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L. —FiZWr R 72 A

AR L 2347 1y 5 58 8 M I (A4 20 2307) v 3 BB AR (R VAR B i, 5 (S8 ok v 4 549,
TrHUR B AR Rl

b A I S B iR g M TR SR B S5 .

2. WREBORE SR LR B9 7732, Hodh pr i it Ad 2B 23 U1 v F0 B sk A0 5 Je iR 1) 32 A+ RLE
Bk AR AL 5

3. — Rz B AR R, A S AL 2U0) A RS & BRI 2 AR bR, Hodh Brid 2
Al 1) 3 AT A BT (A4 2 23477 7 A B i A, 5 B iR 1190 52 A4 A4 L mT DA AE BE 8 M i {44 20
ZI) AU I 1 B A i 12 B BT i 32 AR R AR L 0

4 FRIE AR ZR 3Pk (R 7844 , e b pir o A& 20 23 47) v AR ok A 5 0 R 1 52 AR+ R,
BT P B AR 2R b, 3F BALGEAE S 8] b R

5. WRIEBCRE SR AP R B 8K , Hoh r ik #4600 5 B A F Bk AR A 23071 gk ) =
T P 55— 70 AL AT FH I 32 AR R A8 ) 2 10 1) 58 — 38097

Horp Bk 55— 350 o0 RIS 8040 a2 43 I, I EL B 04 45 1) st e A 453 Bl 55— 35 40
5 BB AT AR, DL 20 2, ATAT i B — 0 0 Bk B 0 o0 () 2R 1 o A R s T
IR —FR A AR 85 AR b o — AR b A4S VAR T LUE T 55— A4 A 3
A3 B M 2 18], VA FC VAR >R B Bk (AR 20 2301 1 A 5 2 ek S2 AR 4 KL

6. MRIZBOREL R A B 5 AE— TP IR 1 344, Horb Bk (A& 20 Z347) 7 F0 B i A 35 L )
SARMBHER 0] BRI AES F E.

7 AR EE R 3 %2 6 AE — T Bl il (1) 2844 , e B 4% M I IR ik A4 20 237 1 e BB AR 1)
TRARAE PR 2 AR 10 R L, 445 7] DA (AR 20 347) 1 SR B B4k 9 HL A i 3ok ik VA& b 8k
B PR S PRS2 AR L

8. AR BRI ZE R B TH AT — TR 1 5 VA B A , Forh © & RS I 16 2 2 3R 18 Prik
BRI s

9. HRPEAUREL R 1 22 8T — AT IR 1) J7 VA B A , b BT i B, 5 e S (1) 2 A R 2

A BRI R AR 2 IR R S B i 2 23

7 IR B S I A, B

ERZ K.

10 AR YRR SR 1 E 9 AT — T Tk 19 J5 VA B2 W B A TR B, o BT fik A 4 41
TR NARA LY

11 HE AR RREL SR 15 10— T [ 7 vk 344, Herp

Frid v e B Woem , i v R R B 5 S v B e, SEALIE 7L BEVS

Fﬁuﬂiwfﬂ,/\tﬂ R B EAL R T AR A, DL K

FIT iR B0 Ji A2 2H 23 2 A4 I Jc il B30 0 P 2 2 et v i 1 BG4, A0 I R R S B v B
EZ/EQ’EUZIKE’J%m%o

12 AR BRI EL R 132 10T — T 18 7 v B i, Forp

P A2 RIS/ B R IEIE , PRIk M R,

FriR ARl Z347) v =2 JBm 1 R BRZH 23, A %

BT ik 32 AR A B0 55k [ Dsg 1 \Dsg3 . NC16A .BP180 . BP230 . LAMA3 | 2l i 25 (4 332, B4 %
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R EE ROV T TR Ji B FLAR AR I — Pl 22 Bl Ji

13 MR HEASCRI B SR 1 52 10 TP AT — T sk () 7 VA B A A, Hrp

P73 72 i HH L~ % £ 5 4iEBSLE,

Frid (A 20 Z307) 1 A2 S i S 4 4, DA %

BT i A0, 25 50 S5 0 52 AR R BOKR IR T3 B U /N EREL IR L d sDNS A T 52 41 A (HEp-
2) \pLA2RANTHSD7AB HL AR I A4 KL

14 R HEAUCRI B SR 1 52 10 TP AT —T0 Bk 19 7 VE B s, Hrp

BT i 50 72 ve 2 S84 »

PR AR 2 2317) e BB K B 43, DA K

T3k A0, &5 470 S5 B 52 AR Rl 2 19 4 B S i 2L 40 L CUZD 1 ANGP2 I HLAR A, S R it %
ISCUZD1 AN/ BRGP 2B HL AR A (1 41 g i T X

15 HRHEASCRIBE SR 1 22 10 TP AT —T0 Bk 1 7 VA B A, Hr

FIT i 590 Fe 4 T 2R 9 A/ BT 4995

B i (AR 2 2R 07) A T FRAR M, DA &

B i A, 5 U R i 52 AR AR BRI T8 RE 0 FROIR R4 24

16 M3 AR B SR 1 52 10 HP AT —T5 Bk 1 7 VA B A A, Her
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B i A0 & PR B S2AR B B EMUP-44 B H AR A4
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SR E NEE

[0001] AR B Je— R BB im i 7735, Brid J7 i e AL 20 2307) v S5 Re % M iR ik
P 2H 237 $ BB AR B VR A B ik, 8 B O A 5 A0 5 B0 D ) B2 AR R e, AR R D
FEFTR BUR A TR BRI E A4 DA A AR 23] 7 A1 S BRI S2 AR AR 2 W
A R

[0002]  7ERZ A K, BROIAMATAE T A3 B AR R O i 52 1, REEATIAS 2l g He H
S HRGUE SRR A AL 2T RAEFRA B & S B FmaE , Hd s E 0 e 2 i
LA BRI S RS, R R BUH SRS

[0003] L /EAsRIAF AR S B B R = EZ WAL S . 2 B 5 R R
ANBEYR T, AH AT DT AT T 30 2 e s L R R R 97, 8 0 R 3 BRI AR TR 1S R
i ) PG e 5 40 225 0 T il FH B A% 40 T e 95 S PR B i ok B Sl 4 AR AR R A 2 b 1Y
— RIPTIEINL S

[0004] [ B f 3% s (1) 12 W00 L T 7540 B oA B VRS AR ot A D B B AR T R )
45 (output) o Fe 5 M B35 SR A4 L35 o £ AR AB 100 R 43 FH 201 i - BE VL (CSF)
Sl F T sn -5 A e i IR A DR 1) B B B A i) L e A

[0005]  FLEEVS (MEHKFH) (coeliac disease,CD) x& H B I B — DRG] A2 HER
i (gTuten) 51K 1, HAE 4 5 B2 3 T s £ CD B B it Jd (B 4 205 25 % 9 R 1
(TTG) ) ) 0 5 I BE o £E R BIVET W 22 B V8 B (1 AN/ BR T TG I 44 1 AF A S5 CDMI SR Bk 2 i, 7T DA
i 78 CDAS A 5= LI, T A2 A A 57 AT PN TUHA A 28 0 T 1 % I DI oRE o 47 7015 Bk o Uk
PEAHIR B — RFVB I , A48 DAL &k BT M0 AH DG RE R Rk 1) = i e % 5 U 7% (Non
Coeliac Gluten sensitivity,NCGS) , MAEVFZ & WIIHOLT , TR HMELAIEIX 73 BEAT.
[0006] 75 L H Ay H H 400 I 995 BE 2% SRS A FH I R RE ot il B L 23470 1B R T S S
(R LA AEVE Z2AH 00T, XA B 2542 AN 8 1 5 IR 9 AS BB S2 B R AE PR AR AIE o SR T, g 22 2
F A Be A BA H At AL TR 1) ok B AR 1Y IIE AR AR 7R 20 2327 43, BSOS 60, 2 41 T L) I
FEA TR BUAR R E T REA AR

[0007]  FEIXFMESL N IR AT RE iR 12 B3 AR B PEES Rl gt T 8UR S BB 408 iRyT, 5
B R P s 1 SRS 34, H A LR ] bR R e, A AR TR R .

[0008]  [A] bk, A% & B P AE B — 4 ] LR ik — B2 W B B S 0 1) 7325 1% 071 RT
THUESE R AN [ A 2R R A o g — 1 1] A SR A ELAT 1 Ny R 508 I P AR 1Y)
VRS F A ] RS PR S ) AR

[0009] AU BH PN AE 1) & 2> — AN ] BEAE T e — P ] DAAEASAF AL LIS FF 5 A 00 T 24T
(I 5 5 Fo VT ER 24 SR T AN 2 (K 2 4 244G ZE RS 2 T

[0010] 7 B P 7 (1) 1] 785 9T B 2 7 60 M SR B SR 1) = R A e o

[0011]  FEEE—J5 1l , AN R W PN 721 1] I e 12 Wi e 9 (1) O V2 SR il e, 1% g VA B e A A
ML) 5 Re s Ik (A4 20 2307 1 4 P AZR 1) VR4 e sk, 58 Pl il AR 5 0 S st (FE
T PR APETE 22 PRI 1952 ARz e, B 5 s DB 5 B SR F A S R I 2 A9
[0012]  FEHRSEHE T S, 4 Frd A 20 2350 A AT IR A5 B0 SR 1) B2 A4 b L AE BT S8 v A4
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AL E .

[0013]  YESE T [ , % In] e A 5 A 2 201 Fr A0S 30 LR S AR A RL R 2 W o
R AA SR i ke, HG b Pl o B8 A e A 3 1 S A I o (A 2 2307) v R i o A, 5 L SR 1 52 A4 A )
A] LAFE BB 5 M BT (A4 20 Z347] 1 3 BUHTUAZR -5 BT ik B A4 2 a2 BT ok 52 A o R} V0 A v 3
WE.

[0014]  FEARIESLHETT P, Brid AR 4 200 AR IR 35 P i 19 2 AR RV A T B 25
iR L, 9F B AE s 0 A2 .

[00158]  FEARIESZiE Ty R rh , (AR I F A & B R 1 B2 AR A4 R HE 25 18] 23 FF ) AR Pt
Al

[0016]  FEARIESZHE TS TP, Fr iR S AR A3 Bl 43 58 8 M AT IR (A2 2347 B ER A4 11
WARTTLLVE T8 R0 F, 457 LU A A 20 239077 1 b e U4 o By kit prig
BARY BRI R G5 BRI 2B RL

[0017] R SEHE T &b, Frid B8uA A & B F P A (AR 2 2347 Jr G gk 1) 3 10 1) 38— 38
A3 AEA F AT IR 52 AR M B8 1 2R T 58 =355

[0018] v fipak 55— &R 73 A1 K 0 a0 FF 0T, I FLIT IR BARARE A4 38 R A0 47 ik 28— 38
a3 MUSE —HB 4y AT Lhsefuh, D0ade 2 2 , (049 it 555 — 0 29 B Pk 55 — 38 99 () 2 1 1) 5 1 oz
THTR S &5 MR 58 & b o — MR D E 73— FUA P LLUE T 55— 3 A ER
TR R I T8 DA SR VAR >R B Bk (AR 2 230 B AR 5k R Bl S2 AR M KL
[0019]  fEARIESLHETT 9, T NFRS W B FH RIS HHEH 2T F o

[0020]  fEARESEHE T 22 b, A & PR B 2 AR PR A5 Pl RIR 2 IR I HL R I 20 21
FESh, P2 AR FTIA T 1 41 B 23 B 1) £ K

[0021]  FEARIESEHETT B, A H L) v 2 R R T Fr e

[0022]  fEARESEHE )T 2, T B M » ik 2% PEE E & S PE B Wi » S8 i L
BEVS , (AR 23] 2 5 Wi 4 41, i+ —HR W 21, 30 i A 2 26 45 I Pl B i I
7 BV B 1 B AR A, A0 It 9t 2 22 BV o B AR AR ) S 5 D o

[0023]  fE— /ML S HE T &, 1% AR R RIS N/ B R I, IR K RS R s
BedR H 300 7 oy o B R R 2R, S2 AR B B 5 ok B Dsg 1. Dsg3 NC16A.BP180.BP230
LAMA3 (SEQ ID NO 14) , JZH5E & H 3320 — FhE 2 Pt , HoAde 2 40 5 . FELAMA3 (SEQ
ID NO 14) \LAMB3 (SEQ ID NO 15) FILAMC2 (SEQ ID NO 16) FIB43¥&1EE 4 (SEQ ID NO 17)
FIVITRY RS i e AR ) 2 IR &) AT LA g e B R KBS RE A
2k (human salt split skin) FIA B EEDE .

[0024]  FEARUESEIE T S, Bk 55 o3 A2 Il I -5 R 4% S AR BUSLE , (AR 2 2347 v /2 A
(5 023, 3F A PR B9S2 AR R E BORIE T3% B 0 /N BRI  dsDNSL N | B2 4 g
(HEp-2) pLA2RFITHSD7A Az HoAF A& 44 kL .

