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General

Polarity positive

Default charge state 2

Full MS

scan range 350 to 1400m/z

Resolution 70000

AGC target 3E+06

Maximum IT 50ms

dd—-MS2

Resolution 35000

AGC target 1E+05

Maximum IT 100ms

Loop count 20

TopN 20

Isolation window 4.0m/z

Fixed first mass 100.0m/z

NCE/stepped NCE 32
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Input Data

Protein Database Homo_sapiens_Uniprot 201210.fast

Enzyme Name Trypsin(Full)

Tolerances

Precursor Mass Tolerance 10ppm

Fragment Mass Tolerance 0.6Da

Dynamic Modification

N-Terminal Modofication Carbamidomethyl/+57.021Da
1.Dynamic Modification Oxidation/+15.995Da(M)
2.Dynamic Modification Carbamyl/+43.006Da(K,R)

Static Modification

|1.Static Modification |Carbamidomethyl/+57.021Da (C)
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O Tripathi et al., Cell Host & Microbe (2015), 18: 723-7350 0 0 0 0000 OO0
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TRy y | EABEOLAT
3
075636 Ficolin—3
AOAO87TX2CO Ig mu chain C region
Q86TT1 Full-length c¢DNA clone CSODDO0O6YLO2 of Neuroblastoma
Q6PILS IGK protein
AOAO87X130 Ig kappa chain C region
AOAO75B6H6 | Ig kappa chain C region (Fragment)
S6BGE9 IgG L chain
U6A216 Mutant hemoglobin alpha 1 globin chain (Fragment)
AOAO8TWV4T7 Ig gamma—1 chain C region 0S=Homo sapiens GN=IGHG1 PE=1 SV=1 - [AOA
087WV47_HUMAN]
Q6GMX6 IGH protein
Q6MZQ6 Putative uncharacterized protein DKFZp686G11190
Q8WVW5 Putative uncharacterized protein (Fragment)
S6BGEO IgG H chain
Q96K68 cDNA FLJ14473 fis, clone MAMMA1001080
S6B2A6 IgG H chain
Q8NCL6 c¢DNA FLJ90170 fis, clone MAMMA1000370, highly similar to Ig alpha-1
chain C region
Q6ZWe4 cDNA FLJ41552 fis, clone COLON2004478, highly similar to Protein Tr
o alphal H, myeloma
P02768 Serum albumin
P68871 Hemoglobin subunit beta
AOAO8TWXLS Ig gamma—3 chain C region
A2NUT2 Lambda—chain (AA -20 to 215)
QONPP6 Immunoglobulin heavy chain variant (Fragment)
Q8NE]J1 Uncharacterized protein
S6BGD6 IgG L chain
Q77207 Uncharacterized protein
AQOAQ75B6NT7 Ig alpha-2 chain C region (Fragment)
Q9Y490 Talin-1
Q9UK54 Hemoglobin beta subunit variant (Fragment)
S6BARO IgG L chain
P21333 Filamin—A
AOAO87WYR4 Immunoglobulin lambda—like polypeptide 5
P02549 Spectrin alpha chain, erythrocytic 1
P35579 Myosin—9
P48740 Mannan—binding lectin serine protease 1
G4v218 Anion exchange protein
Q6J1727 Hemoglobin beta (Fragment)
Q5FWF9 IGL protein
Q562R1 Beta—actin-like protein 2
Q6N093 Putative uncharacterized protein DKFZp686104196 (Fragment)
P02042 Hemoglobin subunit delta
B4DUIS8 cDNA FLJ52761, highly similar to Actin, aortic smooth muscle
P01591 Immunoglobulin J chain
P11277 Spectrin beta chain, erythrocytic
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S6C4RT7 IgG L chain
P02747 Complement Clg subcomponent subunit C
P16157 Ankyrin-1
043866 CD5 antigen-like

P01861 Ig gamma—4 chain C region

Q9HCC1 Single chain Fv (Fragment)

P08514 Integrin alpha-IIb

A2KBC6 Anti-FactorVIII scFv (Fragment)

D6R934 Complement Clg subcomponent subunit B

000187 Mannan—-binding lectin serine protease 2

B77410 ¢DNA FLJ50791, highly similar to Nitrilase homolog 1 (EC 3.5.-.-)

AOA024R2T4 | Chromosome 3 open reading frame 20, isoform CRA_a

PO1779 Ig heavy chain V-III region TUR

P26038 Moesin

P02671 Fibrinogen alpha chain

Q5T123 SH3 domain-binding glutamic acid-rich-like protein 3

AOAO024QZN4 | Vinculin, isoform CRA_c

Q52LR7 Enhancer of polycomb homolog 2

ATE2D6 NAV2 protein

Q9COG6 Dynein heavy chain 6, axonemal

D6RGG3 Collagen alpha-1(XII) chain

AOAOB7TWWUS | Tropomyosin alpha-3 chain

B2RDE1 cDNA, FLJ96568, highly similar to Homo sapiens tropomyosin 3 (TPM3)
, MRNA

