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—METEARFENSERENLHE

F AR G

[0001] AR K —FRTEHAPURK S5 HR (Toxoplasma gondii) FrMAH &, iXFh
TR B A ] FE 2B S FLAH R 1 B o B TR AL A TN AT / a2 Wi ke b A 5 BTk
EYAH R T 5L, IX AT e Bl v B B AR I 5 128 5 4 e AR e ) 2R A3 AR I B R N A
o

B=REA

[0002]  5JEHL (Toxoplasma gondii) J&—7i& 4 i Py 75 AL A B 2 I, RERKGE JLF BT
iR (RAEASR), IR SR, &AL 1/3 A D 2R, 5E R Rl
S PEEUD R L AE R DN REIE R I PR T 3, 18 BB RIS (E 25 S e Th e B
Chnpive B A B R A S ATDS BH e ), 5B Bl fEE BARNFREG R SRR 2 &
HOUT . AR YR 55 8 dUa] 5 R WG JEAR , 85 AR JLIE R 5]
T AR IR AL WA R 238 M 58 R T35, SR SR ] AE AR L R 2R I B K R o
M. SRR R E /[ KA BRSE (1 8 R 2, g ol A 7 e
o A, 578 dUm K2 W, JUIHR S5 R UIE G ) A I 2 W 5571 BB ve AR K &
o

[0003] [ AT, [ P A5 3 SR S 8 25 T3 A LT 1) =5/ TR TG TeM & TeG 29 ATy, By
MHTIR 2 5 WA s R ER B 2123 / AR ML B IR (1) 5 IR P it o (ELIK ol 1) % O
THURBITTE B B3 T, 2E AR, B E AL 22 57 K, AN G hntiidb .

[0004]  {EJRZRIE RS RIER S 10 H IS A, [T A7 5 ey BT 5 2 AR Mo 4%
VP2 WP L] SAGL (P30) HE o2 5 U T IR 7 P DL, A8 AN [ dpk - 18] AT BAT
R ORI, KESCIRIE U] SAGT & 1 BAT RAFI S S v, 2 5 78 SO 2 WA B 5t
B EARIEDTIR 7> 1o (H SAGL Hr (i — AR R BRI 8 1, 2 [) SR R A R 2 4K
GBI IE SR R RIS ARG (WK ) Sz 8 A Rl i 5 B 1R DO e, X1k
CAEAE Rt o Hh 345 19 B2 SAGL dt (A K HOIE i i A, RISl T4 R 3T & il AN R
AR I e S e, T BRI ANE BRI R A ek B A i . S35k, SAGL AR e
GBI e P i, B F3E T s RO, RIEEA R .

[0005] A< B2 55 R SAGT 4 Ak TA] mp A HICH: 5 BT LS A (1 2 B DX 33K, A5 A K
FAT B R A3 B R AR K, JF HAX MR IE R P IR, R EHEALH R RAT R
TF RS B e o AR BRI e T X1 E A 8 ) SR e B PR, ST B T A PR S
FRTEREBUAR I 5 UGS PR 2R (LHE ELTSA A0 5 7 B 1gG Al 1M Ptk 1gG 517
SAGL AP, Fe B AR Bl TeG AT TgM HLARRN SAGT JAM LRSS ) , iz &Rt THrJsn]
A", 5 Tz .

XAARE
[0006] AUk B2 M5 B R - BER T HT R AL A SAGL AR TR 542-1218 J7 B (tSAGL) , K HAE

3
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SOl B A R IR EUA pET32a, 1, HHAL K B, 7% TF2 B pET32a-tSAGL/BL21, £
IPTG %5 G i AL 12, 2 1A TR R 75 24 _E 75 4 Ni—-NTA I Sephadex—G75 44k, fi4 ELTSA #
AL, R BT TR £, [RIREMBA bR i () 55 20 R SR NC I b, A4 2 B A 4 A 0
WAL AR IR 2k 1 A R ez /N, dils B % R SAGL R I s FE PR
IR 2 B e B TR R a0 b BT () BLISA AR K 423500 & B LUK I 5 7% 1t SAGT F83 BT

