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YIOREEBETFRES BETFR
Abcblb ATP-binding cassette, sub-family B (MDR/TAP), member 1B
Abi3bp ABI gene family, member 3 (NESH) binding protein
Ablim3 actin binding LIM protein family, member 3
Acad9 acyl-Coenzyme A dehydrogenase family, member 9
Acbd3 acyl-Coenzyme A binding domain containing 3
Acinl apoptotic chromatin condensation inducer 1
Actb actin, beta
10
predicted gene 8543; actin-like 8; predicted gene 7505; predicted gene
Actgl 12715_); predicted gene 12093; prt_edi_cted gene 8399; Predictefi gene 6375;
actin, gamma, cytoplasmic 1; similar to gamma-actin; predicted gene
4667; similar to cytoplasmic beta-actin; predicted gene 16385
similar to a disintegrin-like and metalloprotease (reprolysin type) with
Adamtss thrombospc_)ndin type 1 m_otif, 5 (agg_recanase—Z); a disi_ntegrin—like a_nd
metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 5
(aggrecanase-2)
Adamtsl1 ADAMTS-like 1 20
Add3 adducin 3 (gamma)
Aebp1l AE binding protein 1
Agapl ArfGAP with GTPase domain, ankyrin repeat and PH domain 1
Akap13 A kinase (PRKA) anchor protein 13
Akap?2 A kinase (PRKA) anchor protein 2; paralemmin 2
Akrlb3 aldo-keto reductase family 1, member B3 (aldose reductase)
similar to RAC-beta serine/threonine-protein kinase (RAC-PK-beta)
Akt2 (Protein kinase Akt-2) (Protein kinase B, beta) (PKB beta); thymoma viral
proto-oncogene 2; similar to serine/threonine kinase 30
Aldhlal aldehyde dehydrogenase family 1, subfamily Al
Aldhla2 aldehyde dehydrogenase family 1, subfamily A2
Alox12 arachidonate 12-lipoxygenase
Amfr autocrine motility factor receptor
Amhr2 anti-Mullerian hormone type 2 receptor
Ang angiogenin, ribonuclease, RNase A family, 5
Ankrd11

ankyrin repeat domain 11
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Ankrd12 ankyrin repeat domain 12; similar to Ankrd12 protein
Ankrd17 ankyrin repeat domain 17
Anob anoctamin 6
Anp32a acidic (leucine-rich) nuclear phosphoprotein 32 family, member A
Anxa7 annexin A7
Apls3 predicte_d gene 8532; similar to adapto_r-related protein c_omplex AP-1,
sigma 3; adaptor-related protein complex AP-1, sigma 3
Ap3sl predicted gene 7603; adaptor-rfelated protein complex 3, sigma 1 subunit;
predicted gene 5610
Apdel adaptor-related protein complex AP-4, epsilon 1
Aplp1 amyloid beta (A4) precursor-like protein 1
Apol9a apolipoprotein L 9b; apolipoprotein L 9a
App amyloid beta (A4) precursor protein
Aqgpl aquaporin 1
Arap2 predicted gene 336; ArfGAP with Rho(_SAP domain, ankyrin repeat and PH
domain 2
Arf2 ADP-ribosylation factor 2
Arf3 ADP-ribosylation factor 3
Arf5 similar to ADP-ribosylation factor; ADP-ribosylation factor 5
Arhgap28 Rho GTPase activating protein 28
Arhgap29 Rho GTPase activating protein 29
Arhgap5 Rho GTPase activating protein 5
Arhgef12 predict?d gene_7281; predicted.gene 5831;_ similar to SP140 nuclear body
protein (predicted); Rho guanine nucleotide exchange factor (GEF) 12
Arid1a similar to AT rich interactive domain 1A isoform a; AT rich interactive
domain 1A (SWI-like)
Arid4a AT rich interactive domain 4A (RBP1-like)
Arid4b AT rich interactive domain 4B (RBP1-like)
AridSh similar to modulator recognition facto_r 2; AT rich interactive domain 5B
{MRF1-like)
Arl3 ADP-ribosylation factor-like 3
Arldd ADP-ribosylation factor-like 4D; hypothetical protein LOC100044157
Arl6ip5 ADP-ribosylation factor-like 6 interacting protein 5
Arme3 armadillo repeat containing, X-linked 3; hypothetical protein
LOC100044266; predicted gene 9299
Arpc2 predicted gene 5492; actin related protein 2/3 complex, subunit 2
Arsa arylsulfatase A
Arsb arylsulfatase B
Ascc3 activating signal cointegrator 1 complex subunit 3
Atf3 activating transcription factor 3

Atg3

autophagy-related 3 (yeast)
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Atplal ATPase, Na+/K+ transporting, alpha 1 polypeptide
Atplb1l ATPase, Na+/K+ transporting, beta 1 polypeptide
Atp2bl ATPase, Ca++ transporting, plasma membrane 1
Atpbvla ATPase, H+ transporting, lysosomal V1 subunit A
Atxn2 ataxin 2
B230120H23Rik RIKEN cDNA B230120H23 gene
B2m beta-2 microglobulin
BC003331 similar to odorant response abnormal 4; cDNA sequence BC003331
BCO05537 cDNA sequence BC0O05537
BCO05561 THO complex 2; cDNA sequence BC005561
BC013529 cDNA sequence BC013529
Baz2a bromodomain adjacent to zinc finger domain, 2A
Bbs4 Bardet-Bied| syndrome 4 (human)
Bbx bobby sox homolog (Drosophila)
Bcam basal cell adhesion molecule
Bcl10 B-cell leukemia/lymphoma 10; predicted gene 6141
Bdp1 B double prime 1, subunit of RNA polymerase Il transcription initiation
factor llIB
Biccl bicaudal C homolog 1 (Drosophila)
Bicd1 bicaudal D homolog 1 {Drosophila)
Birc6 baculoviral IAP repeat-containing 6
Blvrb biliverdin reductase B (flavin reductase (NADPH))
Bncl basonuclin 1
Bnc2 basonuclin 2
Bod1l biorientation of chromosomes in cell division 1-like
Bptf bromodomain PHD finger transcription factor
Braf Braf transforming gene
Brd2 similar to mKIAA4005 protein; bromodomain containing 2
Brd4 bromodomain containing 4
Brpadl similar to brain protein 44-like prott?in; brain protein 44-like; predicted
gene 3452; predicted gene 8219
Bst2 bone marrow stromal cell antigen 2
Btbd2 BTB (POZ) domain containing 2
Btbd7 BTB (POZ) domain containing 7
B3 predicted gene 9308; basic tra_nscription factor 3; predicted gene 3531;
predicted gene 7973
Btg2 B-cell translocation gene 2, anti-proliferative
Bawl predicted gene 11652; predicted gene 5191; basic leucine zipper and W2
domains 1
Cld C1D nuclear receptor co-repressor
Clra complement component 1, r subcomponent; predicted gene 8551
Cirl complement component 1, r subcomponent-like
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similar to Complement component 1, s subcomponent; complement

Cls component 1, s subcomponent
C2 complement component 2 (within H-2S)
c3 complement component 3; similar to complement component C3
prepropeptide, last
similar to Complement C4 precursor; complement component 4A (Rodgers
Cda blood group); similar to complement C4; complement component 4B
(Childo blood group)
similar to Complement C4 precursor; complement component 4A (Rodgers
Cdb blood group); similar to complement C4; complement component 4B
(Childo blood group)
Calm1 predicted gene 7743; calmodulin 3; calmodulin 2; calmodulin 1; predicted
gene 7308
Calm?2 predicted gene 7743; calmodulin 3; calmodulin 2; calmodulin 1; predicted
gene 7308
Capl CAP, adenylate cyclase-associated protein 1 (yeast)
Cast calpastatin
Cavl caveolin 1, caveolae protein
Ccdc109b coiled-coil domain containing 1098
Ccdc34 coiled-coil domain containing 34
Ccdc80 coiled-coil domain containing 80
Ccdc88a coiled coil domain containing 88A
Ccdc90a coiled-coil domain containing 90A
Cenll cyclin L1
Cd109 CD109 antigen
Cd200 CD200 antigen; similar to MRC OX-2 antigen homolog
Cd248 CD248 antigen, endosialin
Cd34 CD34 antigen
Cd55 CD55 antigen
Cd81 CD81 antigen
Cd82 CD82 antigen
Cdo CD9 antigen
Cdc42ep3 CDC42 effector protein (Rho GTPase binding) 3
Cdhi11 cadherin 11
Cdh3 cadherin 3
Cdk13 cell division cycle 2-like 5 (cholinesterase-related cell division controller)
Cdon cell adhesion molecule-related/down-regulated by oncogenes
Celf2 CUG triplet repeat, RNA binding protein 2
Cepl64 centrosomal protein 164

Cep57

centrosomal protein 57
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Cfh

complement component factor h; similar to complement component

factor H
i1 cofilin 1, non-muscle; similar t_o Cofilin-1 (Cofilin, non-muscle isoform);
predicted gene 6180

Cfl2 cofilin 2, muscle

Chd1l chromodomain helicase DNA binding protein 1

Chd2 chromodomain helicase DNA binding protein 2

Chi3ll chitinase 3-like 1

Chst4 carbohydrate {chondroitin 6/keratan) sulfotransferase 4

Cish cytokine inducible SH2-containing protein

Clcn3 chloride channel 3
Cldn15 claudin 15
Cldn25 predicted gene 16492

Cleclb C-type lectin domain family 1, member b

Clec3b C-type lectin domain family 3, member b

Clic4 chloride intracellular channel 4 (mitochondrial)

Clipl CAP-GLY domain containing linker protein 1

Clip3 CAP-GLY domain containing linker protein 3

CIn8 ceroid-lipofuscinosis, neuronal 8

Cmah cytidine monophospho-N-acetylneuraminic acid hydroxylase
Cmtm3 CKLF-like MARVEL transmembrane domain containing 3
Cmtm7 CKLF-like MARVEL transmembrane domain containing 7
Cnotél CCR4-NOT transcription complex, subunit 6-like

Cobl cordon-bleu

Cobli1 Cobl-like 1
Coll4a1l collagen, type XIV, alpha 1

Colla2 collagen, type |, alpha 2

Col3al collagen, type lll, alpha 1

Col4ab collagen, type IV, alpha 6
Colec12 collectin sub-family member 12
Coq10b hypothetical protein LOC67573§; coenzyme Q10 homolog B (S. cerevisiae);

predicted gene 4899
Creb3l1 cAMP responsive element binding protein 3-like 1
Crebs RIKEN cDNA 9430076C15 gene; cAMP responsive element binding protein
5

Crebbp CREB binding protein

Cregl cellular repressor of E1A-stimulated genes 1

Crim1 cysteine rich transmembrane BMP regulator 1 (chordin like)

Crlsl cardiolipin synthase 1

Cryab crystallin, alpha B

Cryll crystallin, lambda 1

Crym

crystallin, mu
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Csda cold shock domain protein A
Csfl colony stimulating factor 1 (macrophage)
Csnklal casein kinase 1, alpha 1
Csrnpl cysteine-serine-rich nuclear protein 1
Csrpl cysteine and glycine-rich protein 1
Cuedcl CUE domain containing 1
Cyb5 cytochrome b-5
Cybrd1 cytochrome b reductase 1
Cyp2d22 cytochrome P450, family 2, subfamily d, polypeptide 22
Cyp2s1l cytochrome P450, family 2, subfamily s, polypeptide 1
Cyrbl cysteine rich protein 61
Dab2 disabled homolog 2 (Drosophila)
Dagl dystroglycan 1
Daglb diacylglycerol lipase, beta
Dapk1 death associated protein kinase 1
Dcn decorin
Ddrl discoidin domain receptor family, member 1
Ddr2 discoidin domain receptor family, member 2
Ddx3x DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3, X-linked
Ddx5 DEAD (Asp-Glu-Ala-Asp) box polypeptide 5; predicted gene 12183
Denndb5a DENN/MADD domain containing 5A; similar to Rab6 interacting protein 1
Dhx15 DEAH (Asp-Glu-Ala-His) box polypeptide 15
Diap1l diaphanous homolog 1 (Drosophila)
Digap4 discs, large homolog-associated protein 4 {Drosophila)
Dmkn dermokine
Dnaja2 Dnal (Hsp40) homolog, subfamily A, member 2
Dnajb9 predicted gene 6568; Dnal (Hsp40) homolog, subfamily B, member 9
Dnajcl Dnal (Hsp40) homolog, subfamily C, member 1
Dnmt1 DNA methyltransferase (cytosine-5) 1
Dpp4 dipeptidylpeptidase 4
Dpysl2 dihydropyrimidinase-like 2
Dpysl3 dihydropyrimidinase-like 3
Dst dystonin; hypothetical protein LOC100047109
Dtx2 deltex 2 homolog (Drosophila)
Duspl dual specificity phosphatase 1
Dusp14 dual specificity phosphatase 14
Dusp3 dual specificity phosphatase 3 (vaccinia virus phosphatase VH1-related)
Dyncli2 dynein cytoplasmic 1 intermediate chain 2
Ecd ecdysoneless homolog (Drosophila)
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Eeal early endosome antigen 1
predicted gene 5869; predicted gene 7161; predicted gene 7105;
predicted gene 5822; similar to eukaryotic translation elongation factor 1
Eeflal alpha 1; predicted gene 6192; predicted gene 6392; predicted gene 6767;
predicted gene 6170; predicted gene 6548; predicted gene 6789;
eukaryotic translation elongation factor 1 alpha 1
Efempl epidermal growth factor-containing f|1buI|n—I|ke extracellular matrix protein
Efhd2 similar to EF hand domain containing 2; EF hand domain containing 2
Efnas ephrin A5
Egrl early growth response 1
Ehd2 EH-domain containing 2
eukaryotic translation initiation factor 2, subunit 3, structural gene X-
Eif2s3x linked; similar to translation initiation factor elF-2 gamma subunit;
predicted gene 2223
Eif3a eukaryotic translation initiation factor 3, subunit A
Elf1 E74-like factor 1
Elovl6 predicted gene 11295; ELOVL family member 6, elongation of long chain
fatty acids (yeast)
Emp?2 epithelial membrane protein 2
Enpp2 ectonucleotide pyrophosphatase/phosphodiesterase 2
Enpp4 ectonucleotide pyrophosphatase/phosphodiesterase 4
Esam endothelial cell-specific adhesion molecule
Esfl ESF1, nucleolar pre-rRNA processing protein, homolog (S. cerevisiae)
Espn espin
Esyt3 family with sequence similarity 62 (C2 domain containing), member C
Etfa predicted gene 2893; electron transferring flavoprotein, alpha polypeptide
Evpl envoplakin
Exocd exocyst complex component 4
F11r F11 receptor
Faim?2 Fas apoptotic inhibitory molecule 2
Faml1l7a family with sequence similarity 117, memberA
Fam134b family with sequence similarity 134, member B
Fam53b family with sequence similarity 53, member B
Fam63b RIKEN cDNA B230380D07 gene
Fam76a predicted gene 7527; family with sequence similarity 76, member A
Fam84b RIKEN cDNA D330050123 gene
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Fas Fas (TNF receptor superfamily member 6)
Fbin1 fibulin 1
Fermt2 fermitin family homolog 2 (Drosophila)
Fgfl fibroblast growth factor 1
Fhi1 four and a half LIM domains 1
Filip1l filamin A interacting protein 1-like
Fkbp5 FK506 binding protein 5
Fli flightless | homolog (Drosophila); similar to cytoskeletal actin-modulating
protein 10
Finc filamin C, gamma
Firt2 fibronectin leucine rich transmembrane protein 2
Fmo2 flavin containing monooxygenase 2
Fmod fibromodulin
Fndel fibronectin type Illl domain containing 1; similar to fibronectin type Ill
domain containing 1
Fos FBJ osteosarcoma oncogene
Foxn3 forkhead box N3
Frmd4b FERM domain containing 4B 20
Fthl ferritin heavy chain 1
Fxyd1 FXYD domain-containing ion transport regulator 1
G3bpl Ras-GTPase-activating protein SH3-domain binding protein 1
Gabarapll gamma-aminobutyric acid (GABA) A receptor-associated protein-like 1
Gadd45b growth arrest and DNA-damage-inducible 45 beta
Ganab alpha glucosidase 2 alpha neutral subunit
Gasl growth arrest specific 1
Gasb6 growth arrest specific 6
Gatab GATA binding protein 6
Gbp2 guanylate binding protein 2
Gbp3 guanylate binding protein 3
Gceapl4 granule cell antiserum positive 14
predicted gene 3672; similar to Glycine cleavage system H protein,
Gcesh mitochondrial precursor; glycine cleavage system protein H (aminomethyl
carrier)
Gda guanine deaminase
Gem GTP binding protein (gene overexpressed in skeletal muscle)
Gfm?2 G elongation factor, mitochondrial 2
Gfpt2 glutamine fructose-6-phosphate transaminase 2
Gjal gap junction protein, alpha 1
Gjb5 gap junction protein, beta 5
Gm10052 predicted gene 10052

30

40



(21) JP 2017-503488 A 2017.2.2

predicted gene 13251; predicted gene, OTTMUSG00000010657; RIKEN

Gm13251 cDNA 1700029101 gene
similar to 4933409K07Rik protein; predicted gene, 665845; predicted gene
Gm3893 2490; predicted gene 10601; predicted gene 2163; predicted gene 3892;
RIKEN cDNA 4933409K07 gene; predicted gene 3893
predicted gene 5869; predicted gene 7161; predicted gene 7105;
predicted gene 5822; similar to eukaryotic translation elongation factor 1
Gm6548 alpha 1; predicted gene 6192; predicted gene 6392; predicted gene 6767;
predicted gene 6170; predicted gene 6548; predicted gene 6789;
eukaryotic translation elongation factor 1 alpha 1
Gm6578 predicted gene 6578
Gm6644 predicted gene 6644
Gm9199 predicted gene 9199
Gnb2 guanine nucleotide binding protein (G protein), beta 2
Golga4d golgi autoantigen, golgin subfamily a, 4
Golgbl golgi autoantigen, golgin subfamily b, macrogolgin 1
Gpc3 glypican 3
Gpc4d glypican 4; similar to Glypican 4
Gpcpdl preimplantation protein 4
Gpmba glycoprotein mé6a
Gprll6 G protein-coupled receptor 116
Gpri33 G protein-coupled receptor 133
Gpro4 G protein-coupled receptor 64
Gprc5b G protein-coupled receptor, family C, group 5, member B
Gpx8 glutathione peroxidase 8 (putative)
Gsr similar to Glutathione reductase, mitochondrial precursor (GR) (GRase);
glutathione reductase
Gsta3 glutathione S-transferase, alpha 3
similar to Glutathione S-transferase Mu 1 (GST class-mu 1) (Glutathione S-
Gstm1 transferase GT8.7) (pmGT10) (GST 1-1); predicted gene 5562; glutathione
S-transferase, mu 1
Gstm4 glutathione S-transferase, mu 4
Gucyla3 guanylate cyclase 1, soluble, alpha 3
H2-D1 histocompatibility 2, D region; histocompatibility 2, D region locus 1
H2-K1 histocompatibility 2, K1, K region; similar to H-2K(d) antigen
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H2-Q6

histocompatibility 2, Q region locus 1; histocompatibility 2, Q region locus
9; similar to H-2 class | histocompatibility antigen, L-D alpha chain
precursor; histocompatibility 2, Q region locus 8; histocompatibility 2, Q
region locus 2; similar to MHC class Ib antigen; histocompatibility 2, Q
region locus 7; histocompatibility 2, Q region locus 6; hypothetical protein
LOC100044307; similar to H-2 class | histocompatibility antigen, Q7 alpha
chain precursor (QA-2 antigen); RIKEN cDNA 0610037M15 gene

H3f3a

predicted gene 14383; predicted gene 3835; predicted gene 14384;
predicted gene 12950; predicted gene, 670915; H3 histone, family 3A;
predicted gene 12657; predicted gene 6132; predicted gene 10257;
predicted gene 7227; H3 histone, family 3B; predicted gene 6128; similar
to histone; predicted gene 1986; predicted gene 6186; hypothetical
protein LOC676337; predicted gene 6421; predicted gene 2198; predicted
gene 6817; predicted gene 8095; predicted gene 12271; predicted gene
13529; predicted gene 8029; predicted gene 4938; predicted gene 7100;
predicted gene 9014; similar to Histone H3.4 (Embryonic); predicted gene
7179; similar to H3 histone, family 3B; predicted gene 7900; predicted
gene 2099; similar to H3 histone, family 3A; predicted gene 6749;
predicted gene 6485; predicted gene 4028; predicted gene 7194

Hdac3

histone deacetylase 3

Hdach

histone deacetylase 5

Hegl

HEG homolog 1 (zebrafish)

Herpud?2

HERPUD family member 2

Hesl

hairy and enhancer of split 1 (Drosophila)

Hexb

hexosaminidase B

Histlhlc

histone cluster 1, Hlc
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predicted gene 13121; predicted gene 3160; high-mobility group
{nonhistone chromosomal) protein 1-like 1; predicted gene 6090;
predicted gene 3851; predicted gene 8967; predicted gene 7782;
predicted gene 4587; predicted gene 4689; predicted gene 3307;
predicted gene 13932; predicted gene 15059; predicted gene 3565;
predicted gene 15447; predicted gene 12587; predicted gene 9012;
predicted gene 6115; predicted gene 9480; high mobility group box 1;
predicted gene 8423; predicted gene 5853; predicted gene 8288;
predicted gene 7888; predicted gene 8594; predicted gene 15387;

Hmgb1 predicted gene 5473; predicted gene 8807; similar to high mobility group
box 1; similar to 2810416G20Rik protein; predicted gene 8390; predicted
gene, OTTMUSG00000005439; predicted gene 5842; predicted gene 5527;
predicted gene 8563; predicted gene 2710; predicted gene 12331;
predicted gene 5937; predicted gene 5504; similar to high-mobility group
box 1; predicted gene 10361; predicted gene 2607; predicted gene 7422;
predicted gene 10075; predicted gene 12568; predicted gene 6589;
predicted gene 4383; predicted gene 8031; similar to High mobility group
protein 1 (HMG-1) (High mobility group protein B1) (Amphoterin)
(Heparin-binding protein p30); predicted gene 7468; predicted gene 8554
Hnrnphl heterogeneous nuclear ribonucleoprotein H1
Hnrnph2 heterogeneous nuclear ribonucleoprotein H2
Hnrnpl heterogeneous nuclear ribonucleoprotein L
Hnrnpm heterogeneous nuclear ribonucleoprotein M
Hnrnpr predicted gene 6159; heterogeneous nuclear ribonucleoprotein R
Hook3 hook homolog 3 (Drosophila)
Hoxa5 homeo box A5
Hplbp3 heterochromatin protein 1, binding protein 3
Hsp90aal predicted gene 5511; heat sh::n[;)rbc;treiln 90, alpha (cytosolic), class A
Hsp90abl heat shock protein 90 alpha (cytosolic), class B member 1
Hsp90b1 heat shock protein 90, beta (Grp94), member 1
Hspal2a heat shock protein 12A
Hspa?2 heat shock protein 2
Hspb1l heat shock protein 1
Hsph8 heat shock protein 8
Id1 inhibitor of DNA binding 1
Id2 inhibitor of DNA binding 2
ler2 immediate early response 2
Ifi204 interferon activated gene 204
Ifi205 interferon activated gene 205
Ifi2712a interferon, alpha-inducible protein 27 like 2A
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Ifi35 interferon-induced protein 35
Ifit3 interferon-induced protein with tetratricopeptide repeats 3
Ifitm3 interferon induced transmembrane protein 3
Ifnar2 interferon (alpha and beta) receptor 2
Ifngrl interferon gamma receptor 1
Ifrd1 interferon-related developmental regulator 1
Ift74 intraflagellar transport 74 homolog (Chlamydomonas)
lgfir insulin-like growth factor | receptor
Igfbp5 insulin-like growth factor binding protein 5
lgfbp6 insulin-like growth factor binding protein 6
116 interleukin 16
117re interleukin 17 receptor E
lléra interleukin 6 receptor, alpha
ll6st interleukin 6 signal transducer
lldr2 immunoglobulin-like domain containing receptor 2
I1f3 interleukin enhancer binding factor 3
Impadl inositol monophosphatase domain containing 1
Ints10 integrator complex subunit 10; similar to integrator complex subunit 10
Igsecl IQ motif and Sec7 domain 1
Irak4 interleukin-1 receptor-associated kinase 4
Irf2bp2 interferon regulatory factor 2 binding protein 2
Irf7 interferon regulatory factor 7
Irs2 insulin receptor substrate 2
Itch itchy, E3 ubiquitin protein ligase
ltgab integrin alpha 6
ltpr2 inositol 1,4,5-triphosphate receptor 2
Jmjd1c jumoniji domain containing 1C
Jun Jun oncogene
Junb Jun-B oncogene
Jund Jun proto-oncogene related gene d
Jup junction plakoglobin
Kank1 KN motif and ankyrin repeat domains 1
Kenabl potassium voltage-gated channel, sh:ker-related subfamily, beta member
Kdelrl KDEL (Lys-Asp-Glu-Leu) endoplasmiclreticulum protein retention receptor
Kdmb5a lysine (K)-specific demethylase 5A
Kdméb KDM1 lysine (K)-specific demethylase 6B
Kdr kinase insert domain protein receptor
Keapl kelch-like ECH-associated protein 1
Kiflb kinesin family member 1B
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Kif5b kinesin family member 5B

KIf10 Kruppel-like factor 10

KIf2 Kruppel-like factor 2 (lung)

Kif4 Kruppel-like factor 4 (gut)

KIf6 Kruppel-like factor 6

KIf7 Kruppel-like factor 7 (ubiquitous)