PO2787 Serotransferrin

P02675 Fibrinogen beta chain

AZMYE1 A30 (Fragment)

P67936 Tropomyosin alpha—4 chain

P00739 Haptoglobin-related protein

P01625 Ig kappa chain V-IV region Len

AOAOBTWWS9 | Protein IGHV3-72

B4DIU7 c¢DNA FLJ60574, highly similar to Dyslexia susceptibility 1 candidat
e gene lprotein

B2RCLS8 cDNA, FLJ96151, highly similar to Homo sapiens aryl hydrocarbon rec
eptor nuclear translocator—like(ARNTL), mRNA

P02745 Complement Clg subcomponent subunit A

Q4VB86 EPB41 protein

P08519 Apolipoprotein (a)

AOAOBTWTM7 | Apolipoprotein B-100

Q15485 Ficolin—2

Q96JD0O Amyloid lambda 6 light chain variable region SAR (Fragment)

E7ER44 Lactotransferrin

Q5JW98 Protein FAM26D

P01024 Complement C3

Q6MZL2 Putative uncharacterized protein DKFZp686M0562 (Fragment)

B4DLZ1 c¢DNA FLJ56574, highly similar to GEM-interacting protein

P10909 Clusterin

B1AJSO Protein—tyrosine—phosphatase
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P01623 Ig kappa chain V-III region WOL
P14618 Pyruvate kinase PKM
P27105 Erythrocyte band 7 integral membrane protein
H7C1Q1 Uncharacterized protein (Fragment)
P32119 Peroxiredoxin—2
L7UUZ7 Integrin beta
B7767Z4 Myosin light polypeptide 6
B4E1B2 cDNA FLJ53691, highly similar to Serotransferrin
P35527 Keratin, type I cytoskeletal 9
P00915 Carbonic anhydrase 1
P07437 Tubulin beta chain
L8E853 von Willebrand factor
H6VRFS Keratin 1
014514 Brain—specific angiogenesis inhibitor 1
P01023 Alpha—-2-macroglobulin
D3DU05 Tousled-like kinase 2, isoform CRA_a
P63104 14-3-3 protein zeta/delta
Q092574 Hamartin
Q5NVI0 V2-17 protein (Fragment)
B3KVNO cDNA FLJ16785 fis, clone NT2RI2015342, highly similar to Solute car
rier family 2, facilitated glucose transporter member 1
P00738 Haptoglobin
P12814 Alpha-actinin-1
AOAOAOMTO1 | Gelsolin
F5H7S3 Tropomyosin alpha—1 chain
B4DTE1 cDNA FLJ54879, highly similar to Homo sapiens AT rich interactive d
omain BA (MRF1-like) (ARID5A), transcript variant 1, mRNA
P68371 Tubulin beta—4B chain
000510 Putative uncharacterized protein
B3KPS3 cDNA FLJ32131 fis, clone PEBLM2000267, highly similar to Tubulin al
pha—ubiquitous chain
Q9BQV1 Putative uncharacterized protein
E9PK25 Cofilin-1
D3DPU2 Adenylyl cyclase—associated protein
P59665 Neutrophil defensin 1
PO7737 Profilin-1
Q86UX7 Fermitin family homolog 3
QOH4B7 Tubulin beta-1 chain
060890 Oligophrenin-1
AON5G5H Rheumatoid factor D5 light chain (Fragment)
P01622 Ig kappa chain V-III region Ti
BOT1T2 Unconventional myosin-Ig
P02647 Apolipoprotein A-I
AOAOAOMTQ6 | Protein IGKV2D-28
P16452 Erythrocyte membrane protein band 4.2
P68366 Tubulin alpha—4A chain
P31146 Coronin—1A
P04206 Ig kappa chain V-III region GOL
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P13645 Keratin, type I cytoskeletal 10
Q53EL3 Non—-specific protein—tyrosine kinase (Fragment)
E5RH38 Meckelin
Q9UL85 Myosin-reactive immunoglobulin kappa chain variable region (Fragmen
t)
Q9UL90 Myosin-reactive immunoglobulin heavy chain variable region (Fragmen
t)
B4DNT5 c¢DNA FLJ60316, highly similar to Apolipoprotein-L1
C9JEU5 Fibrinogen gamma chain
Q13201 Multimerin-1
A0A024R9Q1 Thrombospondin 1, isoform CRA_a
P04004 Vitronectin
P01593 Ig kappa chain V-1 region AG
P02452 Collagen alpha-1(I) chain
P61224 Ras-related protein Rap—1b
Q15942 Zyxin
P01606 Ig kappa chain V-1 region OU
Q04826 HLA class I histocompatibility antigen, B—40 alpha chain
CHIYES MHC class I antigen
F8W6G5 Aprataxin (Fragment)
G3VhX4 Nesprin—2
B2R6]J2 ¢DNA, FLJ92973, highly similar to Homo sapiens villin 2 (ezrin) (VI
L2), mRNA
P29322 Ephrin type—A receptor 8
P35241 Radixin
POCOL4 Complement C4-A
X6R433 Protein—tyrosine—phosphatase
B4DIB7 c¢DNA FLJ50965, highly similar to Beta—neoendorphin—dynorphin
014724 Beta—spectrin {(Fragment)
B7ZLE5 FNI1 protein
B3KP68 cDNA FLJ31264 fis, clone KIDNE2006014, highly similar to Homo sapie
ns selective LIM binding factor, rat homolog (SLB), mRNA
JoZVQ3 Apolipoprotein E (Fragment)
Q86SR2 AZUl protein (Fragment)
P04075 Fructose—-bisphosphate aldolase A
P01763 Ig heavy chain V-III region WEA
AOAOC4DH31 | Protein IGHV1-18 (Fragment)
Q6PIF6 Unconventional myosin—-VIIb
A4VCI9 PML protein (Fragment)
000151 PDZ and LIM domain protein 1
Q9UQ53 Alpha-1, 3-mannosyl-glycoprotein 4-beta—N-acetylglucosaminyltransfer
ase B
Q29644 HLA-B protein
Q7Z3Y5 Rearranged VKA17 V gene segment (Fragment)
A4FUTT SNRNP200 protein (Fragment)
Q14315 Filamin—C
P02656 Apolipoprotein C-III