[0025]  fEARIESEHETT S8, %5 A2 v 2 U , AR A 23] B 2 BRI i 23, 9F A
PR [ 52 AR A4 b 1 {8 B B IR 4L 23 . CUZD L MIGP 2 K HLAR A4, J5 T 5 At 3k #63 A CUZD L AT/ B
GP2B H AR A1 20 i ey T 2

[0026]  FEARESEHETT 28, i B A A% B R AL/ B A9 (AR 2 2307 ke T IR
IR, I A PR I 32 AR AR BRI T8 B2 0 F ORI 24
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[0027]  {EARIESCHE T P, TR A2 UL 58, BEAR 2307 b 2 LR B8 Ik, A e LA 2 41, 9F
HAE IR I Z AR Rl eMUP-448 H AR 4

[0028] A% BT AR & B M SF B R R B AT DAAEZL R0 A eh oG I B B A L e, 3X
& T 5 CDMIE F Bk

[0029]  AABEZFATEIRAR, KRR NEREH F TR RARTHL MG E S, 5 H
HA R B B3 IR A AN, AR LT T LGl E 547

[0030]  ARHFA K B, FRALAAARLH ZIT) o 1K F A S B EE BB i W I R 1 28 5 3R
B — R AE IR S T b B AL ZIT) A A U, P i N TR SR A 5 e . 4
) B FE A e 1-100mm, P 1% Ay 4-50um o LA 20 247 1 DL AS FUARAT i il ab PR B 22 7R
TR F OB AR L) i AR AR BRI 26 A

[0031]  ARIEA K I, (AR LH 23] v 5 e % M P i (A4 20 23470 i i B A () v A e X
SEATAT A, FAE 2 i T B R Al 2307) ) ol Ge RS AR 20 2307 v Hh A AE I A, (RA7 H AL
S OH R S B B VR L 9 e S R A TR I B8 0T 5 I A VR L IR B S B IR I B2 AR A
BE o AR GE VAR A AR IR EE PR K PR IR, BRI AEpH 5229, BEARIE6 28, A flLik6 . 2
BT 8 AEFAMIL LT, AR NPBS pH 7.4,

[0032]  FEARIESZHETT R, ASCHT I ARIE “&5 & %5 5 S ¥R T0 DL N RRIE LS & SN B o8
(K145 45, FORFAEAE TR B BN L X 10°M, SEARIE L X 107 "M, SEARZE L X 10°°M, TEAREL X 107
M, EHLET X 107OM, BEAR &L X 107 1M, BEAE G 1 X 10712, i@ i {F fiBiacore % & E25°C ,
pH 7. 4RPBSEE MR 1 22 10 55 B8 AR LR i I E 1)

[0033] &% 4 BT 4 1 v A 10 o 0 2 A7 B T A ZEL 3 o it 0 A AT i A [ e LR A7 Ak 2
F 2 B B TR T R R e e PR A A TR B B I B A, 9F HPLHE ki 7R LI S
T = AR5 0. 18 10% ,03180. 58 5% , WAL 1 4% , itikl .55 2. 5% K BE i
o

[0034]  ARYEA K I, (AR L 23] v 5 R % M P ik (A4 20 23470 v $ B o A4 ) B A B, IF
{3 B VAR 5 A5 DU I S2 AR Bl o S2ARM RS VP PR E: R R A RIS I S
(1P o SZ AR RE AT LLIE B & A BUR A L, ik KR 2 kR, AL IE N IR PE R IR Z 1K,
7 AR ) A L, A7 T R T D P A R R 4 1) 22 K A T T DA R e Y BRI
4.

[0035]  FEALE Kt 7 S, KA AR ZH 2307 b A0 B e i 00 52 AR RHE TR AR AL L B
AR I A2 AR R — 3 05 VAR FE A, TR IR oA A (AR L 23 07) A SR X s 36 31 22
AR} 23L& P BT £ /010.20.30.604 41 .2.3.4.6.8. 108 1 2/

[0036]  BG#, AT DL SR AR LA ] i S el SR 5 7 B A LA 2347) v AiAA , IR AT
AR5 85 PR B 52 AR B2 fi o AR S5 85 P 52 A A L2 Ak 2 1T, BT DK VA4 i
A7 VR AN/ B 4 o P B oD R AT 22 7010.20.30.60 3871 2.3.4.6.8, 105 1 27>
i

[0037] B J , 5 52 AL BE A% 3R BB AR R AR AN/ BRBHA ZH 23] 43 5, 8 e 1ok 43 8
TR 5 — 50 3 BREE 04y, B ok A i ek fih iy 3R 2 A o B2 AR LR DA i
T MR % 22 20— IR o R4 B AR 1) BT B 0 P DA FH AR e 8 G2 v VR, D038 A0 5 B/ N IR P2
(R 75 B 7R 5 & A B A8 R P 10 % , BOR A A S e i 751 o

6
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[0038] B Ji5 , T ARG I B 5 U ST I AT AT R S0 AL S 77 b T IR A A
FEGIE Y B AR % HE B AR e B G 5 58 B R R B IE I S D v B LS
TR T A A B 0% D 5 V25 9 TEL TSAR B0 I 5 25 - 27 Rt B 0% 0 5 2 R0 o 02 e 6 4
AR ARBUHE AN 7 ARIX LT 15

[0039] AR EHV Kk — s I RIS, AR & B T (AR 20 2307 F A/ BT g F0
B PR B B2 AR R Be 8 M (A4 20 Z37) B8 BT A 140 R A 2 A 4 ] A A\ g4, i s it
PR A/ B AR PR A T P s iR 2 1 b o Pidi b , A AR 2 2307 1y 0 SZ A8 AR g i
7K 2 TH A ] DA [ 52 B8 0 4R B R B (9 A7 B o AE AR IR S 7 S, [ A 4R & P A B
2D, — AR E S, — NS AR R, AN I -k ik
BB R B AR T AR R BRI AR

[0040]  7EfLif st 7 & rh , A SCHT I AGE “HEWE A7 248 E 0. 015 Tmm, fLi% N
0.02720. 5mm, SEARIEA0. 05220 . AmmfF) V- [0 2 o & AT FH 3B BB R R AT AR
Wikl a0 AHAR L 23470 B 5 B ) S AR R

[0041]  fEARESLHETT b, 2l A R BEUA R LR AHME A 20 B B a a5
R I B2 AR B o SR ZH 23] i A2 A A R (PR 38 e A8 i b)) mT LA RS R m] A
Ap B M, (15 B8 W SR TR I — WA (IR 1022801 T, fEi%E 20 22601 T)
A LA [H 5 AR ZH 23] i FISZ AR R A DL 3HA T I B D IR

[0042]  fiLizth , 75120 AT R A A i (A4 20 2307 5 R0 () 40 2 B S i) B2 A4 4
BHEZS 8] _EayFF, FR A 43 7T DAL T 55— AN 2 B A S Inssibe 25

[0043] 7R S 7 S, el D AT DLW R AT G — A B A R L, R HAE S
W7 28 A 55 T — R AR B A, A AS AR L 2 RS2 AR M R (B RS W B R AR 1
A — 0 | FERE A A7 T 304 b B9y T o BT R Kk, 3R SR 230 Az 4k
AL B 5 [ 5 Y00 LA T AR 1 2L o A 8 ok v A A A4 2 Z347) 7 1) 52 A4 A4 R 4
A 25, n] DUE I B R R sl 2 W A R0 5 348 0 R A3 21 32 FF . US2010/0124750 H
RTHTHITHERNREE.

[0044] P18 HE T SRR 4 A R B (9 5 vE B X R o 5 e W ARSI Bk (D), HAaE A
FEuE Q) FIBHAZA L) () FERE BE A &SR 6) 2R @) , Frid 2B B
[RaAd (1) B AR SR (6) BT, B SR AUk (7) (%) — WA AL T BTk S5 /K R 1 (6)
F WIS A (1) B A SRR R (6) b5, 1540 4A (3) AT LU ik MAAAR L 214
() HIRBGUR 6) FHFTRRE WM G, 4 B oK R M ANS W B PR A . 7T DUk -,
TR RSUER E A A RAEAE) .

[0045]  £E 5 — AL ST &9, s 48 B Pk (AR H 23] A B i SR i i 5 —
43 R0 EAT FH P A0, 25 0 5 1) B2 AR R0 AR 1 2 10 1) 38 349, Ferh SR — R A 4y
J& 93 110 I L3R AR o ) 1 Rl A4 55— 0 4 R0 B8 R 4wl DA Ak, DL 2L 3%, [ A5 ik 5 —
53 BT IR 55 043 (1) 2 10 1 s R M A7 T BT S — A MU IR B v 5y — AN SR
L AR T DL BT A S B R 0 2 TR, BA SR VAR ART >R B P i A 2
SN A I BURY BRI FTIR SZ AR M R B 278 T AT AR R A R B B 7 v X Ry X

[0046]  7E 5y — LIS 7 S, BRI 5 — 80 402 A A PR S AR MR8 2k,
It B S5 AL 20 Fr Befi o J5 35 P B T 3R 1 88 3 o (R i I, (H B P DA R 2

7
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(1) 5 B TP A VA T AN =2 L

[0047] =z A4 R AT DAL 5 2 SR BT IR BB L 2H n, 91 2 75 2H 23 4 i mp B DA Ak T 3R AR
HRAE B g B U B30, il ansdad hge 0K PP B BIOE %5, B &9 & 1 Hd
AL HEIX £ 2 JIR 1 A8 4

[0048]  FEARIESZHETT R, AR SCHT FHEIARE “BR” 7] LUFR TR B & KRB 20—
B, B HARRU AR T 2K P8, 78— DB Rompk ki 1 — B2 DN AR — B
AR XREN B S B AY H AT R G 7 A B AR IR 06,7 .8.10. 12,15,
20.25.50.75.100, 1508200 1M% S 2 L L « AR S K AT LR 2 /06.7.8.9.10. 11,12,
20.25.30.40.50.60.70.80.90. 100BY B 2 2 SR - A2 44 ] LA FE 51 2| =% 2 AR
FEHI B AT A 22 3 1R A B A R P BE % /0 40.50.60.70.75.80.85.90.92.94.95.96.97 .
985599 %6 A [l 1 4 K 3 F B A B

[0049] A, AT A AR A3 m] A, 5 Ak 22 4B AT , 490 A7) A7 28 AR R B A B4 , 1 i 2
PR AL S BEAL R N b B 24k R e S

[0050]  fiLi% B0, & i J 1 22 IR 1) AR A B AT AR s Mk o AEAL I S 7 P, IR R AE T
PEAR RS SRS A PUAR I B8 77, DU A8 AT A R 98 16 £ 35 FR R IR IS BB 1) 1 & s o 441
0, B0 5 20 I e 2 2 B A B 1 B AR AR IR AR )3 MR AT DA R e I 45 B AR I Bt 2 2
TR E N EE 77, HARAE R B8 BT » 9 a0 76 I I 2 22 BV 28 1 AR AR I I 400 1 BB
HCD.

[0051] 22 IR BRI AR {4 A] LA DUATART IR 2OFH DT AT 26 4 1) 72 B R F 43, 0 4 , A N IR U
B TR 2 IR A A I 2B AN . (R P e i R34 22 IR 40 e, eSS 4 B XA = B & 42
2EYD , UL AAFRA AN /B B 2 K, AT IR AR PR iR AR IR ST B, 2
JR AR R AR 2 IR, AR AR SR IR TS “RARZ IR SR F8 4 B 10 2 1K, TEAR 16 A 23 41
SR L S AN e B 2 21 AT ok B R EE A 20 B A M 2k B BT B 2 R LA S AN
WSEH T 2, Z kR EAE A, i AR S M ARE “EH &7 iR A4 BRI+
AT B AT 38 1% AR iR ) 22 IR o AEAR e SE T 77 28 v, an s 1 SDS PAGESR Ja #E4T %
I MW e £ A B ATURSE 2 W ) A RLAE & 222060,70.80,90, 95899 % 1 2 Ik HH AT iA 2 Jik
LR, W) 22 iR 2 A0 o FLAH 22 IR PT DA & PR AN B 2 Sl DL, DL bt 5

[0052] 4R DAZH U1 A e 5, WIZH 2038 i FLEN AL 21, B an N R BR L R KK 30
7/ AN AN T SN SO s

[0053]  ARIEAK B, AL T — P Wm0 715  AEAR R SE T b, AR SC R R AR S
W 2R B R AE BT R SE J7 I, Bk As BA BT VR Ah R 2 1 R EOR]
R B A] B bk e 52 B B iR O F AL B A A BURRER) 763 2 L AE S i Bl /e
W R A TR BURAE , LA T A o i FR T 0 BORE I T Bk i BCUPA SR AR T 44
0 G 3 A 1) 24 2 ) it P %) S22 155 00 o 4 135 10, ARE ST A B B m BURRE 2 W, 1T
AT AT/ B IR B E I

[0054]  FEVF 2185 0T, AUAXAGE I , 45 1) 156 U8, B4 7 A5 ot o e 15 A7 A TR ) AR K, ok
T2W & I, RN e 3R I B A PR I v B8 PR 380 o AE AR I8 S 7 G2, ] DA 5 I
T P AR T A R A2 TR AT BR R I AT I A R ARV 2B R, TR
FES E S P R B AFAEBTRT] 58 A2 0511, (ER T 3RS A S BT 10

8
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VART DA HE DU T8 R A2 A A b R 2l i R IR = 2= 00 . 1 0140, 2.0.5. 1.2
5.10.20.25.50.100.200.500.1000. 100008100000 .