KIf9 Kruppel-like factor 9

Kpnal karyopherin (importin} alpha 1

Kpna3 karyopherin (importin) alpha 3

Krccl lysine-rich coiled-coil 1

Krt14 keratin 14

Ktnl kinectin 1
Lama4d laminin, alpha 4
Lamp?2 lysosomal-associated membrane protein 2

Lars2 leucyl-tRNA synthetase, mitochondrial

Lass2 LAG1 homolog, ceramide synthase 2

Lass4 LAG1 homolog, ceramide synthase 4

Lgals7 lectin, galactose binding, soluble 7
Limch1 LIM and calponin homology domains 1

Lims2 LIM and senescent cell antigen like domains 2
Lmanl lectin, mannose-binding, 1

Lpar2 lysophosphatidic acid receptor 2

Lrrc20 leucine rich repeat containing 20

Lrrc58 leucine rich repeat containing 58; predicted gene, OTTMUSG00000025724
Lrrc61 leucine rich repeat containing 61

Lrrn4 leucine rich repeat neuronal 4

Lrrn4cl LRRN4 C-terminal like

Ltbp4 latent transforming growth factor beta binding protein 4
Luc?713 RIKEN cDNA 3300001P08 gene

Maf similar to c-Maf long form; avian musculoaponeurotic fibrosarcoma (v-

maf) AS42 oncogene homolog

Maged1 melanoma antigen, family D, 1

Magtl magnesium transporter 1

Malatl metastasis associated lung adenocarcinoma transcript 1 (non-coding RNA)
Manla mannosidase 1, alpha

Manf mesencephalic astrocyte-derived neurotrophic factor

Maoa monoamine oxidase A
Map3k3 mitogen-activated protein kinase kinase kinase 3
Mapk1l mitogen-activated protein kinase 1

Mapkapk3

mitogen-activated protein kinase-activated protein kinase 3
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Mapre2 microtubule-associated protein, RP/EB family, member 2
Marcksl1 MARCKS-like 1; predicted gene 9106
Mat2a methionine adenosyltransferase Il, alpha
Mat2b methionine adenosyltransferase 1, beta
Matr3 matrin 3; similar to Matrin 3
Med13l mediator complex subunit 13-like
Med21 mediator complex subunit 21
Mef2c myocyte enhancer factor 2C
Meis2 Meis homeobox 2
Mesdcl mesoderm development candidate 1
Metap2 methionine aminopeptidase 2
Mettl2 methyltransferase like 2
Mettl7al methyltransferase like 7A1
Mfap1la similar to microfil:_)rillar—as_socie?tefj protein _1A; microfil?rillar—associated
protein 1A; microfibrillar-associated protein 1B
Mfhas1 malignant fibrous histiocytoma amplified sequence 1
Megll monoglyceride lipase
Mgstl microsomal glutathione S-transferase 1
Mil1 myeloid/lymphoid or mixed-lineage leukemia 1
MII3 myeloid/lymphoid or mixed-lineage leukemia 3
Morfal2 predicted gene 5521; similar to mo_rtality factor 4 like 2; mortality factor 4
like 2
Mpdz multiple PDZ domain protein
Mphosph8 M-phase phosphoprotein 8
Mras muscle and microspikes RAS
Mrgprf MAS-related GPR, member F
Msn moesin
Mtapla microtubule-associated protein 1 A
Mtdh metadherin
Mtmré myotubularin related protein 6
Mut methylmalonyl-Coenzyme A mutase
Mxd4 Max dimerization protein 4
Myh10 myosin, heavy polypeptide 10, non-muscle
Myl7 myosin, light polypeptide 7, regulatory
Mylip myosin regulatory light chain interacting protein
Myst4 MYST histone acetyltransferase monocytic leukemia 4
Naa25 RIKEN cDNA C330023M02 gene
Naga N-acetyl galactosaminidase, alpha
Nckapl NCK-associated protein 1
similar to Nuclear receptor coactivator 1 (NCoA-1) (Steroid receptor
Ncoal

coactivator 1) (SRC-1) {Nuclear receptor coactivator protein 1) (mNRC-1};
nuclear receptor coactivator 1

JP 2017-503488 A 2017.2.2
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Ncoad predicted gene 6768; nuclear receptor coactivator 4
Ncorl nuclear receptor co-repressor 1
Ndn necdin
Ndstl N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1
Ndufa4d NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4
Nedd4 neural precursor cell expressed, developmentally down-regulated 4
Nfl neurofibromatosis 1
Nfe2l1 nuclear factor, erythroid derived 2,-like 1
Nfia nuclear factor I/A
Nfic nuclear factor 1/C
Nfix nuclear factor /X
Nfkb2 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2,
p49/p100
Nfkbia nuclear factor of kappa Iight.p?lypeptide gene enhancer in B-cells
inhibitor, alpha
Nfkbiz nuclear factor of kappa Iig_ht Fno_lypeptide gene enhancer in B-cells
inhibitor, zeta
Nfyc nuclear transcription factor-Y gamma
Nid2 nidogen 2
Ninl ninein-like
Nipal3 NIPA-like domain containing 3; similar to NIPA-like domain containing 3
Nipbl Nipped-B homolog (Drosophila)
Nkain4 Na+/K+ transporting ATPase interacting 4
Nkd1 naked cuticle 1 homolog (Drosophila); similar to naked cuticle 1 homolog
Nnmt nicotinamide N-methyltransferase
Nod1 nucleotide-binding oligomerization domain containing 1
Npril natriuretic peptide receptor 1
Nrldl nuclear receptor subfamily 1, group D, member 1
Nr3cl nuclear receptor subfamily 3, group C, member 1
Nrdal nuclear receptor subfamily 4, group A, member 1
Nrgn neurogranin
Nucks1 nuclear casein kinase and cyclin-dependent kinase substrate 1
Oasl2 2'-5' oligoadenylate synthetase-like 2
Oat ornithine aminotransferase
Ogdh oxoglutarate dehydrogenase (lipoamide)
Ogn osteoglycin
OIfr1033 olfactory receptor 1033
olfr613 olfactory receptor 614; hypothetical protein LOC100044261; olfactory

receptor 613

Opa3

optic atrophy 3 (human)
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Orai3 ORAI calcium release-activated calcium modulator 3
Osrl odd-skipped related 1 (Drosophila)
Oxctl 3-oxoacid CoA transferase 1
Oxnad1l oxidoreductase NAD-binding domain containing 1
Pard3b par-3 partitioning defective 3 homolog B (C. elegans)
Parp14 poly (ADP-ribose) polymerase family, member 14
Parp4 poly (ADP-ribose) polymerase family, member 4
Parvb parvin, beta; similar to parvin, beta
Pbxl pre B-cell leukemia transcription factor 1; region containing RIKEN cDNA
2310056B04 gene; pre B-cell leukemia transcription factor 1
Pcdh15 protocadherin 15
Pcdhgb5 protocadherin gamma subfamily B, 5
Pcm1 pericentriolar material 1
Pdap1 PDGFA associated protein 1
Pdcd6ip programmed cell death 6 interacting protein
Pdeddip phosphodiesterase 4D interacting protein {myomegalin)
Pdia3 protein disulfide isomerase associated 3
Pdiad protein disulfide isomerase associated 4
Pdpn podoplanin
Pefl penta-EF hand domain containing 1
Pelil pellino 1
Perl period homolog 1 (Drosophila)
Pf4 platelet factor 4
Pfnl profilin 1
Pgcp plasma glutamate carboxypeptidase
Pgrmcl progesterone receptor membrane component 1
Phf21a PHD finger protein 21A
Phf3 PHD finger protein 3
Phip pleckstrin homology domain interacting protein
phosphatidylinositol glycan anchor biosynthesis, class T; similar to GPI
Pigt transamidase component PIG-T precursor (Phosphatidylinositol-glycan
biosynthesis class T protein) (Neuronal development-associated protein 7)
Pik3c2a phosphatidylinositol 3-kinase, C2 domain containing, alpha polypeptide
Pim1l proviral integration site 1
Pitpnm?2 phosphatidylinositol transfer protein, membrane-associated 2
Pkhd1l1 polycystic kidney and hepatic disease 1-like 1
Pknox1 Pbx/knotted 1 homeobox
Pla2gda phospholipase A2, group IVA (cytosolic, calcium-dependent)
Plat plasminogen activator, tissue
Plcel phospholipase C, epsilon 1
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Plk1s1 non-protein coding RNA 153
Plk2 polo-like kinase 2 (Drosophila)
Plod2 procollagen lysine, 2-oxoglutarate 5-dioxygenase 2
Plxdc1 plexin domain containing 1
Plxdc2 plexin domain containing 2
Plxna4 plexin A4
Pmp22 peripheral myelin protein 22
Pnrcl proline-rich nuclear receptor coactivator 1
Podn podocan
Ppap2a phosphatidic acid phosphatase type 2A
Ppbp pro-platelet basic protein
Ppfibp2 protein tyrosine phosphatase, recepto_r—type, F interacting protein, binding
protein 2
Ppig peptidyl-prolyl isomerase G (cyclophilin G)
Ppl periplakin
Ppplcb protein phosphatase 1, catalytic subunit, beta isoform
Ppplrl2a protein phosphatase 1, regulatory (inhibitor) subunit 12A
Ppp1riSa protein phosp?hatase_l, _regula?tory (inhibitor) subunit 15A; myeloid
differentiation primary response gene 116
Ppp3ca protein phosphatase 3, catalytic subunit, alpha isoform
Pppdel PPPDE peptidase domain containing 1
Pqlc3 PQ loop repeat containing
Prelp proline arginine-rich end leucine-rich repeat
Prad proteoglycan 4 (megakaryocyte stimula.ting factor, articular superficial
zone protein)
Prkar2a protein kinase, cAMP dependent regulatory, type Il alpha
Prpf40a PRP40 pre-mRNA processing factor 40 homolog A (yeast)
Prr13 proline rich 13
Prss23 protease, serine, 23
Psd pleckstrin and Sec7 domain containing
Psip1 PC4 and SFRS1 interacting protein 1
Psmb?2 proteasome (prosome, macropain) subunit, beta type 2
Psmd11 predicted gene 14048; proteasome (prosome, macropain) 26S subunit,
non-ATPase, 11
Psmd?7 proteasome (prosome, macropain) 26S subunit, non-ATPase, 7
Ptges3 predicted gene 9769_); prostaglandi_n E synthase 3 (cytosolic); similar to
Sid3177p; predicted gene 11893
Ptgis prostaglandin 12 (prostacyclin) synthase
Ptgs1 prostaglandin-endoperoxide synthase 1
predicted gene 12504; predicted gene 9800; predicted gene 4617;
Ptma predicted gene 6625; predicted gene 7614; similar to prothymosin alpha;

prothymosin alpha; predicted gene 9009
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Ptp4a2 predicted gene 13422; protein tyrosine phosphatase 4a2
Ptplad2 protein tyrosine phosphatase-like A domain containing 2
Ptprd protein tyrosine phosphatase, receptor type, D
Ptprf protein tyrosine phosphatase, receptor type, F
Ptrf polymerase | and transcript release factor
Qrich1 glutamine-rich 1
Qserl glutamine and serine rich 1
R74862 expressed sequence R74862
Rab11fip1 RAB11 family interacting protein 1 (class I)
Rablb RAB1B, member RAS oncogene family
Rab5c RAB5C, member RAS oncogene family
Rab6b RAB6B, member RAS oncogene family
Rab7 RAB7, member RAS oncogene family
Rabgapil RAB GTPase activating protein 1-like
Ralbpl ralA binding protein 1
Raly RIKEN cDNA C130057N11 gene; hnRNP-associated with lethal yellow
Rarres2 retinoic acid receptor responder (tazarotene induced) 2
Rblccl RB1-inducible coiled-coil 1
Rbbp6 retinoblastoma binding protein 6
Rbbp8 retinoblastoma binding protein 8
Rbm25 RNA binding motif protein 25
Rbm27 RNA binding motif protein 27
Rbm3 predicted gene 15453; RNA binding motif protein 3
Rbpms RNA binding protein gene with multiple splicing
Rdx radixin
Rest RE1-silencing transcription factor
Rgma RGM domain family, member A
Rgs10 regulator of G-protein signalling 10
Rhob ras homolog gene family, member B
Rhoj ras homolog gene family, member )
Rhou ras homolog gene family, member U
Rnase4 ribonuclease, RNase A family 4
Rnd3 Rho family GTPase 3
Rnf167 ring finger protein 167
Rnf20 ring finger protein 20
Rock1 Rho-associated coiled-coil containing protein kinase 1
Rock2 Rho-associated coiled-coil containing protein kinase 2
Rpp25 ribonuclease P 25 subunit (human)
Rras2 related RAS viral (r-ras) oncogene homolog 2
Rspol R-spondin homolog (Xenopus laevis)
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Rtfl Rtf1, Pafl/RNA polymerase Il complex component, homolog (S. cerevisiae)
Rtnl reticulon 1
Ryk receptor-like tyrosine kinase
Sarnp predicted gene 6563; SAP domain containing ribonucleoprotein
Satl similar to spermidine/spermine N1-acetyltransferase; predicted gene
5552; spermidine/spermine N1-acetyl transferase 1
Sbsn suprabasin
Scdl stearoyl-Coenzyme A desaturase 1
Sdc4 syndecan 4
Sdpr serum deprivation response
Sec62 SEC62 homolog (S. cerevisiae)
Secisbp2 SECIS binding protein 2
sema domain, seven thrombospondin repeats (type 1 and type 1-like),
Semaba transmembrane domain (TM) and short cytoplasmic domain, {(semaphorin)
5A
Senp6 similar to Sentrin—spe.c_ific protease 6 (Sentrin/SUI\./IO—spe_ciﬁc pro_tease
SENP6) (SUMO-1-specific protease 1); SUMO/sentrin specific peptidase 6
Sepl5 selenoprotein
Sept9 septin 9
Serinch serine incorporator 5
Serpinb6b serine (or cysteine) peptidase inhibitor, clade B, member 6b
Serpingl serine (or cysteine) peptidase inhibitor, clade G, member 1
Serpinh1 serine (or cysteine) peptidase inhibitor, clade H, member 1
Sesnl sestrin 1
Setd2 SET domain containing 2
Sf3bl splicing factor 3b, subunit 1
Sf3b4 predicted gene 7935; splicing factor 3b, subunit 4
Sfrs18 splicing factor, arginine/serine-rich 18
Shel predicted gene 5500; src homology_z domain-containing transforming
protein C1
Shfm1 split hand/foot malformation (ectrodactyly) type 1
Siae sialic acid acetylesterase
Siahla seven in absentia 1A
Sirt2 sirtuin 2 (silent mating type information regulation 2, homolog) 2 (S.
cerevisiae)
Slc10a3 solute carrier family 10 (sodium/bile acid cotransporter family), member 3
Slcl6al solute carrier family 16 {(monocarboxylic acid transporters), member 1
Slclas solute carrier family 1 (neutral amino acid transporter), member 5
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Slc26a3 solute carrier family 26, member 3
Slc27a3 solute carrier family 27 (fatty acid transporter), member 3
Slc38al solute carrier family 38, member 1
Slc39a8 solute carrier family 39 (metal ion transporter), member 8
Slc43a3 solute carrier family 43, member 3
Slc4ad solute carrier family 4 (anion exchanger), member 4
Slc6ad solute carrier family 6 (neurotransmitter transporter, serotonin), member
4
Slc6ab solute carrier family 6 {neurotransmitter transporter, taurine), member 6
Slc8al solute carrier family 8 (sodium/calcium exchanger), member 1
Slc9a3rl solute carrier family 9 (sodium/hydrcigen exchanger), member 3 regulator
Slpi secretory leukocyte peptidase inhibitor
Sltm SAFB-like, transcription modulator
Slu7 SLU7 splicing factor homolog (S. cerevisiae)
Slurpl secreted Ly6/Plaur domain containing 1
Smad4 similar to MAD homolog 4 (Drosophila); MAD homolog 4 (Drosophila)
Smarca? SWI/SNF related, matrix_associateq, actin dependent regulator of
chromatin, subfamily a, member 2
Smarcas predicted gene 13034; SWI/SNF rela_zted, matri_x associated, actin
dependent regulator of chromatin, subfamily a, member 5
Smc2 structural maintenance of chromosomes 2
Smc3 predicted gene 8892; structural maintenace of chromosomes 3
Smc4 structural maintenance of chromosomes 4
Smc6 structural maintenance of chromosomes 6
Smchdl SMC hinge domain containing 1
Smpd3 sphingomyelin phosphodiesterase 3, neutral
Snrnp70 small nuclear ribonucleoprotein 70 (U1)
Sntb2 similar to beta-2-syntrophin; syntrophin, basic 2
Soatl sterol O-acyltransferase 1
Socs3 suppressor of cytokine signaling 3
Sod3 superoxide dismutase 3, extracellular
Sorbsl sorbin and SH3 domain containing 1
Sorbs3 sorbin and SH3 domain containing 3
Sox6 SRY-box containing gene 6
Sp100 nuclear antigen Sp100
Spag9 sperm associated antigen 9
Sparc secreted acidic cysteine riFh glycoprotein; sin_1i|ar to Secreted acidic
cysteine rich glycoprotein
Spen SPEN homolog, transcriptional regulator (Drosophila)
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Spint2 serine protease inhibitor, Kunitz type 2
Spnb2 spectrin beta 2
Spock?2 sparc/osteonectin, cwcv and kazal-like domains proteoglycan 2
Spon2 spondin 2, extracellular matrix protein
Spop speckle-type POZ protein
Src Rous sarcoma oncogene
Srrm1 serine/arginine repetitive matrix 1
Ssh2 slingshot homolog 2 (Drosophila)
Ssr3 signal sequence receptor, gamma
St3gall ST3 beta-galactoside alpha-2,3-sialyltransferase 1
Stagl stromal antigen 1
Star steroidogenic acute regulatory protein
Stard5 StAR-related lipid transfer (START) domain containing 5
Stat3 similar to Stat3B; signal transducer and activator of transcription 3
Stim1 similar to Stromal interaction molecule 1; stromal interaction molecule 1
Stk10 serine/threonine kinase 10
Stk40 serine/threonine kinase 40
Stmn2 stathmin-like 2
Strab stimulated by retinoic acid gene 6
Strn3 striatin, calmodulin binding protein 3
Sulfl sulfatase 1
Sulf2 sulfatase 2
Suptl6h suppressor of Ty 16 homolog (S. cerevisiae)
Sv2a synaptic vesicle glycoprotein 2 a
Synel synaptic nuclear envelope 1
Syne2 synaptic nuclear envelope 2
Syt11l synaptotagmin Xl; similar to synaptotagmin XI
Sytll synaptotagmin-like 1; similar to synaptotagmin-like 1
Taf3 TAF3 RNA polymerase Il, TATA box binding protein (TBP)-associated factor
Taf7 TAF7 RNA polymerase I, TATA box binding protein (TBP)-associated factor
Tapbp TAP binding protein
Tbhcld15 TBC1 domain family, member 15
Thcel tubulin folding cofactor E-like
Tbllx transducin (beta)-like 1 X-linked
Tbx18 T-box18
Tceals transcription elongation fa_ctor A (Sll)-like 8;_similar to transcription
elongation factor A (Sll)-like 8
Tef711 transcription factor 3
Tfdp2 transcription factor Dp 2
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Tefblil transforming growth factor beta 1 induced transcript 1
Tgfb2 transforming growth factor, beta 2
Tefbr2 transforming growth factor, beta receptor i
Tgm?2 transglutaminase 2, C polypeptide
Thbd thrombomodulin
Thbs1 thrombospondin 1; similar to thrombospondin 1
Thoc2 THO complex 2; cDNA sequence BC005561
Thrap3 thyroid hormone receptor associated protein 3; predicted gene 5898
Thsd4 thrombospondin, type |, domain containing 4
Timp2 tissue inhibitor of metalloproteinase 2
Tirap toll-interleukin 1 receptor (TIR) domain-containing adaptor protein
Tir2 toll-like receptor 2
Tm4sfl transmembrane 4 superfamily member 1
Tm4sf5 transmembrane 4 superfamily member 5
Tmcc3 transmembrane and coiled coil domains 3
Tmcol transmembrane and coiled-coil domains 1
Tmco7 transmembrane and coiled-coil domains 7
Tmed? transmembrane emp24 domain trafficking protein 2; predicted gene
10698; predicted gene 7318
Tmem119 transmembrane protein 119
Tmem140 transmembrane protein 140
Tmem151a transmembrane protein 151A
Tmem221 transmembrane protein 221
Tmemb50a transmembrane protein 50A
Tmem98 transmembrane protein 98
Tmod3 tropomodulin 3
Tmpo thymopoietin
Tmsb4x thymosin, beta 4, X chromosome; similar to thymosin beta-4
Tnxb tenascin XB
Tob2 transducer of ERBB2, 2
Topors topoisomerase | binding, arginine/serine-rich
Tpm3 predicted gen_e 7848; predicted gene 7_839; predicted ge_ne 4157; similar to
tropomyosin 3, gamma; tropomyosin 3, gamma; predicted gene 4903
Tppp3 tubulin polymerization-promoting protein family member 3
predicted gene 1974; tumor protein, translationally-controlled 1
Tptl pseudogene; tumor protein, translationally-controlled 1; predicted gene
14456
Trafd1 TRAF type zinc finger domain containing 1
Trib1 tribbles homolog 1 (Drosophila)
Trim8 tripartite motif protein 8

Trpm7

transient receptor potential cation channel, subfamily M, member 7
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Tsc22d3 TSC22 domain family, member 3
Tshz1 teashirt zinc finger family member 1
Tsix X (inactive)-specific transcript, antisense
Tspan31l tetraspanin 31
Tspan5 tetraspanin 5
Ttc28 tetratricopeptide repeat domain 28
Ttc38 tetratricopeptide repeat domain 38
Tubala predicted gene 7172; similar to tubulin, alpha 1; tubulin, alpha 1A
Tubb2a tubulin, beta 2A
Twsgl twisted gastrulation homolog 1 (Drosophila)
Txndch thioredoxin domain containing 5
Txnrd1 thioredoxin reductase 1
Uapl UDP-N-acetylglucosamine pyrophosphorylase 1
Uba7 ubiquitin-activating enzyme E1-like; RIKEN cDNA D330022A01 gene
Ube2d1 ubiquitin-conjugating enzyme E2D 1, UBC4/5 homolog (yeast)
Ube2l6 ubiquitin-conjugating enzyme E2L 6
ubiquitin-conjugating enzyme E2N; similar to ubiquitin-conjugating
Ube2n enzyme E2 UbcH-ben; similar to ubiquitin-conjugating enzyme E2N;
predicted gene 5943
Ube2vl ubiquitin-conjugating enzyme E2 variant 1; predicted gene 7181; predicted
gene 12502; similar to ubiquitin-conjugating enzyme E2 variant 1
Ubqin2 ubiquilin 2
Ubxn2a UBX domain protein 2A; predicted gene 6245
Ubxn4 UBX domain protein 4
Ugdh UDP-glucose dehydrogenase
Upklb uroplakin 1B
Upk3b uroplakin 3B
Uspl6 ubiquitin specific peptidase 16
Usp2 ubiquitin specific peptidase 2
Usp25 ubiquitin specific peptidase 25
Usp54 ubiquitin specific peptidase 54
Usp8 ubiquitin specific peptidase 8
Utp20 UTP20, small subunit (SSU) processome component, homolog (yeast)
Vatl vesicle amine transport protein 1 homolog (T californica)
Vim vimentin
Vpsl3a vacuolar protein sorting 13A (yeast)
Vwaba von Willebrand factor A domain containing 5A
Wac similar to WW domain-containing adapter protein with coiled-coil; WW
domain containing adaptor with coiled-coil
Wasf2 WAS protein family, member 2
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WD repeat domain 26; similar to myocardial ischemic preconditioning

Wdr26 .
upregulated protein 2
Wdr92 WD repeat domain 92
Widcl WAP four-disulfide core domain 1
Wls G protein-coupled receptor 177
wnt4 wingless-related MMTYV integration site 4
Wrnipl Werner helicase interacting protein 1
Witl similar to Wilms tumor homolog; Wilms tumor 1 homolog
Wwc2 WW, C2 and coiled-coil domain containing 2
Xdh xanthine dehydrogenase
Xist inactive X specific transcripts
Yipf5 Yip1 domain family, member 5; predicted gene 5738
Vwhaz tyrosine 3-mono_oxygenase/tryptf)phan 5-monooxygenase activation
protein, zeta polypeptide; predicted gene 4202
Zbed6 similar to Zinc finger BED domain containing protein 4
Zbtb16 zinc finger and BTB domain containing 16
Zbtb20 zinc finger and BTB domain containing 20
Zbtb4 zinc finger and BTB domain containing 4
Zbtb7c zinc finger and BTB domain containing 7C
Zc3h13 zinc finger CCCH type containing 13
Zc3h18 predicted gene 5939; zinc finger CCCH-type containing 18
Zcchell zinc finger, CCHC domain containing 11
Zcche3 zinc finger, CCHC domain containing 3
Zfand6 zinc finger, AN1-type domain 6
Zfhx4 zinc finger homeodomain 4
Zfp148 zinc finger protein 148
Zfp277 zinc finger protein 277
Zfp281 zinc finger protein 281
Zfp318 zinc finger protein 318
Zfp353 zinc finger protein 353
Zfp36 zinc finger protein 36
Zfp385a zinc finger protein 385A
Zfp488 zinc finger protein 488
Zfp672 zinc finger protein 672
Zfp704 zinc finger protein 704
Zmatl zinc finger, matrin type 1
Zrsrl zinc finger (CCCH type), RNA binding motif and serine/arginine rich 1
Zzefl zinc finger, ZZ-type with EF hand domain 1