QYHC10

Otoferlin
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A2MYCS V5-2 protein (Fragment)
P00488 Coagulation factor XIII A chain
Q9UL88 Myosin-reactive immunoglobulin heavy chain variable region (Fragmen
t)
P60953 Cell division control protein 42 homolog
K7EJA5 Cysteine protease ATG4D (Fragment)
QOQEN7 ATP synthase subunit beta (Fragment)
B7Z8Y6 cDNA FLJ58394, highly similar to Platelet endothelial cell adhesion
molecule
B4DM82 Peptidyl-prolyl cis—trans isomerase
P35908 Keratin, type II cytoskeletal 2 epidermal
P37802 Transgelin—2
AOAOB4J1X5 | Protein IGHV3-74 (Fragment)
AOAO87WV90 | Dystrophin
Q8WWZS Oncoprotein—induced transcript 3 protein
AOAOAOMRF6 | A-kinase anchor protein 9
P0O1714 Ig lambda chain V-III region SH
AOAO8TWTU9 | Alstrom syndrome protein 1
P06727 Apolipoprotein A-IV
Q6ZVAO cDNA FLJ42842 fis, clone BRCOC2007034
P05164 Myeloperoxidase
Q14993 Collagen alpha-1(XIX) chain
P04899 Guanine nucleotide—binding protein G(i) subunit alpha—2
161894 Ankyrin-2
P02765 Alpha—2-HS—glycoprotein
F5H3P3 Rho GDP-dissociation inhibitor 2 (Fragment)
P00918 Carbonic anhydrase 2
D3JV43 C—X—C motif chemokine (Fragment)
P04040 Catalase
Q53HF2 Heat shock 70kDa protein 8 isoform 2 variant (Fragment)
B2R6K4 c¢DNA, FLJ92996, highly similar to Homo sapiens guanine nucleotide b
inding protein (G protein), beta polypeptide 1 (GNB1), mRNA
Q8TCFO LBP protein
Q9Y509 VH3 protein (Fragment)
D9TWP9 Beta—2-glycoprotein I (Fragment)
095810 Serum deprivation-response protein
BIN7B6 Cryocrystalglobulin CCl heavy chain variable region (Fragment)
Q96574 Zinc finger and SCAN domain-containing protein 10
075083 WD repeat—-containing protein 1
095470 Sphingosine—1-phosphate lyase 1
Q53HQ0 Flotillin 1 variant (Fragment)
P25705 ATP synthase subunit alpha, mitochondrial
043707 Alpha—actinin—4
E9P160 Bromodomain and PHD finger—-containing protein 3
B4DPP8 c¢DNA FLJ53075, highly similar to Kininogen-—1
HOY360 AMP deaminase 2 (Fragment)
P48059 LIM and senescent cell antigen—like—containing domain protein 1
T3L100 Neuralized-like protein 4 (Fragment)
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I3L1T8 Pre-mRNA-processing—splicing factor 8 (Fragment)
P0O1767 Ig heavy chain V-III region BUT

AOA024R8V1 | SEC14-1ike 1 (S. cerevisiae), isoform CRA_a
UsU7S7 Dyskeratosis congenita 1 isoform 5

QOVDD8 Dynein heavy chain 14, axonemal

HOY4R5 Transmembrane protein 201 (Fragment)

Q775J4 Retinoic acid—induced protein 1

Q6ZMI3 Gliomedin

P61160 Actin—related protein 2

Q9Y4D8 Probable E3 ubiquitin—protein ligase HECTD4
Q5NV89 V1-7 protein (Fragment)

B4DL87 c¢DNA FLJ52243, highly similar to Heat—shock protein beta-1
B4E396 ¢DNA FLJ59612, highly similar to Lactadherin
075445 Usherin

B4E3S0 Coronin

P01833 Polymeric immunoglobulin receptor

P50552 Vasodilator—-stimulated phosphoprotein

ABK4G3 Non—-specific protein—tyrosine kinase

Q9Y2H5 Pleckstrin homology domain—containing family A member 6
Q8TDW7 Protocadherin Fat 3

