBBP4, SEC10L1,
PBK, BRIP1, KLHL24, ETNK1, MIS12, RBMS3,
RUNXI, TTC19

73%

76%

81% |83%

85% | 86%

325

HNRPD, WARS, SFRS2, GIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, MAD2I.1,
CXCL10, FAS, HNRPA3P1, NDUFA9,
SLC25A11, CA2, ME2, GZMB, CXCLI1 1, hCAP-
D3, RBBP4, BAZ1A, AGPATS, FLIN0534,
ETNKI, STATI, JAK2, RNGTT

85%

76%

92% (76%

85% |[76%

326

WARS, PAICS, EIF4E, SFPQ, MTHFD2, PSMEZ,
GMFB, DLGAP4, TYMS, USP4, TES, ARF6,
CDC40, CXCLY, RABIF, CXCL10, FAS, TRIM25,
KITLG, C1QBP, NDUFA9, SLC25A11, WHSCI,
ME2, FUUT4, CXCL11, SLC4A4, RBM25,
CAMSAPIL1, hCAP-D3, CDC42BPA, AGPATS,
PBK, PSATI1, HNRPD, BRIP1, STAT1, CDC2,
ATPI13A3, ZC3HAV1, FANCA

173%

6%

81% |79%

TI% |66%

327

WARS, EIF4E, MTHFD2, PSME2, TK1, GMFB,
TYMS, CXCL9, CXCL10, FAS, SLC25A11,

TT%

79%

85% |79%

9% | 79%
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WHSCI, C170rf25, CAZ, MEZ, RBM25, NUP210,
BAZ] A, FL110534, MARCHS, SECI0L], HNRPD,
BRIP1, KLHL24, ETNK1, STAT1, SGPP],
CLCA4, FOXM1

328

HNRPD, WARS, SFRS2, EPAS1, STATI, EIF4E,
MTHFZ, PSME2, GBP1, TK1, GMFB DLGAP4
TYMS, TES LM_ANl DCK ARF6, CDC40,
CXCL9, CXCL10, FAS, PLK4 TRIM25, KITLG,
SLC25A11 C1QBP, NDUFA9, KPNB1, WHSC1,
Cl7o0ri25, CA2, ME2, TLK1, CXCLI11, SLC4A4,
RBM25, AK2 hCAP-D3, BAZIA, AGPATS,
SECI0L1, FLJ13220, PBK, KLHI.24, ETNKI,
MCAM, BUB3, YTHDC2, APOLS, NUPZ10

88% |83%

85%

7%

81%

76%

329

WARS, SFRS2, EPAS], EIF4E, MTHFDZ,
PSME2, MCMS, TK 1, GMFB, DLGAP4, TYMS,
USP4, TES, LMAN1, ARF6, CDC40, CXCL9,
IRF8, GTSE], RABIF, CXCL10, FAS,
HNRPA3P1, CIQBF, NDUFA9, KPNB1,
SLC25A11, WHSCI, Cl170rf25, CAZ, IINRPD,
ME?, CXCL11, GZMB, SLC4A4, RBM25, AK2,
50CS6, CDC42BPA, RBBP4, AGPATS,
MARCHS, SEC10L1, PSATI, BRIP], KLHI.24,
ETNK1, STAT1, CACNB3, BUB1B, ESPL1,
H2AFZ

ER% |86%

85%

76%

TT%

T2%

330

WARS, SFRS2, EPASI, EIF4E, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, USP4, CXCL9,
CXCL10, NDUFA9, KPNBI, SLC25A11,
Cl7orf25, ME2, CXCL11, RBBP4, hCAP-D3,
ATP5A1, FAS, AGPATS, FLI10534, PBK. PSATI,
HNRPD, BRIP1, ETNK1, STAT1, LHCGR

1% [ 79%

73%

79%

65%

69%

331

WARS, EIF4E, MTHFDZ, PSME2, GBP1,
DLGAP4, TYMS, CTSS, CDCA0, SLC4A4, [RFS,
CXCL10, FAS, TRIM25, SLC25A11, C1QBP,
NDUFA9, ME2, FUT4, RBBP4, TLK1, RBM25,
AK2, FLI10534, MARCHS, FLT13220, ETNKI,
STATI, C180rf9, C100rf3, AURKB, IFI16, PTPRC

69% | 72%

73%

86%

81%

76%

332

|ME2, FUT4, CXCL11, IFT20, SLC4A4, RBM25,

HNRPD, WARS, PAICS, EIF4E, PRDX3,
MTHFDZ, TK1, GMFB, TYMS, CTSS, CXCL9,
FAS, KITLG, NDUFAS®, SLC25A11, C170rf25,

CDCAZBPA, SFRS2, AGPATS, MARCHS,
SECIOL1, FLT13220, PBE, P'SATI1, BRIP1,
KILHL24, STAT1, AK2

TT% |83%

88%

76%

TT%

T2%

333

WARS, EIF4E, PRDIX3, MTHFDZ, PSMEZ,
MCM6, GMFB, DLGAP4, TYMS, USP4, CTSS,
LMAN1, CXCL9, CXCL10, FAS, PLK4,
HNRPA3P1, TRIM25, SLC25A11, WHSC1, MEZ,
CXCL11, IFT20, SLC4A4, RBM25, BAZ1A,
AGPATS, DKFZp762E1312, SEC10L1, PBK,
HNRPD, BRIP1, ETNK1, STATI, TOP2A,
NUSAFP1, USP14, PRF1, SCYL2

88% |36%

B5%

66%

334

WARS, SFRS2, EPAS1, EIF4E, MTHFD2,
PSMEZ, GMFB, DLGAP4, TYMS, USP4,
CXCL10, FAS, WHSC), Cl7orf25, ME2, IFT20,
TLK1, CXCLI1, SLC4A4, RBM25, AK2,
CDC42BPA, HNRPD, ETNK I, STATI, HLA-
DRA, POLE2, PAICS, NUP210