1110002BO5Rik

RIKEN cDNA 1110002B05 gene

1110003E01Rik

RIKEN cDNA 1110003E01 gene
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1110004F10Rik

predicted gene 9169; RIKEN cDNA 1110004F10 gene; similar to small acidic

protein

1500003003Rik

RIKEN cDNA 1500003003 gene; similar to EF-hand Ca2+ binding protein

p22

1600029D21Rik

RIKEN cDNA 1600029D21 gene

1810014B01Rik

RIKEN cDNA 1810014B01 gene

1810041L15Rik

RIKEN cDNA 1810041L15 gene

1810074P20Rik

RIKEN cDNA 1810074P20 gene

2010107G12Rik

RIKEN cDNA 2010107G12 gene

2210403K04Rik

hypothetical protein LOC100042498

2310030GO06Rik

RIKEN cDNA 2310030G06 gene

2510002D24Rik

RIKEN cDNA 2510002D24 gene

2610034B18Rik

RIKEN cDNA 2610034B18 gene

2610101N10Rik

RIKEN cDNA 2610101N10 gene

2810474019Rik

RIKEN cDNA 2810474019 gene

2900002K06Rik

RIKEN cDNA 2900002K06 gene

3110062MO04Rik

RIKEN cDNA 3110062M04 gene

4930402H24Rik

RIKEN cDNA 4930402H24 gene

4930523C07Rik

RIKEN cDNA 4930523C07 gene

5430435G22Rik

RIKEN cDNA 5430435G22 gene

6330406115Rik

RIKEN cDNA 6330406115 gene

A130040M12Rik

RIKEN cDNA A130040M12 gene

Al848100

expressed sequence Al848100

Gm16897

kg:uc009Ixf.1

Prrc2c

kg:uc007won.1

kg:ucO090gv.1

kg:uc009iln.1

kg:uc007qca.l

Atxn713b

kg:uc008ew;j.2

kg:uc008wkn.1

kg:uc007bgn.1

Ces2g

kg:uc009cvm.1

kg:uc008ehr.1

Tmem234

kg:uc012hdk.1

kg:uc008ajk.1

eg:245190:chr7:m

kg:uc007gse.1
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kg:uc007bvx.1

Mob3c

kg:uc008dzh.1

kg:uc0090kn.1

kg:uc007zts.1

kg:uc008jup.1

kg:uc008tkz.1

kg:uc007zwh.1

kg:uc008znh.1

Mau2

kg:uc009mng.1

kg:ucO07ded.1

kg:uc007ctp.1

kg:uc007zak.1

eg:497210:chrld:m

kg:uc007vsr.1

Mir3064

kg:uc009ize.1

Kansl1

eg:320169:chr9:p

kg:uc009vev.1

kg:uc009acs.1

kg:uc009tuw.1

kg:uc007pff.1

kg:uc007vnc.1

kg:uc009igb.1

kg:uc008o0ki.1

kg:uc008tky.1

oooooao

goboooooobboooobDboo

EMERFRES

HEEFA

ABI3BP

ABI family, member 3 (NESH) binding protein

ABLIM3

actin binding LIM protein family, member 3

ACAD9

acyl-Coenzyme A dehydrogenase family, member 9

ACBD3

acyl-Coenzyme A binding domain containing 3

ACIN1

apoptotic chromatin condensation inducer 1

ACTB

actin, beta

ACTG1

actin, gamma 1

ADAMTS5

ADAM metallopeptidase with thrombospondin type 1 motif, 5
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ADAMTSL1 ADAMTS-like 1
ADD3 adducin 3 (gamma)
AEBP1 AE binding protein 1
AGAP1 ArfGAP with GTPase domain, ankyrin repeat and PH domain 1
AKAP13 A kinase (PRKA) anchor protein 13
AKAP? A kinase (PRKA) anchor protein 2; paralemmin 2; PALM2-AKAP2
readthrough transcript
AKT2 v-akt murine thymoma viral oncogene homolog 2
ALDH1A1 aldehyde dehydrogenase 1 family, member Al
ALDH1A2 aldehyde dehydrogenase 1 family, member A2
ALOX12 arachidonate 12-lipoxygenase
AMFR autocrine motility factor receptor
AMHR2 anti-Mullerian hormone receptor, type Il
ANG angiogenin, ribonuclease, RNase A family, 5
ANKRD11 ankyrin repeat domain 11; hypothetical protein LOC100128265
ANKRD12 ankyrin repeat domain 12
ANKRD17 ankyrin repeat domain 17
ANOG6 anoctamin 6
ANP32A hepatopoietin PCn127; acidic (_Ieucine—rich) nuclear phosphoprotein 32
family, member A
ANXA7 annexin A7
AP1S3 adaptor-related protein complex 1, sigma 3 subunit
AP3S1 adaptor-related protein complex 3, sigma 1 subunit
AP4E1 adaptor-related protein complex 4, epsilon 1 subunit
APLP1 amyloid beta (A4) precursor-like protein 1
APP amyloid beta (A4) precursor protein
AQP1 aquaporin 1 (Colton blood group)
ARAP2 ArfGAP with RhoGAP domain, ankyrin repeat and PH domain 2
ARF3 ADP-ribosylation factor 3
ARF5 ADP-ribosylation factor 5
ARHGAP28 Rho GTPase activating protein 28
ARHGAP29 Rho GTPase activating protein 29
ARHGAP5S Rho GTPase activating protein 5
ARHGEF12 Rho guanine nucleotide exchange factor (GEF) 12
ARID1A AT rich interactive domain 1A (SWI-like)
ARID4A AT rich interactive domain 4A (RBP1-like)
ARID4B AT rich interactive domain 4B (RBP1-like)
ARID5B AT rich interactive domain 5B (MRF1-like)
ARL3 ADP-ribosylation factor-like 3
ARL4D ADP-ribosylation factor-like 4D
ARL6IP5 ADP-ribosylation-like factor 6 interacting protein 5
ARMCX3 armadillo repeat containing, X-linked 3
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ARPC2 actin related protein 2/3 complex, subunit 2, 34kDa
ARSA arylsulfatase A
ARSB arylsulfatase B
ASCC3 activating signal cointegrator 1 complex subunit 3
ATF3 activating transcription factor 3
ATG3 ATG3 autophagy related 3 homolog (S. cerevisiae)
ATP1A1 ATPase, Na+/K+ transporting, alpha 1 polypeptide
ATP1B1 ATPase, Na+/K+ transporting, beta 1 polypeptide
ATP2B1 ATPase, Ca++ transporting, plasma membrane 1
ATP6V1A ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A
ATXN2 ataxin 2
B2M beta-2-microglobulin
BAZ2A bromodomain adjacent to zinc finger domain, 2A
BBS4 Bardet-Biedl syndrome 4
BBX bobby sox homolog (Drosophila)
BCAM basal cell adhesion molecule (Lutheran blood group)
BCL10 B-cell CLL/lymphoma 10; hypothetical LOC646626
BDP1 B double prime 1, subunit of RNA polymerase Il transcription initiation
factor IIIB
BICC1 bicaudal C homolog 1 (Drosophila)
BICD1 bicaudal D homolog 1 (Drosophila)
BIRC6 baculoviral IAP repeat-containing 6
BLVRB biliverdin reductase B (flavin reductase (NADPH))
BNC1 basonuclin 1
BNC2 basonuclin 2
BOD1L biorientation of chromosomes in cell division 1-like
BPTF bromodomain PHD finger transcription factor
BRAF v-raf murine sarcoma viral oncogene homolog B1
BRD2 bromodomain containing 2
BRD4 bromodomain containing 4
BRP44L brain protein 44-like
BST2 NPC-A-7; bone marrow stromal cell antigen 2
BTBD2 BTB (POZ) domain containing 2
BTBD7 BTB (POZ) domain containing 7
BTE3 basic transcription factor 3; basic transcription factor 3, like 1
pseudogene
BTG2 BTG family, member 2
BZ7W1 basic leucine zipper and W2 domains 1 pseudogene 1; basic leucine
zipper and W2 domains 1 like 1; basic leucine zipper and W2 domains 1
c1D C1D nuclear receptor co-repressor; similar to nuclear DNA-binding

protein; similar to hCG1791993
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C1RL complement component 1, r subcomponent-like
C1S complement component 1, s subcomponent
Cc2 complement component 2
c3 similar to Complement C3 precursor; complement component 3;
hypothetical protein LOC100133511
C4A complement component 4A (Rodgers blood group)
C4B complement component 4B (Chido blood group)
calmodulin 3 (phosphorylase kinase, delta); calmodulin 2
CALM1 (phosphorylase kinase, delta); calmodulin 1 {phosphorylase kinase,
delta)
calmodulin 3 (phosphorylase kinase, delta); calmodulin 2
CALM2 (phosphorylase kinase, delta); calmodulin 1 {phosphorylase kinase,
delta)
CAP1 CAP, adenylate cyclase-associated protein 1 (yeast)
CAST calpastatin
CAV1 caveolin 1, caveolae protein, 22kDa
CCDC109B coiled-coil domain containing 109B
CCDC34 coiled-coil domain containing 34
CCDC80 coiled-coil domain containing 80
CCDC88A coiled-coil domain containing 88A
CCDC90A coiled-coil domain containing 90A
CCNL1 cyclin L1
CD109 CD109 molecule
CD200 CD200 molecule
CD248 CD248 molecule, endosialin
CD34 CD34 molecule
D55 CD55 molecule, decay accelerating factor for complement (Cromer
blood group)
CD81 CD81 molecule
CD82 CD82 molecule
CD9 CD9 molecule
CDC42EP3 CDC42 effector protein (Rho GTPase binding) 3
CDH11 cadherin 11, type 2, OB-cadherin {(osteoblast)
CDH3 cadherin 3, type 1, P-cadherin {placental)
CDK13 cell division cycle 2-like 5 {cholinesterase-related cell division
controller)
CDON Cdon homolog (mouse)
CELF2 CUG triplet repeat, RNA binding protein 2
CEP164 centrosomal protein 164kDa
CEP57 centrosomal protein 57kDa
CFH complement factor H
CFL1 cofilin 1 (non-muscle)
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CFL2 cofilin 2 (muscle)
CHD1 chromodomain helicase DNA binding protein 1
CHD2 chromodomain helicase DNA binding protein 2
CHI3L1 chitinase 3-like 1 (cartilage glycoprotein-39)
CHST4 carbohydrate {N-acetylglucosamine 6-0) sulfotransferase 4
CISH cytokine inducible SH2-containing protein
CLCN3 chloride channel 3
CLDN10 claudin 10
CLDN15 claudin 15
CLDN25 claudin-like
CLEC1B C-type lectin domain family 1, member B
CLEC3B C-type lectin domain family 3, member B
CLIC4 chloride intracellular channel 4
CLIP1 CAP-GLY domain containing linker protein 1
CLIP3 CAP-GLY domain containing linker protein 3
CLNS ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with mental
retardation)
CMAH cytidine monophosphate-N-acetylneuraminic acid hydroxylase (CMP-N-
acetylneuraminate monooxygenase) pseudogene
CMTM3 CKLF-like MARVEL transmembrane domain containing 3
CMTM7 CKLF-like MARVEL transmembrane domain containing 7
CNOT6L CCR4-NOT transcription complex, subunit 6-like
COBL cordon-bleu homolog (mouse)
COBLL1 COBL-like 1
COL14A1 collagen, type X1V, alpha 1
COL1A2 collagen, type |, alpha 2
COL3A1 collagen, type lll, alpha 1
COL4Ab6 collagen, type IV, alpha 6
COLEC12 collectin sub-family member 12
c0oQ10B coenzyme Q10 homolog B (S. cerevisiae)
CREB3L1 cAMP responsive element binding protein 3-like 1
CREB5 cAMP responsive element binding protein 5
CREBBP CREB binding protein
CREG1 cellular repressor of E1A-stimulated genes 1
CRIM1 cysteine rich transmembrane BMP regulator 1 (chordin-like)
CRLS1 cardiolipin synthase 1
CRYAB crystallin, alpha B
CRYL1 crystallin, lambda 1
CRYM crystallin, mu
CSDA cold shock domain protein A; cold shock domain protein A pseudogene
1
CSF1 colony stimulating factor 1 (macrophage)
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CSNK1A1 casein kinase 1, alpha 1
CSRNP1 cysteine-serine-rich nuclear protein 1
CSRP1 cysteine and glycine-rich protein 1
CUEDC1 CUE domain containing 1
CYBRD1 cytochrome b reductase 1
CYP2s1 cytochrome P450, family 2, subfamily S, polypeptide 1
CYR61 cysteine-rich, angiogenic inducer, 61
DAB2 disabled homolog 2, mitogen-responsive phosphoprotein (Drosophila)
DAG1 dystroglycan 1 (dystrophin-associated glycoprotein 1)
DAGLB diacylglycerol lipase, beta
DAPK1 death-associated protein kinase 1
DCN decorin
DDR1 discoidin domain receptor tyrosine kinase 1
DDR2 discoidin domain receptor tyrosine kinase 2
DDX3X DEAD (Asp-Glu-Ala-Asp) box polypeptide 3, X-linked
DDX5 DEAD (Asp-Glu-Ala-Asp) box polypeptide 5
DENNDS5SA DENN/MADD domain containing 5A
DHX15 DEAH (Asp-Glu-Ala-His) box polypeptide 15
DLGAP4 discs, large (Drosophila) homolog-associated protein 4
DMKN dermokine
DNAJA2 Dnal (Hsp40) homolog, subfamily A, member 2
DNAIJB9 Dnal (Hsp40) homolog, subfamily B, member 9
DNAIC1 Dnal (Hsp40) homolog, subfamily C, member 1
DNMT1 DNA (cytosine-5-)-methyltransferase 1
DPP4 dipeptidyl-peptidase 4
DPYSL2 dihydropyrimidinase-like 2
DPYSL3 dihydropyrimidinase-like 3
DST dystonin
DTX2 deltex homolog 2 (Drosophila)
DUSP1 dual specificity phosphatase 1
DUSP14 dual specificity phosphatase 14
DUSP3 dual specificity phosphatase 3
DYNCL2 similar to dynein cytop!asmic 1 interr.nediate_chain 2; dynein,
cytoplasmic 1, intermediate chain 2
ECD ecdysoneless homolog (Drosophila)
EEA1 early endosome antigen 1
eukaryotic translation elongation factor 1 alpha-like 7; eukaryotic
EEF1AL translatio_n elongatiqn factor 1 alpha-like 3; similar to eukar\_/otic
translation elongation factor 1 alpha 1; eukaryotic translation
elongation factor 1 alpha 1
EFEMP1 EGF-containing fibulin-like extracellular matrix protein 1
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EFHD?2 EF-hand domain family, member D2
EFNAS ephrin-A5
EGR1 early growth response 1
EHD2 EH-domain containing 2
EIF3A eukaryotic translation initiation factor 3, subunit A
ELF1 E74-like factor 1 (ets domain transcription factor)
ELOVLG ELOVL family member 6, elongation of long chain fatty acids
(FEN1/Elo2, SUR4/Elo3-like, yeast)
EMP2 epithelial membrane protein 2
ENPP2 ectonucleotide pyrophosphatase/phosphodiesterase 2
ENPP4 ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative
function)
ESAM endothelial cell adhesion molecule
ESF1 similar to ABT1-associated protein; ESF1, nucleolar pre-rRNA processing
protein, homolog (S. cerevisiae)
ESPN espin
ESYT3 family with sequence similarity 62 (C2 domain containing), member C
ETFA electron-transfer-flavoprotein, alpha polypeptide
EVPL envoplakin
EXOC4 exocyst complex component 4
F11R F11 receptor
FAIM2 Fas apoptotic inhibitory molecule 2
FAM117A family with sequence similarity 117, member A
FAM134B family with sequence similarity 134, member B
FAM53B family with sequence similarity 53, member B
FAMG63B family with sequence similarity 63, member B
FAM76A family with sequence similarity 76, member A
FAMS84B family with sequence similarity 84, member B
FAS Fas (TNF receptor superfamily, member 6)
FBLN1 fibulin 1
FERMT2 fermitin family homolog 2 (Drosophila)
FGF1 fibroblast growth factor 1 (acidic)
FHL1 four and a half LIM domains 1
FILIP1L filamin A interacting protein 1-like
FKBP5 FK506 binding protein 5
FLII flightless | homolog (Drosophila)
FLNC filamin C, gamma (actin binding protein 280)
FLRT2 fibronectin leucine rich transmembrane protein 2
FMO2 flavin containing monooxygenase 2 (non-functional)
FMOD fibromodulin
FNDC1 fibronectin type Il domain containing 1
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FOS v-fos FBJ murine osteosarcoma viral oncogene homolog
FOXN3 forkhead box N3
FRMD4B FERM domain containing 4B
ferritin, heavy polypeptide 1; ferritin, heavy polypeptide-like 16; similar
FTH1 to ferritin, heavy polypeptide 1; ferritin, heavy polypeptide-like 3
pseudogene
FXYD1 FXYD domain containing ion transport regulator 1
G3BP1 GTPase activating protein (SH3 domain) binding protein 1
GABARAPLL GABA(A) receptors associated pfotein like 3 (p_seudogene); GABA(A)
receptor-associated protein like 1
GADD45B growth arrest and DNA-damage-inducible, beta
GANAB glucosidase, alpha; neutral AB
GAS1 growth arrest-specific 1
GAS6 similar to growth arrest-specific 6; growth arrest-specific 6
GATAb6 GATA binding protein 6
GBP2 guanylate binding protein 2, interferon-inducible
GBP3 guanylate binding protein 3
GBP7 guanylate binding protein 7
similar to Glycine cleavage system H protein, mitochondrial precursor;
GCSH glycine cleavage system protein H (aminomethyl carrier); similar to
Glycine cleavage system H protein, mitochondrial
GDA guanine deaminase
GEM GTP binding protein overexpressed in skeletal muscle
GFM2 G elongation factor, mitochondrial 2
GFPT2 glutamine-fructose-6-phosphate transaminase 2
GJA1 gap junction protein, alpha 1, 43kDa
GJB5 gap junction protein, beta 5, 31.1kDa
GNB2 guanine nucleotide binding protein (G protein), beta polypeptide 2
GOLGA4 golgi autoantigen, golgin subfamily a, 4
GOLGB1 golgin B1, golgi integral membrane protein
GPC3 glypican 3
GPC4 glypican 4
GPCPD1 hypothetical protein KIAA1434
GPM6A glycoprotein M6A
GPR116 G protein-coupled receptor 116
GPR133 G protein-coupled receptor 133
GPR64 G protein-coupled receptor 64
GPRC5B G protein-coupled receptor, family C, group 5, member B
GPX8 glutathione peroxidase 8 (putative)
GSR glutathione reductase
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GSTA3 glutathione S-transferase alpha 3
GSTM1 glutathione S-transferase mu 1
GSTM4 glutathione S-transferase mu 4
GUCY1A3 guanylate cyclase 1, soluble, alpha 3
H3 histone, family 3B (H3.3B); H3 histone, family 3A pseudogene; H3
H3F3A histone, family 3A; similar to H3 histone, family 3B; similar to histone
H3.3B
HDAC3 histone deacetylase 3
HDACS histone deacetylase 5
HEG1 HEG homolog 1 (zebrafish)
HERPUD2 HERPUD family member 2
HES1 hairy and enhancer of split 1, (Drosophila)
HEXB hexosaminidase B (beta polypeptide)
HIST1H1C histone cluster 1, Hlc
HMGB1 high-mobility group box 1; high-mobility group box 1-like 10
HNRNPH1 heterogeneous nuclear ribonucleoprotein H1 (H)
ribosomal protein L36a pseudogene 51; ribosomal protein L36a
pseudogene 37; ribosomal protein L36a pseudogene 49;
HNRNPH2 . . noos .
heterogeneous nuclear ribonucleoprotein H2 (H'); ribosomal protein
L36a
similar to heterogeneous nuclear ribonucleoprotein L-like;
HNRNPL . .
heterogeneous nuclear ribonucleoprotein L
HNRNPM heterogeneous nuclear ribonucleoprotein M
HNRNPR heterogeneous nuclear ribonucleoprotein R
HOOK3 hook homolog 3 (Drosophila)
HOXAS homeobox A5
HP1BP3 heterochromatin protein 1, binding protein 3
HSPYOAAL heat shock protein 90kDa alpha (cytosolic), class A member 2; heat
shock protein 90kDa alpha (cytosolic), class A member 1
HSP90AB1 heat shock protein 90kDa alpha (cytosolic), class B member 1
HSP90B1 heat shock protein 90kDa beta (Grp94}, member 1
HSPA12A heat shock 70kDa protein 12A
HSPA2 heat shock 70kDa protein 2
heat shock 27kDa protein-like 2 pseudogene; heat shock 27kDa protein
HSPB1
1
HSPB8 heat shock 22kDa protein 8
ID1 inhibitor of DNA binding 1, dominant negative helix-loop-helix protein
ID2 inhibitor of DNA binding 2, dominant negative helix-loop-helix protein
[ER2 immediate early response 2
IFI35 interferon-induced protein 35
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IFIT3 interferon-induced protein with tetratricopeptide repeats 3
IFITM3 interferon induced transmembrane protein 3 (1-8U)
IFNAR2 interferon (alpha, beta and omega) receptor 2
IFNGR1 interferon gamma receptor 1
IFRD1 interferon-related developmental regulator 1

IFT74 intraflagellar transport 74 homolog (Chlamydomonas)
IGF1R insulin-like growth factor 1 receptor
IGFBP5 insulin-like growth factor binding protein 5
IGFBP6 insulin-like growth factor binding protein 6

IL16 interleukin 16 (lymphocyte chemoattractant factor)
IL17RE interleukin 17 receptor E
IL6ST interleukin 6 signal transducer (gp130, oncostatin M receptor)
ILDR2 immunoglobulin-like domain containing receptor 2

ILF3 interleukin enhancer binding factor 3, 90kDa

IMPAD1 inositol monophosphatase domain containing 1
INTS10 integrator complex subunit 10

IQSEC1 1Q motif and Sec7 domain 1

IRAK4 interleukin-1 receptor-associated kinase 4
IRF2BP2 interferon regulatory factor 2 binding protein 2

IRF7 interferon regulatory factor 7

IRS2 insulin receptor substrate 2
ITCH itchy E3 ubiquitin protein ligase homolog (mouse)
ITGA6 integrin, alpha 6
ITPR2 inositol 1,4,5-triphosphate receptor, type 2

JMJD1C jumonji domain containing 1C
JUN jun oncogene
JUNB jun B proto-oncogene
JUND jun D proto-oncogene
JUp junction plakoglobin
KANKL KN motif and ankyrin re_peat dor_nains_ 1; similar to ankyrin repeat
domain protein 15 isoform b
KCNABL potassium voltage-gated channel, shaker-related subfamily, beta
member 1
KDELR1 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention
receptor 1
KDM5A lysine (K)-specific demethylase 5A
KDM6B lysine (K)-specific demethylase 6B
KDR kinase insert domain receptor (a type lll receptor tyrosine kinase)
KEAP1 kelch-like ECH-associated protein 1
KIF1B kinesin family member 1B
KIF5B kinesin family member 5B
KLF10