DIMERS Truncated glycoprotein IX (Platelet)

QOBAE9 ACAD11 protein

B7ZM17 PRAMEF1 protein

B5BU24 14-3-3 protein beta/alpha

ABK3Q7 Annexin

D3DRP5 Chromosome 9 open reading frame 19, isoform CRA_a (Fragment)
A2J1ING Rheumatoid factor RF-ET6 (Fragment)
AOAOGSLKQO | Ig heavy chain variable region (Fragment)
Q04917 14-3-3 protein eta

E7EUT5 Glyceraldehyde—3-phosphate dehydrogenase
P02766 Transthyretin

Q5NVS1 V1-16 protein (Fragment)

AOAQAOMSTO Peroxiredoxin—-1 (Fragment)

Q5NVI1 V2-19 protein (Fragment)

B2DFH5 MHC class I antigen (Fragment)

P20702 Integrin alpha—X

P08567 Pleckstrin

P07195 L-lactate dehydrogenase B chain

D9IX65 Platelet glycoprotein IV variant

A2IPI5 HRV Fab 026-VL (Fragment)

A2J422 Anti-HER3 scFv (Fragment)

P19105 Myosin regulatory light chain 12A

Q5NV64 V2-11 protein (Fragment)

BI1AH77 Ras-related C3 botulinum toxin substrate 2
B4E3I0 c¢DNA FLJ55017, highly similar to Caldesmon
Q5T985 Inter—alpha—trypsin inhibitor heavy chain H2

P30101

Protein disulfide—isomerase A3
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P80419 Ig heavy chain V-III region GAR
QIUJU6 Drebrin-like protein
QIBWPS Collectin-11
F6S2S5 LIM and SH3 domain protein 1
C9JIS1 Guanine nucleotide—binding protein G(I)/G(S)/G(T) subunit beta-2 (F
ragment)
B2R6A3 Na(+) /H(+) exchange regulatory cofactor NHE-RF
Q08495 Dematin
Q00610 Clathrin heavy chain 1
A2NXP9 K light chain variable region (Fragment)
P0O8779 Keratin, type I cytoskeletal 16
A8K9K1 Calcium-transporting ATPase
P27169 Serum paraoxonase/arylesterase 1
Q96SB0 Anti-streptococcal/anti—myosin immunoglobulin lambda light chain va
riable region (Fragment)
AOAOC4DH32 Protein IGHV3-20 (Fragment)
AOAOAOMS11 | Protein IGHV3-13 (Fragment)
Q04756 Hepatocyte growth factor activator
A2T1M2 Rheumatoid factor RF—-IP9 (Fragment)
P13639 Elongation factor 2
Q68D26 Putative uncharacterized protein DKFZp686P06199
B2MUD5 Neutrophil elastase (Fragment)
QI9NR12 PDZ and LIM domain protein 7
AOAOC4DH36 | Protein IGHV3-38 (Fragment)
F5GZS6 4F2 cell-surface antigen heavy chain
Q5NV92 V5-6 protein (Fragment)
AOAOB4J1V4 | Protein IGHV1-46 (Fragment)
Q9UDR5S Alpha-aminoadipic semialdehyde synthase, mitochondrial
B2R5]8 C—C motif chemokine
AOAOB4J1X8 Protein IGHV3-43 (Fragment)
AOA024R3H2 Sortilin-related receptor, L(DLR class) A repeats—containing, isofo
rm CRA_b
P13224 Platelet glycoprotein Ib beta chain
AOAO87X188 Bridging integrator 2
Q9BVTO ARHA protein (Fragment)
Q15599 Na{+) /H(+) exchange regulatory cofactor NHE-RF2
P02774 Vitamin D-binding protein
Q8WWD3 HCG1980063 (Fragment)
A8SKOT9 cDNA FLJ75422, highly similar to Homo sapiens capping protein f{acti
n filament) muscle Z-line, alpha 1, mRNA
Q53G71 Calreticulin variant (Fragment)
Q68DX3 FERM and PDZ domain—containing protein 2
Q96JV1 cDNA FLJ14959 fis, clone PLACE4000156, moderately similar to ZINC F
INGER PROTEIN 91
D6RAM3 Docking protein 3
B3KSQ7 Drebrin 1, isoform CRA_d
AOAOSTWTWS CASP8-associated protein 2

AOAO024R9T5

HCG20693, isoform CRA_a
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P16070 CD44 antigen

AZ2N2X1 VL1 protein (Fragment)

AlL441 G protein—coupled receptor 128

Q9HIB1 Histone-lysine N-methyltransferase EHMT1

Q59GH7 Structure specific recognition protein 1 variant (Fragment)
Q8WXX0 Dynein heavy chain 7, axonemal

QOII16 Transglutaminase 5

AQAOSTWWS7 Syntaxin—binding protein 2

J3QKY4 Proline-rich protein 11 (Fragment)