[0055]  ARAHUSELA N GORE IR , i R B2 38 AN 2 IR T BN 2 W S 80 i e 83 a2
7 B BCR] B B AR R OUEORAE , T e i 2T HAR D5 T, 49 oAtk B 5 fiAk bR S )
FAAE MLV ZHL . B REIR A e R PP il B R 2 AR B At AR AR N PR U V2 22 - B AR B 00 4
MR, DAL HER W . (W Baenkler H.W. (2012) ,General aspects of
autoimmune diagnostics,in Renz,H.,Autoimmune diagnostics,2012,de Gruyter, 3
) 2 W RIBC VAR E B ] B A2 Je T XA AT BE M, HR R — Bhoge e , AT 5o VR 212
PARN LU/

[0056]  ARiE IS i AT LAHE T [X -5 AHALLESORE [ 8 PR A DS IR F) P A 5 22 Al L 1
VA ARIE W AT LUE T e B0 T8 oA A B HVR T T B TR B
BT 1 TVEBZ A AT ke #5327 T %

[0057]  FEALESEHE T S b, ks I B S 4 2 B B i 78 J3— DL s2 77 &b, A A )
HIHAA I TeGER TgAZSfidd , DRtk TgASSHiiA .

[0058]  HIESEAFAEBRAATAEAL & SR NIA K B 2 Ik E) B SR & s vl LA 5 S 504
FHIRHR B, pirid B AV R IR R R BE I o B B RE A B8 D4 8  IEAE A B ]
REAE R RIE 320 - WUER S BT O &2 h 83 T H AR AT 3R 12 WA 55 B Ry 7%, )
FEPR B AT ks I 2 ) 25 W & m B AH S, BL T g5 B 3 AT/ BOIG YT 1 i 2l - il
WA R IE S PRSI, X R0 IR AL BE R , A B8 A2 AR R SR I AT/ BRI A 22l
1BIT AT o

[0059] Ak B 23 4R 7 — el snl &, Dot T2 W il & A S il Ak
S B R EAR 2l B RIROBR T LT & AR & I s B 32 AR R, I B
o3 B AT A3 B 26 F R AAE SE AR B I 5 6 L RN IR A 2300 v o S5 &b, v il 7 &
AT A FE P 4 10 B An e {5 PR Ul B AT T A R B 2 ik ok B 2l Lk AN 5Z
B AR TBORE ot R Ak ) T B o e A, R DA 5 BR o L (481 0 2 S 5 6 AR K B 22 IR
— AR B L A AA) AR PR I (5 G A i BH 22 IR T8 R R 21 AT 7 B e o A L
FEE) o fa , KAL) AT LA 2 F T A vt il e ) A BT IR ) A AR VA L o

[0060]  7E4f 0k 58 77 e v, kR B A0 45 F T4 5 72 52 A A4 B b B R 45 B 1 AR 1
B, s e G AT 5 AR R B 22 RN 5 A B 22 RS 5 R B AR I S5 1) - eSS T Bl vt o
455 ik B E B R & VS AR 5 1m0 2 B AR iR o B, Bk T B
AT LA AERR T HH S — BUARIR A 456 61 s 456 ik 22 IRERE5 & 58 — PR I E 52 X I brid
UM B, ik T BOAT BA e 5 U OB E [X 456 B 58 —J A DL S R it ek N3k 58
A

[0061]  FEALMESEHETT S8, FRE I BB B W » DLk R E B e Ve B
R IS , A L0 v & B Wi 2048, ik + =4 a2l 4, JF Ha ik B A VL3 2
Bl (Uniprot 4l 7 : P21980, Z B AR e BB AE LA , 1 AR ST 51 FIR P A7 80405 e
) B AR A A5 SEQ ID NO 1.SEQ 1D NO 3.SEQ 1D NO 4.SEQ ID NO5 K HAF A
R A AR R R A8 2T — A8 DL, BIANSEQ 1D NO 2. 5 VB A R] HI T2
NCGS , PLse [X 715 %k BRI AR SR K B W9 » SEALLECDAINCGS o A5 K6 I ) 70 A4 P 128 9 TTGER

9
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it Bt 28 2 B VA 1 BRI I e 2 2 BV A I Tg AR i AA

[0062] £ 53— AMLIESEHETT S , R Wi i) 2 s =2 R T A/ B R IR, A ade K P2k
R, AR H L) v B A 23, B R % H Dsg L (UniprotZ 4R 4 5Q02413) Dsg3
(Uniprot#dE FE 4w 5P32926) \NC16A (SEQ ID NO 6) , /& A2 SEQ ID NO 711 A Bl
LA DB AR T2 BP 180 (Uni pro t B4 22 4% 5-QOUMDY) L BP 230 (SEQ 1D NO 8) Al
VITRIEL B (UniprotE0dE 7 4% 5 Q02388) B H AR {4

[0063]  7E S — MR L T7 S, RIS W I 293 22 il tH I - 98 2% 5 i BSLE , fH: {420 23
TIR =2 B e 2R, I BAS PR AR R B 508 AN BRI R dsDNSL A Rz 41
(HEp—2) \pLA2R (SEQ ID NO 9) FITHSD7A (SEQ ID NO 10) BRI A4,

[0064]  7E 53— MRIELHE T =, Wi B2 w2 B , (AR A 2307 v 2 w1
YL, F I CUZDT (SEQ D NO 11) FIGP2 (SEQ 1D NO 12) BRI AF &,

[0065]  £E 53— AL SETl 7 S, A2 Wi (1) I A2 b B R i A/ By A0 , (AR 41 2317]
FRURT FURAR, I B2 BORYR TR R IRZH 214

[0066] 7 53— AMMLIESEHETT 22, Fris Wi i) e i =2 LA, AR Z347) v 2 JUL PRI BB Ik » A8
MR LR, FF B 2 BCRIETMUP-44 (SEQ ID NO 13) B HARA,

[0067] ek 3 FR it P B BRI AT LA T SR PR i PR s 45 3 — 2P U AR R B, A R DA B AR
R ERHAIE  SE Tl 77 22 7 T AL R

[0068] K37t T AR B A A AL S BIOCHI P By 28 S I 20 7

[0069] V&[4 EIR 1 R JRIE G A it DA B 25 BhSZAR SRR £ B, 55 ELAA L 43 0 7R RIS MkE
FHEE 1 1.BP230gc (SEQ 1D NO 18) i i 11 3FIBP180-NC16AMTHEK 29341 it .

[0070] &[5 R 1 FH PRV AE i () S e, e rp ml kG I RIBP 230K H & fidk .
[0071] K627 1 FH PR V5 A A it 1) 4 % 2 01 o HL v Rl A I B0 RR KL R 2R 131 H B B
(e

[0072]  scjafsl

[0073]  dhilit R4 A BRI 2 W AT R 3044 2 H A

[0074]  AEWABEE T B E— N SOS3 FAE VA ZAR D] R A A il (8 T VUL
H) ¥ R U (dum) A4 I A 1088 R OB AR AR S B i B2 AR PRI 2040 1 B 240 31
JRGAF-3X (EUROPLUS) (SEQ ID NO 2) ) s A4 () A Mt iy 55420 o M HoAth 28 25 SRAS G P A 3%
R EE T ix— R,

[0075]  #E4°C RS PN AEAE IR SR Ut 8 R — 3 S5 W A R RN 3 I
fil (I PBSTZE MR (5745 2% (v/v) I —20KIPBS, pH 7. 4) 55 & L1 o X BE , M 2R3 I 1 47 44k
AT DAY BRI 22 i, 256 IR B 2 22 B v 2 1 (W oA v DA &5 A AH AR IR GAF—3X B i s 4 i
MR B R AT HPBST ((57H0.2% (v/v) i -20/PBS, pH 7.4) ik Y& 755 8h . b
J& B A BFITCE A A TgAHiE Buroimmun AG) W% 5 300 8, I BRI BEE5 4.
e 8 6 B (EUROStar) i A

[0076] FESN

[0077] 253 Hr RN B HEST 44 A FLBEVS 1Y) fE 35 A1 35 44 4 BEx RN 51, Fridt i3 M 4l
2856 1 I AR 12 T S % R A5 AT 2H 2 A 2 AR B2 W 3R AF Sk B T AR I BRG
(BuTbus duodeni) (K] + 4R MIG K AL (36 44 CDIETE , 344X REAME) o B A7k 14 355

10
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e AR R TG b Gt B 20 558 & AR A0EE 73 A » 7 0 B #EAT S AT Ah

[0078]  {f T & HJLGAF-3X-TIFT (IgA) FIHTLGAF-3X ELISA (IgA) M4 il i 1 i B4
(EUROIMMUN AG,Germany, =54 S J2FV 301 L—#AFIEV 3011-9601A) 4 IR I iE AL & .
[0079] 814 MLiFHAE it R ML VE 7 73 At (A2 iR A K BH)

[0080] {3 A 44 ¢ S 30 » 374N IUHAACD 28 22 vh 28N I N Tg AFUGAF-3X B4 FH 7 , R 0%
HT6% o LE35A N REEE T 1, FLGAF-3X-TTFT (IgA) FP¥EA BHME . Rk, TTFT (IgA) 1531100 %
(R e

(00811 {3 AR A BH (19 77 V2 3RAF 10 Tg ARG Iy 385 1) R S5

[0082]  FEARHE AR BHI 7 vk A8 A —#8 %EKES Bulbus duodeni) VAL i , 36 44 CD
B LR A AT ERAR) A 324856 T TgAJUGAF-3XHU A4 A I A FH 4 o £E32 44 B v , 5 A4 FEELTSA
AT TRT 38 vp K I A B P o gk — 25 U5 R AR 1 3441 - — 48 13K (bulbus) V& F£
it 5 He AN — M B 7R Tg A HIGAF-3XFi 44

[0083] &2, XFTFIgABTGAF-3X, + e B ERkEE Bulbus duodeni) JAS A% A, L0 & Uk R
% 989 % , TS BI97 %6 45 S Mk

[0084]  #5 LR H, 5B A LB A4 G M PUEFET /MmN, 35 B8 A K
(R JTEAER B 83 MLIERE O PR A Z347)  rhom] A I 21 o 25 50, T s 9 1k 45 SR 1)
e,

[0085] s fs2:

[0086] K JE PR IEIE (BP) IS BRI IE (PV) 54 XTBP180 . BP230 FIHf i i 25 1
(DsglDsg3) WTEH B SR H

[0087]  %15%fBP 1801/ ELBP230 [ FuAA ;™ A= K Jaa 1t 2 R Sy I LI 2 FR Ak o B AT L2 R
DRI T B B SR RSB B AL AN DL IR ARG B2 Rt ((BP180) BURHR M2 R
(INBP180) , H FE R AAEZ N AEZA T, NF BRI R I

[0088]  HFLMFRLES B2 3 LA HUAA AR - v I AL R SR IEIH » UM RL RS B 3 3R F4k (I 3 4k
WAFETMRIE S L PUE) HIE S B EE .

[0089] VA A5 vt ) B G 95 208 s (DTF) i 7 R AR A M AR 24 R S s w190 3 B
SRR G 2 R I, ) 48 SR VR R M R A 230 s B S BHAR AR I T 5 T B B A4 9%
B G0 O BB AT

[0090] R Ji , ML 75 2% 45 ol o 200 FH Epu e S M K (g i ok 5 o 40 HEK 41 Bl (AR e S PR 3t
J) IR IR B2 i e (LIF) ) AR B ( EUROPLUS® )3T X — 00 T 152 2 iR
L PR LR RS 43 A3 A T R R AR ) 22 5 o BIOCHT PTM- 5 2 v, (B AE— N
AT FIE 8L A SR sk 5 i 700 ( EUROQPLUS® Y08 /N3 3888 41
J§0) 55 B8 ML AR AR L I BT LG R L7 & o SR 5 N8 5 7 1) 1 B 3R AT RO
(00911 ASHIF 72 K B 1 A2 388 3k i 6 A9 ot AR 4L 2 19 P 40 ) 5 s B A ZE T TR (54 A o
TERE S AT B LT IFTAH B o 1 L7 & B S MR 0 5 A 2H 23388 i ) B4 o IR s AT DA —
A HEATHE Z IR G 2D IF) AR GEH ZTIFT) .