Kruppel-like factor 10
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KLF2 Kruppel-like factor 2 (lung)
KLF4 Kruppel-like factor 4 (gut)
KLF6 Kruppel-like factor 6
KLF7 Kruppel-like factor 7 (ubiquitous)
KLF9 Kruppel-like factor 9
KPNA1 karyopherin alpha 1 (importin alpha 5)
KPNA3 karyopherin alpha 3 (importin alpha 4)
KRCC1 lysine-rich coiled-coil 1
KRT14 keratin 14
KTN1 kinectin 1 (kinesin receptor)
LAMA4 laminin, alpha 4
LAMP2 lysosomal-associated membrane protein 2
LARS2 leucyl-tRNA synthetase 2, mitochondrial
LASS2 LAG1 homolog, ceramide synthase 2
LASS4 LAG1 homolog, ceramide synthase 4
LGALS7 lectin, galactoside-binding, soluble, 7; lectin, galactoside-binding,
soluble, 7B
LIMCH1 LIM and calponin homology domains 1
LIMS2 LIM and senescent cell antigen-like domains 2
LMAN1 lectin, mannose-binding, 1
LPAR2 lysophosphatidic acid receptor 2
LRRC20 leucine rich repeat containing 20
LRRC58 leucine rich repeat containing 58
LRRC61 leucine rich repeat containing 61
LRRN4 leucine rich repeat neuronal 4
LRRN4CL LRRN4 C-terminal like
LTBP4 latent transforming growth factor beta binding protein 4
LUC7L3 cisplatin resistance-associated overexpressed protein
MAF v-maf musculoaponeurotic fibrosarcoma oncogene homolog (avian)
MAGED1 melanoma antigen family D, 1
MAGT1 magnesium transporter 1
MALAT1 metastasis associated lung adenoc'j;\rcinoma transcript 1 (non-protein
coding)
MANF mesencephalic astrocyte-derived neurotrophic factor
MAOA monoamine oxidase A
MAP3K3 mitogen-activated protein kinase kinase kinase 3
MAPK1 mitogen-activated protein kinase 1
MAPKAPK3 mitogen-activated protein kinase-activated protein kinase 3
MAPRE2 microtubule-associated protein, RP/EB family, member 2
MARCKSL1 MARCKS-like 1
MATZA methionine adenosyltransferase Il, alpha
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MAT2B methionine adenosyltransferase Il, beta
MATR3 matrin 3
MED13L mediator complex subunit 13-like
MED21 mediator complex subunit 21
MEF2C myocyte enhancer factor 2C
MEIS2 Meis homeobox 2
MESDC1 mesoderm development candidate 1
METAP2 methionyl aminopeptidase 2
MFHAS1 malignant fibrous histiocytoma amplified sequence 1
MGLL monoglyceride lipase
MGST1 microsomal glutathione S-transferase 1
MLL3 myeloid/lymphoid or mixed-lineage leukemia 3
MORF4L2 mortality factor 4 like 2
MPDZ multiple PDZ domain protein
MPHOSPHS8 M-phase phosphoprotein 8
MRAS muscle RAS oncogene homolog
MRGPRF MAS-related GPR, member F
MSN moesin
MTDH metadherin
MTMR6 myotubularin related protein 6
MUT methylmalonyl Coenzyme A mutase
MXD4 MAX dimerization protein 4
MYH10 myosin, heavy chain 10, non-muscle
MYL12A myosin, light chain 12A, regulatory, non-sarcomeric
MYL7 myosin, light chain 7, regulatory
MYLIP myosin regulatory light chain interacting protein
MYST4 MYST histone acetyltransferase (monocytic leukemia) 4
NAA25 chromosome 12 open reading frame 30
NAGA N-acetylgalactosaminidase, alpha-
NCKAP1 NCK-associated protein 1
NCOA1l nuclear receptor coactivator 1
NCOA4 nuclear receptor coactivator 4
NCOR1 nuclear receptor co-repressor 1
NDN necdin homolog (mouse)
NDST1 N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1
NDUFA4 NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa
NEDD4 neural precursor cell expressed, developmentally down-regulated 4
NF1 neurofibromin 1
NFE2L1 nuclear factor (erythroid-derived 2)-like 1
NFIA nuclear factor I/A
NFIC nuclear factor I/C (CCAAT-binding transcription factor)
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NFIX nuclear factor I/X (CCAAT-binding transcription factor)
NEKB2 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2
(p49/p100)
NFKBIA nuclear factor of kappa Iight_pf)lypeptide gene enhancer in B-cells
inhibitor, alpha
NEKBIZ nuclear factor of kappa Iig_ht p_)o_lypeptide gene enhancer in B-cells
inhibitor, zeta
NFYC nuclear transcription factor Y, gamma
NID2 nidogen 2 (osteonidogen)
NINL ninein-like
NIPAL3 NIPA-like domain containing 3
NIPBL Nipped-B homolog (Drosophila)
NKAIN4 Na+/K+ transporting ATPase interacting 4
NKD1 naked cuticle homolog 1 (Drosophila)
NNMT nicotinamide N-methyltransferase
NOD1 nucleotide-binding oligomerization domain containing 1
NPR1 natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic
peptide receptor A)
NR1D1 nuclear receptor subfamily 1, group D, member 1
NR3C1 nuclear receptor subfamily 3, group C, member 1 (glucocorticoid
receptor)
NR4A1 nuclear receptor subfamily 4, group A, member 1
NRGN neurogranin (protein kinase C substrate, RC3)
NUCKS1 nuclear casein kinase and cyclin-dependent kinase substrate 1
OAT ornithine aminotransferase (gyrate atrophy)
OGDH oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide)
OGN osteoglycin
OPA3 optic atrophy 3 (autosomal recessive, with chorea and spastic
paraplegia)
ORAI3 ORAI calcium release-activated calcium modulator 3
OSR1 odd-skipped related 1 (Drosophila)
OXCT1 3-oxoacid CoA transferase 1
OXNAD1 oxidoreductase NAD-binding domain containing 1
PARD3B par-3 partitioning defective 3 homolog B (C. elegans)
PARP14 poly (ADP-ribose) polymerase family, member 14
PARP4 poly (ADP-ribose) polymerase family, member 4
PARVB parvin, beta
PBX1 pre-B-cell leukemia homeobox 1
PCDH15 protocadherin 15
PCDHGB5 protocadherin gamma subfamily B, 5
PCM1 pericentriolar material 1
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PDAP1 PDGFA associated protein 1; similar to PDGFA associated protein 1
PDCD6IP programmed cell death 6 interacting protein
hypothetical protein LOC100134230; similar to KIAA0454 protein;
PDE4DIP similar to phosphodiesterase 4D interacting protein isoform 2;
phosphodiesterase 4D interacting protein
PDIA3 protein disulfide isomerase family A, member 3
PDIA4 protein disulfide isomerase family A, member 4
PDPN podoplanin
PEF1 penta-EF-hand domain containing 1
PELI1 pellino homolog 1 (Drosophila)
PER1 period homolog 1 (Drosophila)
PF4 platelet factor 4
PFN1 profilin 1
PGCP plasma glutamate carboxypeptidase
PGRMC1 progesterone receptor membrane component 1
PHF21A PHD finger protein 21A
PHF3 PHD finger protein 3
PHIP pleckstrin homology domain interacting protein
PIGT phosphatidylinositol glycan anchor biosynthesis, class T
PIK3C2A phosphoinositide-3-kinase, class 2, alpha polypeptide
PIM1 pim-1 oncogene
PITPNM?2 phosphatidylinositol transfer protein, membrane-associated 2
PKHD1L1 polycystic kidney and hepatic disease 1 (autosomal recessive)-like 1
PKNOX1 PBX/knotted 1 homeobox 1
PLA2G4A phospholipase A2, group IVA (cytosolic, calcium-dependent)
PLAT plasminogen activator, tissue
PLCE1 phospholipase C, epsilon 1
PLK1S1 non-protein coding RNA 153
PLK2 polo-like kinase 2 (Drosophila)
PLOD2 procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2
PLXDC1 plexin domain containing 1
PLXDC2 plexin domain containing 2
PLXNA4 plexin A4
PMP22 peripheral myelin protein 22
PNRC1 proline-rich nuclear receptor coactivator 1
PODN podocan
PPAP2A phosphatidic acid phosphatase type 2A
PPBP pro-platelet basic protein (chemokine {C-X-C motif) ligand 7)
PPFIBP2 PTPRF interacting protein, binding protein 2 (liprin beta 2)
PPIG peptidylprolyl isomerase G (cyclophilin G)
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PPL periplakin
PPP1CB protein phosphatase 1, catalytic subunit, b_eta isoform; speedy homolog
A (Xenopus laevis)
PPP1R12A protein phosphatase 1, regulatory (inhibitor) subunit 12A
PPP1R15A protein phosphatase 1, regulatory (inhibitor) subunit 15A
PPP3CA protein phosphatase 3 (formerly 2B), catalytic subunit, alpha isoform
PPPDE1 PPPDE peptidase domain containing 1
PQLC3 PQ loop repeat containing 3
PRELP proline/arginine-rich end leucine-rich repeat protein
PRG4 proteoglycan 4
PRKAR2A protein kinase, cAMP-dependent, regulatory, type Il, alpha
PRPF40A PRP40 pre-mRNA processing factor 40 homolog A (S. cerevisiae)
PRR13 proline rich 13
PRSS23 protease, serine, 23
PSD pleckstrin and Sec7 domain containing
PSIP1 PC4 and SFRS1 interacting protein 1
PSMB2 proteasome (prosome, macropain) subunit, beta type, 2
PSMD11 proteasome (prosome, macropain) 26S subunit, non-ATPase, 11
PSMD7 proteasome (prosome, macropain) 26S subunit, non-ATPase, 7
PTGES3 prostaglandin E synthase 3 (cytosolic)
PTGIS prostaglandin |12 (prostacyclin) synthase
PTGS1 prostaglandin-endoperoxide synthase 1 (prostaglandin G/H synthase
and cyclooxygenase)
hypothetical LOC728026; prothymosin, alpha; hypothetical gene
PTMA supported by BC013859; prothymosin, alpha pseudogene 4 (gene
sequence 112)
PTP4A2 protein tyrosine phosphatase type IVA, member 2
PTPLAD2 protein tyrosine phosphatase-like A domain containing 2
PTPRD protein tyrosine phosphatase, receptor type, D
PTPRF protein tyrosine phosphatase, receptor type, F
PTRF polymerase | and transcript release factor
QRICH1 glutamine-rich 1
QSER1 glutamine and serine rich 1
RAB11FIP1 RAB11 family interacting protein 1 (class 1)
RAB1B RAB1B, member RAS oncogene family
RAB5C RAB5C, member RAS oncogene family
RAB6B RAB6B, member RAS oncogene family
RABGAP1L RAB GTPase activating protein 1-like
RALBP1 hypothetical LOC100129773; ralA binding protein 1
RALY RNA binding protein, autoantigenic (hnRNP-associated with lethal

yellow homolog (mouse))
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RARRES2 retinoic acid receptor responder (tazarotene induced) 2
RB1CC1 RB1-inducible coiled-coil 1
RBBP6 retinoblastoma binding protein 6
RBBP8 retinoblastoma binding protein 8
RBM25 RNA binding motif protein 25
RBM27 RNA binding motif protein 27
RBM3 RNA binding motif (RNP1, RRM) protein 3
RBPMS RNA binding protein with multiple splicing
RDX radixin
REST RE1-silencing transcription factor
RGMA RGM domain family, member A
RGS10 regulator of G-protein signaling 10
RHOB ras homolog gene family, member B
RHOJ ras homolog gene family, member J
RHOU ras homolog gene family, member U
RNASE4 ribonuclease, RNase A family, 4
RND3 Rho family GTPase 3
RNF167 ring finger protein 167
RNF20 ring finger protein 20
ROCK1 similar to Rho-a:ssociatec_l, coilefi-coil cc_)n.taining p_rott?in kinase 1; Rho-
associated, coiled-coil containing protein kinase 1
ROCK2 Rho-associated, coiled-coil containing protein kinase 2
RPP25 ribonuclease P/MRP 25kDa subunit
RRAS? related RAS viral (r.—ras) oncogene homolog 2; similar to related RAS
viral (r-ras) oncogene homolog 2
RSPO1 R-spondin homolog (Xenopus laevis)
RTF1 Rtf1, Paf1/RNA polymerase Il complex component, homolog (S.
cerevisiae)
RTN1 reticulon 1
RYK RYK receptor-like tyrosine kinase
SARNP SAP domain containing ribonucleoprotein
SAT1 spermidine/spermine N1-acetyltransferase 1
SBSN suprabasin
SDC4 syndecan 4
SDPR serum deprivation response (phosphatidylserine binding protein)
SEC62 SEC62 homolog (S. cerevisiae)
SECISBP2 SECIS binding protein 2
sema domain, seven thrombospondin repeats (type 1 and type 1-like),
SEMABA transmembrane domain (TM) and short cytoplasmic domain,
(semaphorin) 5A
SENP6 SUMO1/sentrin specific peptidase 6
SEP15 15 kDa selenoprotein
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SEPT9 septin 9
SERINC5 serine incorporator 5
SERPING1 serpin peptidase inhibitor, clade G (C1 inhibitor), member 1
SERPINH1 serpin peptidase inhibitor, clade H (heat shock protein 47), member 1,
{collagen binding protein 1)
SESN1 sestrin 1
SETD2 SET domain containing 2
SF3B1 splicing factor 3b, subunit 1, 155kDa
SF3B4 splicing factor 3b, subunit 4, 49kDa
SFRS18 splicing factor, arginine/serine-rich 18
SHC1 SHC (Src homology 2 domain containing) transforming protein 1
SHFM1 split hand/foot malformation (ectrodactyly) type 1
SIAE sialic acid acetylesterase
SIRT2 sirtuin (silent mating type information regulation 2 homolog) 2 (S.
cerevisiae)
SLC10A3 solute carrier family 10 (sodium/bile acid cotransporter family),
member 3
SLC16A1 solute carrier family 16, member 1 (monocarboxylic acid transporter 1)
SLC1A5 solute carrier family 1 (neutral amino acid transporter), member 5
SLC26A3 solute carrier family 26, member 3
SLC27A3 solute carrier family 27 (fatty acid transporter), member 3
SLC38A1 solute carrier family 38, member 1
SLC39A8 solute carrier family 39 (zinc transporter), member 8
SLC43A3 solute carrier family 43, member 3
SLC4A4 solute carrier family 4, sodium bicarbonate cotransporter, member 4
SLCBAA solute carrier family 6 {(neurotransmitter transporter, serotonin),
member 4
SLCEAG solute carrier family 6 (neu rotransrgltter transporter, taurine), member
SLC8A1 solute carrier family 8 {sodium/calcium exchanger), member 1
SLCOA3R1 solute carrier family 9 (sodium/hydrogen exchanger), member 3
regulator 1
SLPI secretory leukocyte peptidase inhibitor
SLTM SAFB-like, transcription modulator
SLu7 SLU7 splicing factor homolog (S. cerevisiae)
SLURP1 secreted LY6/PLAUR domain containing 1
SMAD4 SMAD family member 4
SMARCA2 SWI/SNF related, matrix associated, actin dependent regulator of

chromatin, subfamily a, member 2
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SWI/SNF related, matrix associated, actin dependent regulator of

SMARCAS chromatin, subfamily a, member 5
SMC2 structural maintenance of chromosomes 2
SMC3 structural maintenance of chromosomes 3
SMC4 structural maintenance of chromosomes 4
SMC6 structural maintenance of chromosomes 6
SMCHD1 structural maintenance of chro_m_osomes flexible hinge domain
containing 1
SMPD3 sphingomyelin phosphodiesterase 3, neutral membrane (neutral
sphingomyelinase II)
SNRNP70 small nuclear ribonucleoprotein 70kDa (U1)
SNTB2 syntrophin, beta 2 (dystrophin-associated protein A1, 59kDa, basic
component 2)
SOAT1 sterol O-acyltransferase 1
SOCS3 suppressor of cytokine signaling 3
SOD3 superoxide dismutase 3, extracellular
SORBS1 sorbin and SH3 domain containing 1
SORBS3 sorbin and SH3 domain containing 3
SOX6 SRY (sex determining region Y)-box 6
SP100 SP100 nuclear antigen
SPAG9 sperm associated antigen 9
SPARC secreted protein, acidic, cysteine-rich (osteonectin)
SPEN spen homolog, transcriptional regulator (Drosophila)
SPINT2 serine peptidase inhibitor, Kunitz type, 2
SPOCK2 sparc/osteonectin, cwev and kazaI-Izike domains proteoglycan (testican)
SPON2 spondin 2, extracellular matrix protein
SPOP speckle-type POZ protein
SRC v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog (avian)
SRRM1 serine/arginine repetitive matrix 1
SSH2 slingshot homolog 2 (Drosophila)
SSR3 signal sequence receptor, gamma (translocon-associated protein
gamma)
ST3GAL1 ST3 beta-galactoside alpha-2,3-sialyltransferase 1
STAG1 stromal antigen 1
STAR steroidogenic acute regulatory protein
STARDS StAR-related lipid transfer (START) domain containing 5
STAT3 signal transducer and activator of transcription 3 (acute-phase
response factor)
STIM1 stromal interaction molecule 1
STK10 serine/threonine kinase 10
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STK40 serine/threonine kinase 40
STMN?2 stathmin-like 2
STRAG6 stimulated by retinoic acid gene 6 homolog (mouse)
STRN3 striatin, calmodulin binding protein 3
SULF1 sulfatase 1
SULF2 sulfatase 2
SUPT16H suppressor of Ty 16 homolog (S._c_erevisiae); suppressor of Ty 16
homolog (S. cerevisiae) pseudogene
SV2A synaptic vesicle glycoprotein 2A
SYNE1 spectrin repeat containing, nuclear envelope 1
SYNE2 spectrin repeat containing, nuclear envelope 2
SYT11 synaptotagmin Xl
SYTL1 synaptotagmin-like 1
TAF3 TAF3 RNA polymerase I, TATA box binding protein (TBP)-associated
factor, 140kDa
TAE7 TAF7 RNA polymerase Il, TATA box binding protein (TBP)-associated
factor, 55kDa
TAPBP TAP binding protein (tapasin)
TBC1D15 TBC1 domain family, member 15
TBCEL tubulin folding cofactor E-like
TBL1X transducin (beta)-like 1X-linked
TBX18 T-box 18
TCEALS transcription elongation factor A (SlI)-like 8
TCF7L1 transcription factor 7-like 1 (T-cell specific, HMG-box)
TFDP2 transcription factor Dp-2 (E2F dimerization partner 2)
TGFB1I11 transforming growth factor beta 1 induced transcript 1
TGFB2 transforming growth factor, beta 2
TGFBR2 transforming growth factor, beta receptor 11 (70/80kDa)
TGM2 transglutaminase 2 (C polypeptide, protein-glutamine-gamma-
glutamyltransferase)
THBD thrombomodulin
THBS1 thrombospondin 1
THOC2 THO complex 2
THRAP3 thyroid hormone receptor associated protein 3
THSD4 thrombospondin, type I, domain containing 4
TIMP2 TIMP metallopeptidase inhibitor 2
TIRAP toll-interleukin 1 receptor (TIR) domain containing adaptor protein
TLR2 toll-like receptor 2
TMA4SF1 transmembrane 4 L six family member 1
TMA4SF5 transmembrane 4 L six family member 5
TMCC3 transmembrane and coiled-coil domain family 3
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TMCO1 transmembrane and coiled-coil domains 1
TMCO7 transmembrane and coiled-coil domains 7
TMED?2 transmembrane emp24 domain trafficking protein 2
TMEM119 transmembrane protein 119
TMEM140 transmembrane protein 140
TMEM151A transmembrane protein 151A
TMEM221 transmembrane protein 221
TMEMS50A transmembrane protein 50A
TMEM98 similar to transmembrane protein 98; transmembrane protein 98
TMOD3 tropomodulin 3 (ubiquitous)
TMPO thymopoietin
TMSBAX thymosin-like 2 (pseudogene); thymos_in—like 1 (pseudogene); thymosin
beta 4, X-linked
TNXB tenascin XB; tenascin XA pseudogene
TOB2 transducer of ERBB2, 2
TOPORS topoisomerase | binding, arginine/serine-rich
TPM3 tropomyosin 3
TPPP3 tubulin polymerization-promoting protein family member 3
TPT1 similar to tumor protein, translationally-controlled 1; tumor protein,
translationally-controlled 1
TRAFD1 TRAF-type zinc finger domain containing 1
TRIB1 tribbles homolog 1 (Drosophila)
TRIM8 tripartite motif-containing 8
TRPM7 transient receptor potential cation channel, subfamily M, member 7
TSC22D3 TSC22 domain family, member 3; GRAM domain containing 4
TSHZ1 teashirt zinc finger homeobox 1
TSIX XIST antisense RNA (non-protein coding)
TSPAN31 tetraspanin 31
TSPANS tetraspanin 5
TTC28 chromosome 6 open reading frame 35; hCG1820764; tetratricopeptide
repeat domain 28
TTC38 tetratricopeptide repeat domain 38
TUBA1A tubulin, alpha 1a
TUBB2A tubulin, beta 2A
TWSG1 twisted gastrulation homolog 1 (Drosophila)
TXNDCS thioredoxin domain containing 5 (endoplasmic reticulum); muted
homolog (mouse)
TXNRD1 thioredoxin reductase 1; hypothetical LOC100130902
UAP1 UDP-N-acteylglucosamine pyrophosphorylase 1
UBA7 ubiquitin-like modifier activating enzyme 7
UBE2D1 ubiquitin-conjugating enzyme E2D 1 (UBC4/5 homolog, yeast)
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UBE2L6 ubiquitin-conjugating enzyme E2L 6
UBE2N ubiquitin-conjugating enzyme E2N (UBC13 homolog, yeast)
ubiquitin-conjugating enzyme E2 variant 1; ubiquitin-conjugating
UBE2V1 enzyme E2 variant 1 pseudogene 2; transmembrane protein 189;
TMEM189-UBE2V1 readthrough transcript
UBQLN2 ubiquilin 2
UBXNZ2A UBX domain protein 2A
UBXN4 UBX domain protein 4
UGDH UDP-glucose dehydrogenase
UPK1B uroplakin 1B
UPK3B uroplakin 3B
USP16 ubiquitin specific peptidase 16
uUsP2 ubiquitin specific peptidase 2
USP25 ubiquitin specific peptidase 25
USP54 ubiquitin specific peptidase 54
USP8 ubiquitin specific peptidase 8
similar to Down-regulated in metastasis protein (Key-1A6 protein)
UTP20 (Novel nucleolar protein 73) (NNP73); UTP20, small subunit (SSU)
processome component, homolog (yeast)
VAT1 vesicle amine transport protein 1 homolog (T. californica)
VIM vimentin
VPS13A vacuolar protein sorting 13 homolog A (S. cerevisiae)
VWASA von Willebrand factor A domain containing 5A
WAC WW domain containing adaptor with coiled-coil
WASF2 WAS protein family, member 2
WDR26 WD repeat domain 26
WDR92 WD repeat domain 92
WFDC1 WAP four-disulfide core domain 1
WLS G protein-coupled receptor 177
WNT4 wingless-type MMTYV integration site family, member 4
WRNIP1 Werner helicase interacting protein 1
WT1 Wilms tumor 1
WWC2 WW and C2 domain containing 2
XDH xanthine dehydrogenase
XIST X (inactive)-specific transcript (non-protein coding)
YIPF5 Yip1l domain family, member 5
VWHAZ tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation
protein, zeta polypeptide
ZBTB16 zinc finger and BTB domain containing 16
ZBTB20 zinc finger and BTB domain containing 20
ZBTB4 zinc finger and BTB domain containing 4
ZBTB7C zinc finger and BTB domain containing 7C
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ZC3H13 zinc finger CCCH-type containing 13
ZC3H18 zinc finger CCCH-type containing 18
ZCCHC11 zinc finger, CCHC domain containing 11
ZCCHC3 zinc finger, CCHC domain containing 3
ZFANDG6 zinc finger, AN1-type domain 6

ZFHX4 zinc finger homeobox 4

ZFP36 zinc finger protein 36, C3H type, homolog (mouse)
ZMAT1 zinc finger, matrin type 1

ZRSR1 zinc finger (CCCH type), RNA-binding motif and serine/arginine rich 1

Z7EF1 zinc finger, ZZ-type with EF-hand domain 1
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235 Ddx3x Timp1 Serf2

236 Sulfl Eif3f Beenl

237 Spnb2 Abhd11 Tspan9

238 Tspan31 Pmm?2 Acer2

239 Prr13 Tyrobp Vdac3

240 Ppplcb Farsb kg:uc008kbg.1
241 Fbinl Plod3 Oaz2

242 Gmo6548 Abtb1 Serpine?

243 Uapl Brfl Cedc90a

244 Mpdz Tnk2 Ndufal

245 Satl Rfc2 Tsscl

246 Stim1 Stxbp2 Mboat7

247 MII3 Pdlim7 Cd44

248 Slurpl A430105119Rik Cxxle

249 Cd81 Vill Ecml

250 Emp2 Bmpl Mff

251 Trpm7 Mpzll Ptpn12

252 Crym Thy1 Mgmt

253 Enpp4 Stabl Coxdil

254 Raly Aldhl6al Tollip

255 Celf2 Eifdebp3 Cds2

256 Ap3sl Itpripl2 Ybxl

257 Cls Mrpl52 Gype

258 Frmd4b 2310002L13Rik Dgkd

259 Nr4al Mcmb Pecaml

260 Acinl Kenkl Ftl2

261 Plod2 Pmfl Nt5¢3

262 Id1 Cuta 170003 7H04Ri1k
263 Cregl NtSdc2 Cdl151

264 Zip318 Rmnd5b Lpin2

265 Tmem 140 Araf 6430548MO8Rik
266 Mras Wwp2 Pon2

267 Vwaba Lambl Ndufa3

268 Esyt3 Kcene3 6330578E17Rik
269 Hexb Uqerq Mfap3l

270 Nckapl Gpsl Mink|1

271 Nipal3 Rexo4 Ston2

272 Ubxn4 Corolc Rac2

273 Zip36 Hrasl Fyn
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274 Hnrnpl Spint1 Serinc3
275 Clra Cblc Maged?2
276 Nnmt Fhod1 Ap2ml
2717 Mut Atpl3al Pacsin2
278 kg:uc008jup.1 Man2cl Ftll
279 Pnrcl Vsig2 Adiporl
280 Usp8 Bpgm kguc009qdo.1
281 Pgep Bapl Snap23
282 Junb Smpd2 Tagln2
283 Clrl Ubqln4 Cox6c
284 Slc6ab Sirt7 Cregl
285 kg:uc008znh.1 Krt23 Bsg
286 Aqpl D8Ertd738¢ Cmtm6
287 Myhl0 Mapk13 Cntd1
288 Slc43a3 kgruc008bcq.1 Plekho?
289 Spint2 Polr2g Arrb2
290 Hnrnphl Ndufs2 Pard3b
291 Arhgap28 Dadl Mlec
292 Cth Wnt7b Tafl10
293 Brd4 Fam20c Gabarapl2
294 Fndcl Cxxc5 Bagl
295 Star Polr2f Galnt2
296 Nfkbiz Ltf Hk1
297 Arsb 2210407C18Rik Fbxo9
298 Rnd3 Cdipt kgruc009izd. 1
299 Stard5 Glrx5 Pnpo
300 Thbs1 Gemin?7 Fam46¢
301 kguc008wkn. 1 Manlbl Pkm
302 Sle26a3 Heatr7a Aplbl
303 Phip AridSa Raplb
304 Usp2 Sumo3 Itgb1
305 Golgb1 Srm St7
306 Rockl Plscr3 Smap1
307 Rgma 2210010C17Rik Rabgap11
308 Actgl Fam102a Tmbim4
309 BC013529 Dlst H3f3a
310 kg:uc007zwh.1 Vps37c Frmd8
311 3110062M04Rik Ngfrapl Nlrx1
312 Cast Pold4 Oazl
313 Mob3c Grecl0 Fam125b
314 Slcl6al Wnt7a Hexa
315 Faml17a 2010111T01Rik Tspo
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316 Pdia3 Pxdn Dcaf12
317 Trim§ Coasy Navl
318 kg:uc009mng.1 Dectnl Cd24a
319 €g:245190:chr7:m Neor2 Ugerl 1
320 Sbsn Postn Wipfl
321 Serpinb6b Colda2 F10
322 Daglb Cibl Erlecl
323 Smarca2 Tbeldl3 Map2k3
324 Mef2c Cenl2 Stk24
325 Prrc2e Dcakd Ldlrap1
326 BC005537 Cdc34 Ehd4
327 Hsp90ab1 Atp6vOb Atpovif
328 Snrnp70 Abhd12 Gnas
329 Ppl Flot2 Arhgap18
330 Serpinhl Sla2 Arhgap10
331 Sorbs3 Rhbdf1 Pitpnm1
332 Golga4 Cdh17 S100al
333 Acbd3 Psmb5 Binl
334 Hook3 Serfl Ttyh3
335 Map3k3 Slcl5a3 Selp
336 Rhou Sftpd Trappc9
337 Smc2 Pop5 Aes
338 Cld Nude Taok3
339 kg:uc008dzh.1 Sh2d5 Zfand3
340 Psmd7 kg:uc007fwp.1 Stim1
341 Dab?2 Mrpl37 Rnfl14
342 Ceplo4 Rinl Sepls
343 Crim1 Podxl kg:uc012hdk. 1
344 Rtfl Paqr5 Lgals9
345 Fxydl Sepx1 Cox6bl
346 H2-D1 Agr2 Riok3
347 Ztp704 Bax Sle38a10
348 Mtapla Rxrb Rtn3
349 Ascc3 Tes B3gat2
350 Med131 Hdacé6 Cendbpl
351 Jup 1110008F13Rik Rsul
352 Nid2 Mpnd kg:uc007upr.1
353 Kdr Gmppa Itm2b
354 Ifnar2 Gramdla St3gall
355 5430435G22Rik Wars Secolg
356 Col4a6 Mtap Ptpnl
357 M17re Clqtnf5 kg:uc012bhf.1
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358 Gbp3 Mrpl28 B2m