88% |93%

88%

65%

T9%

86%

73%

83%
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335

HNRPD, WARS, FiF4E, PRDX3, MTHFDZ,
PSME2, GBP], TK1, GMFB, DLGAP4, TYMS,
USP4, LMANI, CDC40, CXCLY, PLKA,
SLCZ5A11, WHSCI, Cl7orf25, CA2, ME2, IFT20,
CXCL11, RBM25, hCAP-D3, FAS, FLY10534,
DKTFZp762E1312, SEC10L1, ETNKI, STATI,
WDHD1

B1% |83%

52%

9%

83% [83%

336

-WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHID2, PSME2, MCM6, GBP1, GMFB,
DLGAP4, TYMS, USP4, CTSS, MADZLI,
CXCL9, IRT8, GTSE1, CXCL10, FAS, CHEK,
KITLG, SLC25A11, CIQBP, NDUFA9, WHSCI,
C17orf25, CA2, ME2, CXCL11, GZMB, IFT20,
TLKT, SLC4A4, RBM25, hCAP-D3, BAZ 1A,
MARCHS3, DKFZn762E1312, SECI0L1,
FLI13220, PSAT], HNRPD, BRIP1, KLHIL 24,
ETNKI, STAT1, CUTL1, FAM64A

7% |B6%

85%

76%

81 (76%

337

WARS, SFRS2, EPASI, EIF4E, MTIIFD2,
PSME2, GMFR, DLGAP4, TYMS, CTSS,
LMAN1, CDC40, CXCL9, IRF8, SLC25A11,
C1QBP, NDUFAD, CA2, ME2, FUT4, CXCL11,
RBM25, AK2, CDC42BPA, FAS, RBBP4,
AGPATS, MARCHS, SECI0L], PBK, HNRPD,
BRIP1, TRMTS, STAT1, TMEPAL ZNF304, KLF7

7% |79%

92%

69%

9% | 79%

338

WARS, SFRS2, EPAS1, STAT1, EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, GBP1, GMFB,
DLGAP4, TYMS, CDC40, SLC4A4, CXCE 9,
RABIF, CXCL10, FAS, CHEK 1, TRIM2S,
SLC25A11, CIQBP, NDUFAS, WHSCL, CAZ,
HNRPD, ME2, GZMB, RBBP4, CXCL11, REM25,
AK2, NUP210, BRRN1, ATP5A1, CDCA2RPA,
AGPATS, FL110534, MARCHS, SEC10LI,
FLI13220, PBK, PSATI, BRIP1, MCM10, HLA-
DMA, RABEPI, YARS, P15RS

81% [93%

92%

70%

81% |72%

339

WARS, STATI, EIF4E, MTHFD2, PSME2,
GMFB, DLGAP4, MAD2L], FAS, PLK4, TRIM25,
KITLG, S1.C25A11, KPNBI, WHSCI, ME2,
CXCL11, SLC4A4, RBM25, AK2, AGPATS,
KLIIL24, CDENIC, RFCS, FENI, TFRC

3% |79%

7%

79%

69% [83%

340

|RBM25, AK2, CDC42BPA, RBBP4, BAZ1A,

WARS, EIF4E, MTHFD2, PSMEZ, TK1, GMFE,
DLGAP4, TYMS, TES, LMANI, DCK, CDC40,
CXCL9, IRF8, GTSE1, CXCLI10, FAS, PLK4,
TRIM25, SLC25A11, C1IQRBP, NDUFAS,
Cl7orf25, CA2, ME2, FUT4, CXCLI1, SLC4A4,

AGPATS, FLI10534, SEC10L1, FLI113220, PBK,
PSATI, HNRFD, KLHL24, EINK1, STATI1,
SPFH]1, SP3, CDC20, RAPIGDS!, M115]

73% |79%

35%

83%

1% [72%

341

WARS, EPASI, EIF4E, PRDX3, MTHFD2,
PSME?, TK1, GMFB, DLGAP4, TYMS, UFSP4,
1IMAN]1, ARF6, SLC4A4, CXCLY, CXCL10, FAS,
TRIM25, KITLG, CIQBF, NDUFAS9, SI.C25A11,
WHSC1, C170rf25, HNRPD, MEZ2, GZMB, TLK |,
CXCLI11, RBMZ25, AK2, BRRN1, DDAH3Z,
AGPATS, FLJ10534, SEC10LL, FLI13220, PBE,

PSATI, TRMTS, KLHL24, ETNKL, STATI,
AVEN, HLA-DPA1, CD59%

96% |90%

81%

72%

3% |72%
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342

WARS, SFRS2, EPAS1, FRDX3, MTHFDZ, TK1,
GMFB, DLGAP4, TYMS, TES, LMAN], SLC4A4,
GTSE1, CXCL10, FAS, TRIM2S, CIQBP,
NDUFAS, SLC25A11, WHSCI, C17o0r25, CA2,
HNRPD, ME2, FUT4, CXCL11, RBM25,
CDC42BPA, RBBP4, BAZ1A, AGPATS,
MARCHS, SEC10L1, BRIP1, TRMTS, KLHL24,
STAT1, MPPS, EIF4AI, TRIP13, APOL3

3NN

INN

81% |{B3%

343

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, LMAN],
CDC40, CXCL8, CXCL10, FAS, CHEK 1,
HNRPA3PL, SLC25A11, CIQBP, WHSC1, CA2,
HNRPD, ME2, CXCL11, TLX1, SLC4A4, RBM25,
AK2, ATP5A1, SOCS6, BAZLA, AGFATS,
MARCHS, DKFZp762E1312, SECI0L1, PBK,
BRIP1, KLHI.24, STAT1, GPR161, SGCD