[0092] & — {5 PV AT {51 BP A8 255 (1) 3 A A5 o B R U0 A il AE B TR B A L
(EUROTMMUN, JEHIFD 1495-50;DSG1) MrHiFh & 113 (EUROIMMUN, JEGAIFD 1496-50;DSG3) -
BP230 (EUROIMMUNJE#IFD 1502-56;BP230gC (SEQ ID NO 18)) BYHiBP180-NC16A-4X

11
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(EUROIMMUNJEEMIFD 1502-52;BP180-NC16A—4X) %5 YL [KTHEK 29340 M 1) — N B 40 & A
BTOCHTP™-Ih 28 50 (K 1 A12) o K 20 4347 A 79 TR 25 B 1% [l o 140 26 200 400 i s 79 k70 D o) )
( EUROPLUS® ) HIfEHU R Y A3 HEPEFI0 117 2620 #ER A RIS 2, A
R N T R A 2 A 1) SV ) BRI AR P LR 7 55 - A SR ) AR R AR B ARG
HT B S 22 1 e B R I R s R AL O R B BB s A R | TR 2R
T VAR R BEAT DL I B A SRR BB AR Tk BB B A 1 -2mmid G K R
AN BB RS o AN TR e S AR O 3 65 R AT BAFE SO B — N RO 37 T A A BASRAS BT iE 1)
BIOCHIP-Mosaic™.

[0093] ANk H 258 530u] PBS-MiE20 (2%) 764 CiF & 15/ @I FITCARE I HTA
TgGhufk (EUROTMMUN, 7 5 AF 102, FITCHRICIIHT A TG (L)) BILE &Pk Zil
(20-25°C) ¥ & 3073 B N7 B 20 SR S 80 FIPBS-1: 3§20 (0. 2%) BEsss B A B 5
EAFHER L B (Axio Scope Al,Zeiss,Jena,Germany, 5£490035-9100-0005) i
ATIPA -

[0094]  PVIEAHE S AU SLIT & Bon SR NDs g 3HY AT v i (3 W B 6 7 1 & 15
T PR 51 BP YR A A i (1) AL B 5 3 B3R B 2 JEC JEE ABP 180 AIBP2 30470 J5 1 S £ (= WL IEI 51K 7~ 1
PEEM) o 5 AF B ML R N B SR 59 LTI TAE S, 48 PG 095 3 BRI B A7 A T 46
FRE it A A TR B8 b B s

12
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FeaZe
<110> EUROIMMUN Medizinische Labordiagnostika AG
<120> WL E Wl vk
<130> 16PP055EP2
<160> 18
<170> BiSSAP 1.3
210> 1
211> 17
<212> PRT
213> NLF3
<220>
<223> SEQ ID NO 1 A T#HiJ5
<400> 1
Pro Leu GIn Pro GIu GIn Pro Phe Pro GIu GIn Leu Pro GIn Phe GIu
1 5 10 15
GIu
<210> 2
<211> 65
<212> PRT
213> N3
<220>
<223> SEQ ID NO 2 A T.47iJi
<400> 2
Met Ala His Met Pro Leu GIn Pro GIu GIn Pro Phe Pro GIu GIn Leu
1 5 10 15
Pro GIn Phe GIu GIu Met Pro Leu GIn Pro GIlu GIn Pro Phe Pro Glu
20 25 30
GIn Leu Pro GIn Phe GIu GIu Met Pro Leu GIn Pro GIu GIn Pro Phe
35 40 45
Pro GIu GIn Leu Pro GIn Phe GIu GIu Met Val His His His His His
50 55 60
His
65
<210> 3
211> 9
<212> PRT
213> NP3
<220>

13
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<223> SEQ ID NO 3 A T.3RAr

<400> 3

GIn Leu Trp GIu IIe Pro GIu GIn Ser

1 5

<210> 4

211> 16

<212> PRT

213> NLF3

<220>

<223> SEQ ID NO 4 A T#iJ5

<400> 4

GIn Pro GIu GIn Pro GIn GIn Ser Phe Pro Glu GIn Glu Arg Pro Phe

1 5 10 15

<210> 5

211> 6

<212> PRT

213> NILJFF3

<220>

<223> SEQ ID NO 5 A THiJ5

<220>

221> A4k

222> 2..2

223> Xaa™] PhEATE RIRAFAE N S L1

<400> 5

GIn Xaa GIn Pro Phe Pro

1 5

<210> 6

211> 73

<212> PRT

213> NP3

<220>

<223> SEQ 1D NO 6 A THiJi

<400> 6

GIu GIu Val Arg Lys Leu Lys Ala Arg Val Asp Glu Leu Glu Arg Ile

1 5 10 15

Arg Arg Ser Ile Leu Pro Tyr Gly Asp Ser Met Asp Arg Ile GIu Lys

20 25 30

Asp Arg Leu GIn Gly Met Ala Pro Ala Ala GIy Ala Asp Leu Asp Lys

35 40 45

14
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ITe Gly Leu His Ser Asp Ser GIn GIu GIu Leu Trp Met Phe Val Arg
50 55 60
Lys Lys Leu Met Met Glu GIn Glu Asn
65 70
210> 7
211> 312
<212> PRT
213> AL
220>
<223> SEQ ID NO 7 A T#HiJ5
<400> 7
Met Ser His His His His His His His His Ser Met GIu Glu Val Arg
1 5 10 15
Lys Leu Lys Ala Arg Val Asp Glu Leu Glu Arg Ile Arg Arg Ser Ile
20 25 30
Leu Pro Tyr Gly Asp Ser Met Asp Arg Ile Glu Lys Asp Arg Leu Gln
35 40 45
GIy Met Ala Pro Ala Ala GIy Ala Asp Leu Asp Lys Ile Gly Leu His
50 55 60
Ser Asp Ser GIn Glu Glu Leu Trp Met Phe Val Arg Lys Lys Leu Met
65 70 75 80
Met GIu GIn GIu Asn Gly Thr GIu Glu Val Arg Lys Leu Lys Ala Arg
85 90 95
Val Asp GIu Leu GIu Arg Ile Arg Arg Ser Ile Leu Pro Tyr Gly Asp
100 105 110
Ser Met Asp Arg Ile GIu Lys Asp Arg Leu GIn GIy Met Ala Pro Ala
115 120 125
Ala Gly Ala Asp Leu Asp Lys Ile Gly Leu His Ser Asp Ser GIn Glu
130 135 140
GIu Leu Trp Met Phe Val Arg Lys Lys Leu Met Met GIu GIn GIu Asn
145 150 155 160
Lys Leu GIu GIu Val Arg Lys Leu Lys Ala Arg Val Asp Glu Leu Glu
165 170 175
Arg Ile Arg Arg Ser Ile Leu Pro Tyr Gly Asp Ser Met Asp Arg Ile
180 185 190
GIu Lys Asp Arg Leu GIn Gly Met Ala Pro Ala Ala Gly Ala Asp Leu
195 200 205
Asp Lys Ile Gly Leu His Ser Asp Ser GIn GIu GIu Leu Trp Met Phe
210 215 220

15
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Val Arg
225
Arg Lys

ITe Leu

GIn Gly

His Ser
290
Met Met
305
<210> 8

Lys
Leu
Pro
Met
275

Asp

Glu

211> 779
<212> PRT
213> NL3

<220>

Lys

Tyr
260
Ala

Ser

GIn

<223> SEQ ID NO

<400> 8

Met Asp Cys Thr

1
GIn His

Thr Pro

Glu Glu
50

GIn Phe

65

Cys Tyr

Phe Asp

Arg Asp

Asn Ala

130
Ala Lys
145

Ser
Arg
35

Lys
GIn
Ser
Glu
GIn
115

Cys

Asn

Gly
20

Ser
Trp
Pro
Glu
Thr
100
Ala

Glu

Lys

Leu
Ala
245
Gly
Pro

GIn

GIu

Met
230
Arg
Asp
Ala

Glu

Asn
310

Met

Val

Ser

Ala

Glu

295

Leu

SALIJE

Phe Lys Pro

5
Glu

Pro

GIn

Pro

Tyr

85

Asn

Leu

Met

GIn

Leu

Leu

His

Gly

70

Phe

Pro

Asn

Glu

Tyr
150

Ser
Leu
Arg
55

Ala
Ser
ITe
Asn
Leu

135
Asp

Glu
Asp
Met
Gly
280

Leu

Glu

Asp
Ser
Arg
40

Val
Pro
GIn
Thr
Ser
120

Val

Met

GIn GIu Asn Gly

Glu
Asp
265
Ala

Trp

Phe

Arg

25

Val

Leu

Thr

Arg

105

Arg

Lys

His

16

Leu
250
Arg

Asp

Met

Glu
10

Asn
Thr
Glu
Glu
Ser
90

Leu
Pro

Val

Thr

235
Glu

ITe

Leu

Phe

Met

Thr

GIn

GIn

Lys

75

Thr

Ser

Pro

Leu

GIu
155

Arg

Glu

Asp

Val
300

Thr

Gly

Glu

Ile

60

Glu

Glu

Glu

Val

Thr

140
Val

Ser

ITe

Lys

Lys

285
Arg

Val
His
Pro
45

Pro
Lys
Leu
Ile
Arg
125

Pro

Thr

GIu
Arg
Asp

270
ITe

Lys
Leu
30

GIn
Lys
Ser
GIn
Glu
110
Tyr

Leu

Thr

GIu
Arg
255
Arg

Gly

Lys

Glu
15

His
Pro
GIlu
GIn
Ile
95

Lys
GIn

GIu

Leu

Val
240
Ser
Leu

Leu

Leu

Cys

Pro

Leu

Val

GIn

80

Thr

IIe

Asp

IIe

Lys
160
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Gln

Cys

Leu

Val

Ala

225

Gln

Asn

Ser

lle

Gly

305

Ala

Glu

Ser

Lys

Val

385

Leu

Arg

Leu

Pro

Arg

Glu
Arg
Glu
Arg
210
Arg
Leu
Lys
Thr
Asp
290
Phe
Val
Ala
Val
His
370
Arg
Asn
Val
Leu
Phe

450
11le

Lys
Ala
Pro
195
Asp
Gln
Arg
Phe
Lys
275
Lys
1le
Leu
Glu
Phe
355
1le
Gly
Asn
Phe
Arg
435

Gly

Ser

Asn
Ser
180
Glu
Asp
Leu
Leu
Leu
260
Glu

Met

1le

Lys
340
Gln
Leu
1le
Ala
Pro
420
Met

Glu

Val

Pro
165
Gly
Thr
Glu
Val
Gly

245
Thr

Val
Asp
Gly
325
Ala
Ala
Glu
Arg
1le
405
Asn
Cys

Arg

Val

Val

Gly

Phe

Phe

Glu

230

Leu

Lys

lle

Ala

Pro

310

Val

Ala

Met

Ala

Val

390

Leu

Pro

Val

Asn

Asp

Pro

Leu

Gln

Lys

215

Ala

Lys

Ala

Ser

Leu

295

lle

Val

Val

Glu

Gln

375

Pro

Gln

Asn

Phe

1le

455
Thr

Asn
200
Phe

Thr
Thr
Phe
280
Ala
Ser
Asp
Gly
Asn
360
lle
Pro
Phe
Asn
Asp
440

Ser

Lys

Ala Glu Glu

Lys
185
Phe
Gln
Leu
Val
Ser
265
Ala
Phe
Gly
Pro
Tyr
345
Arg
Ala
Glu
Leu
Lys
425
Val

Asn

Thr

17

170
Gly

Asp
Gly
Leu
Glu
250
lle
Ser
Leu
Gln
Glu
330
Ser
Met
Ser
lle
His
410
Gln
Glu

Leu

Gly

Asp
Gly
Leu
Asp
235
Glu
Ala
Ala
Glu
Thr
315
Phe
Tyr
Leu
Gly
Ala
395
Glu
Ala
Ser

Asn

Ser

Trp
Phe
Asp
Arg
220
Met
Val
Gly
Ala
Ala
300
Tyr
Arg
Ser
Asp
Gly
380
Leu
Pro
Leu
Gln
Val

460
Glu

Met
Leu
His
205
His
Arg
Gln
Leu
Glu
285
Gln
Ser
lle
Ser
Arg
365
Val
Gln
Ser
Tyr
Cys
445

Lys

Leu

Leu

190

Ala

Thr

Thr

Lys

Tyr

270

Arg

Ala

Val

Arg

Lys

350

Gln

lle

Gln

Ser

Tyr

430

Phe

Lys

Thr

Glu
175
Lys
Cys
Val
1le
Thr
255
Leu
1le
Ala
Glu
Leu
335
Thr
Lys
Asp
Gly
Asn
415
Ser
Leu