P62258 14-3-3 protein epsilon

F6S8N6 Protein-L-isoaspartate O-methyltransferase

AOAO87X117 | PRAME family member 7

Q5THJ4 Vacuolar protein sorting—associated protein 13D

P33261 Cytochrome P450 2C19

095714 E3 ubiquitin-protein ligase HERC2

AOAO8TWX18 | HLA class II histocompatibility antigen, DRB1-16 beta chain
P05556 Integrin beta-1

Q8IZX4 Transcription initiation factor TFIID subunit 1-like
P61626 Lysozyme C

P00338 L-lactate dehydrogenase A chain

A2NB44 Cold agglutinin FS—2 H-chain (Fragment)

AOAO87X0P6 | Protein IGKV2D-29

B7Z4R3 cDNA FLJ50585, highly similar to T-complex protein 1 subunit beta
E9PNW4 CD59 glycoprotein

Q99650 Oncostatin—M-specific receptor subunit beta

A2A312 Forkhead box protein P4 (Fragment)

Q12756 Kinesin—like protein KIF1A

Q8N343 Putative uncharacterized protein (Fragment)

B4E1B0O c¢DNA FLJ54318, highly similar to Complement Clr subcomponent (EC 3

4.21.41)

D6WEK2 Thymosin, beta 10, isoform CRA_a (Fragment)

P05090 Apolipoprotein D

B3KUX5 cDNA FLJ40857 fis, clone TRACH2016722, weakly similar to Homo sapie

ns lipoxygenase homology domains 1 (LOXHD1), mRNA

QINTC4 Putative uncharacterized protein DKFZp434K0126 (Fragment)
J3QQX2 Rho GDP-dissociation inhibitor 1

HOYD14 Myoferlin (Fragment)

AOAOC4DH25 | Protein IGKV3D-20 (Fragment)

B2RU35 Tensin 1

E9PG32 Dynein heavy chain 12, axonemal

094915 Protein furry homolog-like

P06733 Alpha—enolase

AQAO8TX1X7 Elongation factor 1-delta

HOYKS4 Annexin (Fragment)

B4DUI5 Triosephosphate isomerase

AQOA024R872 Chromosome 9 open reading frame 88, isoform CRA_a

QOP5N8S TMSB4X protein {(Fragment)
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P13796 Plastin—2

Q8WW51 ZNF605 protein (Fragment)

Q96G01 Protein bicaudal D homolog 1

Q14644 Ras GTPase—activating protein 3

Q8TC12 Retinol dehydrogenase 11

P08311 Cathepsin G

P61158 Actin—related protein 3

B771C9 Chaperonin containing TCP1, subunit 7 (Eta), isoform CRA_a

P11021 78 kDa glucose—regulated protein

E9PFK5 Nucleolar protein 14

Q6ZSJ9 Protein shisa—6 homolog

H7BYH4 Superoxide dismutase [Cu—Zn]

I6NLS4 Phosphodiesterase bA

P10606 Cytochrome ¢ oxidase subunit 5B, mitochondrial

Q17RW2 Collagen alpha—1(XXIV) chain

B2R7F8 ¢DNA, FLJ93426, highly similar to Homo sapiens plasminogen (PLG), m
RNA

P08758 Annexin A5

AOA024R968 Calcium—transporting ATPase

P12931 Proto—oncogene tyrosine—protein kinase Src

B4DLO7 c¢DNA FLJ53353, highly similar to ATP-binding cassette sub—family D
member 3

P62987 Ubiquitin—60S ribosomal protein L40

QI6RS2 40S ribosomal protein SA

H7BXY5 Nexilin (Fragment)

Q53RR5 Putative uncharacterized protein YWHAQ (Fragment)

P51572 B-cell receptor-associated protein 31

095478 Ribosome biogenesis protein NSA2 homolog

E9PK21 Peptidyl-prolyl cis—trans isomerase E

P30273 High affinity immunoglobulin epsilon receptor subunit gamma

P23229 Integrin alpha—6

P22105 Tenascin—X

AOA087X1X5 | Calponin (Fragment)

K7ELWO Protein deglycase DJ-1

Q16666 Gamma—interferon—inducible protein 16

A2J1NS Rheumatoid factor RF-ET11 (Fragment)

B4DEA6 c¢DNA FLJ56566, highly similar to Small glutamine-rich tetratricopep
tiderepeat—containing protein A

B3GQS7 Mitochondrial heat shock 60kD protein 1 variant 1

015397 Importin-8

AOAOAOMQZ2 | Ras/Rap GTPase—activating protein SynGAP (Fragment)

P22692 Insulin-like growth factor—binding protein 4

AOAO24R984 | HCG40889, isoform CRA_a

D3DQQ7 Low density lipoprotein receptor-related protein 4, isoform CRA_a

H3BMH2 Ras—related protein Rab-11A (Fragment)

H7BZJ3 Protein disulfide—isomerase A3 (Fragment)

Q15555 Microtubule—associated protein RP/EB family member 2

B77Z2R7 Acyl-CoA-binding domain—containing protein 5
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A0A024Q7ZV0 | HCG1811539, isoform CRA b