92% |79%

85%

79%

69% 179%

B5% |83%

88%

6%

344

-1BLC4A4, CXCL10, FAS, CHEK], KITLG,

WARS, SFRS2, EIF4E, PRDX3, PSME2, GMFE,
DLGAP4, TYMS, USP4, MADIZL1, CDCA40,

NDUFASY, KPNB1, SLC25A11, CA2, HNRFD,
ME2, FUT4, GZMB, CXCL11, RBM?5, BRRN]1,
CDC42BPA, MARCHS, KLHL24, ETNK],
STATI, ADHIC, WHSC?, HIP2

T7% | 86%

92% |79%

88%

8694

345

WARS, SFRS2, EPASI, PAICS, EIF4L,
MTHFD2, PSME2, TK1, GMFB, DLGAPA,
TYMS, USP4, DCK, ARF6, SLCAA4, CXCLY,
RABIF, CXCLI10, FAS, TRIM2S, SLC25A11,
C1QBP, NDUFA9, WHSC1, Cl7orf25, CA2,
HNRPD, ME2, FUT4, GZMB, [FT20, CXCL11,
RIIM2S5, AK2, CAMSAPIL1, BRRN!, DDAIL2,
RBBP4, AGPATS, PBK, PSATI, BRIPI, KLHL24,
STAT1, XPO7, TRAFD1, YTHDC2, RNF138

R1% | 86%

88% 183%

88%

2%

345

. WARS, SFRS2, EPASI, PRDX3, MTHFD2,

PSME2, MCM6, DLGAP4, TYMS, USP4, CDC40,
SLC4A4, CXCL9, RABIF, CXCL10, FAS,
SLC25A11, C1QBP, NDUFAS, WHSCI, CA2,
ME2, CXCL11, RBM25, NUP210, BRRNI,
DDAH2, RBBP4, BAZ1A, DKFZp762E1312,
SECIOLI, PSATI, HNRPD, KLHL24, ETNKI1,
STAT?, ACADSB, AMIGO2, CCL3, KIAA0286

&1% |83%

5% [76%

B1%

72%

347

SFRS2, EPAS1, EIF4E, SFPQ, PRDX3, MTHFDZ,
PSME2, GMFB, DLGAP4, TYMS, LMAN1, DCK,
ARF6, CDC40, CXCLY, GTSE], CXCLI0, FAS,
SLC25A11, KPNB1, WHSCI, CA2, HNRPD,
ME2, CXCL11, SLC4A4, RBM25, AK2, ATPSAL,
CDC42BPA, BAZ1A, FLY10534, FLY13220, PBE,
BRIP1, KLHL24, STAT1, PSMBY, HBP1, CPD,
AIM2

81% |[83%

92% 7%

85%

79%

348

WARS, EPAS], EIF4E, PRDX3, MTHFD2,
MCMS6, GMFB, DLGAP4, CDC40, CXCLID,
CHEK1, KPNBI, CA2, ME2, RBBP4, CXCL11,
SLC4A4, RBM25, CDC42BPA, FAS, FLI10534,
SE(10L1, FL}13220, HNRPD, STATI, TTK,
YBX2, BCLYC, SI

73% |86%

73% |86%

3%

79%

349

WARS, SFRS2, STATI, EIF4E, PRDX3,
MTHFD2, TK1, GMFB, DLGAP4, TYMS, 1154,
TES, CTSS, CXCL9, CXCL10, FAS, SLC25A11,

8% 179%

96% | 69%

88%

76%
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INN

KPNBEI, Cl70rf25, ME2, GZMB, SLC4A4,
NUP210, hCAP-D3, HNRPD, TRMTS, KLHL24,
PRO2730

350

EPASI, EIF4E, PRDX3, PSMEZ2, GMFB,
DLGAP4, TYMS, USP4, CTSS, SLC4A4,
CXCL10, HNRPA3P1, KITLG, SLC25A11,
WHSC1, CA2, HNRPD, ME2, FUT4, RBM?23,
CAMSAFPILI1, FAS, AGPATS, FLJ10534,
MARCHS, SEC10LL, PSATI, BRIP1, KLHL24,
STATI1, MCM2, GGAZ, SPAGS, VRK,
EBNA1BP2

73%

83%

92% 79%

B1%

T6%

351

WARS, SFRS2, EIF4E, MTHFD?2, PSME2, TK1,
GMFB, DLGAP4, TYMS, LMANI, MAD2L],
SLCAA4, CXCLY, RABTF, CXCL10,FAS,
CHEK, KITLG, SLC25A11, NDUFA9, Cl7orf25,
CAZ2, ME2, IFT20, CXCL11, REM25, hCAP-D3,
CDC42BPA, AGPATS, MARCHS, HNRFD,
KLHL24, STAT1, MYCBP, GBP1, ITGA4,
PBXIP1, CENFPA

85%

76%

B8% |83%

88%

76%

352

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD?2, PSMEZ2, GMFB, DLGAP4, TYMS, TES,
CTSS, ARF6, CDCA40, SLC4A4, CXCLY, CXCL10,
FAS, TRIM25, KITLG, NDUFA9, SLC25A11,
Cl7orf25, CA2, ME2, FUT4, GZMB, CXCL11,

. |BRRNI, SOCS6, CDC42BPA, BAZ1A,

DKF¥Zp762E1312, SEC10L1, PBK, PSAT!, BRIPI,
TRMTS, ETNK]1, STAT1, PPIG, NUTP98, FUISIP1,

| SHIGLBI

T%

79%

92% |76%

TT%

76%

333

WARS, STRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DL.GAP4, TYMS,
DCK, CDC40, CXCL9, GTSE1, RABIF, CXCL10,
KITLG, C1QBP, NDUFAS9, SLC25A11, C170r25,
CA2, ME2, GZMB, IFT20, SLC4Ad, RBM25,
DDAH2, FAS, AGPATS, FLI10534, MARCHS,
FLJ13220, PBK, HNRPD, KLHI.24, ETNK1,
STATI, Csorf4, KIF23, SSPN