359 S1c39a8 Mfrp Rasgrp3

360 Cf12 Kars Memol

361 Slc38al Lbp Slc39a4

362 Cuedcl Plxnb1 Sdcbp

363 Fgfl 2700081015Rik Tspanl4

364 Gas6 Mrps24 Ubl7

365 Cldn25 Klc4 Nras

366 Sorbs1 Dctn3 Ssx2ip

367 Hspal2a Kenql kguc007zbz. 1
368 kguc007zts. 1 Smurfl Whbpl

369 Slclas Faml62a 1110003E01Rik
370 Nr3cl Hiplr Clip2

371 Adamts5 kgruc007hyr.2 Gapdh

372 Gpepdl Gysl Gmo6578

373 Dpysl3 Sac3dl Actnl

374 Colec12 Ndufs6 St3gal2

375 Pded6ip Rgl2 3110001DO3Rik
376 Dst Atp5gl Ctsz

377 Ifit3 Itgb4 kgrac007vdl. 1
378 Chst4 Sars Fam73a

379 Xist 2310003F16Rik Vel

380 Ifi2712a Nhp2lI1 Lims|

381 Fkbp5 D19Wsul62e Lars2

382 Agapl Cd320 Birc2

383 Ankrd11 Pigq Lamp?2

384 kg:uc007qca.l Chd3 Rasl10a

385 Sytl1 Zdhhc4 Mif

386 Ptrf Eif3l Rab10

387 Krecl St8sia3 Pabpcl

388 Zfp488 Rcan3 Wwp2

389 Lama4 Meg3 Nqo2

390 Aebpl Nudt4 kg:uc007fte. 1
391 Fam134b Gss Plxna4

392 Tppp3 Pih1d1 Gml821

393 Maf Limd2 Gadd45a

394 Pelil Apls2 Slc25a39

395 Z1p353 BC056474 kguc009pet.1
396 Cdon Mms19 Ubb

397 Sarnp Clip2 Ppplr2

398 Atxn713b 2310016M24Rik Rab27b

399 Pefl Ttpa Capl
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400 App Slc25a10 Jarid2
401 Mtdh Fibp Rnfl1
402 Lrrc20 Higd2a Tmem50b
403 Btbd2 Snrpd?2 Myh9
404 Gnb2 Eri3 Tmem128
405 Pigt Nbeal2 Stradb
406 Efna5 Trim28 Celal
407 Tm4stl S100a4 Ndrg2
408 Coql0b Ivnslabp Dhrs3
409 Eif2s3x Pppl1rl8 Hipk1
410 Cmah Efemp?2 Atg9a
411 St3bl Med22
412 Ecal Nelf
413 Slpi 2810428115Rik
414 Tmod3 D2Wsu8le
415 Ppp3ca Trappcoa
416 Tceal8 Trappc2l
417 Anp32a Antxr2
418 Actb Rabl Ifip5
419 Ddx5 Ldhd
420 Coblll Npnt
421 Cish Actbp
422 Nodl Pafah1b2
423 Psd Angptl2
424 Gm10052 Fzrl
425 Lims2 Aaas
426 Stra6 Eif2b2
427 kg:uc007bgn. 1 1190003J15Rik
428 Plxdcl 5730403B10Rik
429 Nfe2ll Adamts13
430 Smpd3 Eif3b
431 Bell0 Znrfl
432 113 Pkp3
433 Fam76a Lemd?2
434 Cybrdl Rab34
435 Gm3893 Mpv1712
436 Siae Cdkn2b
437 Ssh2 Snrpe
438 Nfic Gm14005
439 Btf3 Prdx4
440 Sp100 Xab2
441 Ndn Dpp3
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442 Matr3 Tyms
443 Gm13251 Leprotll
444 Arhgap5 Uqerl0
445 Zbtb4 CdkSrap3
446 Pgrmcl Gorasp2
447 4930402H24Rik Wbp7
448 Bptf Sortl

449 Dusp3 Ddx41
450 Pla2g4a Cct3

451 Brp44l Mrps33
452 Oxctl Frmd§
453 Stk40 1110049F12Rik
454 Ddrl Fscnl

455 1£i205 Ndufa2
456 Col3al Dpcd
457 Nipbl Uncl3a
458 Plkl1sl Eiflad
459 Bdpl Sgta

460 Smc3 Chafla
461 Ifitm3 Plxnal
462 Ndstl Hspa9
463 Zbed6 1110014N23Rik
464 Rest Cdo912
465 kgruc007vne.1 Snrpa
466 Ccdc88a Mcm7
467 Stat3 Tars2

468 Arf2 Gondl
469 Tribl Stk38
470 Gceapl4 Clqgtnfl
471 Tbeldl5 Tbrg4
472 Igflr Tmeml32a
473 Ppbp Coxb6¢
474 kguc008tky.1 Alcam
475 Rablb Phka2
476 Krtl4 Trim3
477 Med21 Ppplrl4b
478 Gjal Gpaal
479 KIf10 Ctps2
480 1d2 Ptpn23
481 Mfapla Endog
482 Ogn Mrto4
483 Gpced Mirps6
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484 Bst2 Pvr

485 Dtx2 Phgdh
486 Wac Itpr3
487 Kpna3 Polr2¢
488 Kcenabl Seclba
489 Orai3 Mdpl
490 Gesh Fbfl

491 Wdr92 Mcept8
492 Olfr613 Rpsokad
493 Tcf711 Micall
494 Tgtb2 Mrpl34
495 116 Agpat3
496 Manf 2310044H10Rik
497 Mgstl Myo9b
498 kguc008tkz. 1 Ndufbl0
499 Creb311 Apexl
500 Txndc5 Elk3

501 Kif2 Cpsf3l
502 Slu7 Tnk1
503 Ttc28 Pmvk
504 1110002B05Rik Ppplrléa
505 Zcchell Arhgef5
506 Ptp4a2 Lonpl
507 Pbx1 Pla2g7
508 Clen3 PipSklc
509 Tmco7 Inf2

510 Lrre58 Pgkl

511 Eif3a Parp6
512 Cldn10 Urml
513 H2-Q6 Mad212
514 Ccde80 Ing4

515 kg:uc009iln.1 Rbckl
516 Rab5c¢ Cantl
517 Tsc22d3 Sgpll
518 Tm4sfs5 Ehbpl11
519 Hmgb1 Runx1
520 Sec62 Slc27a4
521 Maoa Ndufa7
522 Cleclb Mcm3ap
523 Mphosph8 1110008P14Rik
524 Oat Rassf7
525 Ncorl Ptpmt1
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526 Cybs Arfgapl
527 Trafdl Secolal
528 Rpp25 Rps6kal
529 kg:uc007ded.1 Ints1

530 2610101N10Rik Tpenl
531 Tl6st Iffo2

532 Evpl Trim44
533 Psmdl1 kg:uc012ctw. 1
534 Dyncli2 Golga2
535 Lars?2 Mstol

536 Pdia4 Ppp613
537 Cds5 Trmt2a
538 Amfr Appl2

539 Zcche3 Sparcll
540 Herpud2 Rapgefl
541 Txnrd] Ztpll

542 Vatl Psmc4
543 Diapl Mosc2
544 Tmed2 Fam101b
545 Arf3 1500010J02Rik
546 Arap2 Cedcl24
547 St3gall Ptges

548 Manla Fam189b
549 Rgs10 Thil

550 Tmsb4x Kctd2

551 Uba7 Olfr1372-psl
552 C4b Hexa

553 Tmem98 Anapc5s
554 Lpar2 Serpina3n
555 Gabarapl1 1810046J19Rik
556 Cmtm?7 Tmem167
557 Spon2 Gm11428
558 Smarcas Genlll
559 Mxd4 Kansl3
560 Smc4 Fasn

561 Thsd4 Sle50al
562 Gsr Smad3
563 Ptprd Trip6

564 Clipl Atpévlel
565 Cln8 Chchd5
566 Rbm27 Adssll
567 Zmatl Nes
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568 Smc6 Aplbl
569 B2m Fcgrt
570 Irf2bp2 Ltbp3
571 Ppap2a Csf2rb
572 Zthx4 Ssnal
573 Tob2 Mrps16
574 Rabgapll Cyba
575 Nfkb2 Cyth2
576 Nfye Tgf2

577 Ube2dl Pisd-psl
578 Creb5s Atpl3a2
579 Opa3 Miph
580 Csnklal Cyp4fl6
581 Fam84b 2010107E04Rik
582 Ddr2 Gas5

583 Usp54 Eif3k
584 Akt2 Fam149a
585 Strn3 Mif

586 Hnrnpm B230312A22Rik
587 €g:497210:chr14:m Ppplrl2c
588 Tptl Tfipl1
589 Naa25 Tex10
590 Ecflal Slc16a3
591 Parp4 Stk16
592 Msn Epnl

593 Zbtb20 Noc4l
594 Fermt2 Rec?

595 Bodll Rgs12
596 Sltm Shkbp1
597 Dapkl Got2

598 Hnrnpr Plek2
599 Baz2a Lilrb3
600 Rnfl167 Ndufb5
601 Mapk1 Tesk]
602 €g:320169:chr9:p Rab24
603 4930523C07Rik Atp5j2
604 Nfl Commd9
605 Fam53b Rtkn

606 Faim?2 Prpf19
607 Tgm2 6720401G13Rik
608 Calm2 Ppal

609 ATB48100 Pgp
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610 Slc10a3 Hpsl

611 Ogdh Put60

612 Arl3 Mdm?2

613 Timp2 kguc012cgd.1
614 Atxn2 kg:uc009uim. 1
615 Ml Pyy

616 Ces2g Zfp358

617 Mat2a Timm8b

618 Esfl Ddx39

619 Hsp90aal Pgm?2

620 Ztp385a kg:uc008gbp.1
621 Zfp672 Sipal

622 Csda Mgatl

623 Pf4 Tmem?208

624 Arsa Ruvbl2

625 Fllr 8430410A17Rik
626 C4a Bad

627 Kpnal Pfdn5

628 Rbbp8 Emel

629 Oxnadl kgruc009mzj.1
630 Rblcel Tgfl

631 Setd?2 Prkagl

632 Kiflb kg:uc009sua.l
633 2510002D24Rik Uaplll

634 Cep57 Trappc4

635 Chd2 Bola2

636 Serinc5 Usp5

637 Marcksl1 Ear2

638 Shfm1 Cars

639 Bbs4 1810027010Rik
640 Impad] Amdhd2

641 Tbeel Phb

642 Kdelrl Kemfl

643 Ninl Lsmdl

644 Sytll Secllc

645 Tpm3 Pcbp4

646 Rbbp6 Mepce

647 Lmanl Tpd5212

648 Ankrdl7 Trf

649 Naga Hsd17b11

650 Rbpms Pilra

651 Magtl Atnl
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652 Tfdp2 Pgf
653 Gem Nxn
654 Pde4dip InppSk
655 Mrgprf Actrla
656 kg:uc008ajk.1 Cdosg
657 Itch Eeflg
658 Elf1 Fbnl
659 Meis2 Hint1
660 Aridla Marchs
661 Serpingl Usp48
662 Slc27a3 Hnflb
663 Thoc2 Gga3
664 Gsta3 Drosha
665 Hnrnph2 Ubpl
666 Socs3 Pkn3
667 Armex3 Tmem192
668 Siahla Prpf31
669 kg:uc009ize. 1 Hspdl
670 Irs2 Otubl
671 Mettl7al Mrpl20
672 Ppfibp2 Tead2
673 Blvrb Phptl
674 | Yipfs Neul
675 Plat Pygo2
676 Gmo6578 Myeov2
677 Mat2b Cdk5
678 Tmpo Ndorl
679 Metap2 Rbp4
680 Zip277 Psatl
681 Wis Mrpldl
682 Mesdcl Snrpg
683 kg:uc009acs.1 Acot7
684 Colla2 Vars
685 Csfl Nono
686 Sulf2 Gtf2i
687 Ifrd1 Traf3
688 Wrnipl Ppp2r4
689 Flii Actg?
690 2810474019Rik Pidk2a
691 Sepl5 Sle35b2
692 2310030G06Ri1k Ubglinl
693 Cmtm3 Ppox
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694 Mylip Bud31
695 Slc8al Man2bl
696 Btbd7 Natl5
697 Hdac5s Sponl
698 Zfand6 Cycl

699 Tapbp Mpegl
700 Keapl Nsun2
701 Ube2n Rab4a
702 Ssr3 Mtmrl1
703 H3f3a BC004004
704 Myst4 B4galntl
705 G3bpl Atp5Sk
706 Ugdh Lin37
707 Lamp2 D330041H03Rik
708 Zrsrl Tbeld17
709 Pim1 March6
710 Gm9199 2410015M20Rik
711 Supt16h 1810013D10Rik
712 Anob6 Eif2s1
713 Soatl Traf7
714 Ecil Rpl36al
715 Plcel Psenen
716 Atg3 Aip

717 Bncl Cmas
718 Pik3c2a Rpia

719 Pqlc3 Ncbpl
720 Thrap3 Meal

721 Irak4 Timm50
722 Kdmé6b Earl2
723 Apol9a Fkbpla
724 Wnt4 Commd4
725 1500003003Rik Col5a3
726 Phf3 Fblim1
727 1110004F10Rik Cwh43
728 Kansl1 Arl2bp
729 Fthl Mrpl46
730 Tmem50a Ten2

731 Utp20 Add2
732 Smad4 Speccll
733 Stmn2 Ppcs

734 Gstm1 Vrk3

735 Senp6 Trim25
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736 Gda Nfatcl

737 Nucks1 Raplgap
738 Ints10 Hsd17b12
739 Synel Epas1

740 Itga6 Ddx1

741 Acad9 Prdx6

742 Maged! Mmp24
743 Spen Ndufb9
744 Chdl Pht23

745 Taf3 Rpa2

746 Ptgsl 5031439G07Rik
747 Sparc Rrp7a

748 R74862 Arfip2
749 B230120H23Rik Efnal

750 Tmem?234 Agps

751 Ryk Sephsl

752 Dlgap4 Apoc2

753 Atplbl Mrps27
754 Parpl4 Snn

755 Tgfbr2 Serinc3
756 Ccdc90a Pdcds

757 Ncoal AA986860
758 Pppdel Pitpna

759 Luc713 Vacl4

760 Prg4 2810025M15Rik
761 Rabl1fipl Def8

762 Plk2 Hilpda

763 1fi35 Eif6

764 Pdap1 Brd7

765 Cd248 Fes

766 Sesnl Sbfl

767 Ecd Ak2

768 Apls3 1810035L17Rik
769 H2-K1 Limel

770 Spag9 Hspel

771 Tshz1 Csrp2bp
772 Dennd5a Uba5s

773 Stagl Gstad

774 Gpx8 2900092E17Rik
775 Sod3

776 BC005561

777 kg:uc009vev.1
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778 Ywhaz
779 Ganab
780 Rras2
781 Duspl4
782 kg:uc012hdk.1
783 Nrldl
784 Wwe2
785 Ubxn2a
786 Igsecl
787 kg:uc007vsr.1
788 Cfl1

789 Csrpl
790 Smchd1
791 Myll2a
792 Ubqln2
793 Tmcee3
794 Kdm5a
795 Rbm25
796 Wdr26
797 Vim
798 Arpc2
799 Calml
800 Dnaja2
801 Shel
802 Vpsl3a
803 KIf7
804 1810074P20Rik
805 BC003331
806 Itpr2
807 Jmjdlc
808 Pcdhgbs
809 Tubb2a
810 Ehd2
811 Ift74
812 Perl

813 Pitpnm?2
814 Gstm4
815 Dnmt1
816 Tmcol
817 Lass4
818 Ptprf
819 Sirt2
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820 Gfm?2
821 Taf7
822 Spop
823 Zzefl
824 Ccdc34
825 Zp281
826 Tubala
827 Cede109b
828 Cdk13
829 Dhx15
830 Src

831 Braf
832 Mapre2
833 Anxa7
834 Sept9
835 Alox12
836 Pknox1
837 2610034B18Rik
838 Topors
839 Phf21a
840 Qserl
841 Tirap
842 Fas

843 Lass2
844 6330406115Rik
845 Parvb
846 Atplal
847 Mtmr6
848 Cd109
849 Dnajcl
850 Hplbp3
851 1600029D2 1Rik
852 Ttc38
853 Mfhas|
854 Filip11
855 Zip148
856 Nkdl
857 Usp16
858 TIr2
859 Zc3h18
860 Stk10
861 Ltbp4
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862 Hdac3

863 Ethd2

864 Prkar2a

865 Atpbvla
866 Sf3b4

867 GpreSb

868 Clip3

869 Mettl2

870 Secisbp?2
871 Fmod

872 kg:uc0091xf. 1
873 Elovl6

874 Bzwl

875 Etfa

876 Hspa2

877 kg:uc007won.1
878 Rnf20
googooao

OO0OO0OO0OBP FATOOUOCC FATODODDODDODOOOOOOOCIC-cOOODODDDODOOOOOOADO
ooobODbOOO0oDOoooooobOboO0oooooan

g-fE<0.01
HiET Fi7E b | A XH RV Y%= (Benjanini)
(afi)
GOTERM BP FAT GO:0060429~ Epz34E 35 2.92 8.72E-05
GOTERM_BP FAT GO:0030020~7 7 F 74T A MIESGERE | 27 3.47 6.85E-05
GOTERM_BP_FAT GO:0030036~7 7 F kB kAR 26 3.57 4.95E-05
GOTERM_BP FAT GO:0007010~ HufaFE £ 36 2.50 6.27E-04
GOTERM BP FAT GO:0051173~ Z2RLEHRFHBBOEDOHEE | 49 2.11 6.62E-04
GOTERM_BP FAT GO:0035295~&R4E 31 2.66 7.80E-04
GOTERM_BP_FAT GO:0010604~ @5 TR BROEDHE 54 1.93 0.001727
GOTERM_BP FAT GO:0031328~ HiuE 4 AR O EDO T 49 2.01 0.0015751
GOTERM BP FAT GO:0051789~ & v RGBT B IE 16 4.16 0.0014484
GOTERM_BP FAT GO:0035239~ ERRER R 23 3.05 0.0015064
GOTERM_BP FAT GO:0045449~ B0 140 1.42 0.0014097
GOTERM_BP FAT GO:0048729~ BT HETE L 28 2.66 0.0013058
GOTERM_BP FAT GO:000989 1 ~A A BB FROEDFHHE 49 1.99 0.0012408
GOTERM_BP FAT GO:0045935~ @t X7 LA TR, 46 2.04 0.0012061

I VAT PR LUEBRAHHRREO EDORH
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GOTERM_BP_FAT GO:0002009~ Lo EER AR 23 3.01 0.0012149
GOTERM_BP_FAT GO:0048584~ B¢ AIEDED T 24 2.92 0.0011396
GOTERM_BP_FAT GO:0051276~ Bt ARAL 39 2.19 0.0012619
GOTERM BP FAT GO:0045637~FHEt RO FEL 12 5.33 0.0014358
GOTERM_BP_FAT GO:0045785~ HusEd O IEOTIH 11 5.79 0.0016889
GOTERM_BP_FAT GO:004594 1~ EEDIEDOFRE 43 2.05 0.0016795
GOTERM_BP_FAT GO:0045893~ BN IEDFHHI. DNAKEM: 39 2.12 0.0019852
GOTERM_BP_FAT GO:0051254~ RNAMRFBHEFR D EDOFEH 39 2.11 0.0022107
GOTERM_BP_FAT GO:0006357~RNARY A5 —PII S mE—F— 51 1.87 0.0022801
NHDOEBE O
GOTERM_BP_FAT GO:0006325~ 7 n=F 11k 32 2.30 0.0025187
GOTERM_BP_FAT GO:0010628~ &z T HHEOEDFH 43 2.00 0.0025252
GOTERM _BP FAT GO:0060562~ FEERRER AL 17 3.47 0.0025847
GOTERM_BP_FAT GO:0042127~ fpesasa TR 45 1.89 0.0051485
GOTERM_BP_FAT GO:0010557~BE% TAABIRBEOIEDORE 44 1.88 0.0071937
GOTERM_BP_FAT GO:0002253~ & OIEHEA L 14 3.69 0.0078441
GOTERM BP FAT GQO:005077 8~ ufE & D IEDFRE 18 3.00 0.0080458
GOTERM BP FAT GO:0002684~ o RiEfE D E DT 23 2.53 0.0088166
GOTERM_BP_FAT GQO:0045944~RNARY A5 —VIT 70— H— 33 2.09 0.0090124
NODEBEDIEDRE
GOTERM_CC FAT GO:0005578~ & oGkt~ v 72 | 32 2.38 0.0047511
GOTERM_CC FAT GO:0031012~#pst <+ w7 2 32 2.28 0.0051923
GOTERM_CC FAT GO:004442 1~ Hfus EIRER 5 60 1.71 0.0064365
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Abi3bp ABI gene family, member 3 (NESH) binding protein

similar to a disintegrin-like and metalloprotease (reprolysin type) with
thrombospondin type 1 motif, 5 (aggrecanase-2); a disintegrin-like and

Adamts> metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 5
(aggrecanase-2)
Adamtsl1 ADAMTS-like 1
Ang angiogenin, ribonuclease, RNase A family, 5
Arsa arylsulfatase A
Cirl complement component 1, r subcomponent-like
3 complement component 3; similar to complement component C3

prepropeptide, last

similar to Complement C4 precursor; complement component 4A (Rodgers
Cda blood group); similar to complement C4; complement component 4B
(Childo blood group)
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similar to Complement C4 precursor; complement component 4A (Rodgers

Cab blood group); similar to complement C4; complement component 4B
(Childo blood group)
Ccdc80 coiled-coil domain containing 80
Cd109 CD109 antigen
Chi3l1 chitinase 3-like 1
Clec3b C-type lectin domain family 3, member b
Cmtm3 CKLF-like MARVEL transmembrane domain containing 3
Cmtm7 CKLF-like MARVEL transmembrane domain containing 7
Col14a1l collagen, type X1V, alpha 1
Colla2 collagen, type |, alpha 2
Col3al collagen, type lll, alpha 1
Col4a6 collagen, type IV, alpha 6
Csfl colony stimulating factor 1 (macrophage)
Dagl dystroglycan 1
Dcn decorin
Dmkn dermokine
Fbin1 fibulin 1
Fgfl fibroblast growth factor 1
Fmod fiboromodulin
Gpc3 glypican 3
Gpc4 glypican 4; similar to Glypican 4
Hmgbl high mobility group box 1
Ifnar2 interferon (alpha and beta) receptor 2
Igfbp5 insulin-like growth factor binding protein 5
1116 interleukin 16
Lama4 laminin, alpha 4
Ltbp4 latent transforming growth factor beta binding protein 4
similar to microfibrillar-associated protein 1A; microfibrillar-associated
Mfapla . . - . .
protein 1A; microfibrillar-associated protein 1B
Nid2 nidogen 2
Ogn osteoglycin
Pdap1 PDGFA associated protein 1
Pf4 platelet factor 4
Plat plasminogen activator, tissue
Podn podocan
Prelp proline arginine-rich end leucine-rich repeat
Rspol R-spondin homolog (Xenopus laevis)
Serpingl serine (or cysteine) peptidase inhibitor, clade G, member 1
Slurp1 secreted Ly6/Plaur domain containing 1
Sod3 superoxide dismutase 3, extracellular
Sparc secreted acidic cysteine rich glycoprotein; similar to Secreted acidic cysteine
rich glycoprotein
Spock2 sparc/osteonectin, cwev and kazal-like domains proteoglycan 2