[0007] XA, £ — A7 I, AR IR T o M EH 5B R EERE IR E A

(rSAG1) #kE B bl k741 -

[0008]  ATGGGTTTCA CTCTTAAGTG CCCTAAAACA GCGCTCACAG AGCCTCCCAC TCTTGCGTAC — 60
[0009]  TCACCCAACA GGCAAATCTG CCCAGCGGGT ACTACAAGTA GCTGTACATC AAAGGCTGTA 120
[0010]  ACATTGAGCT CCTTGATTCC TGAAGCAGAA GATAGCTGGT GGACGGGGGA TTCTGCTAGT 180
[0011]  CTCGACACGG CAGGCATCAA ACTCACAGTT CCAATCGAGA AGTTCCCCGT GACAACGCAG 240
[0012]  ACGTTTGTGG TCGGTTGCAT CAAGGGAGAC GACGCACAGA GTTGTATGGT CACAGTGACA 300
[0013]  GTACAAGCCA GAGCCTCATC GGTCGTCAAT AATGTCGCAA GGTGCTCCTA CGGTGCAGAC 360
[0014]  AGCACTCTTG GTCCTGTCAA GTTGTCTGCG GAAGGACCCA CTACAATGAC CCTCGTGTGC 420
[0015]  GGGAAAGATG GAGTCAAAGT TCCTCAAGAC AACAATCAGT ACTGTTCCGG GACGACGCTG 480
[0016]  ACTGGTTGCA ACGAGAAATC GTTCAAAGAT ATTTTGCCAA AATTAACTGA GAACCCGTGG 540
[0017]  CAGGGTAACG CTTCGAGTGA TAAGGGTGCC ACGCTAACGA TCAAGAAGGA AGCATTTCCA 600
[0018]  GCCGAGTCAA AAAGCGTCAT TATTGGATGC ACAGGGGGAT CGCCTGAGAA GCATCACTGT 660
[0019]  ACCGTGAAAC TGGAGTTTGC CGGGGCTGCA GGTTAA 696

[0020]  FEZE —ANTT L, A KBRS T EA SR EERmMPURE A (rSAGL) FEAZTEF&AT

NIER, H T BV FEAE 20-25kDa e N A S E A A FERN, o T &E
Yo ZE 39-43kDa JE I .

[0021]  I&-&#h, BTk K EADURE E A LU ES)

[0022] 1 METGlyPheThrLeuLysCysProLysThrAlalLeuThrGluProProThrLeuAlaTyr
[0023] 21  SerProAsnArgGlnlleCysProAlaGlyThrThrSerSerCysThrSerLysAlaVal
[0024] 41  ThrLeuSerSerLeulleProGluAlaGluAspSerTrpTrpThrGlyAspSerAlaSer
[0025] 61 LeuAspThrAlaGlylleLysLeuThrValProlleGluLysPheProValThrThrGln
[0026] 81  ThrPheValValGlyCyslleLysGlyAspAspAlaGlnSerCysMETValThrValThr
[0027] 101 ValGlnAlaArgAlaSerSerValValAsnAsnValAlaArgCysSerTyrGlyAlaAsp
[0028] 121 SerThrLeuGlyProVallLysLeuSerAlaGluGlyProThrThrMETThrLeuValCys
[0029] 141 GlyLysAspGlyValLysValProGlnAspAsnAsnGInTyrCysSerGlyThrThrLeu
[0030] 161 ThrGlyCysAsnGluLysSerPhelLysAspIlelLeuProLysLeuThrGluAsnProTrp
[0031] 181 GInGlyAsnAlaSerSerAspLysGlyAlaThrLeuThrIleLysLysGluAlaPhePro
[0032] 201 AlaGluSerLysSerValllelleGlyCysThrGlyGlySerProGluLysHisHisCys
[0033] 221 ThrValLysLeuGluPheAlaGlyAlaAlaGly 231

[0034] B S5i%7 9B b FERKFA . AR IR K P b, i BOK BE E ) 2d ZE R P )

SR FEIEE, AT LA VR & A BT AR 5 — AN 1 07 A1) SE i E R . BEE 26 S v n,
£/ 40%,50%,60%,70%,80% 90%,95% , H- & 99 % (&L n] L& [FUR I .
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[0035]  7E%E = AN 50, — M BRI E Sk 188 2 BB g 2 8 A5 g A R A 3 I8 B A
pET32a (+) —tSAG1.