853%

33%

88% |79%

3%

T2%

354

HNRPD, WARS, SFRS2, STATI, EIF4E, SFPQ,
PSMEZ, GBP1, GMFB, DLGAP4, TYMS, CTSS,
ARF6, CDC40, SLC4A4, CXCL1D, FAS, CIQBP,
NDUFA9, SLC25A11, WHSC1, CA2, ME2, TFT20,
RBBP4, CXCLI1, RBM25, NUP210, BAZ1A,
AGPATS, MARCHS, PBK, KLHIL24, MAP2K4,
UBE2L6

85%

83%

92% |83%

8%

T6%

355

HNRPD, WARS, EIF4E, MTHFD2, MCMS,
DLGAP4, TYMS, CDC40, CXCLS, CXCL10, FAS,
TRIM25, CLQBP, ME2, CXCL11, RBM25, AK2,
CDC42BPA, SEC10L1, PBK, KLHL24, ETNKI,
STATI, DNAZL, TAP2, SYNPO

88%

90%

73% | 79%

73%

76%

356

IINRPD, WARS, EIF4E, MTHFDZ, GBP],
GMFB, DLGAP4, TYMS, USP4, DCK, CDC40,
CXCLS, IRF8, GTSE1, CXCL10, HNRPA3P],
TRIM2S, CIQBP, NDUFAY, SLC25A11, WHSCI,
CA2, ME2, FUT4, CXCL1]1, RBBP4, TLK],
SLC4A4, RBM25, AK2, NUP210, ATP5AL,
SFRS2, FAS, AGPATS, FL110534, MARCHS,
SEC10L1, PBK, KLHL24, ETNK1, STATI,
EXOSCY, KIF15, FRXL.14, ABCE1

69%

83%

85% |33%

81%

|79%
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357

WARS, EPASI], EIF4E, PRDX3, MTHFD2,
PSME2, MCMS, TK1, GMFB, DLGAP4, TYMS,
TES, CTSS, LMANI1, CDC40, SLC4A4, CXCLS,
IRF8, CXCL10, FAS, PLK4, HNRPA3P1, CIQBF,
NDUFA9, SLC25A11, WHSCI, Ci7orf25, CA2,
HNRPD, ME2, CXCL11, RBM25, AX2,
CDCA2BPA, RBBP4, AGPATS, FLI10534,
SECI0L.1, FLI13220, PBK, BRIP'1, STATI, CCLS,
FLI20516, BUB1, MRPL42

SVM

3NN

INN

B5% [86%

358

HNRPD, WARS, EIF4E, MTHFI)2, PSME2,
GBP1, GMFB, DLGAP4, TYMS, USP4, ARFS,
MADZL1, CDC40, SL.C4A4, CXCLY, CXCLIG,
FAS, PLK4, C1QBF, SLC25A11, WHSC1, CA2,
ME2Z, CXCL11, RBBP4, RBM25, AK2,
CDCA2ZBPA, BAZIA, AGPATS, SECI0L1, PBE,

|PSATI, BRIP1, ETNK]1, STATI, GZMA, EIF4AL,

PSMA3, CD2, CCHBI

T7% |83%

88%

9%

81%

2%

85%

79%

81%

69%

359

WARS, PEMEZ, GMFE, DLGAPY, TYMS,
CDCAD, CXCLY, GTSEL, CXCL10, FAS, TRIM?5,
SLC25A11, C1QBP, NDUFA9, WHSC1, C170r25,
ME2, CXCL11, RBM25, CAMSAPIL1, AGPATS,
FLI13220, PSATI, TRMT3, KLLHL24, ETNK]1,
STATI, RRMI1, CXCL13, NKG7, MGAT2, LCP2

T7% | 79%

B1%

T6%

7%

66%

360

HNRPD, SFRS2, EPAS], STATI, EIrF4F,
MTIIFD2, PSME2, TK1, GMFB, DLGAD4,
TYMS, CXCL9, CXCL10, FAS, CHEK 1,
HNRPA3P1, KPNRBI, SLC25A11, WHSC1,
Cl7orf23, MEZ2, CXCL11, 1FF20, TLK]1, SL.C4A4,
RBM25, CDCA2BPA, BAZ1A, AGPATS,
MARCHS, SECI0L1, PBK, PSATI, KLHL24,
Clorf112, TCF7L2, RARRES3, SERBP1, TBX2

88% [90%

85%

79%

73%

76%

361

HNRPD, WARS, EIF4E, SFPQ, MTHFD2,
PSMEZ2, GMFB, DLGAP4, TYMS, TES, CTSS,
ARF6, CXCL9, IRF8, RABIF, CXCL10, FAS,
P1.K4, HNRPA3P1, KITLG, SLC25A11, CIQBP,
NDUFAS, WHSC1, C170r25, ME2, CXCL11,
IFT20, TLK1, RBM25, AK2, NUP210, hCAP-D3,
CDC42BPA, DDAHZ2, AGPATS, FLI10534,
SECI0L1, PBK, KLHL24, STATI, PTGFR3, -
HCAP-G

81% |83%

88%

76%

T

69%

362

HNRPD, WARS, SFRS2, EPAS], STATI, EIF4E,
SKPQ, PRDX3, MTHFDZ, PSMEZ, TK1, GMFB,
DLGAP4, TYMS, CTSS, LMANI, MAD2LI,
CDC40, CXCLY, TRFS, CXCL10, KITLG, CIQBP,
NDUFA9, SLC25A11, WIISC1, ME2, CXCLI 1,
GZMB, IFT20, RBBP4, SLC4A4, RBM25, hCAD-
D3, BRRNI, FAS, FLT10534, SECIOL1, PSATI,
KLHL24, NUP$0, MCCC2, RABGEF1