Q5TEZ5 Uncharacterized protein C6orfl163

Q13418 Integrin—linked protein kinase

Q13120 Cytochrome P450

AOAOC4DH38 | Protein IGHV5-51 (Fragment)

P16615 Sarcoplasmic/endoplasmic reticulum calcium ATPase 2

DGREX5 Selenoprotein P (Fragment)

B2RCGH Dimethylaniline monooxygenase [N-oxide—forming]

Q15084 Protein disulfide—isomerase A6

P06311 Ig kappa chain V-III region TARC/BL41

Q9UEY4 Anion exchange protein

P10645 Chromogranin—A

AOAO87WVU3 | Homeobox protein Nkx—2.3

Q9P1Y5H Calmodulin-regulated spectrin-associated protein 3

Q8TDB8 Solute carrier family 2, facilitated glucose transporter member 14

B2R876 P2X purinoceptor

QINRC6 Spectrin beta chain, non—erythrocytic 5

Q15365 Poly (rC)-binding protein 1

C7DJS1 Glutathione S—transferase pi (Fragment)

B774B2 c¢DNA FLJ56108, highly similar to Puromycin—sensitive aminopeptidase

(EC 3.4.11.-)

Q59F73 Beta adrenergic receptor kinase 1 variant (Fragment)

P80723 Brain acid soluble protein 1

Q9Y2A7 Nck-associated protein 1

A6ND36 Protein FAM83G

Q15286 Ras—related protein Rab—35

AOAO24RTHT7 B-cell novel protein 1, isoform CRA_Db

B2R983 c¢DNA, FLJ94267, highly similar to Homo sapiens glutathione S-transf
erase omega 1 (GSTO1), mRNA

075558 Syntaxin-11

Q92738 USP6 N-terminal-like protein

A8K806 c¢DNA FLJ77705

L8ETT7 Alternative protein SUPT5H

P02790 Hemopexin

B4EOR1 Integrin beta

D6RFL4 Monocyte differentiation antigen CD14 (Fragment)

B4DLV7 ¢DNA FLJ60299, highly similar to Rab GDP dissociation inhibitor bet
a

Q53GF9 Full-length ¢DNA 5-PRIME end of clone CSODF013YM24 of Fetal brain o
f Homo sapiens (Human) variant (Fragment)

P04921 Glycophorin-C

P62993 Growth factor receptor—bound protein 2

B4DHP5 ¢DNA FLJ51847, highly similar to Heat shock 70 kDa protein 6

MOR2WS N-acetylmuramoyl-L-alanine amidase (Fragment)

B1AKGO Complement factor H-related protein 1

B1ARL5 Uncharacterized protein CXorf22

B4DE8O c¢DNA FLJ52255, highly similar to Angiotensinogen

B4DZZ0 ¢DNA FLJ52128, highly similar to PRA1 family protein 3
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H3BT58 Coactosin-like protein

K9JIK7 Glycophorin A

060361 Putative nucleoside diphosphate kinase

B77Z7K8 cDNA FLJ51143, highly similar to Melanoma antigen preferentially ex
pressed in tumors

ASMUD9 60S ribosomal protein L7

Q9P1G4 PRO1837

P81605 Dermcidin

P0O1011 Alpha—1-antichymotrypsin

P24844 Myosin regulatory light polypeptide 9

K7EQO00 Katanin p60 ATPase—containing subunit A-like 2

B3KWNO ¢DNA FLJ43389 fis, clone OCBBF2007068, highly similar to Ankyrin re
peat domain—containing protein 52

P24387 Corticotropin-releasing factor—-binding protein

D6RA82 Annexin

P05109 Protein S100-A8

B4DWD1 ¢DNA FLJ60919, highly similar to Cytochrome b—-245 heavy chain

Q5T9A4 ATPase family AAA domain—containing protein 3B

P08637 Low affinity immunoglobulin gamma Fc¢ region receptor III-A

A2T1M8 Rheumatoid factor RF-IP12 (Fragment)

HOY7H8 AT-rich interactive domain—containing protein 1B (Fragment)

B4DKQ6 cDNA FLJ54269, highly similar to Docking protein 2 (Downstream of t
yrosine kinase 2)

Q9ULRY Myosin-reactive immunoglobulin heavy chain variable region (Fragmen
t)

B4DH37 ¢DNA FLJ53760, highly similar to Syntaxin—7

P05198 Eukaryotic translation initiation factor 2 subunit 1

Q6FG43 FLOT2 protein

HOYL11 Tsocitrate dehydrogenase [NADP], mitochondrial

AOA024R035 Complement component 9, isoform CRA_a

B4DI05 Zinc finger protein 263

B4DE30 c¢DNA FLJ51711, highly similar to T-complex protein 1 subunit epsilo
n

HOYKU1 Tropomodulin-3 (Fragment)

P60983 Glia maturation factor beta

AOAO024R9R8 Synaptosomal-associated protein, 23kDa, isoform CRA_b

Q9HBD1 Roquin—2

P84095 Rho—related GTP-binding protein RhoG

B7Z7V0 cDNA FLJ52524, moderately similar to Matrix metalloproteinase—9 (EC
3. 4.24.35)