Spon2

spondin 2, extracellular matrix protein
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Sulfl sulfatase 1
Sulf2 sulfatase 2
Tgfb2 transforming growth factor, beta 2
Tgm2 transglutaminase 2, C polypeptide
Thbd thrombomodulin
Thbs1 thrombospondin 1; similar to thrombospondin 1
Thsd4 thrombospondin, type |, domain containing 4
Timp2 tissue inhibitor of metalloproteinase 2
Tnxb tenascin XB
predicted gene 1974; tumor protein, translationally-controlled 1
Tptl pseudogene; tumor protein, translationally-controlled 1; predicted gene
14456
Twsgl twisted gastrulation homolog 1 (Drosophila)
Wnt4 wingless-related MMTV integration site 4
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100PRNZ EEIZHEM D/ A—t o T—D
Ly o ECMEEFRES |9 THOCTC| PDACCTC FLYECTC BISLARFECTC
1 ANXA2 36.3% 0.0% 51.7% 33.8%
2 SPON2 29.2% 0.0% 3.4% 41.6%
3 LGALS3 22.1% 42.9% 37.9% 14.3%
4 SPARC 21.2% 100.0% 31.0% 10.4%
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5 LGALS3BP 16.8% 0.0% 34.5% 11.7%
6 MGP 15.9% 57.1% 44.8% 1.3%
7 LAMC1 15.0% 0.0% 6.9% 19.5%
8 SMC3 15.0% 42.9% 17.2% 11.7%
9 CALR 14.2% 0.0% 6.9% 18.2%
10 TIMP1 13.3% 14.3% 27.6% 7.8%
11 MMP24 11.5% 0.0% 10.3% 13.0%
12 DAG1 10.6% 0.0% 20.7% 7.8%
13 ERBB2IP 10.6% 14.3% 20.7% 6.5%
14 MMP19 10.6% 0.0% 10.3% 11.7%
15 AGRN 8.8% 0.0% 6.9% 10.4%
16 CRTAP 8.8% 0.0% 6.9% 10.4%
17 COL24A1 8.0% 57.1% 17.2% 0.0%
18 ANG 7.1% 0.0% 0.0% 10.4%
19 MFAP1 7.1% 0.0% 6.9% 7.8%
20 VWE 7.1% 14.3% 17.2% 2.6%
21 VWA1 7.1% 0.0% 3.4% 9.1%
22 TIMP2 6.2% 0.0% 13.8% 3.9%
23 ECM1 6.2% 0.0% 24.1% 0.0%
24 LTBP1 6.2% 28.6% 10.3% 2.6%
25 LGALS1 6.2% 0.0% 10.3% 5.2%
26 SERPINA1 6.2% 0.0% 20.7% 1.3%
27 SPOCK1 6.2% 14.3% 0.0% 7.8%
28 TFF3 6.2% 0.0% 17.2% 2.6%
29 NPNT 5.3% 0.0% 3.4% 6.5%
30 TFIP11 5.3% 14.3% 6.9% 3.9%
31 COL9A2 4.4% 0.0% 0.0% 6.5%
32 COL6A1 4.4% 0.0% 0.0% 6.5%
33 FN1 4.4% 14.3% 10.3% 1.3%
34 LAD1 4.4% 0.0% 10.3% 2.6%
35 LAMA1 4.4% 14.3% 3.4% 3.9%
36 LAMB2 4.4% 0.0% 10.3% 2.6%
37 MATN2 4.4% 14.3% 3.4% 3.9%
38 ZP3 4.4% 0.0% 0.0% 6.5%
39 ADAMTSL3 3.5% 28.6% 3.4% 1.3%
40 FRAS1 3.5% 14.3% 0.0% 3.9%
41 TIMP3 3.5% 0.0% 3.4% 3.9%
42 DST 3.5% 0.0% 6.9% 2.6%
43 GFOD2 3.5% 14.3% 0.0% 3.9%
44 LAMA3 3.5% 14.3% 0.0% 3.9%
45 LAMB1 3.5% 14.3% 0.0% 3.9%
46 MMP7 3.5% 0.0% 0.0% 5.2%
47 ANGPTL4 2.7% 0.0% 0.0% 3.9%
48 BMP4 2.7% 0.0% 0.0% 3.9%
49 LTBP2 2.7% 28.6% 3.4% 0.0%
50 LEPRE1 2.7% 0.0% 0.0% 3.9%
51 LUM 2.7% 0.0% 0.0% 3.9%
52 NID2 2.7% 14.3% 6.9% 0.0%
53 SLC1A3 2.7% 28.6% 0.0% 1.3%
54 TECTA 2.7% 14.3% 3.4% 1.3%
55 THSD4 2.7% 0.0% 6.9% 1.3%
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56 ADAMTS15 1.8% 0.0% 6.9% 0.0%
57 USH2A 1.8% 14.3% 3.4% 0.0%
58 APLP1 1.8% 0.0% 0.0% 2.6%
59 COL4A3 1.8% 14.3% 3.4% 0.0%
60 COL7A1 1.8% 0.0% 3.4% 1.3%
61 COL11A1 1.8% 0.0% 6.9% 0.0%
62 COL11A2 1.8% 0.0% 0.0% 2.6%
63 COL15A1 1.8% 28.6% 0.0% 0.0%
64 CTGF 1.8% 0.0% 0.0% 2.6%
65 CRISP3 1.8% 0.0% 0.0% 2.6%
66 DCN 1.8% 0.0% 0.0% 2.6%
67 ENTPD2 1.8% 0.0% 0.0% 2.6%
68 FMOD 1.8% 0.0% 3.4% 1.3%
69 GPC1 1.8% 0.0% 0.0% 2.6%
70 HSPG2 1.8% 0.0% 0.0% 2.6%
71 LAMAS 1.8% 0.0% 3.4% 1.3%
72 LAMC2 1.8% 14.3% 0.0% 1.3%
73 MMP10 1.8% 0.0% 3.4% 1.3%
74 MMP12 1.8% 0.0% 0.0% 2.6%
75 NTN4 1.8% 0.0% 6.9% 0.0%
76 NAV2 1.8% 0.0% 6.9% 0.0%
77 PAPLN 1.8% 0.0% 3.4% 1.3%
78 SFTPA2 1.8% 0.0% 0.0% 2.6%
79 VCAN 1.8% 14.3% 0.0% 1.3%
80 ADAMTS13 0.9% 0.0% 3.4% 0.0%
81 ADAMTS3 0.9% 14.3% 0.0% 0.0%
82 ADAMTS5 0.9% 14.3% 0.0% 0.0%
83 ADAMTSL4 0.9% 0.0% 0.0% 1.3%
84 EFEMP1 0.9% 0.0% 3.4% 0.0%
85 EFEMP2 0.9% 0.0% 3.4% 0.0%
86 EGFLAM 0.9% 14.3% 0.0% 0.0%
87 KAL1 0.9% 0.0% 0.0% 1.3%
88 KAZALD1 0.9% 0.0% 0.0% 1.3%
89 MAMDC2 0.9% 14.3% 0.0% 0.0%
90 SMOC1 0.9% 0.0% 0.0% 1.3%
91 SMOC2 0.9% 0.0% 0.0% 1.3%
92 ACHE 0.9% 0.0% 0.0% 1.3%
93 AMTN 0.9% 0.0% 3.4% 0.0%
94 ANXA2P2 0.9% 0.0% 3.4% 0.0%
95 Pz 0.9% 0.0% 3.4% 0.0%
9% CHADL 0.9% 0.0% 0.0% 1.3%
97 COCH 0.9% 0.0% 0.0% 1.3%
98 COL6AG 0.9% 14.3% 0.0% 0.0%
99 COL1A2 0.9% 0.0% 3.4% 0.0%
100 COL2A1 0.9% 0.0% 0.0% 1.3%
101 COL4A1 0.9% 14.3% 0.0% 0.0%
102 COL4A2 0.9% 0.0% 0.0% 1.3%
103 COL4AG6 0.9% 0.0% 0.0% 1.3%
104 COL5A1 0.9% 14.3% 0.0% 0.0%
105 COL6A2 0.9% 0.0% 0.0% 1.3%
106 COL8A1 0.9% 14.3% 0.0% 0.0%
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107 COL12A1 0.9% 14.3% 0.0% 0.0%
108 COL14A1 0.9% 14.3% 0.0% 0.0%
109 COL19A1 0.9% 14.3% 0.0% 0.0%
110 COL17A1 0.9% 14.3% 0.0% 0.0%
111 COL22A1 0.9% 14.3% 0.0% 0.0%
112 ENTPD1 0.9% 14.3% 0.0% 0.0%
113 FBN2 0.9% 0.0% 0.0% 1.3%
114 FBN3 0.9% 0.0% 3.4% 0.0%
115 FBLN1 0.9% 14.3% 0.0% 0.0%
116 FBLN7 0.9% 0.0% 0.0% 1.3%
117 GPC4 0.9% 0.0% 3.4% 0.0%
118 HMCN1 0.9% 14.3% 0.0% 0.0%
119 IMPG1 0.9% 14.3% 0.0% 0.0%
120 IMPG2 0.9% 0.0% 3.4% 0.0%
121 LAMA?2 0.9% 0.0% 3.4% 0.0%
122 LAMB3 0.9% 14.3% 0.0% 0.0%
123 MEPE 0.9% 0.0% 3.4% 0.0%
124 MMP1 0.9% 14.3% 0.0% 0.0%
125 MMP2 0.9% 0.0% 3.4% 0.0%
126 MMP25 0.9% 0.0% 0.0% 1.3%
127 MMP3 0.9% 0.0% 3.4% 0.0%
128 MMP9 0.9% 14.3% 0.0% 0.0%
129 OGN 0.9% 14.3% 0.0% 0.0%
130 PI3 0.9% 0.0% 0.0% 1.3%
131 PRELP 0.9% 14.3% 0.0% 0.0%
132 PTPRZ1 0.9% 14.3% 0.0% 0.0%
133 RELN 0.9% 0.0% 3.4% 0.0%
134 ADAMTSL2 0.9% 0.0% 0.0% 1.3%
135 TGFBI 0.9% 0.0% 3.4% 0.0%
136 UCMA 0.9% 0.0% 3.4% 0.0%
137 VIT 0.9% 0.0% 3.4% 0.0%
138 WNT10A 0.9% 14.3% 0.0% 0.0%
139 WNT10B 0.9% 0.0% 0.0% 1.3%
140 WNT11 0.9% 0.0% 3.4% 0.0%
141 WNT4 0.9% 0.0% 0.0% 1.3%
142 ZP2 0.9% 14.3% 0.0% 0.0%
143 ADAMTS1 0.0% 0.0% 0.0% 0.0%
144 ADAMTS10 0.0% 0.0% 0.0% 0.0%
145 ADAMTS12 0.0% 0.0% 0.0% 0.0%
146 ADAMTS14 0.0% 0.0% 0.0% 0.0%
147 ADAMTS16 0.0% 0.0% 0.0% 0.0%
148 ADAMTS17 0.0% 0.0% 0.0% 0.0%
149 ADAMTS18 0.0% 0.0% 0.0% 0.0%
150 ADAMTS19 0.0% 0.0% 0.0% 0.0%
151 ADAMTS2 0.0% 0.0% 0.0% 0.0%
152 ADAMTS20 0.0% 0.0% 0.0% 0.0%
153 ADAMTS4 0.0% 0.0% 0.0% 0.0%
154 ADAMTS6 0.0% 0.0% 0.0% 0.0%
155 ADAMTS8 0.0% 0.0% 0.0% 0.0%
156 ADAMTS9 0.0% 0.0% 0.0% 0.0%
157 ADAMTSL1 0.0% 0.0% 0.0% 0.0%
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158 ADAMTSLS 0.0% 0.0% 0.0% 0.0%
159 CD248 0.0% 0.0% 0.0% 0.0%
160 DGCR6 0.0% 0.0% 0.0% 0.0%
161 EGFL6 0.0% 0.0% 0.0% 0.0%
162 EMID1 0.0% 0.0% 0.0% 0.0%
163 FREM1 0.0% 0.0% 0.0% 0.0%
164 FREM?2 0.0% 0.0% 0.0% 0.0%
165 RELL2 0.0% 0.0% 0.0% 0.0%
166 SPARCL1 0.0% 0.0% 0.0% 0.0%
167 ACAN 0.0% 0.0% 0.0% 0.0%
168 AMBN 0.0% 0.0% 0.0% 0.0%
169 AMELX 0.0% 0.0% 0.0% 0.0%
170 AMELY 0.0% 0.0% 0.0% 0.0%
171 ASPN 0.0% 0.0% 0.0% 0.0%
172 BGN 0.0% 0.0% 0.0% 0.0%
173 BCAN 0.0% 0.0% 0.0% 0.0%
174 CRTAC1 0.0% 0.0% 0.0% 0.0%
175 CILP2 0.0% 0.0% 0.0% 0.0%
176 CILP 0.0% 0.0% 0.0% 0.0%
177 COMP 0.0% 0.0% 0.0% 0.0%
178 CHL1 0.0% 0.0% 0.0% 0.0%
179 CHI3L1 0.0% 0.0% 0.0% 0.0%
180 CHAD 0.0% 0.0% 0.0% 0.0%
181 Céorfl5 0.0% 0.0% 0.0% 0.0%
182 CCDC80 0.0% 0.0% 0.0% 0.0%
183 CTHRC1 0.0% 0.0% 0.0% 0.0%
184 COL1A1 0.0% 0.0% 0.0% 0.0%
185 COL3A1 0.0% 0.0% 0.0% 0.0%
186 COL4A4 0.0% 0.0% 0.0% 0.0%
187 COL4A5 0.0% 0.0% 0.0% 0.0%
188 COLO9A1 0.0% 0.0% 0.0% 0.0%
189 COL9A3 0.0% 0.0% 0.0% 0.0%
190 COL5A2 0.0% 0.0% 0.0% 0.0%
191 COL5A3 0.0% 0.0% 0.0% 0.0%
192 COL6A3 0.0% 0.0% 0.0% 0.0%
193 COL8A2 0.0% 0.0% 0.0% 0.0%
194 COL10A1 0.0% 0.0% 0.0% 0.0%
195 COL16A1 0.0% 0.0% 0.0% 0.0%
196 COL18A1 0.0% 0.0% 0.0% 0.0%
197 COL21A1 0.0% 0.0% 0.0% 0.0%
198 COL27A1 0.0% 0.0% 0.0% 0.0%
199 COL28A1 0.0% 0.0% 0.0% 0.0%
200 CcoLQ 0.0% 0.0% 0.0% 0.0%
201 DMP1 0.0% 0.0% 0.0% 0.0%
202 DSPP 0.0% 0.0% 0.0% 0.0%
203 DPT 0.0% 0.0% 0.0% 0.0%
204 ELN 0.0% 0.0% 0.0% 0.0%
205 EMILIN1 0.0% 0.0% 0.0% 0.0%
206 EMILIN2 0.0% 0.0% 0.0% 0.0%
207 EMILIN3 0.0% 0.0% 0.0% 0.0%
208 ENAM 0.0% 0.0% 0.0% 0.0%
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209 EPYC 0.0% 0.0% 0.0% 0.0%
210 ECM2 0.0% 0.0% 0.0% 0.0%
211 FBN1 0.0% 0.0% 0.0% 0.0%
212 FGF1 0.0% 0.0% 0.0% 0.0%
213 FGF9 0.0% 0.0% 0.0% 0.0%
214 FLRT1 0.0% 0.0% 0.0% 0.0%
215 FLRT2 0.0% 0.0% 0.0% 0.0%
216 FLRT3 0.0% 0.0% 0.0% 0.0%
217 FBLN2 0.0% 0.0% 0.0% 0.0%
218 FBLN5S 0.0% 0.0% 0.0% 0.0%
219 GPLD1 0.0% 0.0% 0.0% 0.0%
220 GPC2 0.0% 0.0% 0.0% 0.0%
221 GPC3 0.0% 0.0% 0.0% 0.0%
222 GPC5 0.0% 0.0% 0.0% 0.0%
223 GPC6 0.0% 0.0% 0.0% 0.0%
224 HAPLN1 0.0% 0.0% 0.0% 0.0%
225 HAPLN2 0.0% 0.0% 0.0% 0.0%
226 HAPLN3 0.0% 0.0% 0.0% 0.0%
227 HAPLN4 0.0% 0.0% 0.0% 0.0%
228 KERA 0.0% 0.0% 0.0% 0.0%
229 LAMA4 0.0% 0.0% 0.0% 0.0%
230 LAMB4 0.0% 0.0% 0.0% 0.0%
231 LAMC3 0.0% 0.0% 0.0% 0.0%
232 LTBP4 0.0% 0.0% 0.0% 0.0%
233 LOX 0.0% 0.0% 0.0% 0.0%
234 LOXL1 0.0% 0.0% 0.0% 0.0%
235 MATN1 0.0% 0.0% 0.0% 0.0%
236 MATN3 0.0% 0.0% 0.0% 0.0%
237 MMP11 0.0% 0.0% 0.0% 0.0%
238 MMP13 0.0% 0.0% 0.0% 0.0%
239 MMP16 0.0% 0.0% 0.0% 0.0%
240 MMP17 0.0% 0.0% 0.0% 0.0%
241 MMP20 0.0% 0.0% 0.0% 0.0%
242 MMP23A 0.0% 0.0% 0.0% 0.0%
243 MMP26 0.0% 0.0% 0.0% 0.0%
244 MMP27 0.0% 0.0% 0.0% 0.0%
245 MMP28 0.0% 0.0% 0.0% 0.0%
246 MMP8 0.0% 0.0% 0.0% 0.0%
247 MFAP5 0.0% 0.0% 0.0% 0.0%
248 MFAP2 0.0% 0.0% 0.0% 0.0%
249 MFAP4 0.0% 0.0% 0.0% 0.0%
250 MUC4 0.0% 0.0% 0.0% 0.0%
251 MMRN2 0.0% 0.0% 0.0% 0.0%
252 NTN1 0.0% 0.0% 0.0% 0.0%
253 NTN3 0.0% 0.0% 0.0% 0.0%
254 NID1 0.0% 0.0% 0.0% 0.0%
255 NYX 0.0% 0.0% 0.0% 0.0%
256 ODAM 0.0% 0.0% 0.0% 0.0%
257 OPTC 0.0% 0.0% 0.0% 0.0%
258 OMD 0.0% 0.0% 0.0% 0.0%
259 OTOA 0.0% 0.0% 0.0% 0.0%
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260 POSTN 0.0% 0.0% 0.0% 0.0%
261 PODN 0.0% 0.0% 0.0% 0.0%
262 PODNL1 0.0% 0.0% 0.0% 0.0%
263 PRSS36 0.0% 0.0% 0.0% 0.0%
264 RPTN 0.0% 0.0% 0.0% 0.0%
265 RBP3 0.0% 0.0% 0.0% 0.0%
266 SPN 0.0% 0.0% 0.0% 0.0%
267 ADAMTS7 0.0% 0.0% 0.0% 0.0%
268 SPOCK2 0.0% 0.0% 0.0% 0.0%
269 SPOCK3 0.0% 0.0% 0.0% 0.0%
270 SPON1 0.0% 0.0% 0.0% 0.0% 10
271 SFTPAL 0.0% 0.0% 0.0% 0.0%
272 SETPD 0.0% 0.0% 0.0% 0.0%
273 TECTB 0.0% 0.0% 0.0% 0.0%
274 TNC 0.0% 0.0% 0.0% 0.0%
275 TNN 0.0% 0.0% 0.0% 0.0%
276 TNR 0.0% 0.0% 0.0% 0.0%
277 TNXB 0.0% 0.0% 0.0% 0.0%
278 THBSA 0.0% 0.0% 0.0% 0.0%
279 TFPI2 0.0% 0.0% 0.0% 0.0%
280 TGFB1 0.0% 0.0% 0.0% 0.0%
281 TINAG 0.0% 0.0% 0.0% 0.0% 20
282 TNFRSF11B 0.0% 0.0% 0.0% 0.0%
283 VEGFA 0.0% 0.0% 0.0% 0.0%
284 VTN 0.0% 0.0% 0.0% 0.0%
285 VW2 0.0% 0.0% 0.0% 0.0%
286 WNT2 0.0% 0.0% 0.0% 0.0%
287 WNT1 0.0% 0.0% 0.0% 0.0%
288 WNT16 0.0% 0.0% 0.0% 0.0%
289 WNT2B 0.0% 0.0% 0.0% 0.0%
290 WNT3 0.0% 0.0% 0.0% 0.0%
201 WNT3A 0.0% 0.0% 0.0% 0.0%
292 WNT5A 0.0% 0.0% 0.0% 0.0% 30
293 WNT5B 0.0% 0.0% 0.0% 0.0%
204 WNT6 0.0% 0.0% 0.0% 0.0%
205 WNT7A 0.0% 0.0% 0.0% 0.0%
296 WNT7B 0.0% 0.0% 0.0% 0.0%
297 WNT8A 0.0% 0.0% 0.0% 0.0%
208 WNT8B 0.0% 0.0% 0.0% 0.0%
299 WNTOA 0.0% 0.0% 0.0% 0.0%
300 WNT9B 0.0% 0.0% 0.0% 0.0%
301 ZP1 0.0% 0.0% 0.0% 0.0%
302 zZPa 0.0% 0.0% 0.0% 0.0% 40
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{3 Benjanini
AT s HYUR Fo Rl AY$% 3= (Benjamini)
(qfiE)
: ~ R ST BEUMHCY S X1 -
GOTERM gp FAT | GO0002405 HIRTRtrs > kUM SRIER LY . <051 ¢ 0704
- = RIFFHRRDER
: ~MHR IO T BEUMCY SR 1=
GOTERM_Bp_FaT | CO:0019886™RRTOt L THEUMIT SRIE L 5 59.81 6.97E-04
SEMEATF RAEDER
GO:0002504~ HE TS 25 6L UIMCH S RIEA L=
GOTERMLBP_FAT | 2 s mrmormn 5 50.36 7.34E-04
: ~HRTOE DT BEUNEER TF FRREDRT
GOTERM_ Bp_FAT | GO0002478 RIRTatesrs T KUNGHMATF FROI . 4160 L 10E.03
GOTERM_ Bp_FAT | GO00198B4 AR TR B KUNBI RO . 2418 L7603
: ~RRTOEL T BEURTFEREORS
GOTERM_Bp_FAT | 0004800274 - TIT RO 5 27.34 3.72E-03
GOTERM_BP_FAT | GO:0001775~ 5%t 9 7.00 3.82E-03
GOTERM_BP_FAT | GO:0019882~HE 7ot sy 5&UHRR 6 13.20 7.40E-03
OO0O0Oooo
O000O0CTC-cO0O0DO0OCTC-plt0 0000000000000 0000D00O0O0O0O0
0
g0 0 0.01
Wi = Bk Fo XLt Ry Y3 Benjanini
(afiE)
GOTERM_BP_FAT | GO:0042060~Blg:A% 18 7.8 1.86E-07
GOTERM_BP_FAT | GO:0007596" ;5 15 10.4 9.31E-08
GOTERM_BP_FAT | GO:0050817~ & 15 10.4 9.31F-08
GOTERM_BP_FAT | GO:0007599~ 1t 15 10.3 7.59E-08
: ~ KB ANJLDER
GOTERM_Bp_FaT | GO:0050878~ L ~L OIS 15 8.2 1.30E-06
GOTERM_Bp_FaT | 80:0030029% 7552745 b 20 55 1.14E-06
- - Ho3< B2
. ~ =, 5
GOTERM_pp_FaT | ©0:0007010 MR 26 3.9 3.95E-06
. ~ . A&, 3
GOTERM_ Bp_FAT | GO:0030036~7 77 >Rt 8 e s 11605
: ~ BSIZx [P
GOTERM_Bp_FaT | GO:0009611™ AIiSI=3 1 26 36 1.02E-05
GOTERM_BP_FAT | GO:0007155~ iz 33 2.9 2.86E-05
GOTERM_BP_FAT | GO:0022610~ ¥ 33 2.8 2.70E-05
GOTERM_BP_FAT | GO:0001775~ a5t 1L 19 3.7 4.70E-04
GOTERM_BP_FAT | GO:0030168"~ tu/M&EHt 1L 6 18.2 1.68E-03
GO:0007229~1 275 ) AL E
GOTERM_BP_FAT | = 7 10 6.4 2.95E-03
: ~1) 4 %
GOTERM_pp_pat | 600016192 IMEIRIT LA 25 2.6 3.81E-03
MSigDBv3.1 CGP | GNATENKO f/MRS4 +F v — 20 55.1 3.91E-24
. TENEDINI E#8%<—H—
MSigDBv3.1 CGP ~ 14 15.3 1.35E-11
MSigDBv3.1 ERER RS LG MR IS5 5
CP:REACTOME | Y74 +—LET 6 2.9 2.258:02
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CTC-—c *f