81%% (90%

85%

79%

77%

83%

363

WARS, SFRS2, EPASI, EIF4E, MTLIFD2,
GMFB, DLGAP4, TYMS, USP4, CDCA40, CXCLS,
CXCL10, FAS, HNRPA3P1, TRIM25, C1QBP,
SLC25A11, ME2, CXCL11, IFT20, RBM25, AK2,
RCAP-D3, CDC42BPA, RBBP4, BAZ 1A,
DKFZp762E1312, SEC1CLI, PBK, HNRPD,
EINKI, STAT1, PSMA6, ZNT345, UBAP1

92% 190%

7%

83%

69%

72%

364

WARS, EPAS1, PAICS, EIF4E, MTHFD2,

PSMEZ, GMFB, TYMS, TES, LMANT, SLC4A4,

T7% |86%

88%

76%

85%

76%
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CXCLY, RABTF, FAS, CHEK1, HNRPAIP],
TRIM25, SLC25A11, CIQBP, WHSC1, ME2,
CDC42BPA, FLI10534, SECIOL], PBK, STATI,
ZBTB20, NAT2

INN

365

"KPNB1, SLC25A11, WHSCI1, CA2, ME2, IFT20,
:SLCAA4, RBM25, AK2, CDC428PA, DDAH2,

WARS, SFRS2, EIF4E, MTHFD2, PSMEZ,
GMFRB, DLGAP4, TYMS, USP4, MAD2LI,
CXCLY, CXCL10, FAS, CIQBP, NDUFAS,

PSATI, HNRPD, BRIP1, KLHL24, ETNK],
STATI, HMMR, CTSL

85% |86%

8% |76%

21%

69%

366

|cLEC2D

WARS, EIF4E, PRDX3, MTHFD2, PSME2,
GMFRB, DLGAP4, TYMS, USP4, CTSS, DCK,
CXCL9, CXCL14, FAS, TRIM25, WHSCI,
Cl7orf25, CA2, ME2, FUT4, IFT20, CXCL11,
SLC4A4, RBM25, CDC42BPA, RBBP4, AGPATS,
MARCHS, FLJ13220, PBK, HNRPD), TRMTS,
KLHI.24, ETNK1, STATI, PBX1, ZDHHC3,

88% 83%

B5% |72%

69%

76%

367

HNRPD, WARS, SFRS2, EIF4E, MTHED?,
PSME2, TK.1, GMFB, DLGAP4, TYMS, TES,
LMANI, ARF6, CDC40, CXCL9, IRFS, GTSEI,
RABIF, CXCL10, FAS, KITLG, CLOBY,
NDUFA9, SLC25A11, WHSC1, ME2, TLK},
SLC4A4, CXCL11, RBM25, hCAP-D3, DDAH?2,
RBBP4, BAZ1A, AGPATS, SEC10L1, PDK,
TRMTS, KLHL24, ETNK], STATI, NEK2,
KIAAD841, RNMT, Corfl6

3% |83%

5%

83%

3%

66%

368

WARS, SFR$2, EPASI, STAT1, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, TES, CDCA0,
SLC4A4, CXCL9, RABIF, CXCL10, FAS, PLK4,
CHEK1, HNRPA3P1, TRIM25, C1QBP, KPNB1,
SLC25A11, WHSC1, CA2, HNRPD, ME2, FUTA4,
RBBP4, CXCL11, RBM25, NUP210, SOCSS,
CDC42BPA, FLJ10534, MARCHS5, FLI13220,
PBK, PSAT1, BRIP1, KLHL24, APOL1, PDGFA,
FBXOS5, CACYRP, ABCE]l -

73% |83%

81%

79%

£1%

2%

369

WARS, SFRS2, EPAS], STAT1, PAICS, LIFAE,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USPA4, DCK, CDCA40, SLC4A4, CXCL9, GTSEI,
CXCL10, PLK4, SLC25A11, NDUFA9, KPNBI,
WHSC1, Cl170r25, CA2, ME2, FUT4, IFT20,
TLK1, CXCL11, RBM25, AK2, CDCA2EPA,
DDAH?2, FAS, BAZ]A, AGPATS, SECIOLI,
FLI13220, PBK, PSATI, HNRPD, BRIP1, BMPS,
ETNK1, PTGER3, VAMP4, CCNR2

BE% |8A%

B1%

83%

B1%

79%

370

WARS, EPAS], PRDX3, MTHFD2, PSME2, TK1,
GMEB, DLGAP4, TYMS, TES, CTSS, MAD2L1,
CDCAQ, S1.C4A4, CXCLS, GTSEL, RABIF,
CXCL10, FAS, PLK4, TRIM2S, KITLG,
SLCZ5A11, C1QBP, CA2, ME2, CXCL11, RBBP4,
TLK1, RBM25, AK2, BRRN1, SFRS2, BAZ1A,
AGPATS, FLI13220, PSAT1, HNRPD, BRIP,
KLHL24, STATI, TAP1, L.CP2, ITGAL, CCNT2,
FYB

&81% |79%

81%

79%

81%

76%

371

HNRFD, WARS, PRDX3, MTHFDZ, PSME2,

MCMS6, TK1, GMFB, DLGAP4, TYMS, DCK,

88% [79%

B5%

9%

73%

2%
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ARF6, CXCL9, CXCL10, C1QBP, NDUFA9,
SLC25A11, MEZ, IFT20, CXCL11, RBM25, AK2,
BRRN1, ATP5A1, CDC42BPA, SFRS2, FAS,
BAZ1A, AGPATS, FLI13220, PBK, PSAT1,
BRIP1, KLHL24, STAT], NEIL3, PCOHGC3,
NUSAEI

imn

SFRS2, EPASI, EIF4E, PRDDX3, MTHFD?,
PSMEZ2, MCM6, TK1, GMFB, DLGAP4, TYMS,
TES, DCK, MAD2L1, CXCLY, IRF8, CXCL10,
FAS, TRIM25, KITLG, C1QBP, NDUFA9,
SEC25A11, WHSC1, CA2, HNRPD, ME2,