Thr

Val

Gly

Gly

Ser

Thr

Glu

240

Leu

Glu

1le

Thr

Asp

320

Leu

Leu

Gly

Pro

Leu

400

Thr

Glu

Phe

His

Tyr
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465
Glu

Ser
Gly
Asn
Lys
545
Leu
Gly
Ser
Ala
Tyr
625
Ala
Pro
lle
Thr
Glu
705
Lys
Arg
His

11le

Ala
Gly
His
1le
530
Lys
Leu
Tyr
Arg
Gln
610
Arg
Gln
11le
11e
Gly
690
Ala
Asp
Lys

Thr

Ser
770

Phe
Gln
Ser
515
Asn
Tyr
Ser
Trp
Arg
595
Val
Val
Gln
Thr
Asn
675
Gly
Leu
Gln
Leu
Gly

755
Ser

Gln
Gln
500
Ser
Glu
Gln
Arg
Leu
580
Asn
Ser
Ala
Leu
Asn
660
Lys
Leu
Gln
Lys
Thr
740

Leu

Leu

Arg
485
Tyr
His
Ala
Glu
Leu
565
Thr
Leu
Thr
Glu
Arg
645
Lys
Glu
11le
Val
Ser
725
Tyr

Lys

Tyr

470

Asn
Gln
Met
lle
Gly
550
Val
Ala
Val
Gly
Ala
630
Gln
Met
Met
Glu
Gly
710
Tyr
Lys

Leu

Tyr

Leu
Trp
Leu
Glu
535
Leu
Pro
Ser
Asp
Gly
615
Leu
Cys
Met
Gly
Pro
695
lle
Val
Glu

Leu

Ser
775

lle
Lys
Thr
520

Gln

lle

Gly
Arg
600
lle
His
Glu
Ser
lle
680
Gln
lle
Arg
Ala
Glu

760
Ser

Glu
Glu
505
Asp
Gly
Thr
Lys
Glu
585
lle
lle
Arg
Leu
Val
665
Arg
Val
Asp
Asn
Leu
745

Val

Leu

18

Lys
490
Ala
Thr
Thr
Leu
Asp
570
Arg
Thr
Asp
Gly
Val
650
Val
Cys
His
Val
11le
730
Glu

Ser

Leu

475

Ser

Met

lle
Thr
555
Leu
lle
Ala
Pro
Leu
635
lle
Glu
Leu
Ser
Leu
715
11le
Lys

Glu

Glu

lle

Phe

Thr

Asp

540

Glu

His

Ser

Leu

Leu

620

Val

Thr

Ala

Glu

Arg

700

11le

Cys

Ala

Pro

Tyr
Phe
Gly
525
Lys
Leu
Ser
Val
Arg
605
Thr
Asp
Gly
Val
Phe
685
Leu
Ala
Pro

Asp

Leu
765

Leu
Glu
510
Leu
Ala
Ala
Pro
Leu
590
Cys
Gly
Glu
lle
Asn
670
Gln
Ser
Thr
Gln
Phe

750
Met

Glu
495

Ser
His
Leu
Asp
Val
575
Lys
Leu
Lys
Gly
Gly
655
Ala
Tyr
11e
Lys
Thr
735

Asp

Thr

480

Leu
Tyr
Phe
Val
Ser
560
Ala
Ala
Glu
Lys
Phe
640
His
Asn
Leu
Glu
Leu
720
Lys

Phe

Gly



CN 107525919 A

51

23

7/44 T

<210> 9

211> 1463
<212> PRT
213> N5

<220>

<223> SEQ 1D NO 9 A T.HUJH

<400> 9

Met Leu Leu Ser

1
Arg Gly

Leu Glu

Lys Lys
50

Lys Gln

65

Leu Phe

Pro Glu

Leu Arg

Ser Val
130

Ile His

145

Tyr Leu

Pro Cys

Thr Arg

Arg Tyr
210

Ala Glu

225

1le Cys

Cys
Trp
35

Cys
Ala
Asn
Gln
Trp
115
Gln
Lys
His
Met
Glu
195
Glu

Val

Tyr

Ala
20

Gln
lle
Asn
1le
Pro
100
Arg
Val
Trp
Lys
Phe
180
Gly
Arg

Gly

Gln

Pro Ser Leu

5
Glu

Asp

Gln

Lys

Gly

85

Leu

Cys

Ala

11le

Asp

165

Pro

Arg

Asp

Cys

Phe
245

Gly

Lys

Ala

His

70

Ser

Asn

His

Ser

150

Leu

Phe

Glu

Glu

Asp

230
Asn

Val

Gly

Gly

95

Met

Ser

Leu

Arg

135

Tyr

His

Gln

Asp

Lys

215

Thr

Leu

Leu
Ala
1le
40

Lys
Leu
Gly
Tyr
Lys
120
Asn
Gly
Thr
Tyr
Asp
200
Trp

11le

Leu

Leu
Ala
25

Phe

Ser

Trp

Glu
105
Met
Thr
Ser
lle
Asn
185

Leu

Gly

Ser

19

Leu
10

Ala
Val
Val
Lys
Leu
90

Cys
lle
Val
Gly
Lys
170
His
Leu
Phe

Glu

Ser
250

Leu

Leu

lle

Leu

Trp

75

Asp

Thr

Val

Gly

155

Gly

Gln

Trp

Cys

235

Leu

Leu
Thr
Gln
Thr
60

Val
Leu
Ser
Gly
Ala
140
Gly
Asn
Trp
Cys
Pro
220

Asp

Ser

Leu
Pro
Ser
45

Leu
Ser
Asn
Thr
Pro
125
Ser
Asp
Thr
His
Ala
205
Asp

Leu

Trp

Gly
Glu
30

Glu
Glu
Asn
Phe
Leu

110

Leu

lle
His
His
190
Thr
Pro

Asn

Ser

Ala
15

Arg
Ser
Asn
His
Ser
95

Val
Gln
Lys
Cys
Gly
175
Glu
Thr
Thr

Ser

Glu
255

Pro
Leu
Leu
Cys
Gly
80

Ala
Ser
Tyr
Tyr
Glu
160
Met
Cys
Ser
Ser
His

240
Ala
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His

Glu

Glu

Trp

305

Asn

Met

1le

Asp

Tyr

385

Glu

Thr

Asn

Ser

Thr

465

Ala

Leu

Ser

11le

Cys

545
11le

Ser
Thr
Val
290
Ser
Phe
Pro
Cys
Ala
370
Asn
Ala
Ser
Ala
Phe
450
Leu
Glu
Phe
Gly
Asp
530

Pro

Thr

Ser
Glu
275
Trp
Asp
Glu
Ser
Lys
355
Trp
Arg
Leu
Leu
Ser
435
Glu
Glu
Gln
Tyr
Cys
515
Thr

Pro

Ser

Cys
260
Glu
Met
Gly
Pro
Ala

340
Lys

Asn
Arg
Ala
420
Glu
Trp
Pro
Ser
1le
500
Gln
Val

Ala

Leu

Gln

Asn

Gly

Thr

Phe

325

Trp

Tyr

Tyr

Cys

Ser

405

Glu

Thr

Ser

His

Glu

485

Cys

Glu

Leu

Leu

1le

Met
Phe
Leu
Pro
310
Val
Arg
Leu
Tyr
Tyr
390
Cys
Val
Trp
Asn
lle
470
Gly
Lys
Gly
Arg
Val

550
Ser

Gln
lle
Asn
295
Leu
Glu
Ser
Asn
Ala
375
Lys
Gln
Glu
lle
Asp
455
Phe
His
Lys
Trp
Ser
535

Thr

Ser

Gly
Arg
280
Gln
Asn
Asp
Arg
His
360
Thr
Leu
Ala
Phe
Gly
440
Ser
Pro
Trp
Ala
Glu
520
Phe

1le

Val

Gly
265
Glu
Leu
Tyr
His
Asp
345
lle
His
Gln
Asp
Leu
425
Leu
Ser
Asn
Lys
Gly
505
Arg
Asp

Thr

Val

20

Thr

His

Asp

Leu

330

Cys

Asp

Lys
Asn
410
Val
Ser
Val
Arg
Val
490
His
His
Gln

Asn

Lys

Leu
Met
Glu
Asn
3156
Gly
Glu
His
Glu
Glu
395
Ser
Thr
Ser
lle
Ser
475
Lys
Val
Gly
Ala
Arg

hhHhH
Met

Leu
Ser
His
300
Trp
Thr
Ser
Glu
Pro
380
Glu
Ala
Leu
Asn
Phe
460
Gln
Asn
Leu
Gly
Ser
540

Phe

Lys

Ser
Ser
285
Ala
Ser
Phe
Thr
lle
365
Gly
Lys
Leu
Leu
Lys
445
Thr
Leu
Cys
Ser
Phe
525
Ser

Glu

Asp

1le
270
Gly
Pro
Ser
Leu
350
Val
Trp
Thr
1le
Gly
430
1le
Asn
Cys
Glu
Asp
510
Cys
Gly

Gln

Ser

Thr

Thr

Trp

Glu

Ser

335

Pro

Glu

Asn

Trp

Asp

415

Asp

Pro

Trp

Val

Glu

495

Ala

Tyr

Tyr

Ala

Tyr

Asp
Val
Gln
Val
320
Phe
Tyr
Lys
Pro
His
400
1le
Glu
Val
His
Ser
480
Arg
Glu
Lys
Tyr
Phe

560
Phe
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Trp
Pro
His
Pro
625
Ser
Glu
Gly
Lys
His
705
Leu
Gly
Asp
Glu
Pro
785
Asp
Leu
Trp

Thr

Ala
865

1le
Val
Gln
610
Leu
Leu
Arg
Leu
Arg
690
Leu
Leu
Phe
Arg
Asp
770
Leu
Val
Phe
Leu
lle

850

Leu

Ala
Gly
595
Pro
Gly
Cys
Trp
Ala
675
Thr
Ala
His
Asn
Thr
755
Ala
His
Lys
Tyr
Asn
835
His

Ser

Leu
580
Gln
Arg
Arg
Lys
Pro
660
Ser
Trp
Ser
Ser
Lys
740
Pro
Arg
Cys
Pro
Gln
820
Phe

Ser

Lys

565
Gln

Lys
Tyr
Trp
Gln
645
Phe
Cys
Arg
Phe
Lys
725
Arg
Val
Asn
Gly
Lys
805
Asp
Glu

Ala

Tyr

Asp
Pro
Ser
Glu
630
Pro
His
Phe
Glu
Ala
710
Phe
Asn
Val
Cys
Ser
790
1le
Ala
Phe
His

Gly
870

Gln
Glu
Gly
615
Val
Val
Pro
Lys
Ala
695
His
Asn
Pro
Ser
Ala
775
Lys
Pro
Glu
Val
Glu

855
Ala

Asn
Pro
600
Gly

Lys

Glu

Val
680
Glu
lle
Trp
Leu
Ser
760
Val
Arg
Phe
Tyr
Cys
840

Gln

Ser

Asp
H85H
Val
Cys
His
Asn
Tyr
665
Phe
Ala
Glu
Thr
Asn
745
Phe
Tyr
Glu
Trp
Leu
825
Ser

Glu

Trp

21

570
Thr

Gln

Val

Cys

Gln

650

Leu

His

Phe

Glu

Glu

730

Ala

Leu

Lys

Trp

Tyr

810

Phe

Trp

Phe

Trp

Gly
Tyr
Ala
Arg
635
Glu
Asp
Ser
Cys
Glu
715
Glu
Gly
Asp
Ala
lle
795
Gln
His
Leu

11le

11le
875

Glu
Thr
Met
620
His
Lys
Trp
Glu
Glu
700
Asn
Arg
Ser
Asn
Asn
780
Cys
Tyr
Thr
His
His

860
Gly

Tyr
His
605
Arg
Phe
Ala
Glu
Lys
685
Glu
Phe
Gln
Trp
Thr
765
Lys
Lys
Asp
Phe
Ser
845