REHES

oy | EEMEST CTC-cT CTC-plt % | CTC-pro # CTC- | Fsettmmsm | Wee # CT;C WBC #
7 2B B CcTC-c c 5WC | REMEE || CTC
EMLTW5ERGRT | EMLTWSERT
Olfrl
Upk3b Tff2 Cleclb kg:uc007pge.1 Wifdc2 Ppbp 033 Beta-s
2 ler2 wifdc2 AU023871 | kg:uc007pgd.1 Sppl Alas2 Cripl Alas2
Pppl
5 Egrl Lamb3 Alox12 | kguc007pgfd | Cct3 Nrgn ;’;’a "1 Hbb-b1
1 Nkain4 Ladl Itga2b kg:uc007pge.1 Itga3 Cdo Vcp 111b
5 Igfbp5 Dmbt1l Ppbp Igj Gstol Csf3r KIf9 Ppbp
6 Slc6ad Npy Gngll kg:ucO12enb.1 Mmp2 l11b Mprip | Hba-a2
. KIf4 Pmepal vwf | 2010001MO9Rik | Mfge8 | Gdpd3 | Sdca kfégzof
Tmem221 Kcnn4 Pf4 kg:uc009cfw.1 Capg Ms4al Gpres kg:uF01
a lyvj.1
Arldd Serinc2 Fcerlg kg:uc007pgi.1 Cd63 Hbb-b1 Vatl Corola
5730559C18R Wdr9
10 Lrrnd ik Tmem40 kg:uc007pgh.1 Stub1l Beta-s zr Cd74
kg:uc007 | S100a
11 Cldn15 Mucl Hba-a2 kg:uc007yos.1 Ladl bgs. 1 1 Gdpd3
) kg:ucO11 . Ccndbp
12 Gpmba Chi3lI3 Stom Corola Myo1lh Wil Clica 1
Dync | kg:ucO0
13 Atf3 Pglyrpl Beta-s Pou2afl lefbp?7 Rprll 10 9cfw 1
) - Nfkbi | kg:ucO1
14 Ptma Arldc Plek kg:uc011yvj.1 Kcnn4 Pfn1 ) Senb.1
. D8Ertd7 Cyp2s
15 Slc9a3rl Spp1l Srgn Gliprl 380 Cleclb 1 Ptprc
16 Fos Col15al Myl9 Cd52 Lamb3 Ptprc Esam Csf3r
17 Tmem119 Clgb Cd&4 Cd79b Chi3lI3 Stim1 Surf4 Rac2
18 Ptgis Tnnt2 F5 Secllc Arl4c Cendbpl | Krtl19 Rpril
19 Dcn Gkn3 Tremll Tnfrsfl7 Col18al Capl Bsg H2-Ab1l
0 Gbp2 Onecut2 Hbb-b1 Krrl Atox] | Cd79b Tm145f Epb4.1
21 Dmkn Mmp7 ltgh3 Gmfg Lyba Alox12 Lgals3 Lyz2
22 Sdc4 Cd74 Gp9 Ccr9 Dmbtl Hba-a2 Clicl Ctla2b
lldr2 Ctss Mpl Pycard Dynclh Ube2l6 Capns Pld4
23 1 1
. lgfbp | kg:ucOO
o Akap2 Lamc2 Ctla2a Derl3 Adipor2 Cat 6 7pgt.1
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25 Gfpt2 OlfmI3 Tubbl Rac2 Rpl37 Faim3 Rrbpl | Gngll
26 KIfé Lgals4 Mylk Srgn Ketd10 Duspl Calr Mepce
. kg:uc007
7 Btg2 Lcn2 F13al Cytip Col15a1 ogt.1 Rtf1l Tyrobp
28 Myl7 Lyba Slamf1 Edem?2 Surfa E2f2 1ldr2 Iscal
Phospho | Mark | 281045
29 Igfbp6 Pakl Rgs10 Itgb7 Dad1 1 5 3106Rik
30 Gpri33 Capn5 Mkrnl Lspl Col4al Abi3 Mtl Slc30a9
31 QOasl2 Ptprn Laptm5 Lcpl Ap2s1l Sorll Ak?r,lb Treml2
181005812 . Gm66
3 Pfnl Reg3b ARik Cyfip2 Sdcl Treml2 14 Srgn
33 Capl Fmnl3 Itgh2 Nans Rpl35 Cytip Nk:m Dcafl2
Nfkbia Sdcl Slc2a3 Slamf7 Sec6la B2m Ppp2c Plek
34 1 a
Akap
35 Malatl Prom1 Pcmtl Ell2 Rras Fyb 5 Cat
. Hspb
36 Rarres2 Ankrd50 Gp5 H2-Ebl Oraovl Pelil 1 Alox12
37 Rspol Ccle Ube2o Creld2 Ndufa2 Plek Ptgis Fech
5430417L
38 Espn Slc4all 29Rik Cd74 Anapc2 N4bp3 Msln Rbm5
39 KIf9 Oraovl Ptpnl8 BInk Pitpna | Famll7a | Emp2 Cdo7
40 Zbtb7c Aldhil1 Lat Fmnll Psap Srgn Cazpn March8
11 Brd2 Slc20al Fermt3 Snrnp70 Atp5j2 Sept9 Rhoc Pnpo
Onecut | kg:uc012 Phosph
4 OIfr1033 Cldn7 Nrgn Sec61b 5 hak 1 Ptprf o1
Wtl Acshgl Mrvil Edem1 Hmegal kg:uc003 Bcam I1sg20
43 vev.l
44 Esam Lasll Lyz2 Tspanl3 Pmepal | Ptprcap Ogdh | March2
. $100al | kg:uc007
45 kg:uc009igh.1 Clqc Epb4.1 Psmb8 1 0g.1 Sparc Lspl
. kg:uc007 | Ahna | 181005
16 Tmem151a Lamab Rasgrp2 Piml Rbpl ogr.1 K 8124Rik
kg:uc007
47 Mgl Mgatda Treml2 Septl Rpl36al vdl1 Oasl2 Cleclb
48 Csrnpl Cldn2 Hist1lh4i Cd48 S100a4 Ctla2b witl Btgl
49 Cd9 Mcpt2 March2 Subl Atp16ap Myl9 Kif4 Laptm5
50 Gjb5 Fxyd3 Ltbpl Lims1 Ndufs2 Itpr2 C;”;n Nrgn
kg:uc012
51 Lrrc61 ll4ra Nptn Ncoa2 Anapch onb.1 Myl7 H2-Aa
Colla
52 Wasf2 Itga5 Abtb1 Ctnnbl1 Cox6b1 I1sg20 ) Fyb
53 Pdpn Porcn Ctla2b Fdps Krtcap2 Rasal3 Eif4al | Cd24a
. Rb
o, | keucoodogy.1 Mast3 Prkab2 Ube2j1 Atnl | Gngll P | Fnbpa
. 573055 | kg:uc009
55 Sdpr Scara3 Arhgdib Mettll 9C18Rik .l Emp3 | Ehbplll
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Scafl
56 Gpré4d Atox1 Alas2 Lax1 Peal5a | Tmsb4x 1 Ctla2a
57 Finc Arrdcl Odcl Rilpl2 Grecl0 Treml C(;I114 Sgkl
58 Add3 Mmp2 Ptpnll Ctse Lama5 Fech Ptrf Glyrl
59 Gatab Saa3 Dhcr24 Glrx Krt18 Epb4.1 Crip2 Myl9
Ub
o Widcl Serpinfl Mfsd2b Futs Cendl | Sgkl o] nare
61 AlSOO?SMlzR Sox11 Gplbb Al662270 Arhgef5 Dgkq Eif2s2 | Mrps17
$100a
62 Ankrd12 Prpsapl Rbpms2 Gramd3 Golm1 Snap23 6 Cdr2
Hectd
e Adamtsl1 Mcptl Fyb li2rg TH2 Usp25 elc Mkrn1
" c2 Mfge8 Smox Rasgrp3 Plin2 Kif21b Zcihl Gart
Ube2
65 Prss23 Col18al P2rx1 Impdhl H13 Irs2 d?f Lyz1l
A130
Ube2vl Lyz2 Otud7b Plek Rpl29 Pxk 040M vwf
66 12Rik
kg:uc007t 111003 Gadd45s
7 Cryab Clga 1 Ints5 AA24Rik Cypafl8 | Cd34 A
Igfb
" Pkhd1l1 Acps Samd14 BImh Trim2g | Mapaki | °°° | Mppi
69 Rtnl Angptl4 Clcal Dnmt1l Ltbp3 Iscal Cls Stim1
. kg:uc007t Upk3
70 Bircé Ccndl ty.1 Galkl Fkbpla Itgad b Psme3
o Xdh As| Gpr56 | ke:uc007hxv.l | Erp29 | Dock2 Gp;B Ets1
72 Cd34 Ctxnl Sh3bgrl2 Ccdc88b Mucl Spib Dab2 | Snap23
. 28104531 | Serpi .
73 Rabéb Pgsl Pttglip Selplg Lamc2 06Rik nhi Arhgdib
Upk1l
71 Dusp1l Anapc2 Nomo1l Sarlb Plscr3 Cdr2 b Hmha1l
75 Clicda Cp Gnaz Lat2 Agrn Naal6 sdf4 Itpr2
76 Cc3 Gpx3 Mmrnl Slc16a6 Park?7 Arhgdib | Ctbp2 Ubl7
77 Rhob Lama3 Gplba Mki67 Ctnnbl Cd79a Psap Ddx58
8 Mir3064 Rbp1 Sh3bgri3 Dnajc3 AtpSgl | Rbm27 A;;‘fe Nfkbie
Copb
79 Thbd Cotll Slc24a3 H2-Abl Eeflg Lmnbl ) Setd7
20 Dpysl2 Nek6é Sord Ndufsé Nhp2 Slc25a37 Ctsl Stk24
Cobl Cpxm1 Nfe2 Actr3 Rrbp1l KIfé Aldn1 Hvenl
81 a2
82 Nprl Sfrpl Tubada Etnkl Sumo3 | Histlhlc Dcn Plekha2
83 Dnajb9 Ttr Zyx Herpudl Scyll Phip Tl?p Psme4
84 Arhgap29 Gstol Cnn2 Ptpn7 Cox6al Qrfp Xdh Anl;rd4
85 Cavl Npepll Itgh5 Ctss Krt8 Fermt3 Irf7 B4galts
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Tme
Gbp7 Usmg5 Gatal Cs Gsta4 Ptma m1i51 Phf20
86 a
. Ppplrl Aebp
87 Hes1 Polr2l Histlhlc Foxw7 b Etv3 1 Zc3havl
a8 Gm16897 Sphkl Thxasl Ppp2r5¢ Tnk1l Apobr Cc2 Rnf1l
D19Ws | kg:uc008
39 Ppplri2a Asxl1 Ptplad2 Znrdl u167e ew).2 Spen PIk3
kg:uc
Sv2a Ctsh Bpgm Rfc2 Ctsl Malatl | 007pf | Fbxw5
20 e.l
91 Ang Egfl7 Pdlim7 Preb Timpl March8 Krt18 Emb
kg:uc00
92 Aldhla2 Clgtnfé Mmd Fcerlg S$100a6 Corola Arf4 —
. Rabl
03 Cryll Rras G6b Dnajb11 Rps15 Rac2 4 Taok2
. kg:uc009d . Tme
91 Kank1 Lgi4 ol Slc35b1 Polr2j Glyrl mos Dhrs11
2210403K04Ri Hmea2 Lyz1 Sin3b Hspel Btg2 Prss2 | Slc25a3
95 k 3 9
96 kg:uc0090kn.1 Cep250 Taccl Nktr Lgals4 Mtf2 Egrl Csk
97 Osrl B4galt3 Dap Edf1 Nfkbie Perp Bcl2
. . kg:uc00
08 kg:uc008ew;j.2 Tmem?223 Mast2 Mtchl Cdg4 Csrpl ovev.1
99 kg:uc009tuw.1 Ltbp2 Atp2a3 Rnf187 AW75;198 Pdpn Wipfl
100 Gadd45b Tnfrsf23 Snca Npy March2 Pdi:_)dG Sept9
101 Ablim3 Col7a1l Stx11 Cox5b Add3 Rpl37 Rnf10
C030046I
102 Clec3b Ggct O1Rik Pakl Ddx50 F1lr Pmi
Gpmé6
Usp25 Rab25 Trptl Mmp7 Prkcb Cdo
103 a
Tuba D4Wsu
Sntb2 Nedd8 Tsc22d1 Fxyd3 KIf2
104 ) ¢ > XV 1a 53e
Rock2 94300,23L20R Prkar2b Cuta Dcafl2 Ctnna Traf7
105 ik 1
Anxa .
106 Coll14al Arl2 Cdo Ndufb8 112rg 3 Pitpncl
107 Cd200 Whpl Pgm2l1 Gpsl Selplg Tpml | Mms19
S100a
108 kg:uc008ehr.1 H2-Abl Gp6 Bud31 Cd37 16 Naalé6
Chmp .
109 Atp2bl Preb Pde5a Ppap2c Fastkd2 b Sharpin
110 Exoc4d Sgsm3 Itgab Dap Rsad2 Tbrgl | Capzal
111 Abcblb Sfn Itgal Slc25al Msn Cc3 Rsad2
2010321 kg:uc01
112 Nrgn Prrx2 Edem1l Chafla MO9RiK Ptgsl Shdk 1
113 | keg:uc009cvm.1 Ptprk Isg20 Asxll Kif2a Rhou Ghitm
114 Ncoad Regl Cdc42ep5 Jmjd8 Cd97 Cdc42 | Csnklgl
115 Ndufa4 Sdcbp2 Nipal3 Tecr Hvcnl Gpx4 Dgkz
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Ni 3
Upklb Pcbhd1 Ccdc92 Mgp 'pshap Ppib B2m
116 b
117 Jun Slc25al Sortl Ugcrh Uba7 Stubl Irs2
18100581
118 Syne2 Vamp5 Ly6g6c Wdr38 24Rik Dmkn Emgl
119 kg:uc007bvx.1 Crifa Ubash3b Colda2 Nfrkb Rnhl | Impact
120 Apdel Avil Inf2 Tnnt2 Pabpcl | Pdgfa Mylip
Spock2 27000.94K13R Asapl Ndufs8 Uspl6 Rpl37 Psmb8
121 ik a
Rabac
Efempl Ctse Secllc Tspan4 Pdelb Rfk
122 1
Timp
123 Prpf40a Penk Gas2l1 Agpat6 Ncoa4d ) Map3k5
. Serpi
124 Tspan5 Tmc4 Parvb Timp3 Irf8 ngl Odc1l
Ankrd5 Rbm3
125 Lgals7 Dhrs3 Tmsb4x 0 Ppplcb 9 Slclla2
) kg:uc007x Tgoln .
KifSh Aplsl Ube2d3 Rgs2 Eif2b1
126 ' b rw.1 ¢ &2 1 '
. . . kg:uc00
127 Psipl Arl6ip4 Nudt3 Sf1 Smyd4 Nfix 8wid.1
178 kg:uc008oki.1 94300:'I)<8C03R Bcl2l1 Csnkld Arid3b Brd4 Rexol
1810014BO1Ri B230312A Tme
129 K Fcerlg 22Rik Reg3b | Sh3bgri2 m234 Ddx50
Nipsnap
130 Ptges3 Ugcrll Cnp Flot2 Lyll Wbp5 3b
131 Limch1 Nhp2 Plp1 Lmna Prr13 Ppig Sp100
231004
Bicdl Plbd2 Cnst 4H10Ri Plagl2 Cdé3 Uggtl
132 k
. Colla | kg:ucO0
133 Rdx Capg Rgs18 H19 Nfkbia 1 i
134 Pcdh15 Pnplaé Lsm12 Slc20al Eeflal Mt2 Arpc5
672045 Zbtb7
135 Foxn3 Ppdpf Alox5ap 6B07RiK Brd2 c Nfrkb
136 Morf4l2 Hgfac Ppif Mdh2 Egrl Nprl | Napll4
) Tme Fam117
137 Ppplrl5a Apoe Spnbl Eifé Mkrnl m119 a
138 Cdc42ep3 Fam40a OrmdI|3 Phf5a Pld4 Atf3 Sipalll
139 Pard3b Lyz1 Hpse Vps28 Aldhlal A(r;l;h Ttcl
. 2200002D01 . Tmed | kg:uc00
140 Biccl Rik Srxnl Bagl Dnajb9 10 ovew.1
2010002N . Slc6a
141 Amhr2 Laptm5 04Rik Cycl Gjb5 4
. . Atxn7
142 Gucyla3 Qars Hist1h2bc Angptl4 Mtif2 3b
Psmb2 Tmx2 Cyba Lgals3 H2- Rpl29
143 X y § pmb2 | P
144 Mapkapk3 Fkbp4 Chst12 Farsh Sdpr Ccarl
145 Ube2l6 Plin2 kg:uc009s Mbd3 4932438 | Ltbp4
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ps.1 A13Rik
146 kg:uc007pff.1 Fegr3 Max Timm13 | Tremll Scyll
4y | keuc07ctp.1 Gkn1 Was Tpd5212 | Nup153 Ap13d
Iggap
148 Nedd4 Snhgl Iscal Ptprn Mpp1l 1
. . Cldn1
149 Plxna4 Lspl Pdzklipl Crip2 Dhrs11 5
2010107G12Ri Spnb
150 K Gm20605 Lyn Raverl Lrmp )
151 Ifngrl Lyecl Mob3a Eif2b2 Manf Anol
152 Bcam Aim1l H2-T24 Psma7 MII3 Lrrn4d
2310007BO3R Rpsbka
153 Cenll ik Slc44al A Famllé6b 1d3
154 Hoxa5 Tefbi Derll Mgatda | Bdgalts Eif3a
Fhi Tsta3 Gelm Ifitmp | K&uC009 | Pricd
155 vew.1 bp
1sg | 1810041L1SRik |  Pafah1b3 Fech Wars Ly6d Atila
2900002K06Ri . Dnaja
157 K Chidl Ywhah Capn5 Dguok 5
Tubb
158 Hspb1l Smox Igtp Bsg Pnpo b
1500012F01R Tmem17 | Hnrn
159 Podn ik Myl6 Secl6a 5 pab
Mmp
160 Famé3b Tspan4 Thbs1 Cldn7 Gme548 14
Atplb
161 Hsp90bl Agrn Tinl Cox7a2 Rsrc2 1
kg:uc009a .
162 Dpp4 Cfp 0q.1 Nek6 Ccdc88b | Psipl
163 Gasl Cdhl Bcap31 Rpl39 Akna Mgll
kg:uc007zak.1 Rasgrfl Ik ltpr3 | Tsc22d3 | Rnase
164 4
Zc3h13 Nxf1 Ephal Ctnnal Txndc5 Ywha
165 P b
281045310 .
166 Sox6 Pdrgl 6Rik Tpd52 Tubb4a Clipl
167 Arid4a Polr2j Rnf19b MIf2 Stx11 Syn3
. DAWsu5 | Myll
168 Tnxb Suds3 Gsn Cripl 36 24
. Rbm2
169 Tsix DOH45114 FIna Fkbp4 Amfr 5
170 Scdl Ccl9 Arrb1l Gprc5a Ttil Arf2
Jund Neatl kg:uc007p Slc4all | Fam175b | Cavl
171 um.1
Hnrn
172 Crisl Ccdc12 Mbnl1 Syn3 Zfp36 oc
1110003E01Ri Prr24 Ccnd3 Npc2 Ddx5 Syne2
173 k
174 Rnase4 Impdhl Pdlim1 Rpl32 TIr7 Dst
175 Arhgef12 Card10 Ctse Inf2 Rfk
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176 Irf7 Cpsfl Tspanl?7 Rps10 kgc;:;(.le
177 Bbx Semadg Gpx4 Rps26 Gnb2
178 Semaba Hes6 Bnip3l Rpl37a Tmed5
179 Mau2 CBOnglg P2ry12 Ctxnl Thbs1
15 Abi3bp Ctrbl kg:;\cflo N Lrre59 :%:cizrg:l;
181 Dagl Rnaseh2a Prkabl Dctnl Zfp335
182 Cyp2sl Golm1l F2ri2 Mtap4 Emgl
183 Sfrs18 Ctsz Stk4 Ugcrl0 | Trmt6la
184 Hspb8 Cyb561 Fhll Suds3 Adiporl
185 Cnotél Ndufs8 Rnf10 Aplsl Vwf
186 Twsgl Atpbapl Rasa3 S100a1l Aatf
187 Gpc3 Srd5al Taldol Atp5j Tribl
188 Lrrndcl Carkd Bysl Aim1 Pcytla
189 Cdh3 Cd24a Esd Plec Stx18
190 Cyrél Eng Aldh2 Prom1 Trp5£3bp
191 Cyp2d22 Tcirel Rhog Rhoc Stk40
12 Hist1hlc SIc9a3r2 kg:z:.olo9e Mast3 1118
o | e SO0 | otz | 181001
194 Thbl1x Cox5b Whbp2 Ugerll Lcp2
195 Pcm1l Adipor2 Ptprj Plp2 Gimap4
196 Ifi204 Scarf2 Tpm4 Spna2 Rabl2
197 Nfix Myo7a Mxil 71;832:( Ncf2
eg:49721

Frt2 Ppap2c Ly6g6f Anxa4 0:chri4:
198 m
199 Hegl Peal5a Sla Nudc Tptl
200 lléra Sh3pxd2b Slpi Asl| MII5
201 Ralbpl H19 Bicd2 Prkcsh H3f3a
202 Rhoj Tpd52 Clu Plod3 Tspanl3
03 Ktnl 26102i(I)<3C20R Mtmrl4 Ndufa® 1110ra
204 Arl6ip5 NaalO Abca7 Impdh2 Mdc1l
205 Crebbp Fermtl Ppp1rl8 Cenl2 Stk24
206 Ppig Sap30I Kif2a Nedd8 Myst4
207 Akapl3 Bgn Prdx6 Atpbvlf | Zdhhc20
208 Rab7 Timm13 kg:“ggogiz Mt1 Eif2b1
209 Plxdc2 Krt20 Calm3 I14ra Exoc4
210 Aldhlal Itga3 Dhrs1 Cndp2 Wipfl
211 Bnc2 Pfkl cfll Aprt Impal

10

20

30

40



(159) JP 2017-503488 A 2017.2.2
. Tmem11
212 Slc4a4d Agpatb Glipr2 Preb 9
213 Tbx18 Mrpl11 Slc25a37 Ap3dil Pml
214 Zbtb16 Rampl Atox1 Mcmé Ubb
215 Ariddb Hmgal BC057079 Ubrd Zmat3
216 Enpp2 Gpx2 Pla2gl6 Pvrl2 SIc30a9
0610012G03
Ptplad?2 Rnf144b S Lat
217 pia Rik r i 2
9130017N09
218 Akrlb3 Rik Stk16 Cycs Tgfb2
219 Gm6644 Cygb Rsad2 Efemp2 Ube2o0
220 Arfs Tmprss4 Paip2 Cctd Igfbp5
. Gm206
221 Chi3ll Paox Capzb 05 Tspan5
222 Gprllé Endodl Ppplrl2c Smad3 Fmnll
4930412F
273 Cd82 Cndp2 15Rik Card10 Fnbp4
224 Srrm1 Suv39h1 Ninj1 Krt7 Extl3
2510009E
295 Fmo2 Cog4 O07Rik Cct2 Adcy7
. . kg:uc007v
296 Tgfb1il Trim27 o1 Corolc Enpp4
227 Qrich1 Cyhrl Pygb Ltbr Sep15
228 Nfia Trmtl Tkl Ric8 H2-Ab1l
229 Pmp22 Zfyvel9 Myctl Ndufsé Bnip3l
230 Cdh1l1l Esrpl Rnasek Fibp Slclla2
. kg:uc008oow
231 Arid5b 1 Ctsd Pold4 Stom
0610010K
232 Rbm3 Dynclhl 14Rik Rpl34 Mfhasl
Rpl34-
233 Prelp Tabl Bcas3 ps1 Mettll
234 kg:uc007qgse.1 Pla2g6 Atpifl Clica Rnf10
. . kg:uc009
235 Ddx3x Timpl Serf2 Eri3 .1
236 Sulfl Eif3f Becnl Ets2 KIf4
237 Spnb?2 Abhd11 Tspan9 Uncl3a Psme4
238 Tspan31 Pmm?2 Acer2 Usmg5 Semada
Sh3pxd
239 Prr13 Tyrobp Vdac3 b Ftl2
kg:uc008k
240 Ppplcb Farsb bg.1 Wdré Atadl
241 Fbinl Plod3 Oaz2 Las1l Tspan31
242 Gm6548 Abtbl Serpine2 Polr2f Srrm?2
243 Uapl Brfl Ccdc90a Vamp5 Rab5c
244 Mpdz Tnk2 Ndufal Endodl Capzal
245 Satl Rfc2 Tsscl Snrpd2 H2-Aa
246 Stim1 Stxbp2 Mboat7 Tpil Fhil
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247 MII3 Pdlim7 Cda4 Wwp2 Cryab
A430105119Ri .
248 Slurpl ‘ Cxx1lc Dalrd3 Arid4b
249 Cd81 vill Ecml lggapl Gart
1110004
250 Emp2 Bmpl Mff Ahsal F10Rik
251 Trpm7 Mpzl1l Ptpnl2 Trim27 Rnfll
952 Crym Thyl Mgmt Scrlpmf Zc3havl
D33004
Enpp4 Stab1 Cox4il 1HO3Ri kg;tlc(ios
253 k '
. Ppp2r5
954 Raly Aldhl6al Tollip q Rnf34
255, Celf2 Eif4ebp3 Cds2 Minos1 Dmkn
256 Ap3sl Itpripl2 Ybx1 Tsta3 Btgl
257 Cls Mrpl52 Gypc Prpsapl Sytll
2310002L13R
758 Frmd4b ik Dgkd Sphk1 Mtdh
259 Nrdal Mcmé Pecam1 Ldha Med21
260 Acinl Kenk1 Ftl2 Abca3 Rnf2
261 Plod2 Pmfl Nt5c3 B4galt3 Tcfl12
1700037H
262 1d1 Cuta 04Rik Porcn Tacstd2
263 Cregl Nt5dc2 Cd151 Tmc4 Madd
. . D16Ertd4
264 Zfp318 Rmnd5b Lpin2 Serinc2 770
6430548 .
265 Tmem140 Araf MO8Rik Akrlb8 Piasl
266 Mras Wwp2 Pon2 Nudt4 Taok2
267 Vwaba Lamb1l Ndufa3 Atp5l Poldl
6330578E
268 Esyt3 Kcne3 17Rik Psmc3 Cepl110
. A930013
260 Hexb Uqgcrg Mfap3l Hintl F10Rik
270 Nckapl Gps1 Mink1 Rpl41 Tcofl
. Xpnpep | kg:uc009
Nipal3 Rexo4 Ston2
271 'Pa exo on 1 bpd.1
272 Ubxn4 Corolc Rac2 Navl kgk;l;if)ZOQ
273 Zfp36 Hrasl Fyn Parva Capzaz
274 Hnrnpl Spintl Serinc3 Immt Ptp4a2
Pafahlb
275 Clra Chlc Maged?2 3 Fthl
276 Nnmt Fhod1l Ap2m1 Chidl Mepce
277 Mut Atpl3al Pacsin2 Aldh1l1 Rexol
278 kg:uc008jup.1 Man2cl Ftll Rpl31 Prg4
279 Pnrcl Vsig2 Adiporl Wbp1 Ctla2a
280 Usp8 Bpgm kg:uc009q Zfp622 | Smarcab

10

20

30

40



(161)