'CXCLI11, IFT20, RBBP4, SLC4A4, RBM25, AK2,

CDCA2ZBPA, DDAH2, BAZ] A, AGPATS,
FLI10534, MARCHS, SECI0L1, FLI13220, PBK,
KLH1.24, ETNK1, STATI1, TNFATP2

7%

7%

81%

83%

85%

79%

373

WARS, STATI1, EIF4E, SFPQ, MTHFD?, PSME2
GMFB, DLGAP4, TYMS, ARF§, CDC40,
SLC4A4, CXCLY, RABIF, CXCLI10, FAS,
SLC25A11, CIQBP, NDUFA9, KPNB1, WHSC,
Cl70rf25, CA2, ME2, FUT4, CXCL11, GZMB,
TLK1, RBM25, AK2, FLJ10534, FL113220,
IINRPD, BRIP1, GEMIN4, PTPRC

>

B5%

86%

92%

79%

81%

2%

374

WARS, SFRS2, EPAS!, PAICS, EIFAE,
MTHFD2, PSME2, MCM6, GBP1, GMFB,
DLGAP4, TYMS, TES, CTSS, DCK, MAD2L1,
CDCAO, SLC4A4, CXCLY, IRFS, GTSEL
CXCL10, FAS, PLKA, TRIM25, KITLG, C10BP,
NDUFAS, KPNB1, SLC25A11, WHSC1, CA2,
ME2, CXCL11, RBM25, AK2, hCAP-D3,
CDC42BPA, DDAH2, AGPATS, MARCHS,
SECI0L1, FL113220, PRK, HNRPD, BRIP1,
KLII24, STAT1, APOBEC3G, KIF11, GBP2,
RAB6A, ITGBS

T7%

0%

81%

76%

85%

T6%

375

WARS, EIF4E, MTHFD2, PSME2, MCMS6,
GMID, DLGAP4, TYMS, MAD2LI, CDC40,
CXCLS9, CXCL10, FAS, SLC25A11, CIQBF,
NDUFA$S, ME2, FUT4, CXCL11, RBM25, hCAP-
D3, BRRNI, MARCHS, SECI10L1, FLI13220,
HNRFD, STAT1, AP2B1, KIF2, K-Al PHA-],
GPHN

73%

72%

85%

0%

81%

R3%

376

HNRPD, WARS, SFRS2, EPAS], PAICS, EIF4E,
PRDX3, MTHFDZ2, PSME2, GBP], TK1, GMFR,

DLGAP4, TYMS, USP4, CTSS, LMAN1, CXCL9,

IRFE, RABIF, CXCL10, FAS, HNRPA3PI,
KITLG, SLC25A11, CI1QBP, NDUFA®, WHSC1,
ME2, CXCL11, TLK1, SLC4A4, RBM2S,
ATP5A]1, REBP4, FLI10534, MARCHS,
FLJ13220, PSATI1, BRIP1, KT.HL24, STATI,
KIF18A, KIF2C, NF2, DLG7, PSMAS

7%

83%

7%

86%

73%

86%

377

WARS, SFRS2, EPAS], EIF4E, MTHFD?2,
PSME2, GMFR, DLGAP4, TYMS, CDCA40,
CXCLS, CXCL14, FAS, PLK4, TRIM?25, KITLG,
C1QBP, NDUFASY, SLC25A11, HNRFD, MIi2,
CXCL11, JFT20, RBM25, ATPSAL, DDAH2,
AGPATS, FLY13220, PSATL, BRIP1, KLHT.24,
STATI, SLC4A4, CD7, DNMIL, RPL39, CDKN3

8%

90%

B85%

90%

88%

2%

378

HNRTD, WARS, SFRS2, EPASI, STATI, EIF4E,

85%

90%

85%

72%

73%

79%
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3NN

INN

FRDX3, MTHFDZ, PSME2, TK1, DLGAP4,
TYMS, USP4, LMANI, DCK, MAD2LI, CDC40,
SLCAA4, CXCLY, GTSE1, RABIF, CXCL10, FAS,
PLK4, CHEK], HNRPA3P1, TRIM23, C1QBP,
NDUFAS9, SLC25A11, WHSC1, ME2, CXCL11,
GZMB, IFT20, RBBP4, TLK1, RBM25, AK2,
ATP3A1, AGPATS, KLHL24, ETNK1, CD3Z,
DHX15, MTHFD1

379

WARS, STATI, EIF4E, MTHFD2, PSME2,

' GMFB, DLGAP4, TYMS, LMANI, DCK,

SLC4A4, CXCLY, IRFB, RABIF, CXCL10, FAS,
TRIM25, NDUFAY, SLC25A11, WHSC1, HNRPD,
ME2, CXCL11, TLKI, RBM25, CAMSAPIL],
CDCA2BPA, RBP4, MARCHS, SEC10LI,
FLJ13220, PSAT1, BRIP1, KLHI.24, ETNK1,
ATF6, RRM2, KPNA?2

81%

83%

T7%

83%

7%

79%

380

HNRPD, WARS, SFRS2, EPASI, EIF4E,
MTHFDZ, PSME2, GBP1, TK1, DLGAP4, TYMS,
LMAN], MAD2L1, CXCL9, IRF8, CXCL10, PAS,
HNRPA3PI, KITL(G, NDUFAS, KPNBI1,
SLC25A11, ME2, CXCL13, TLK1, SLC4A4,
RBM23, AK?2, AGPATS, FLI10534, MARCHS,
SECIO0L1, PBK, PSATI, RRIF1, KLHI.24, STATI,
BTN3A3

73%

83%

81%

B6%

69%

2%

381

WARS, EIF4E, PRDX3, MTHFD?2, PSMEZ, TK1,
GMFB, DLGAP4, TYMS, USP4, TES, CDCAQ,
CXCLS, CXCLI10, FAS, KITLG, NDUFAS,
SLC25A11, WHSC1, CAZ, ME2, RBM25, AK2,
ATP5A1, SECI0L1, PBK, HNRPD, BRIPI,
KLHIL.24, STATI, CHEK], C200rf45, CKS2