H3BS34 72 kDa type IV collagenase (Fragment)

E9PNR6 Rho GTPase—activating protein 1 (Fragment)

AOAQAOMT36 | Protein IGKV6D-21 (Fragment)

B4DI70 ¢DNA FLJ53509, highly similar to Galectin—3-binding protein

B3KMBS ¢DNA FLJ10654 fis, clone NT2RP2005901, highly similar to FAST kinas
e domains—containing protein 2

B3KP79 ¢DNA FLJ31323 fis, clone LIVER2000037, highly similar to Alpha-1B-g

lycoprotein
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P40925 Malate dehydrogenase, cytoplasmic

C9JL85 Myotrophin

Q09472 Histone acetyltransferase p300

AON7G9 Vcon—JH5b protein (Fragment)

Q6ZUX3 Protein FAM179A

AOAOAOMSR2 | Alpha—adducin

H7C5R1 Ceruloplasmin (Fragment)

P19827 Inter—alpha—trypsin inhibitor heavy chain H1

P08842 Steryl-sulfatase 10

Q68DR3 Putative uncharacterized protein DKFZp779H1622 (Fragment)

B1AM21 Guanine nucleotide-binding protein G(g) subunit alpha (Fragment)

B1AHF3 NADH-cytochrome b5 reductase 3 (Fragment)

B4DPS6 c¢DNA FLJ59371, highly similar to Exportin-2

P52655 Transcription initiation factor IIA subunit 1

P82650 28S ribosomal protein S22, mitochondrial

Q96M91 Cilia— and flagella—associated protein 53

B4DFR8 ¢DNA FLJ57967, highly similar to ATP-binding cassette sub—family B
member 9

Q8ND0O4 Protein SMGS8 20

Q5CAQS Tumor rejection antigen (Gp96) 1

B4DZ97 c¢DNA FLJ60985

P04209 Ig lambda chain V-II region NIG-84

P59091 Putative uncharacterized protein encoded by LINC0O0315

J3KR73 Ras—related protein Rab-6B (Fragment)

Q6FIG4 RAB1B protein

ABK2L4 c¢DNA FLJ76079, highly similar to Homo sapiens lymphocyte—specific p
rotein 1 (LSP1), mRNA

P61956 Small ubiquitin-related modifier 2

Q55Q64 Lymphocyte antigen 6 complex locus protein G6f

Q6NXRO Interferon-inducible GTPase 5 30

H3BR35 Eukaryotic peptide chain release factor GTP-binding subunit ERF3A (
Fragment)

QBRJWO Alpha-1, 4-galactosyltransferase

BOAZS5 Kinesin-like protein

P49913 Cathelicidin antimicrobial peptide

P46020 Phosphorylase b kinase regulatory subunit alpha, skeletal muscle is
oform

B4DPPO c¢DNA FLJ51032, highly similar to CD9 antigen

P30043 Flavin reductase (NADPH)

HOUI27 HCG33447, isoform CRA_a 40

K7EMN2 6-phosphogluconate dehydrogenase, decarboxylating (Fragment)

P12724 Eosinophil cationic protein

P16150 Leukosialin

Q5T011 Protein SZT2

B4E3A8 ¢DNA FLJ53963, highly similar to Leukocyte elastase inhibitor

B4E022 c¢DNA FLJ56274, highly similar to Transketolase (EC 2.2.1.1)

Q8IZZ8 Antithrombin (Fragment)
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AOAODISFDO | MADS box transcription enhancer factor 2, polypeptide C (Myocyte en
hancer factor 2C), isoform CRA_e

B4DTD7 Protein—tyrosine—phosphatase

Q71SA9 GCDRP

C9JQB3 Ras-related protein Ral-B (Fragment)

AOAOSTWSVO | Bel-2-1ike protein 12

095396 Adenylyltransferase and sulfurtransferase MOCS3

AOAOD9SFZ9 | Four and a half LIM domains protein 1 (Fragment)

Q16181 Septin—7

DERIU4 Vesicular integral-membrane protein VIP36 (Fragment)

B3KUR3 ¢DNA FLJ40459 fis, clone TESTI2041800, highly similar to BISPHOSPHO
GLYCERATE MUTASE (EC 5.4.2.4)

B4DT46 ¢DNA FLJ57889, highly similar to Cytochrome b—-245 light chain

Q9C0I3 Serine-rich coiled—coil domain—containing protein 1

J3KQC6 Transmembrane protease serine 13

B77BK6 Delta—aminolevulinic acid dehydratase (Fragment)

H7BXTO Vitamin K-dependent protein S (Fragment)

QB5NV79 V6-4 protein (Fragment)

HOY4U4 Glycodelin (Fragment)

EOD851 Platelet glycoprotein Ib alpha

AOAO6SLKQS | TIg heavy chain variable region (Fragment)

AOAO96LPE2 | Protein SAA2-SAA4

Q5VYK3 Proteasome—associated protein ECM29 homolog

075368 SH3 domain-binding glutamic acid-rich—like protein

C9JDQ8 FH domain—-containing protein 1 (Fragment)