JP 2017-503488 A 2017.2.2

do.1
281 Pgcp Bapl Snap23 (ZJIZS;];?( lcam2
282 Junb Smpd2 Taglin2 Hspa2 Pbx1
283 Clrl Ubgin4 Cox6c Tceb2 Gnli3l
284 Slc6ab Sirt7 Cregl Rpl36a Slc2a3
285 kg:uc008znh.1 Krt23 Bsg Pgsl Nnmt
286 Agpl D8Ertd738e Cmtm6 Mpnd Rblccl
287 Myh10 Mapk13 Cntdl Cdc42 Bpgm
)88 Slc43a3 kg:uc0108bcq. Plekho2 Dhrs3 Lcpl
289 Spint2 Polr2g Arrb2 Hexa Sipalll
200 Hnrnph1l Ndufs2 Pard3b Cpsfl Lilrb4
201 Arhgap28 Dadl Mlec Meal Ankrd44
202 Cfh Wnt7b Taf10 Polr2e Speccl
203 Brd4 Fam20c Gabarapl2 Ddb1 Rifl
204 Fndcl Cxxc5 Bagl Ptedl
205, Star Polr2f Galnt2 Atp5fl
206 Nfkbiz Ltf Hk1 Sec6lb
297 Arsb 22 104:?(7C18R Fbxo9 Psmc5
Jos Rnd3 Cdipt kg“§299” Fam89b
209 Stard5 Glrx5 Pnpo Lama3
300 Thbsl Gemin7 Fam46c Tomm®6
301 kg:uc008wkn.1 Manlbl Pkm Mrpl28
302 Slc26a3 Heatr7a Aplbl Syngr2
303 Phip Arid5a Raplb Ngfrapl
304 Usp2 Sumo3 Itgb1 Kemfl
305 Golgb1l Srm St7 Tubb4b
306 Rock1 Plscr3 Smapl Analpcl
307 Rgma 22 100;(0C17R Rabgapll Vcp
308 Actgl Fam102a Tmbim4 Arppl9
309 BC013529 Dlst H3f3a Pglyrpl
310 kg:uc007zwh.1 Vps37c Frmd8 Rrpl
311 311006|(2M04Ri Ngfrapl NIrx1 Gkn3
312 Cast Pold4 Oazl Atpifl
313 Mob3c Grecl0 Fam125b Prickle3
314 Slclbal Wnt7a Hexa Map4k4
315 Famll7a 20101&1I01Ri Tspo Arrdcl
316 Pdia3 Pxdn Dcafl2 Clgtnfé
317 Trim8 Coasy Navl Hrasl
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318 | kg:uc009mng.1 Dctnl Cd24a Lambl
eg:245190:chr .
319 2:m Ncor2 Uqgcrll Eif3d
320 Sbsn Postn Wipfl Snrpa
321 Serpinbéb Col4a2 F10 Thbrgl
322 Daglb Cibl Erlecl Nxf1
323 Smarca2 Tbc1d13 Map2k3 Pdlim7
324 Mef2c Ccnl2 Stk24 Addl
325 Prrc2c Dcakd Ldlrapl Pfdn5
326 BC005537 Cdc34 Ehd4 Stk16
Gm178
397 Hsp90ab1 Atp6vOb Atpévlf 21
328 Snrnp70 Abhd12 Gnas Csnkle
320 Ppl Flot2 Arhgapl8 Rrp7a
330 Serpinh1 Sla2 Arhgapl10 Psmbé
331 Sorbs3 Rhbdf1 Pitpnm1 Snhgl
332 Golgad Cdh17 S$100al Ssrd
333 Acbd3 Psmb5 Binl Ergic3
Rnaseh
334 Hook3 Serfl Ttyh3 93
kg:uc00
335 Map3k3 Slc15a3 Selp 9cut.1
336 Rhou Sftpd Trappc9 Bgn
Gm550
337 Smc2 Pop5 Aes 6
338 Cid Nudc Taok3 Ugcrg
Tmem1
339 kg:uc008dzh.1 Sh2d5 Zfand3 67
kg:uc007fwp. .
340 Psmd7 1 Stim1 Nasp
341 Dab2 Mrpl37 Rnf114 Mif
342 Cepl64d Rinl Sep15 Acaaz
. kg:uc012h Fam162
343 Crim1 Podxl dk.1 3
Eifdebp
344 Rtf1 Paqgr5 Lgals9 3
345 Fxydl Sepx1 Coxbb1l Nhp2/1
346 H2-D1 Agr2 Riok3 Prelid1
347 Zfp704 Bax Slc38a10 Gss
348 Mtapla Rxrb Rtn3 Lonpl
349 Ascc3 Tes B3gat2 Srsf2
350 Med13l| Hdacé Ccndbpl 1gsf8
1110008F13R
351 Jup ik Rsul Ndufa7
. kg:uc007u
350 Nid2 Mpnd or.1 Neatl
353 Kdr Gmppa Itm2b S100al
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3
Apoalb
354 Ifnar2 Gramdla St3gall o
5430435G22Ri
355 K Wars Secblg Fam40a
356 Coldab Mtap Ptpnl Rps25
kg:uc012b
357 1117re Clgtnfs hfl Enol
358 Ghp3 Mrpl28 B2m Cldn2
350 SIc39a8 Mfrp Rasgrp3 Capn2
360 Cfl2 Kars Memol Glol
361 Slc38al Lbp Slc39a4 Atp5cl
362 Cuedcl Plxnb1 Sdcbp Rab2a
2700081015
363 Fgfl Rik Tspanl4 Rab25
364 Gasb Mrps24 ubl7 Ncor2
365 Cldn25 Kic4 Nras Lgi4
366 Sorbsl Dctn3 Ssx2ip ler3
kg:uc007z Tmem?2
367 Hspal2a Kengl b2l 23
Slc9a3r
368 kg:uc007zts.1 Smurfl Whbpl )
1110003E Atpl3a
369 Slclas Faml162a O1Rik 1
370 Nr3cl Hiplr Clip2 Rpn2
kg:uc007hyr.
371 Adamts5 5 Gapdh Acp5
372 Gpcepdl Gysl Gmo6578 Cct5
373 Dpysl3 Sac3dl Actnl Sdf4
374 Colec12 Ndufsé St3gal2 Mprip
. 3110001D
375 Pdcdé6ip Rgl2 03Rik Pmm?2
376 Dst Atp5gl Ctsz Snx22
) kg:uc007v
377 Ifit3 Itghd a1 Arl2
111000
378 Chst4 Sars Fam73a 8F13Rik
. 2310003F16R
379 Xist ik Vel Polrld
380 Ifi2712a Nhp2I1 Lims1 Dpm2
381 Fkbp5 D19Wsul62e Lars2 Celal
231001
Agapl Cd320 Birc2 6M24Ri
382 k
383 Ankrd11 Pigq Lamp2 Cep250
] Mybbp
384 kg:uc007qgca.1 Chd3 Rasl10a 1a
385 Sytl1 Zdhhc4 Mif Polr2g
386 Ptrf Eif3l Rab10 Bagé
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387 Krecl St8sia3 Pabpcl Cpxm1
388 Zfp488 Rcan3 Wwp2 Eif3m
389 Lama4d Meg3 Ngo2 Prr24
290 Aebpl Nudt4 kg:“:zmﬂ Sral
391 Fam134b Gss Plxna4 Scara3
392 Tppp3 Pih1d1 Gm1821 Regl
303 Maf Limd?2 Gadd45a Gas5h
- Pelil Apls2 Slc25a39 Hng‘pa
. Zfp353 BCO56474 kg:L;i.O109p Mcpt2
396 Cdon Mms19 Ubb Tefbi
397 Sarnp Clip2 Ppp1r2 Capnsl
308 Atxn713b 2310(;ilk6M24 Rab27b Fdx1l
399 Pefl Itpa Capl SlO:al
400 App Slc25a10 Jarid2 Naplll
401 Mtdh Fibp Rnf1l Swi5
402 Lrrc20 Higd2a Tmem50b Rpl38
103 Btbd2 Snrpd2 Myh9 Dctn2
404 Gnb2 Eri3 Tmem128 Pdlim1
405 Pigt Nbeal2 Stradb Gemin?
406 Efnas Trim28 Celal Pnpla6
407 Tm4sfl S$100a4 Ndrg2 Nono
408 Coq10b Ivhslabp Dhrs3 Sla2
409 Eif2s3x Ppp1rl8 Hipk1 Idh3b
410 Cmah Efemp2 Atg9a Ppp2ra
411 Sf3b1 Med22 Map2k2
412 Eeal Nelf Ndl:)fbl
- Sipi 28104i8l15Ri AtpSd
414 Tmod3 D2Wsu8le Arfgapl
415 Ppp3ca Trappcba Tm;)im
416 Tceal8 Trappc2| Ergicl
117 Anp32a Antxr2 Pdgfa
418 Actb Rab11fip5 Ppp2ca
419 Ddx5 Ldhd Hk1
420 Coblll Npnt Ltbp2
421 Cish Acrbp Trim35
422 Nod1 Pafah1b2 Gtf2i
423 Psd Angptl2 Clgb
424 Gm10052 Fzrl Ankhd1
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425 Lims2 Aaas Podxl
426 Stra6 Eif2b2 Rps21
427 kg:uc007bgn.1 119000k3J15Ri Huwel
12 Plxdcl 57304i(l)(3810R Pomp
429 Nfe2l1 Adamts13 Dpp3
430 Smpd3 Eif3b Fkbp8
431 Bcl10 Znrfl Itgas
432 11f3 Pkp3 Hes6
433 Fam76a Lemd?2 Mrpl11
434 Cybrd1l Rab34 Poldip3
435 Gm3893 Mpv1712 Scd2
436 Siae Cdkn2b T”Ezns
437 Ssh2 Snrpe Nd:fal
438 Nfic Gm14005 Dcakd
439 Btf3 Prdx4 Ubglnl
440 Sp100 Xab2 Gpx4
441 Ndn Dpp3 Cyb561
442 Matr3 Tyms Gmppa
443 Gm13251 Leprotll Ncaph2
444 Arhgap5 Ugcrl0 Pdhal
445 Zbtb4 Cdk5rap3 Ndufs4
446 Pgrmcl Gorasp2 Fcerlg
. 49304(')<ZH 24Ri Whp7 Myof
448 Bptf Sortl Ppib
449 Dusp3 Ddx41 Mrpl52
450 Pla2gda Cct3 Tes
451 Brp44l Mrps33 Emp3
45 Oxctl Frmd8 Nd‘ifal
153 Stkd0 11100i4k9F12R Tor;alp
454 Ddrl Fscnl Anp32b
455 Ifi205 Ndufa2 Tnk2
456 Col3al Dpcd Mcptl
457 Nipbl Uncl3a Ssr2
458 Plk1s1 Eiflad Psmb3
270008
Bdpl Sgta 1015Ri
459 k
460 Smc3 Chafla Pcbd1l
461 Ifitm3 Plxnal Eiflax

10

20

30

40



(166)

JP 2017-503488 A 2017.2.2

462 Ndstl Hspa9% Pmm1
463 Zbedé6 1110;1'(4'\'23 Ptprk
464 Rest Cd99l12 Hadha
465 kg:uc007vnc.1 Snrpa Calu
466 Ccdc88a Mcm7 Fam73a
467 Stat3 Tars2 Atp5e
168 Arf2 Gonal Hsién’
469 Tribl Stk38 Rbm39
470 Gcapl4d Clgtnfl Egfl7
471 Thcld15 Tbrg4d Psmcl
472 lgflr Tmem132a Perp
473 Ppbp Cox6c Lman2
474 kg:uc008tky.1 Alcam Galntl
475 Rablb Phka2 Rbx1
476 Krt14 Trim3 Lemd2
477 Med21 Ppplrldb Zglpl
478 Gjal Gpaal Ing4
479 KIf10 Ctps2 ;i:s:fg
480 ld2 Ptpn23 zlsgf:ii
481 Mfapla Endog Cox4il
482 Oen Mrtod fﬁ?:?f
483 Gpcd Mrps6 Ubap2|
484 Bst2 Pvr Pafazhlb
485 Dtx2 Phgdh Mrpl13
486 Wac Itpr3 Nuch1
187 Kpna3 Polr2e Fbnl
488 Kcnabl Secl6a Adrm1
489 Orai3 Mdpl ltgb4
490 Gcesh Fbfl Ctss
491 Wdro2 Mcpt8 Plbd2
492 Olfr613 Rps6ka4d Ptpmtl
493 Tcf711 Micall Sap30l
494 Tgfb2 Mrpl34 Pp;;lrl
495 116 Agpat3 Sgta
106 Manf 23102::-(4H 10 Acrbp
497 Megstl Myo2b Higd2a
498 kg:uc008tkz.1 Ndufb10 Higdla
499 Creb3l1 Apexl Tmem?2
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08

500 Txndc5 Elk3 Cdh1l
co1 KIf2 Cpsf3l Ubfdz
02 Slu7 Tnk1 s”"fgh
503 Ttc28 Pmvk Rabacl
504 11100?(2805Ri Ppplrl6a Anxa5
505 Zcchell Arhgef5 Ubxn6
506 Ptp4a2 Lonpl Tpml
507 Pbx1 Pla2g7 Hmga2
508 Clcn3 Pip5Sklc Cnbp
509 Tmco7 Inf2 Rpl21
510 Lrrc58 Pgkl Ndufb5
511 Eif3a Parp6 Sec31a
512 Cldn10 Urml Znhitl
513 H2-Q6 Mad2I2 Cyb5b
514 Ccdc80 Ing4 Sfn
515 kg:uc009iln.1 Rbckl Ccdcl2
516 Rab5c Cantl Elovil
517 Tsc22d3 Sgpll Psmb5
c1s Tm4sf5 Ehbp1i1 SIc21531
519 Hmghl Runx1 Psmd2
520 Sec62 Slc27a4 Nsun2
521 Maoa Ndufa?7 Slc50al
522 Cleclb Mcm3ap Emel
s Mphosph8 11100i(lJ(8P14R Bnip2
524 Oat Rassf7 Pxdn
525 Ncorl Ptpmtl Mad2I2
526 Cyb5 Arfgapl Pdcd6
597 Trafdl Sec6lal ?S(}j;ﬁ(
528 Rpp25 Rpsbkal Abhd11
529 kg:uc007ded.1 Intsl Carkd
0 26101?(1N 10Ri Tpeni Polr2l
531 ll6st Iffo2 Ppdpf
532 Evpl Trim44 Cibl
a3 Pemd1il kg:uc0112ctw. Dgcr2
534 Dyncli2 Golga2 Timm50
535 Lars2 Mstol Mrps24
536 Pdia4 Pppér3 Abhd12
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537 Cds5 Trmt2a Brfl
538 Amfr Appl2 I\/Ia;lb
539 Zcche3 Sparcll kzgczéoll
540 Herpud?2 Rapgefl Gpaal
541 Txnrdl Zfpll Fmnli3
542 Vatl Psmc4 Mapk3
543 Diapl Mosc2 Clgc
544 Tmed2 Fam101b Pgls
cas Arf3 15000tOJ02Ri Cp
546 Arap2 Ccdc124 Serhl
547 St3gall Ptges ;gzlgél(l)(
548 Manla Fam189b Hsbpl
c40 Rgs10 Thil Tmf4m2
550 Tmsb4x Kctd2 Aktl
- Uba7 0Ifr1372-ps1 kf:;:io
552 Cab Hexa Tmed10
553 Tmem98 Anapc5 TtlI3
220000

Lpar2 Serpina3n 2DO1Ri
554 k
- Gabarapll 181004k6J19R| Tnfsrsfz
556 Cmtm7 Tmem167 Sgsm3
557 Spon2 Gm11428 AtpOa
558 Smarca5 Genlll Len2
559 Mxd4 Kansl3 Pdrgl
560 Smcd Fasn Tspan9
561 Thsd4 Slc50al Nrd1
562 Gsr Smad3 Rinl
563 Ptprd Trip6 Ndufvl
564 Clipl Atp6vlel Naal0
565 CIn8 Chchd5 Wnk1
566 Rbm27 Adssl1 Heatr7a
567 Zmatl Nes Slcda2
568 Smcb6 Aplbl Ggct

B2m Fcgrt 57304_0
569 3B10Rik
570 Irf2bp2 Ltbp3 Sh3glb2
571 Ppap2a Csf2rb Pfkl
572 Zfhx4 Ssnal Tspan3
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573 Tob2 Mrps16 Gns
574 Rabgapil Cyba Sdcbp2
C13007
Nfkb2 Cyth2 4G19Ri
575 k
576 Nfyc 1gf2 Cotll
577 Ube2d1 Pisd-ps1 Tubb5
578 Creb5 Atpl13a2 Secllc
579 Opa3 Mlph Pigq
580 Csnklal Cypafie Zc3h15
2010107E04R
581 Fam84b ik Lsmd1
582 Ddr2 Gas5 Ppal
. Chmp4
583 Usp54 Eif3k b
584 Akt2 Fam149a Sepnl
585 Strn3 Mif Angptl2
Hnrnpm B230312A22 Itpripl2
586 P Rik prip
eg:497210:chr
587 14:m Ppplri2c Ddx1
588 Tptl Tfipll Hbxip
Cdk2ap
589 Naa25 Tex10 1
500 Eeflal Slc16a3 Clta
591 Parp4 Stk16 Cpsf3l
592 Msn Epnil Apoe
593 Zbtb20 Noc4l Ift46
594 Fermt2 Rcc2 Sael
505 Bod1l Rgs12 Gpil
Gorasp
506 Sltm Shkbp1l )
150003
Dapk1 Got2
597 ap © 2L24Rik
Nsmce4
508 Hnrnpr Plek2 3
599 Baz2a Lilrb3 Dlst
600 Rnf167 Ndufb5 Bap1l
601 Mapk1l Teskl Pitpnb
eg:320169:chr
602 9:p Rab24 Meg3
4930523CO7Ri .
603 K Atp5j2 Cyth2
604 Nf1l Commd9 Atp50
605 Fam53b Rtkn Gon4l
606 Faim2 Prpf19 Sox11
6720401G13
607 Tgm?2 Rik Cxxch
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608 Calm2 Ppal Avil
609 Al848100 Pgp Alcam
610 Slc10a3 Hps1 Eif3f
611 Ogdh Pufe0 Cygb
612 Arl3 Mdm?2 Eiflad
o3 Timp2 kg:uc0112cgd. Polr3h
11 Atxn2 kg:ucOf9uim. Araf
615 MIl1 Pyy Gkn1l
616 Ces2g Zfp358 Rhog
617 Mat2a Timm8b Mtap
c18 Esf1 Ddx39 Eimlebp
619 Hsp90aal Pgm2 Akrlal
620 7fp385a kg:“cofggbp' Trip6
621 Zfp672 Sipal Prdx6
241001
Csda Mgatl 5M20Ri
622 k
623 Pf4 Tmem208 Rps6
624 Arsa Ruvbl2 Rps23
625 F1ir 8430:i1|(0A17 Stxbp2
626 C4a Bad Rps19
627 Kpnal Pfdn5 Ykt6
628 Rbbp8 Emel Atp5g?2
620 Oxnadl kg:uc0109mzj. Serlp;inb
630 Rblccl Igf1 Col7al
631 Setd2 Prkagl Mrps6
e Kiflb kg:uc01095ua. Lgals
- 25100(|J(2D24Ri Uaplil Ren3
634 Cep57 Trappcd Trim44
635 Chd2 Bola2 Surf2
636 Serinc5 Usp5 Rps29
637 Marcksl1 Ear2 Cdipt
638 Shfm1 Cars Lmf2
639 Bbs4 18102i2k7010 Psenen
640 Impadi1 Amdhd2 Ltf
641 Tbceel Phb MpzI1
642 Kdelrl Kemfl Psmdé
643 Ninl Lsmdl Cttn
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644 Sytll Secllc Tmcé
250000
Tpm3 Pcbp4 3M10Ri
645 k
Atp6v0
646 Rbbp6 Mepce a1
647 Lmanl Tpd5212 Med8
648 Ankrd17 Trf Prrx2
649 Naga Hsd17b11 Atp5b
650 Rbpms Pilra Smurfl
651 Magtl Atnl Carhspl
652 Tfdp2 Pgf Tpcnl
653 Gem Nxn Ndufb9
654 Pdeddip Inpp5k Pihldl
Hnrnpa
655 Mrgprf Actrla N
656 kg:uc008ajk.1 Cde8 Fnl
281042
657 Itch Eefle 8I15Rik
061001
EIfl Fbnl 2GO3Ri
658 k
659 Meis2 Hintl Ube2i
660 Aridla March5 Anxa3
661 Serpingl Usp48 Mstol
662 Slc27a3 Hnflb Eng
091000
663 Thoc2 Geas 1L09Rik
664 Gsta3 Drosha Rpl10
kg:ucQ0
665 Hnrnph2 Ubp1l —
666 Socs3 Pkn3 Mosc2
667 Armcex3 Tmem192 Vps37c
668 Siahla Prpf31 Sgpll
. Fam166
669 kg:uc009ize.1 Hspd1l a
670 Irs2 Otubl Polr2b
Fam101
671 Mettl7al Mrpl20 b
672 Ppfibp2 Tead2 Nuprl
673 Blvrb Phptl Lsm4
674 Yipfs Neul Rpl36
061000
675 Plat Pygo2 7C21Rik
676 Gmo6578 Myeov2 Psmc2
677 Mat2b Cdk5 Suptéh
678 Tmpo Ndorl Rps13
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543043
679 Metap2 Rbp4 7P03Rik
680 Zfp277 Psatl Dsp
681 Wis Mrpl41 Ddx56
682 Mesdcl Snrpg Tsc2
683 kg:ucO09acs.1 Acot7 Trmt2a
6384 Colla2 Vars Vdac2
685 Csfl Nono Cantl
686 Sulf2 Gtf2i Eif4h
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A. CLASSIFICATION OF SUBJECT MATTER
IPC(8) - AG1K 38/00, C12Q 1/68, GOTN 33/00 {2015.01)
CPC - A81K 38/00, C12Q 1/6886, GO1N 33/57492
According to International Patent Classification {IPC) or to both national classification and IPC
B. FIELDS SEARCHED
Minimum documentation searched (classification s¥gtsr{1) followed by classification syrnbols)

IPC(8): AG1K 38/00, C12Q 1/68, GD1N 33/00 (20
CPC: AB1K 38/00, C12Q 1/6886, GO1N 33/57492
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Electronic data base consulted during the international search (name of data base and, where practicable, search terms used)
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€. DOCUMENTS CONSIDERED TO BE RELEVANT

[0018), [0018], [0045], [0046], [008Z]

Category* Citation of document, with indication, where appropriate, of the relevant passages Relevant to claim No.
X WO 2013/109944 A1 RHIM et al. 25 July 2013 (25.07.2013}) pg 3, In 19-28, pg 4,In 18-27, pg 1-3, 37-39

13,1n 4-7, pg 14, In 6-10, pg 17, In 21-23, pg 18, In 28-34 - pg 19, In1-2
X US 20070026398 A1 (FARNSWORTH et al.) 01 February 2007 (01.02.2007) para [0014], 15-19, 23-25

D Further documents are listed in the continuation of Box C.
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“T" later document published after the intgrnational filing date or priority

"A" t defini eral state of the art which is ot considered date and not in conflict with the application but citcd w0 understand
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“E” carlicr application or patent but published on or after the international  “X»  document of particular relevance; the claimed. invention cannet be
filing date considercd novel or cannot be considered to involve an inventive
“*  document which may throw doubls on prierity ¢laim(s) or which is step when the document is taken alonc
cited 1o establish the publication date of anothcr citation or other wyr  gocument of particular relovance; the claimed invention ot be
special reason (as spocificd) comsidered 10 involve an inventive step when the document is
“Q" document referring to an oral disclosure, use, exhibition or other combined with o or mare other such documents, such combination
means being abvious to & person skilled in the art
“p"  document published prior 1o the intcrnational filing date but later than wg» document member of the samoe patent family
the priority date claimed

Date of the actual completion of the intemational search

18 February 2015 (18.02.2015)

Date of mailing of the international search report

13 MAR 2015

Name and mailing address of the ISA/US

Mail Stop PCT, Attn: ISAAUS, Commissioner for Patents
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Facsimile No.  571-273-3201

Authorized officer:
. Lee W. Young
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INTERNATIONAL SEARCH REPORT fn-tsﬁgtforfal'agp?:cali&'h'o‘_’"“ T~

PCT/US 14771168

Box No. 11 Observations where certain claims were found unsearchable (Continuation of item 2 of first sheet)

This international search report has not been established in respect of certain claims under Article 17(2)(a) for the following reasons:

1. ':I Claims Nos.:

because they relate 1o subject matter not required to be searched by this Authority, namely:

2 D Claims Nos.:

because they relate to parts of the international application that do not comply with the prescribed requirements to such an
extent that no meaningful intermnational search can be carried out, specifically:

3. @ Claims Nos.: 4-14, 26-22, 26-36 and 40-51
because they are dependent claims and are not drafied in accordance with the second and third sentences of Rule 6.4(a).

Box No. ITIT  Observations where unity of invention is lacking (Continuation of item 3 of first sheet)

This International Searching Authority found multiple inventions in this international application, as follows:

1. D As all required additional search fees were timely paid by the applican, this intemational search report covers all searchable
claims.

2. D As all searchable claims could be searched without effort justifying additional fees, this Authority did not invite payment of
additional fees.

3 D As .0n1y some of the required additional search fees were timely paid by the applicant, this international search report covets
only those claims for which fees were paid, specifically claims Nos.:

4. E] No required additional search fees were timely paid by the applicant, Consequently, this international search report is
restricted to the invention first mentioned in the claims; it is covered by claims Nos.:

Remark on Protest D The additional search fees were accompanied by the applicant’s protest and, where applicable, the
payment of a protest fee.

D The additional search fees were accompanied by the applicant’s protest but the applicable protest
fee was not paid within the time limit specified in the invitation.

D No protest accompanied the payment of additional search fees.

Form PCT/SA/210 (continuation of first sheet (2)) (July 2009)
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