[0036]  FEESPUANTT I, — PRI EEsk 3 B B E 2 IR IS4 PET32a (+) —tSAGL, HI44 4k
AL, Bl TF2 5 PET32a (+) —tSAG1/BL21,

[0037]  FEESTLANTT I, —FRAT AIBCRE SR L VBORE SR 2 FIRURI Bk 3 BT R € 2 82 i
()73, 0T A -

[0038]  (a) HI PCR Z575¥2: A5 T HL cDNA SCEERZE R 2 DNA A 3R B 1 8 E 0 2 b 2L ]
tSAGL ;

[0039]  (b) ¥ H K& H IS AE ] tSAGL wofE 2 WS I R IA 244 pET32a (+) , HEE ALK
FFEE U BL21 5%, 47 TR B pET32a () ~tSAG1/BL21 ;

[0040] (c) PR TREEAE—ELMET, 4 P16 S a macRIE HINE A rSAGL ;

[0041]  (d) FrZERIE I B Ar B A 4 LB 48 Ni-NTA il Sephadex—G75 44k, 3k F3 5% 4l
ERHREE ;

[0042]  (e) XF ik (d) Br3RA ) E 2 2 kAT 28 A I e et s v VK, A LA 41kDa 24y
oy TR E B E RAFAE

[0043] () XF bBik (e) ARSI ER A TEAT 268 A I ot e B s 0K i > HL G S &2 NC i B
PVDF Ji |, #£4T western blotting, % 5E Frak1Ge H B Al S M o

[0044]  FEES/NANT7 I, AR BIRAE T — Mg T 5 % BB 8 U AR / 802 W7
he ZHIEARE

[0045] () fHWIACRIEE SR 1 8K 2 BT PR 2 1 S 41 2 (1 sk gt J5 i B S A AR A Bz ik, AGru
BT 55 T8 P

[0046]  (b) fHUWIAAIE SR 1 8k 2 B PR & 1 841 8 1 ek ot e s B e e B P o 5 A
FEAR i, KM AL A 5 8 AR IR

[0047] R, W] LAA A A e B K B 40 ) B sl LB R B s R B 4 A A
TG PLAAT / 8% TeM Hifk. &G M, Rl A AW, a0 RIS (1) 1T a3 R
T MV SE K S T AR AR

[0048]  FEES-LATT M, AR ISRt T H T 5 AN / SG2 Wit iR 22K 1882 By
FRE 1 AR BB UR A BER A& . SRR IR AR RN R T 1

[0049] A% B HE A 8 A PR Bt 2 2 nT AR o =5 T8 e O A R/ B2 W i) 4 1)
— 4y IXHE, AR AN T, — R AR/ 82 WS 8 R L izl s e
BORESK 1 82 BT BRE )8 B i sl T g B, Hoalml & n] LU ELTSA W5 @A / sk
AR B B A AT AT S b R &

[0050]  th4b, JET] LA A K B B 2H R A PR B PR i Bl B S R I S [l V. 1K
FELE S — 5T, AR BASRAE T —FhReME R F Ao BCR Bk 1 8K 2 AT e 8 A sk T a5
B e sl £ S s FE DR B 2 se BE DR, I B SO R LA B2 e B B AR L 2 A =5 T
Jod SRR Y I X BRI 2 SRk 1 BR 2 B PRE 1) B s PR A U PR R AL (IR L
J&)

[0051] 5 CAHEARMLA W ML

[0052] 1. H HT = B HUR IR & 0B p b iR e SR 75 T U 14 PR, AMUPTR
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AT A, iy LR 22 57K A A A R S AR 5 5 35A%, WA AR, 1
Al LURHEE 4%, JBUE & T, 05 TN & AR 2B 7= . BT v = e RE 4 5t
JE 2 R 1) 5 TE HUs 2 Wik o & in)

[0053] 2. FATIAE KA i ik — 20 DART s % X 3R 0k st SAGL 21 1 v B, R 41
WAL AR B R e il e B 2 B R B AR 7 rSAGL, SR T2 B 7 /]
% 26g/L UL L, R A RIEBEIAEEKE AN 30%, £ Ni 41 GBI ERA 2 1 4idk J5nl ik 90 %
DL b2l g . 28 ELTSA A =5 7 HR L (1 2 M ifn 3 F0 =5 % B A s LA Ag B 3047 1385 A
fa BE NIV, 45 F LUK PR R 218 90 % LU b, KM R G E S AR e I T B