Ser

Leu

Thr
590
Trp

Lys
Glu
Ser
670
Val
Phe
Val
Phe
Glu
750
Tyr
Thr
lle
Val
Ala
830
Asp

Lys

Gln

575
Trp

Asn
Arg
Ala
Tyr
655
Glu
Leu
Gly
Asn
Trp
735
Trp
Phe
Leu
Pro
Pro
815
Ser
Leu

lle

Glu

Lys
Thr
His
Met
640
Glu
Pro
Met
Ala
Glu
720
1le
Ser
Gly
Leu
Arg
800
Trp
Glu
Leu

Lys

Glu
880
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Arg Ala Asn Asp Glu Phe Arg Trp Arg Asp Gly Thr Pro Val lle Tyr
885 890 895
Gln Asn Trp Asp Thr Gly Arg Glu Arg Thr Val Asn Asn Gln Ser Gln
900 905 910
Arg Cys Gly Phe lle Ser Ser lle Thr Gly Leu Trp Gly Ser Glu Glu
915 920 925
Cys Ser Val Ser Met Pro Ser lle Cys Lys Arg Lys Lys Val Trp Leu
930 935 940
1le Glu Lys Lys Lys Asp Thr Pro Lys Gln His Gly Thr Cys Pro Lys
945 950 955 960
Gly Trp Leu Tyr Phe Asn Tyr Lys Cys Leu Leu Leu Asn lle Pro Lys
965 970 975
Asp Pro Ser Ser Trp Lys Asn Trp Thr His Ala Gln His Phe Cys Ala
980 985 990
Glu Glu Gly Gly Thr Leu Val Ala lle Glu Ser Glu Val Glu Gln Ala
995 1000 1005
Phe 1le Thr Met Asn Leu Phe Gly Gln Thr Thr Ser Val Trp lle Gly
1010 1015 1020
Leu Gln Asn Asp Asp Tyr Glu Thr Trp Leu Asn Gly Lys Pro Val Val
1025 1030 1035 1040
Tyr Ser Asn Trp Ser Pro Phe Asp lle lle Asn lle Pro Ser His Asn
1045 1050 1055
Thr Thr Glu Val Gln Lys His lle Pro Leu Cys Ala Leu Leu Ser Ser
1060 1065 1070
Asn Pro Asn Phe His Phe Thr Gly Lys Trp Tyr Phe Glu Asp Cys Gly
1075 1080 1085
Lys Glu Gly Tyr Gly Phe Val Cys Glu Lys Met Gln Asp Thr Ser Gly
1090 1095 1100
His Gly Val Asn Thr Ser Asp Met Tyr Pro Met Pro Asn Thr Leu Glu
1105 1110 1115 1120
Tyr Gly Asn Arg Thr Tyr Lys 1lle 1le Asn Ala Asn Met Thr Trp Tyr
1125 1130 1135
Ala Ala 1le Lys Thr Cys Leu Met His Lys Ala Gln Leu Val Ser 1le
1140 1145 1150
Thr Asp Gln Tyr His Gln Ser Phe Leu Thr Val Val Leu Asn Arg Leu
1155 1160 1165
Gly Tyr Ala His Trp lle Gly Leu Phe Thr Thr Asp Asn Gly Leu Asn
1170 1175 1180
Phe Asp Trp Ser Asp Gly Thr Lys Ser Ser Phe Thr Phe Trp Lys Asp
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1185 1190 1195 1200
Glu Glu Ser Ser Leu Leu Gly Asp Cys Val Phe Ala Asp Ser Asn Gly
1205 1210 1215
Arg Trp His Ser Thr Ala Cys Glu Ser Phe Leu Gln Gly Ala 1le Cys
1220 1225 1230
His Val Pro Pro Glu Thr Arg Gln Ser Glu His Pro Glu Leu Cys Ser
1235 1240 1245
Glu Thr Ser 1lle Pro Trp lle Lys Phe Lys Ser Asn Cys Tyr Ser Phe
1250 1255 1260
Ser Thr Val Leu Asp Ser Met Ser Phe Glu Ala Ala His Glu Phe Cys
1265 1270 1275 1280
Lys Lys Glu Gly Ser Asn Leu Leu Thr lle Lys Asp Glu Ala Glu Asn
1285 1290 1295
Ala Phe Leu Leu Glu Glu Leu Phe Ala Phe Gly Ser Ser Val Gln Met
1300 1305 1310
Val Trp Leu Asn Ala Gln Phe Asp Gly Asn Asn Glu Thr 1le Lys Trp
1315 1320 1325
Phe Asp Gly Thr Pro Thr Asp Gln Ser Asn Trp Gly lle Arg Lys Pro
1330 1335 1340
Asp Thr Asp Tyr Phe Lys Pro His His Cys Val Ala Leu Arg lle Pro
1345 1350 1355 1360
Glu Gly Leu Trp Gln Leu Ser Pro Cys Gln Glu Lys Lys Gly Phe lle
1365 1370 1375
Cys Lys Met Glu Ala Asp lle His Thr Ala Glu Ala Leu Pro Glu Lys
1380 1385 1390
Gly Pro Ser His Ser 1lle lle Pro Leu Ala Val Val Leu Thr Leu lle
1395 1400 1405
Val 1le Val Ala 1le Cys Thr Leu Ser Phe Cys lle Tyr Lys His Asn
1410 1415 1420
Gly Gly Phe Phe Arg Arg Leu Ala Gly Phe Arg Asn Pro Tyr Tyr Pro
1425 1430 1435 1440
Ala Thr Asn Phe Ser Thr Val Tyr Leu Glu Glu Asn lle Leu lle Ser
1445 1450 1455
Asp Leu Glu Lys Ser Asp Gln
1460
<210> 10
<211> 1657
<212> PRT
213> NP3
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220>
<223> SEQ 1D NO 10 A LHiJE

<400> 10

Met Gly Leu Gln

1
Gly

Pro
Ala
Pro
65

Thr

Thr

Trp
Glu
145
lle
Phe
Gln
Thr
Pro
225
Cys

Val

Gln

Pro
Leu
Gln
50

Trp
Arg
Asn
Val
Asn
130
Cys
Gln
Glu
Asp
Cys
210
Gln
Gln

Gly

Ala

Arg
Leu
35

Gly
Gly
Ala
Cys
Cys
115
Gln
11le
Lys
Pro
Cys
195
Gly
Phe
Ser

Pro

Arg
275

Arg
20

Leu

Glu

Val

Lys

100

Asp

Cys

Lys

Asp

Lys

180

1le

Ser

Gly

Ser

260
Arg

Ala Arg Arg

5
Gly

Leu

Ala

Trp
85

Gln
Trp
Gln
Gly
Lys
165
Pro
Val
Gly
Gly
Pro
245

Ser

Arg

Val
Leu
Glu
Met
70

Cys
Ala
His
Pro
Glu
150
Asp
Leu
Ser
Leu
Ser
230
Cys

Thr

Gly

Leu
Leu
Ala
55

Gly

Ala

Glu

Val
135
Glu
lle
Leu
Glu
Gln
215
Gly
Glu

Cys

Lys

Trp
Gln
Leu
40

Pro
Asp
His
Arg
Glu
120
lle
Gly
Pro
Glu
Phe
200
His
Cys
Ala

Ser

Asn
280

Ala
Leu
25

Arg
Thr
Glu
Val
Pro
105
Leu
Ser
lle
Ala
Gln
185
Ser
Arg
Pro
Glu
Met

265
Lys

24

Ser
10
Leu

Pro

Leu

Glu
90

Asn
Tyr
Lys
Gln
Glu
170
Ala
Ala
Thr
Asn
Glu
250

Pro

Glu

Gly
Pro
Gly
Tyr
Gly
75

Gly
Asn
Asp
Ser
Val
155
Asp
Cys
Trp
Arg
Leu
235
Leu
His

Arg

Ser
Leu
Ala
Leu
60

Pro
Trp
Gln
Trp
Leu
140
Arg
lle
Leu
Ser
His
220
Thr
Arg

Ser

Glu

Arg
Pro
Gly
45

Trp
Gly
Thr
Gln
Arg
125
Glu
Glu
lle
lle
Glu
205
Val
Glu
Tyr

Arg

Lys
285

Gly
Leu
30

Arg
Lys
Gly
Thr
Asn
110
Leu

Lys

lle

Pro
190
Cys

Val

Phe

Ser

Gln

270
Asp

Ala
15

Pro
Ala
Thr
1le
Leu
95

Cys
Gly
Pro
Ala
Glu
175
Cys
Ser
Ala
Gln
Leu
255

Val

Arg

Ala
Leu
Ala
Gly
Gln
80

His
Phe
Pro
Leu
Cys
160
Tyr
Gln
Lys
Pro
Val
240
His
Arg

Ser
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Lys

Asn

305

1le

Ala

Gln

Trp

Thr

385

Asp

Thr

Gly

Tyr

465

Lys

Pro

Cys

Cys

lle

545

His

Lys

Gly

Gly
290
Arg
Gly
Ala
Ser
Ser
370
Arg
Glu
Gly
Glu
Asn
450
Cys
Asn
lle
Glu
Asn
530
Thr
Leu

Ala

Pro

Val

Asn

Tyr

Asp

355

Pro

Val

Val
Cys
435
Gln
Val
Lys
Pro
Val
515
Asp
Asn
Leu

Val

Gly

Lys

Gln
Leu
340
Val
Cys
Arg
Pro
Val
420
Arg
Thr
Gln
Glu
Asn
500
Ser
Gln
Glu
Glu
Arg

580
Thr

Asp
Gln
Thr
325
Ser
1le
Ser
Thr
Glu
405
Pro
Val
Ala
Ala
Ala
485
Thr
Pro
Gln
Pro
Ala
565

Leu

Gln

Pro
Asn
310
Arg
Phe
Thr
Lys
Arg
390
Phe
Cys
Asp
Leu
Asn
470
Ser
Thr
Trp
Gly
Thr
550
1le

Gly

Val

Glu

295

Glu

Cys

Thr

375

Thr

Glu

Ala

Pro

455

Glu

Lys

Gln

Ser

Lys

535

Pro

Asn

Gln

Ala
Gln
Val
Gln
Glu
360
Cys
lle
Glu
Thr
Leu
440
Gly
Asn
Pro
Leu
Ala
520
Lys
Gly
Cys

Cys

Glu

Arg
Glu
Met
Gln
345
Cys
His
Arg
Lys
Tyr
425
Leu
Gly
Leu
Met
Cys
505
Trp
Gly
Ser
Glu
Glu
585

Val

25

Glu
Asn
Cys
330
Glu
Gln
Asp
Gln
Glu
410
Gly
Ser
Gly
Leu
Asp
490
His
Gly
Phe
Gly
Glu
570

Pro

Val

Leu
Lys
315
lle
Lys
Val
Met
Phe
395
Pro
Trp
Gln
lle
Ser
475
Leu
lle
Pro
Lys
Val
555
Pro

Asp

Cys

lle
300
Tyr
Asn
Leu
Ser
Val
380
Pro
Cys
Arg
Gln
Gln
460
Gln
Lys
Pro
Cys
Leu
540
Thr
Ala

Asn

11le

Lys

Lys
Pro
Glu
365
Ser
lle
Leu
Thr
Asp
445
Thr
Leu
Leu
Cys
Thr

525
Arg

Cys

Gly

Asn

Lys

Thr

Met

350

Pro

Gly

Ser

Thr

430

Lys

Arg

Ser

Cys

Pro

510

Tyr

Lys

Asn

Tyr

Lys

590
Ser

Lys
1le
Gly
335
Thr
Ser
Ala
Ser
Gln
415
Glu
Arg
Glu
Thr
Thr
495
Thr
Glu
Arg
Cys
Asp
575

Glu

Asp

Arg
Gln
320
Lys
Phe
Glu
Gly
Glu
400
Gly
Trp
Arg
Val
His
480
Gly
Glu
Asn
Arg
Pro
560
Trp

Cys

Gly
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Glu
Val
625
Ser

Gly

Gly

Gly
705
Thr
Val
Pro
Lys
Ser
785
Arg
Pro
Tyr
Ser
Arg
865

Gly

Gln

Glu
610
Ala
Thr
Lys
Gly
Asn
690
Gln
Trp
1le
Glu
Lys
770
Ser
Val
Leu
Arg
Val
850
Gln

lle

Ala

595
Val

Cys

Trp

Gln

1le

675

Glu

Cys

Asn

Cys

Ser

755

Asp

Cys

1le

Tyr

Trp

835

Gln

Ala

His

Cys

Asp
Asp
Ser
lle
660
Arg
His
lle
Gly
Val
740

Leu

Cys

1le
Glu
820
Lys
Gln
Arg

Glu

Gln
900

Arg
Ala
Ser
645
Arg
Cys
Pro
Glu
Glu
725
Arg
Arg
lle
Glu
Gln
805
Glu
Thr
Asp
Ala
Cys

885
1le

Gln
Pro
030
Cys
Ala
Pro
Cys
Asp
710
Ala
Val
Pro
Val
Gly
790
Leu
Lys
His
Ser
1le
870

Leu

Pro

Leu
615
Cys
Ser
Arg
Asn
Thr
695
Thr
Ser
Asn
Glu
Thr
775
Asp
Pro
Ala
Lys
Pro
855
Thr

Gln

Cys

600
Cys

Pro
His
Ser
Ser
680
Val
Ser
Cys
Val
Thr
760
Pro
Ser
Ala
Cys
Trp
840
Gly
Cys

Tyr

Gln

Arg

Lys

Thr

lle

665

Ser

Val

Ser

Gly

745

Val

Tyr

Ser

Asn

Glu

825

Ala

Arg

Ala

Asp
905

26

Asp
Asp
650
Leu
Ala
His
Ser
Val
730
Gln
Arg
Ser
lle
Gly
810
Ala
Arg
Gln
Lys
Gly

890
Asp

Ala
Cys
0635
Ser
Ala
Leu
Trp
Ser
715
Gly
Val
Pro
Asp
Arg
795
Gly
Pro
Cys
Glu
Gln
875