85%

83%

92%

6%

85%

76%

382

WARS, SFRS2, EPAS], EIF4E, MTHFDZ,
PSME2, GBP1, GMFB, DLGAP4, TYMS, USP4,
ARF6, MADZL1, CXCL9, RABIF, CXCL1(, FAS,
PLK4, CHEK1, HNRPA3P1, KITLG, SLC25A11,
WHSC1, C170r£25, ME2, FUT4, CXCL11, IFT20,
SLC4A4, RBM25, ATP5A1, CDC42BPA, RBBP4,
MARCHS, SEC10L1, FLI13220, PBK, PSATI,
ETNKI1, STAT1, HMGN2, SFRS10

92%

90%%

81%

9%

73%

76%

383

WARS, EPAS], EIF4E, PRDX3, MTHFDZ,
PSMEZ2, GBP1, GMEB, DLGAP4, TYMS, USP4,
DCK, CDC40, CXCL9, IRFS, RABIF, CXCL10,
FAS, PLK4, HNRPA3P1, TRIM25, KITLG,

-CI1QBP, NDUFAY9, SLC25A11, Cl70rf23, CA2,

HNRPD, ME2, CXCL11, RBM25, SFRS2,
DDAH2, RBBP4, AGPATS, FLJ13220, PBK,
ETNKI, STAT1, TMEM48

85%

83%

88%

T6%

&1%

T2%

384

WARS, SFRS2, EPAS1, EIF4E, SFPQ, GMFE,
DLGAP4, TYMS, USP4, SLC4A4, CXCLS,
RARIF, CXCL10, FAS, KPNB1, CA2, ME2,
FUT4, CXCL11, RBM25, CAMSAPILI, KL H1.24,
STAT1, TRAF3IP3, 3081

'8%

90%

88%

83%

B1%

76%

385

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSMEZ, DLGAP4, TYMS, USP4, MAD2LI,
SLC4A4, CXCL9, GTSE1, RABIF, CXCLI0, FAS,
[INRPA3P1, TRIM25, SLC25A11, NDUFAS,
WHSC1, CA2, ME2, GZMB, TLK1, CXCLI1,

RBM25, AK?2, BRRN1, ATP5A], DDAHZ,

B5%

B6%

8%

79%

73%

T9%
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AGPATS, MARCHS, SEC10L1, PBK, PSATI,
HNRPD, BRIP1, KLHL24, STATI, C160rf30

386

WARS, 8FRS2, PAICS, EIF4E, PRDX3,
MTHFD2, PSMEZ2, MCMS, TK1, GMFB,
DLGAP4, TYMS, LMANI, CXCL9, IRFS, GTSEI,
CXCLI0, FAS, TRIM23, KITLG, SLC25A11,
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INTERNATIONAL SEARCH REPORT International application No.
PCT/NZ2006/000343

A, CLASSIFICATION OF SUBJECT MATTER
Int. Cl1.

GOIN 33750 (2006.01) GOIN 33/53 (2006.01) GO6F 19/00 (2006.01)
C12Q 1/68 (2006.01) GDIN 33/68 (2006.01)

According to International Patent Classification (IPC) or to both naticnal classification and IPC

B. FIELDS SEARCHED

Minimum documentation searched (classification sysiem followed by classification symbols)

Documentation searched other than minimum docutnentation to the extent that such documents are included in the fislds searched

Electronic data base consulted during the internationat search (name of data base and, where practicable, search terms used)

with synonyms and similar terms,

Medline, CA, Biosis, WPIDS, JAPIO with keywords: prognosis, progression, colorectal, cancer, Fas and ME2 together

C, BOCUMENTS CONSIDERED TO BE RELEVANT

Category* | Citation of document, with indication, where appropriate, of the relevant passages : Relevant to
‘claim No.
A ESCHRICH, 8. ET AL, Molecular staging for survival prediction of colorectal cancer
patients Journal of Clinical Oncology (May 2005) Volume 23. No. 15, pages 3526-
3535
A ARANGO, D. ET AL. Gene-expression profiling predicts recurrence in Dukes' C
colorectal cancer Gastroenterology (September 2005) Volume 129, pages 874-884

Turther documents are listed in the continuation of Box C See patent family annex

& Specinl categorles of cited docaments:

"A"  document defining the goneral state of the art which is "T"  later document published afier the internationat filing date or pricrity date and not in,
not considered to bo of particular relevance conflict with the application but cited to understand the principle o theary
underlying the invention
"E"  eprlier application or patent but published on or after the "X"  document of particular relevance; the claimed invention cannot be considered novel
intemationai filing date . or cannot be considered 1o involve an inventive step when the document is taken
alone .
"L'  document which may throw doubts cn prierity clairs) "Y' document of particular relevance; the claimed invention cannot be considered to
or which is cited to establish the publicaticn date of invelye an inventive step when the document is combined with one or more other
angther citation or other special reason (as specified) stch deeuments, such combination belng obvlous to a person skilled in the art
"Q"  document referring to an oral disclosure, nse, exhibition "&"  document member of the same patent family

or other means

"P'  document published prior to the iniernational filing date
but later than the priority date olai

Date of the actual completion of the international search Date of mailing of the international search raport

21 March 2007 . 19 APR 2007
Name aned mailing address of the ISASATI "Authorized officer

AUSTRALIAN PATENT OFFICE BARBARA AKHURST

PO BOX 200, WODEN ACT 2606, AUSTRALIA AUSTRALIAN PATENT OFFICE

E-mail address: pol@ipaustralia.gov.au (IS0 2001 Quelity Certified Service)

Facsimile No. (02) 6285 3929 Telephone No : (02) 6283 2343
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INTERNATIONAL SEARCH REFORT Internationai application No.