(N CES R

Ff 1 152 BF

[0054] P& 1 T 20 JFOR R D) Pl i

[0055] 1 :pET32a(+)Nco I HfgY) ;

[0056] 2 :pET32a(+)-tSAGl Nco I HfgY) ;

[0057] 3 :PET32a(+)-tSAGl Nco I+HindIIT XUEE] ;

[0058] 4 :DNA prifE

[o059] K2 HINEA S WAERAME 5525

[0060] K& 3a Ni #:4fifb )5 B )8 2 ik

[0061]  INi A:Z4E4ki rSAGL

[o062] 2 FRifisrFEEH

[0063] 3 4fifk. il I A8 8 5 2R BT

[o064] & 3b Ni #E4ifb /51 B ME A& =T

[0065] & 4 4fifk rSAGL HE 5 RMIF K] Western-blot &5
[0066] 1 :(F % ARILIF ;

[0067] 2 .55 T HUMIH ¥ o % T IfliE

[oo68] 3 :AK/r T EAEEH

[0069] P 5rSAGL fu4 ELISA B e fE Ik i 2k

[0070] &l 6 TukkPralEdiis (JEAK) WESEME

[0071] 1 :Y3A8;2:Y3E10 ;3 :Y5G11 ;4 :K3A3 ;5 :K7H3

[0072] & 7 bk wfED LA (JEK) 55 Rl FPUR I Western-blot 34
[0073] 1 :K7H3 ;2 :K3A3 ;3 :Y5G11 ;4 :Y3E10 ;5 :Y3A8 ;6 : 1E W S IfLVE 57 « 5 L iE 1%
BRI 58 ARy FErEEA

R{ELHEAR

[0074]  SZjEf5]— pET32a (+) —tSAG1 [{IAA%E

[0075]  fRHUHAL T3 2 4L BORE DNA, 55253 280 F0RE DNA JEAT 1 %6 BEARBE FE K » 1 J 73 59 1A T 5
D) K WG D) %258, pET32a (+) —tSAGL FH L F 4 BURL 28 Neo T Sl 1) W] LK /N4 6600bp
FEAT LT 48 Neo THHind TTT XU DA A 7= A2 K/N2) 5900bp B T00bp P 4547 5 55 i)
L AR . T pET32a(+) £ Neo T SRV FUEF 5000bp — 44, LL 145 2R 91 CL3R13 T

6



CN 1861633 B WO P 5/8 7T

pET32a (+) —tSAGL L FR. (K 1) .

[0076]  SEjiif] — T F%Hg pET32a (+) —tSAG1/BL21 5 S ik

[0077]  pET32a(+)-tSAG1/BL21 £ IPTG i 7 &, £ SDS-PAGE 43 #7, 7E 24 40kDa 4b tH
R S HRIET, 5SS FEEAYS. FRAALE 21kDa WAL E RE THELEA
(Thioredoxin, Trx) , M Z¥ & A EALTURAE T AR BB R WREEALKT . EAE
2888 75 AR ST 5 14000rpm 50 20min, 437 B EIE MIPTIE AT SDS-PAGE, &5 3L Wk H K&
HEEDEHEAARE. HREA S EAEAR 34.36%. (& 2)

[0078]  SEjififf] — Ni FEZEALJS rSAGL (4R

[0079] A &AM AT KERIE, G A WG, EAE A K DA%
M A A Bigd, BiEP R EHE AL NI-NTA — B4l )5, 20 mliA 60 LA %,
ZAAL K L 8 I FF 4 Sephadex—GT75 4ifk 5 v 3575 90% L4t (K 3) .

[0080]  SEjiffs Py Ni AELEALSE rSAGL (1) 533 i M

[o081] A4k ¥) rSAGL b5 75 IHE 1 e e SR MG UEAT Western—blot, 45 S WoRE A &
(15 5 B 1 % R I B2 40kDa AbA K 5 PE s RN 46 » 1T -5 1E 3 e I3 T2 B 2
S v g I (B 4)

[0082] S5 F. rSAGL KN A I iE ) BLISA 25 5

[0083] 28 ELISA M, =5/ HUM A 7~ S i S MG 41 % rSAGL [ Bl TAERBERE A 1 ¢ 300
Fifi, rSAGL B FERBIRELN 0. 2ug/ fL (Kl 5) .