C9J9w2 LIM and SH3 domain protein 1 (Fragment)

A2T1IN6 Rheumatoid factor RF-ET9 (Fragment)

B4DM22 c¢DNA FLJ53357, highly similar to 26S proteasome non—ATPase regulato
ry subunit 2

G1EP27 MHC class I antigen (Fragment)

AOAO75DL39 | Major duffy antigen receptor for chemokine glycoprotein beta isofor
m

094919 Endonuclease domain—containing 1 protein

D6RCK3 MOB kinase activator 1B (Fragment)

B4DLN6 ¢DNA FLJ59033, highly similar to Protein disulfide—isomerase (EC 5
3.4.1)

ASK6PS Cell cycle related kinase, isoform CRA_e

B3KRY1 Zinc finger, DHHC-type containing 14, isoform CRA_f

B3KRY3 ¢DNA FLJ35079 fis, clone PLACE6005283, highly similar to Lysosome—a
ssociated membrane glycoprotein 1

Q99592 Zinc finger and BTB domain—containing protein 18

Q5JSD2 Voltage—dependent anion—selective channel protein 2 (Fragment)

B5MD45 Vitrin

AOAOS7X0S5 | Collagen alpha-1(VI) chain

Q5SZL2 Centrosomal protein of 85 kDa—like

G9I12K8 MHC Class I antigen (Fragment)

G3V3F7 X-linked retinitis pigmentosa GTPase regulator—interacting protein
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VIGYJ8 Apolipoprotein C-II

B4DMJ7 HCG2015269, isoform CRA_c¢

Q05CV3 C8B protein (Fragment)

Q9UL86 Myosin—reactive immunoglobulin kappa chain variable region (Fragmen
t)

HOYAJ1 Solute carrier family 23 member 1 (Fragment)

HEV744 Glucocorticoid receptor

P01603 Ig kappa chain V-1 region Ka

Q59H55 Protein tyrosine phosphatase, non-receptor type 13 isoform 2 varian
t (Fragment)

MOQZL6 Cytokine receptor—-like factor 1 (Fragment)

P01612 Ig kappa chain V-1 region Mev

B7ZKQ2 CLEC4G protein

H7C1V0 Cathepsin D (Fragment)

Q8WWF3 Serine-rich single—pass membrane protein 1

AOAO87X0P0 | Kinesin-like protein

094804 Serine/threonine—protein kinase 10

Q5QJV5 DNA polymerase lamda2

094806 Serine/threonine—protein kinase D3

P09382 Galectin—1

E9P]JN1 Ribosomal protein S6 kinase

E7EQT3 Anion exchange protein {(Fragment)

Q14028 Cyclic nucleotide—gated cation channel beta-1

B4DVP1 cDNA FLJ59444, highly similar to Thromboxane—-A synthase (EC 5. 3. 99.
5)

A9UJPS Tetratricopeptide repeat protein 38 (Fragment)

P22792 Carboxypeptidase N subunit 2

J3KP75 Phosphatase and actin regulator

P28066 Proteasome subunit alpha type-5

Q9BXCO Hydroxycarboxylic acid receptor 1

P46937 Transcriptional coactivator YAP1

Q14674 Separin

B4E1D8 cDNA FLJ51597, highly similar to C4b-binding protein alpha chain

B2RAQS8 c¢DNA, FLJ95058, highly similar to Homo sapiens carnitine palmitoylt
ransferase 1A (liver) (CPT1A), nuclear gene encoding mitochondrial p
rotein, mRNA

HOYFC6 GTP-binding nuclear protein Ran (Fragment)

AGNES4 Maestro heat—like repeat—containing protein family member 2A

Q8N5G2 Macoilin

AOAO87WUVS | Basigin

Q6ZML5 FLJ00268 protein (Fragment)

K7ERI9 Apolipoprotein C-I (Fragment)

ASKOT6 c¢DNA FLJ76736, highly similar to Homo sapiens sphingomyelin phospho
diesterase 3, neutral membrane (neutral sphingomyelinase II) (SMPD3
), mRNA

Q2Q9B7 Glucose—6-phosphate 1-dehydrogenase (Fragment)

Q8N4H5 Mitochondrial import receptor subunit TOM5 homolog
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AOA024R617 | Serpin peptidase inhibitor, clade A (Alpha-1 antiproteinase, antitr
ypsin), member 1, isoform CRA_a

B3KXX5 Structural maintenance of chromosomes protein

015405 TOX high mobility group box family member 3

Q2TBEO CWF19-1ike protein 2

E9PLZ6 Tetraspanin (Fragment)

F8WCZ6 Complement Cls subcomponent

Q86WU2 Probable D-lactate dehydrogenase, mitochondrial

AOAQ24R752 Forkhead box P2, isoform CRA_f

Q8NEWO Zinc transporter 7

Q96A08 Histone H2B type 1-A

B2R6F5 Protein XRP2

B3KX11 T-complex protein 1 subunit gamma
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