Pro

Cys

1le
620
Val
Gly
Tyr
Gln
Gln
700
Phe
Met
Gly
Cys
Trp
780
Lys
Arg
Gln
Gln
Gly
860
Asp

Val

Gln

605
Phe

Leu

Ala
Glu
685
Thr
Asn
Gln
Pro
Leu
765
Thr
Gln
Asp
Ala
Leu
845
Cys
Gly

Pro

Leu

Pro

Ser

Thr

Gly

670

Val

Gly

Thr

Thr

750

Leu

Ser

Ser

Cys

Cys

830

Val

Gly

Gly

Ala

Thr
910

1le
Thr
Thr
655
Glu
Arg
Pro
Thr
Arg
735
Lys
Pro
Cys
Arg
Thr
815
Gln
Pro
Pro
Gln
Leu

895
Ser

Pro
Trp
640
Glu
Glu
Ser
Trp
Thr
720
Lys
Cys
Cys
Pro
His
800
Asp
Ser
Trp
Gly
Ala
880

Thr

Trp
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Ser Lys Phe Ser Ser Cys Asn Gly Asp Cys Gly Ala Val Arg Thr Arg
915 920 925
Lys Arg Thr Leu Val Gly Lys Ser Lys Lys Lys Glu Lys Cys Lys Asn
930 935 940
Ser His Leu Tyr Pro Leu lle Glu Thr Gln Tyr Cys Pro Cys Asp Lys
945 950 955 960
Tyr Asn Ala Gln Pro Val Gly Asn Trp Ser Asp Cys lle Leu Pro Glu
965 970 975
Gly Lys Val Glu Val Leu Leu Gly Met Lys Val Gln Gly Asp lle Lys
980 985 990
Glu Cys Gly Gln Gly Tyr Arg Tyr Gln Ala Met Ala Cys Tyr Asp Gln
995 1000 1005
Asn Gly Arg Leu Val Glu Thr Ser Arg Cys Asn Ser His Gly Tyr lle
1010 1015 1020
Glu Glu Ala Cys 1lle 1le Pro Cys Pro Ser Asp Cys Lys Leu Ser Glu
1025 1030 1035 1040
Trp Ser Asn Trp Ser Arg Cys Ser Lys Ser Cys Gly Ser Gly Val Lys
1045 1050 1055
Val Arg Ser Lys Trp Leu Arg Glu Lys Pro Tyr Asn Gly Gly Arg Pro
1060 1065 1070
Cys Pro Lys Leu Asp His Val Asn Gln Ala Gln Val Tyr Glu Val Val
1075 1080 1085
Pro Cys His Ser Asp Cys Asn Gln Tyr Leu Trp Val Thr Glu Pro Trp
1090 1095 1100
Ser lle Cys Lys Val Thr Phe Val Asn Met Arg Glu Asn Cys Gly Glu
1105 1110 1115 1120
Gly Val Gln Thr Arg Lys Val Arg Cys Met Gln Asn Thr Ala Asp Gly
1125 1130 1135
Pro Ser Glu His Val Glu Asp Tyr Leu Cys Asp Pro Glu Glu Met Pro
1140 1145 1150
Leu Gly Ser Arg Val Cys Lys Leu Pro Cys Pro Glu Asp Cys Val lle
1155 1160 1165
Ser Glu Trp Gly Pro Trp Thr Gln Cys Val Leu Pro Cys Asn Gln Ser
1170 1175 1180
Ser Phe Arg Gln Arg Ser Ala Asp Pro 1le Arg Gln Pro Ala Asp Glu
1185 1190 1195 1200
Gly Arg Ser Cys Pro Asn Ala Val Glu Lys Glu Pro Cys Asn Leu Asn
1205 1210 1215
Lys Asn Cys Tyr His Tyr Asp Tyr Asn Val Thr Asp Trp Ser Thr Cys
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1220 1225 1230
Gln Leu Ser Glu Lys Ala Val Cys Gly Asn Gly lle Lys Thr Arg Met
1235 1240 1245
Leu Asp Cys Val Arg Ser Asp Gly Lys Ser Val Asp Leu Lys Tyr Cys
1250 1255 1260
Glu Ala Leu Gly Leu Glu Lys Asn Trp Gln Met Asn Thr Ser Cys Met
1265 1270 1275 1280
Val Glu Cys Pro Val Asn Cys Gln Leu Ser Asp Trp Ser Pro Trp Ser
1285 1290 1295
Glu Cys Ser Gln Thr Cys Gly Leu Thr Gly Lys Met lle Arg Arg Arg
1300 1305 1310
Thr Val Thr Gln Pro Phe Gln Gly Asp Gly Arg Pro Cys Pro Ser Leu
1315 1320 1325
Met Asp Gln Ser Lys Pro Cys Pro Val Lys Pro Cys Tyr Arg Trp Gln
1330 1335 1340
Tyr Gly Gln Trp Ser Pro Cys Gln Val Gln Glu Ala Gln Cys Gly Glu
1345 1350 1355 1360
Gly Thr Arg Thr Arg Asn lle Ser Cys Val Val Ser Asp Gly Ser Ala
1365 1370 1375
Asp Asp Phe Ser Lys Val Val Asp Glu Glu Phe Cys Ala Asp lle Glu
1380 1385 1390
Leu 1le 1le Asp Gly Asn Lys Asn Met Val Leu Glu Glu Ser Cys Ser
1395 1400 1405
Gln Pro Cys Pro Gly Asp Cys Tyr Leu Lys Asp Trp Ser Ser Trp Ser
1410 1415 1420
Leu Cys Gln Leu Thr Cys Val Asn Gly Glu Asp Leu Gly Phe Gly Gly
1425 1430 1435 1440
1le Gln Val Arg Ser Arg Pro Val lle lle Gln Glu Leu Glu Asn Gln
1445 1450 1455
His Leu Cys Pro Glu Gln Met Leu Glu Thr Lys Ser Cys Tyr Asp Gly
1460 1465 1470
Gln Cys Tyr Glu Tyr Lys Trp Met Ala Ser Ala Trp Lys Gly Ser Ser
1475 1480 1485
Arg Thr Val Trp Cys Gln Arg Ser Asp Gly lle Asn Val Thr Gly Gly
1490 1495 1500
Cys Leu Val Met Ser Gln Pro Asp Ala Asp Arg Ser Cys Asn Pro Pro
1505 1510 1515 1520
Cys Ser Gln Pro His Ser Tyr Cys Ser Glu Thr Lys Thr Cys His Cys
1525 1530 1535
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Glu Glu Gly Tyr Thr Glu Val Met Ser Ser Asn Ser Thr Leu Glu Gln
1540 1545 1550
Cys Thr Leu lle Pro Val Val Val Leu Pro Thr Met Glu Asp Lys Arg
1555 1560 1565
Gly Asp Val Lys Thr Ser Arg Ala Val His Pro Thr Gln Pro Ser Ser
1570 1575 1580
Asn Pro Ala Gly Arg Gly Arg Thr Trp Phe Leu Gln Pro Phe Gly Pro
1585 1590 1595 1600
Asp Gly Arg Leu Lys Thr Trp Val Tyr Gly Val Ala Ala Gly Ala Phe
1605 1610 1615
Val Leu Leu 1le Phe 1le Val Ser Met lle Tyr Leu Ala Cys Lys Lys
1620 1625 1630
Pro Lys Lys Pro Gln Arg Arg Gln Asn Asn Arg Leu Lys Pro Leu Thr
1635 1640 1645
Leu Ala Tyr Asp Gly Asp Ala Asp Met
1650 1655
<210> 11
211> 607
<212> PRT
213> N3
<220>
<223> SEQ 1D NO 11 A THUJH
<400> 11
Met Glu Leu Val Arg Arg Leu Met Pro Leu Thr Leu Leu lle Leu Ser
1 5 10 15
Cys Leu Ala Glu Leu Thr Met Ala Glu Ala Glu Gly Asn Ala Ser Cys
20 25 30
Thr Val Ser Leu Gly Gly Ala Asn Met Ala Glu Thr His Lys Ala Met
35 40 45
1le Leu Gln Leu Asn Pro Ser Glu Asn Cys Thr Trp Thr lle Glu Arg
50 55 60
Pro Glu Asn Lys Ser lle Arg lle 1le Phe Ser Tyr Val Gln Leu Asp
65 70 75 80
Pro Asp Gly Ser Cys Glu Ser Glu Asn 1lle Lys Val Phe Asp Gly Thr
85 90 95
Ser Ser Asn Gly Pro Leu Leu Gly Gln Val Cys Ser Lys Asn Asp Tyr
100 105 110
Val Pro Val Phe Glu Ser Ser Ser Ser Thr Leu Thr Phe GIn lle Val
115 120 125
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Thr Asp
130

Phe Ser

145

Leu Glu

Leu Ala

Lys Leu

Phe Asp

210
1le Gly
225

Asn Ser

Gly Phe

Thr Ser

Ser Tyr

290
Asp Pro
305

Pro Leu
Thr Tyr
lle Thr
His Asn
370
Gln Ser
385
Glu Ser

Asp Leu

Pro Asn

Ser

Pro

Gly

Tyr

Asn

195

Phe

Gln

Leu

Ser

Leu

275

Leu

Thr

Asn

Thr

Arg

355

Ser

Gln

Asn

Asn

Leu

Ala
Asn
Ser
Cys
180
Phe
Leu
Val
Thr
Ala
260
Thr
Glu
Cys
Gly
Asn
340
Gln
Thr
Asn
Ser
Gln

420
Val

Arg
1le
Phe

165
Val

Ala
Cys
Val
245
Ser
Cys
Ala
Arg
Cys
325
11e
Lys
Val
Ala
Phe
405

Thr

Val

1le
Ser
150
Thr
Trp
Glu
lle
Gly
230
Val
Tyr
Ser
Phe
Pro
310
Gly
lle
Gln
Glu
Leu
390
Glu

Leu

Phe

Gln
135
lle
Ser
His
lle
Tyr
215
Arg
Leu
Thr
Ser
Asn
295
Lys
Thr
Thr
Leu
lle
375
Gly
Lys

Phe

Leu

Arg

Pro

Pro

lle

Phe

200

Asp

Val

Ser

Ser

Asp

280

Ser

Leu

lle

Phe

Gln

360

lle

Lys

Thr

Val

Asp

Thr Val Phe

Asn
Asn
Gln
185
Leu
Gly
Thr
Thr
lle
265
Arg
Asn
Ser
Arg
Ser
345
lle
Tyr
Tyr
11le
Gln

425
Thr

30

Cys
Tyr
170
Val
Glu
Pro
Pro
Asp
250
Tyr
Met
Gly
Asn
Lys
330
Ala
lle
11le
Asn
Leu
410

Val

Cys

Gly
155
Pro
Glu
lle
Ser
Thr
235
Tyr
Ala
Arg
Asn
Val
315
Val
Ser
Val
Thr
Thr
395
Glu

Ser

Arg

Val
140
Gly
Lys
Lys
Asp
Thr
220
Phe
Ala
Glu
Val
Asn
300
Val
Glu
Ser
Lys
Glu
380
Ser
Ser

Leu

Ala

Phe

Tyr

Pro

Asp

205

Asn

Glu

Asn

Asn

lle

285

Leu

Glu

Asp

Thr

Cys

365

Asp

Met

Pro

His

Ser

Tyr
Leu
His
Tyr
190
Gln
Ser
Ser
Ser
lle
270
lle
Gln
Phe
Gln
Ser
350
Glu
Asp
Ala
Tyr
Thr

430
Pro

Tyr
Asp
Pro
175
Lys
Cys
Gly
Ser
Tyr
255
Asn
Ser
Leu
Ser
Ser
335
Glu
Met
Val
Leu
Tyr
415

Ser

Thr

Phe
Thr
160
Glu
1le
Lys
Leu
Ser
240
Arg
Thr
Lys
Lys
Val
320
1le
Val
Gly
lle
Phe
400
Val