PCT/NZ2006/000343
C (Continvation). DOCUMENTS CONSIDERED TO BE RELEVANT
Category™® Citation of dooument, with indication, where appropriete, of the relevant passages Relevant to
claim No.
A WANG, Y. ET AL. Gene expression profiles and molecular markers to predict

recurrence of Dukes’ B colon cancer Journal of Clinical Oneology (2004) Volume 22,
No.9, pages 1564-1571

A BARRIER, A. ET AL. Colon cancer prognasis prediction by gene expression profiling
Oncogene (September 2005) Volume 24, pages 6155-6164

A BERTUCCI, F. ET AL. Gene expression profiling of colon cancer by DNA
microarrays and correlation with histoclinical parameters Oncogene (2004} Volume
23, pages 1377-1391 '

A GAQ, I-1. ET AL. Evaluative significance of the expression of Fas antigen and P33
protein in colorectal cancer for the biclogical characters and prognosis Chinese
Journa! of Clinical Rehabilitation (April 2005) Volume 9, No. 14, pages 228-229

A OGAWA; S, BT AL. The breakdown of apoptotic mechanism in the development and
progression of colorectal careinoma Anticancer Research (2004) Volume 24, pages
1569-1580

A BACKUS, H. H. J. ET AL, Differential expression of cell cycle and apoptosis related

proteins in colorectal mucosa, primary colon tumowrs, and liver metastases Journal of
Clinical Pathology (2002) Valume 55, pages 206-211
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INTERNATIONAL SEARCH REPORT International application No.
PCT/NZ2006/000343

Box No. I  Observations where certain claims were found unsearchable (Continuation of item 2 of first sheet)

This mtzrnatmnal search report has not been established in respect of cerfain claims under Article 17(2)(a) for the following
TEAsons:

D Claims .an.:

because they relate fo subject matter noi required to be searched by this Authority, namely:

2 |:| Cleims Nos.:

becanse they relate to parts of the international application that do not comply with the prescribed requirements to such
an extent that no meaningful international search can be carried out, specifically:

D Claims Nos.:

because they are dependent claims and are not drafted in accordance with the second end third sentences of Rute 6.4(a)

Box No. I  Observations where unity of invention is lacking (Continuation of item 3 of first sheet)

This International Searching Authority found multiple inventions in this international application, as follows:

See Supplemental sheet,

As all required additional search fees were timely paid by the apphcant, this international search report covers all
searchable claims,

2. I:I As all searchable claims could be searched without effort justifying additional fees, this Authority did not invite
payment of additional fees.

As anly some of the required additional search fees were timely paid by the applicant, this mtcrnatwnal search report
covers only those claims for which fees were paid, Specif‘ celly ¢laims Nos.:

4 Mo required additional search fees were timely paid by the applicant, Consequently, this international search report is
resiricted to the invention first mentioned in the claims; it is covered by claims Nos.: 1-18 and the genes idéntified as
the gene symbols ME2 and FAS

Remark on Protest |:| The additional search fees were accompanied by the applicant's pretest and, where applicable,
) the payment of a protest fee.

The additicnal search fees were accompanied by the applicant's protest but the apphcab[e
protest fee was not paid within the time limit specified in the invitation.

D No protest accompenied the payment of additional search fees.

Form PCT/ISA/210 (continuation of first shect (2)) (April 200%)
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INTERNATIONAL SEARCH REFORT International app]ication ‘No,
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Supplemental Box
(To be used when the space in any of Boxes I to VIII is not sufficient)

Continuation of Box No: Il

This International Application does not comply with the requirements of unity of invention because it doss not relate
to one invention or to a group of inventions so linked as to form a single general inventive concept.

In assessing whether there is more than one invention claimed, I have given consideration to those features which can
be considered to poteniially distinguish the claimed combination of features from the prior art. Where different claims
have different distinguishing features they define different inventions.

This Intenational Searching Authority has found that there are different inventions as follows: |

1. Claim 1-18 (in part). It is considered that the prognostic signature for determining the progression of CRC and the
device and methods for determining the prognosis of CRC comprising the genes having the gene symbol MEZ2 and
FAS, comprise a first distingnishing feature.

2-n, Claims 1-18 (in part}. It is considered that prognostic signatures for determining the progression of CRC and the
device and methods for determining the prognosis of CRC comprising aliernative combinations of two or more
genes selected from Tables 1 and 2 orher thar combinations including ME2 and FAS, each comprise a further
distinguishing feature.

PCT Rule 13.2, first sentence, states that unity of invention is only fulfilled when there is a technical relationship
among the claimed inventions involving one or more of the same or corresponding special technical features. PCT
Rule 13.2, second sentence, defines a special technical feature as a featuro which makes a contributicn over the prior

The only feature common to all of the claims is the use of a prognostic signature for determining the prognosis or
progression of CRC. However this concept is not novel in the light of each of the following prior art documents:

Eschrich, S. ef al. (May 2005) Journal of Clinical Oncolagy 23(15): 3526-3534
Arango, D. et al. (September 2005) Gastroenterology 129: §74-884

Wang, Y. e ol (2004) Journa!l of Clinical Oncalogy 22(%): 1564-1571 -
Barrier, A. ef al. (September 2005) Oncogene 24: 6155-6164 :

This means that the common feature can not constitute a special technical feature within the meaning of PCT Rule
13.2, second sentence, since it makes no contribution over the prior art.

Because the commmon feature does not setisfy the requirement for being a special technical feature it follows that it
cannot provide the necessary technical relationship between the identified inventions. Therefore the claims do not
satisfy the requivement of unity of invention a postertor?.

Because no additional search fees were paid, the International Search Report and the Written Opinion of the
International Searching Authority was restricted to the invention defined by claims 1-18 and the genes identified as the
gene symbols ME2 and FAS. Consequently, the International Preliminary Examination must be likewise restricted,
without the need to issue an invitation to so restrict it. ‘

Form PCT/ISA/210 (exiva sheef)(April 2005)
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