[0084] DL rSAGL HLJ5 AN =5 % HUETE 788 A5 Pt Js Gl ELTSA ARABAAL, I [A14% ELTSA vEH I
NIIEH TG Bk, Hsil 60 0 NIMLTE o 4558 20 4 M35 P9 Arp A I3 0 BR T, 13 40 135
PRI RSN 247 S B P s SAGT BT TSRS U Ay BH P 7 =5 1 3B BE 1 B SRR I A BRPE 1) 14 £
rSAGL P JFURE I Ay [ P 1T 5 1 BB T e R RS A B 1 13 63 AT RO R x K
B, N I AT SR XU AR, P = 1. 000, {6 B Y Bh 5 A I A B ME R B
HES.

[0085] 3K 1-1 AREIFLEX 5K Tg6 Frista il g F ik

ToxoAg
BH ¥ il &t
[0086] rSAGIEEH PAM: 20 14 34
At 13 13 26
&t 33 27 60

[0087]  SEJEf /N rSAGL FR g BT AR IR M 24 %5 o

[0088] £ Mouse monoclonal antibody isotyping kit J5E,5 FEF PR ERE A
TgGL, HE¥I N « #E (Kl 6).

[0089] St 4] - 5 v B PL AR 1A AR e M o

[0090] 5 Bk A 5 FEHUA L RE R ATE IR IR 45 F T 43+ =20 24 30KDa [¥RAR SAGL iR, 5
rSAGL 7E2) 40KDa A 1tk ) W 4547, 1 5 pET SR A e g IR (B 7).

[0091] S fs] - 5 ve FEHUIAR I B Y

[0092]  Fi AR Z% AT I8 40 MO 55 A A i 7K 48 Smartspec™3000 Yl %€, 25 K JE 70 B 4 :Y3AS
42. 2mg/ml ;Y3E10 :33. 14mg/ml ;Y5G11 :29. 93mg/ml ;K3A3 :32. 24mg/ml, K7H3 :29. 44mg/

7
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mlo 43 rSAGL (BRI A 0. 2ug/ FL) MBI IE FHUR (BHIRE A 2ug/ fL)
VE AP , H R)4% ELTSA J72:00 e 5 BRE sl diik (JEK) Bkt . 5 MRy RES &
HRIRAR SAGL P R AR etk | R, P/N B KT 2. 1

[0093]  [A)# ELISA & 5 PREESOREDLIA (K ) Zbr

&4 SAGL SEREHEFIR
CHEIRE: 0. 2ug/TL BHIRE: 2ug/FL
_*.ﬁ ;&m 0D450 P/ N ;\&'fﬂ' OD450 P/N

Y348  1:5120000 0.210 3.5  1:320  0.245  2.34
[0094] YSEI0  1:2560000 0.169  2.82  1:80  0.296  2.82
Y5611  1:320000  0.208  3.47  1:80  0.222  2.12
K3A3  1:2560000 0.170  2.83  1:40  0.259  2.47

K7H3 1:80000 0.184 3.07 1:80 0.275 2.62

[0095] B4 ELISA 5 bRic Bbi Rty

A SAGL 5 HUEE FHR
FRiCEH BEIRE: 0.2ug/FL AMRE: 2ug/FL
[0096] A ODaso P/N B ODsso P/N

HRP-Y3A8 1:1280  0.31 5.17 1:10 0.177 2.13
HRP-K7H3  1:5120  0.27 4.5 1:20 0.208 2.51

[0097]  J¥41%K

[0098]  <110> ( FRERYE, Z=1E)

[0099]  <120> ( —Fpdk T ELAHHLIR K = B Bk il & )
[0100]  <140>

[0101] <141>

[0102] <160>2

[0103] <210>1

[0104] <211>695

[0105]  <212>cDNA

[0106] <213> Wit 5 i (Toxoplasma gondii)

[0107] <220>

[0108]  <221>CDS

[0109] <222>(1)...... (695)

[0110]  <220>

[0111] <221>mutation

[o112]  <222>(D)...... (6), (15), (693)...... (695)
[0113] <400>1

[0114]  ATGGGTTTCA CTCTTAAGTG CCCTAAAACA GCGCTCACAG AGCCTCCCAC TCTTGCGTAC 60




i M B

CN 1861633 B 7/8 1T
[0115]  TCACCCAACA GGCAAATCTG CCCAGCGGGT ACTACAAGTA GCTGTACATC AAAGGCTGTA 120
[0116]  ACATTGAGCT CCTTGATTCC TGAAGCAGAA GATAGCTGGT GGACGGGGGA TTCTGCTAGT 180
[0117]  CTCGACACGG CAGGCATCAA ACTCACAGTT CCAATCGAGA AGTTCCCCGT GACAACGCAG 240
[0118]  ACGTTTGTGG TCGGTTGCAT CAAGGGAGAC GACGCACAGA GTTGTATGGT CACAGTGACA 300
[0119]  GTACAAGCCA GAGCCTCATC GGTCGTCAAT AATGTCGCAA GGTGCTCCTA CGGTGCAGAC 360
[0120]  AGCACTCTTG GTCCTGTCAA GTTGTCTGCG GAAGGACCCA CTACAATGAC CCTCGTGTGC 420
[0121]  GGGAAAGATG GAGTCAAAGT TCCTCAAGAC AACAATCAGT ACTGTTCCGG GACGACGCTG 480
[0122]  ACTGGTTGCA ACGAGAAATC GTTCAAAGAT ATTTTGCCAA AATTAACTGA GAACCCGTGG 540
[0123]  CAGGGTAACG CTTCGAGTGA TAAGGGTGCC ACGCTAACGA TCAAGAAGGA AGCATTTCCA 600
[0124]  GCCGAGTCAA AAAGCGTCAT TATTGGATGC ACAGGGGGAT CGCCTGAGAA GCATCACTGT 660
[0125]  ACCGTGAAAC TGGAGTTTGC CGGGGCTGCA GGTTAA 696

[0126] <210>2

[0127] <211>231

[0128]  <212>PRT

[0129]  <213> Wb 5 (Toxoplasma gondii)

[0130] <2202

[0131]  <221>CDS

[0132]  <222>(1)...... (231)

[0133] <220>

[0134]  <221>MUTAGEN

[0135]  <222>(1)...... (2), (5), (231)

[0136]  <400>2

[0137] Met Gly Phe Thr Leu Lys Cys Pro Lys Thr Ala Leu Thr Glu Pro

[0138] 1 5 10 15

[0139] Pro Thr Leu Ala Tyr Ser Pro Asn Arg Gln Ile Cys Pro Ala Gly

[0140] 20 25 30

[0141] Thr Thr Ser Ser Cys Thr Ser Lys Ala Val Thr Leu Ser Ser Leu

[0142] 35 40 45

[0143] Ile Pro Glu Ala Glu Asp Ser Trp Trp Thr Gly Asp Ser Ala Ser

[0144] 50 55 60

[0145] Leu Asp Thr Ala Gly lle Lys Leu Thr Val Pro Ile Glu Lys Phe

[0146] 65 70 75

[0147] Pro Val Thr Thr Gln Thr Phe Val Val Gly Cys Ile Lys Gly Asp

[0148] 80 85 90

[0149] Asp Ala Gln Ser Cys Met Val Thr Val Thr Val Gln Ala Arg Ala

[0150] 95 100 105

[0151] Ser Ser Val Val Asn Asn Val Ala Arg Cys Ser Tyr Gly Ala Asp

[0152] 110 115 120

[0153] Ser Thr Leu Gly Pro Val Lys Leu Ser Ala Glu Gly Pro Thr Thr
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[0154] 125 130 135
[0155] Met Thr Leu Val Cys Gly Lys Asp Gly Val Lys Val Pro Gln Asp
[0156] 140 145 150
[0157] Asn Asn Gln Tyr Cys Ser Gly Thr Thr Leu Thr Gly Cys Asn Glu
[0158] 155 160 165
[0159] Lys Ser Phe Lys Asp Ile Leu Pro Lys Leu Thr Glu Asn Pro Trp
[0160] 170 175 180
[0161] GIln Gly Asn Ala Ser Ser Asp Lys Gly Ala Thr Leu Thr Ile Lys
[0162] 185 190 195
[0163] Lys Glu Ala Phe Pro Ala Glu Ser Lys Ser Val Ile Ile Gly Cys
[0164] 200 205 210
[0165] Thr Gly Gly Ser Pro Glu Lys His His Cys Thr Val Lys Leu Glu
[0166] 215 220 225

[0167] Phe Ala Gly Ala Ala Gly
[0168] 230 231
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