Asp

Ser
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435 440 445
Asp Phe Ala Ser Pro Thr Tyr Asp Leu lle Lys Ser Gly Cys Ser Arg
450 455 460
Asp Glu Thr Cys Lys Val Tyr Pro Leu Phe Gly His Tyr Gly Arg Phe
465 470 475 480
Gln Phe Asn Ala Phe Lys Phe Leu Arg Ser Met Ser Ser Val Tyr Leu
485 490 495
Gln Cys Lys Val Leu lle Cys Asp Ser Ser Asp His Gln Ser Arg Cys
500 505 510
Asn Gln Gly Cys Val Ser Arg Ser Lys Arg Asp lle Ser Ser Tyr Lys
515 520 525
Trp Lys Thr Asp Ser lle lle Gly Pro lle Arg Leu Lys Arg Asp Arg
530 535 540
Ser Ala Ser Gly Asn Ser Gly Phe Gln His Glu Thr His Ala Glu Glu
545 550 555 560
Thr Pro Asn Gln Pro Phe Asn Ser Val His Leu Phe Ser Phe Met Val
565 570 575
Leu Ala Leu Asn Val Val Thr Val Ala Thr lle Thr Val Arg His Phe
580 585 590
Val Asn Gln Arg Ala Asp Tyr Lys Tyr Gln Lys Leu Gln Asn Tyr
595 600 605
<210> 12
<211> 530
<212> PRT
213> NILFP3
<220>
<223> SEQ 1D NO 12 A T.HiJ5
<400> 12
Met Glu Arg Met Val Gly Ser Gly Leu Leu Trp Leu Ala Leu Val Ser
1 5 10 15
Cys 1le Leu Thr Gln Ala Ser Ala Val Gln Arg Gly Tyr Gly Asn Pro
20 25 30
1le Glu Ala Ser Ser Tyr Gly Leu Asp Leu Asp Cys Gly Ala Pro Gly
35 40 45
Thr Pro Glu Ala His Val Cys Phe Asp Pro Cys Gln Asn Tyr Thr Leu
50 55 60
Leu Asp Glu Pro Phe Arg Ser Thr Glu Asn Ser Ala Gly Ser Gln Gly
65 70 75 80
Cys Asp Lys Asn Met Ser Gly Trp Tyr Arg Phe Val Gly Glu Gly Gly
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Val Arg Met

Ala
Thr
Lys
145
Arg
Ser
Cys
Asn
Arg
225
Leu
lle
Gln
lle
Thr
305
Val
Ser
Asp

Val

Ser
385

Pro
Asn
130
Thr
Leu
Thr
Leu
Ser
210
Glu
Gly
Leu
Ala
Tyr
290
lle
Ser
Val
Gln
Glu

370
Arg

Met
115
His
Glu
Glu
Val
Ala
195
Ser
1le
Glu
Gln
Ser
275
Lys
Leu
Leu
Asp
Asn
355

Ser

Phe

Ser
100
Trp
Thr
Val
Gly
Glu
180

Leu

Asp

Glu
Thr
260
Ala
Asn
Asn
Gln
Gly
340
Tyr

Val

Asn

85
Glu

Leu

Ala

Leu

Thr

165

Asp

Asn

Val

Val

Val

245
Glu

Thr
11le
Ala
325
Asn
Thr

Leu

Leu

Thr
Asn
Cys
Val
150
Pro
Lys
Ser
His
Lys
230
lle
Glu
Arg
Leu
Asn
310
Ala
Gly
Asn

Tyr

Val
390

Cys
Gly
Ala
135

Lys

Trp

Thr
Ser
215
Val
Ala
Arg
Asn
Ser
295
Phe
Leu
Glu
Pro
Val

375
Leu

Val
Thr
120
His
Ala
Cys
Glu
Trp
200
Leu
Asp
Tyr
Asn
lle
280
Leu
Gln
Gln
Phe
Tyr
360

Gly

Arg

Gln
105
His
Trp
Cys
Asn
Lys
185
Gly
Gln
Lys
Leu
Trp
265
Leu
Val
Cys
Pro
11e
345
Glu

Ala

Asn

32

90
Val

Pro
Ser
Pro
Leu
170
Ala

Cys

Pro

Arg
250
Val
Glu
Asn
Ala
11le
330
Val
Gly

11le

Cys

His

Ala

Gly

Gly

155
Arg

Phe
Gln
Leu
235
Asp
Ser
Arg
Asp
Tyr
315
Val
Arg
Asp

Leu

Tyr
395

Arg
Leu
Asn
140
Gly
Tyr
Arg
Cys
Leu
220
Leu
Pro
Val
Asn
Phe
300
Pro
Ser
Met
Ala
Glu

380
Ala

Cys
Gly
125
Tyr
Cys
Pro
Arg
205
Asp
Gly
Asn
Thr
Gln
285
lle
Leu
Ser
Ala
Val
365

Gln

Thr

Gln
110
Asp

His
Thr
Glu
190
Gln
Cys
Gly
Cys
Ser
270
Thr
lle
Asp
Leu
Leu
350
Glu

Gly

Pro

95
Thr

Gly
Phe
Val
Asp
175
Glu
Asp
Gly
Leu
Ser
255
Pro
His
Arg
Met
Asn
335
Phe
Leu

Asp

Thr

Asp
1le
Trp
Tyr
160
Pro
Glu
Leu
Pro
Gly
240
Ser
Val
Ala
Asp
Lys
320
Val
Gln
Ser

Thr

Glu
400
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Asp Lys Ala Asp

Asn Gln Arg Asp
420

Glu Ser Arg Phe

435
Leu Val Phe Leu
450

Gln Cys Gln Pro

465

Ala 1lle Asp Leu

Gly Ala Gln Ser
500
Phe Leu Val Ala
515
Leu Phe
530
<210> 13
<211> 368
<212> PRT
213> N3
<220>
<223> SEQ 1D NO
<400> 13
Met Glu Pro Gly
1
Pro Gly Ala Glu
20
Phe Tyr Asp Asn
35
Gln Asn Ala Val
50
Asp Glu Glu Gln
65
Arg Tyr Gln Leu

Phe Pro Phe Val
100

Leu
405
Ser
Ser
His
Ser

Ala
485

Pro

Trp

Val

Thr

Val

Cys

470

Arg

Gly

Pro

13N

Gln

Thr

Leu

Thr

Gln

Glu

85
Lys

Pro

Ala

Ala

1le

1le

70

His

Ala

Lys

lle

Gln

Glu

455

Ser

Val

Val

Met

Arg
Ala
Pro
Ala
55

Tyr

Glu

Leu

Tyr

His

Met

440

lle

Arg

Leu

Met

Val
520

Glu
Ala
Lys
40

Val
Thr

Asn

Glu

Phe 1le lle

Val
425
Phe
His
Ser
Asp
Asn

505

Leu

Pro
Pro
25

Lys
Ser
Glu

Glu

Ala
105

33

410
Glu

Met
Leu
Gln
Leu
490

Gly

Leu

Gln
10
Val

Lys

Ser

Gln

Pro

90
Val

Glu
Phe
Cys
Val
475
Gly

Thr

Thr

Glu
Trp
Pro
Arg
Gly
75

Phe

Asn

Arg

Asn

Ala

Asp

460

Arg

Pro

Pro

Val

Pro
Glu
Lys
Ala
60

Val

Ser

Arg

Asn

Gly

Gly

445

Ser

Ser

lle

Ser

Leu
525

Arg
Glu
Ser
45

Leu
Glu

Pro

Arg

Ser

Gln

430

His

Leu

Glu

Thr

Thr

510

Leu

Glu

Ala

30

Pro

Phe

Glu

Leu
110

Cys
415
Ser
Tyr
Asn
Val
Arg
495

Ala

Ala

Pro
15

Lys
Lys
Arg
Tyr
Pro

95
Arg

Ser

Ser

Asp

Glu

Pro

480

Arg

Gly

Trp

Gly
Ile
Pro
Met
Val
80

Ala

Glu



CN 107525919 A

51

23

22/44 51

Leu
Asn
Asp
145
Cys
Glu
Phe
Ala
Val
225
Glu
Leu
Cys
Gly
Glu
305
lle

Ala

Gln

Tyr

His

130

Leu

Tyr

Lys

Ser

Phe

210

Asn

Gly

Pro

Ala

290
Ala

Gln

Thr

<210> 14
211> 17

<212>
<213>

<220>

223>

<400> 14

Pro
115
Ala
Phe
Leu
Val
Pro
195
Asp
Ala
Lys
Arg
1le
275
Arg
Leu
Pro

Glu

Pro
355

24

PRT
NLF3

Asp
Gln
11e
Lys
Arg
180
Ser
Gly
His
Pro
Leu
260
Arg
Ala
Phe
His
Met

340
Arg

SEQ 1D NO

Ser
Val
Glu
Ala
165
Glu
Arg
Asp
Gly
Leu
245
Gln
Thr
Leu
Leu
1le
325

Gly

Arg

14 LAMA3

Glu
Gly
Arg
150
Tyr
Ala
Asp
Ala
Leu
230
Ala
Lys
Tyr
Lys
Ala
310
Phe

Thr

Thr

Asp
Val
135
Phe
His
lle
Val
Val
215
Asp
Gln
Lys
Leu
Thr
295
Gly
Phe

Val

Ala

Val
120
Arg
Cys
Thr
Asp
Val
200
Leu
Arg
Gly
Phe
Val
280
Leu
Ala
Asp

Ala

Pro
360

Phe Asp lle

Leu

Met

Asn

Glu

185

Val

Phe

Phe

Pro

Tyr

265

Thr

Arg

Pro

Asp

Ala

345
Ala

34

lle
Thr
Leu
170
Gly
Ser
Ser
Phe
Leu
250
Ser
Ala
Ser
Lys
Gln
330
His

Lys

Asn
Gly
155
Tyr
1le
Gln
Asp
Glu
235
Lys
Lys
Arg
Trp
Gly
315
Met

Val

Gln

Val
Ser
140
Gly
Leu
Ala
Ser
Glu
220
His
Gly
Gly
Ser
Gly
300
Pro
Phe

Pro

Ala

Leu
125
lle
Asn
Ser
Ala
Gln
205
Ser
Glu
Phe
Leu
Ala
285
Leu
Leu
His
Tyr

Pro
365

Met
Asn
Ser
Ala
Ala
190

Leu

Glu

Leu
Arg
270
Ala
Glu
Leu
Val
Gly

350
Ser

Thr
His
Pro
Asp
175
Thr
Arg
Arg
Ala
Glu
255
Leu
Ser
Thr
Glu
Ala
335

Val

Ala

Asn
Tyr
1le
160
Ala
1le
Val
1le
His
240
Ala
Glu
Ser
Asp
Lys
320
Gly

Ala

Gln
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Met Pro Pro

1
1le

Gln

Ser

Arg

65

Asn

Cys

Tyr

His

Arg

145

Ala

Pro

Thr

Glu

Ala

225

Leu

Gln

Ser

Leu

Arg

Phe
Arg
Tyr
50

Asp
Gly
Gln
Tyr
Thr
130
Cys
Pro
Cys
Gly
Cys
210
Thr
Ser
Ala
Asn
Asn

290
Lys

Gly
Val
35

Val
His
His
His
Gly
115
Asn
Ser
Gly
Ser
Asp
195
Asp
Met
Ala
Lys
His
275

Gln

Ala

Ala
Ala
20

Pro

Glu

Ser
Asn
100
Asn
Ser
Cys
Tyr
Cys
180
Cys
Asp
Gly
Ser
Asp
260
Gly

Glu

Gln

Val

Ala

Phe

Phe

Gly

Asn

85

Thr

Ala

Phe

Lys

Phe

165

Asn

1le

Cys

Glu

Ala

245

Leu

Ser

Phe

Thr

Arg

Leu

Leu

Arg

Leu

70

Gln

Ala

Val

Ala

Ala

150

Gly

Ser

Asn

Asp

Gln

230

Gly

Arg

Lys

Glu

Leu

Arg
Gly
Gln
Pro
55

Tyr
Cys
Gly
His
Thr
135
Gly
Asn
Asn
Gln
Ser
215
Leu
Leu
Asn
1le
Thr

295
Asn

Ser
Gln
Pro
40

Ser
Thr
Gln
Glu
Gly
120
Gly
Tyr
Pro
Gly
Glu
200
Cys
Arg
Leu
Gln
Glu
280

Leu

Asn

Ala Cys Ser

Cys
25

Pro
Gln
Gly
Asp
His
105
Ser
Cys
Thr
Gln
Gln
185
Pro
Val
Leu
Glu
Leu
265
Gly
Gln

Asn

35

10

Leu

Gly

Gly

Arg

Gly

90
Cys

Val

Gly

170

Leu

Lys

Met

Val

Gln

250

Leu

Leu

Glu

Val

Gly

Gln

Cys

75

Ser

Glu

Arg

Val

Thr

155

Phe

Gly

Asp

Thr

Lys

235

Met

Asn

Glu

Lys

Asn

Met
Tyr
Ser
Ser
60

Val
Gly
Arg
Ala
Asn
140
Gln
Gly
Ser
Ser
Leu
220
Ser
Arg
Tyr
Arg
Ala

300
Arg

Gly

Ser

Gln

45

Pro

Pro

lle

Cys

125

Gly

Cys

Gly

Cys

Ser

205

Leu

Gln

His

Arg

Glu

285

Gln

Ala

Trp
Ser
30

Leu

Gly

Cys
Gln
110
Pro
Gly
Glu
Ser
His
190
Pro
Asn
Leu
Met
Ser
270
Leu

Val

Thr

Leu
15

Gln
Gln
Tyr
Asn
Val
95

Glu
Cys
Asp
Arg
Cys
175
Pro
Ala
Asp
Gln
Glu
255
Ala
Thr

Asn

Gln

Trp

Gln

Ala

Tyr

Cys

80

Asn

Gly

Pro

Val

Cys

160

Gln

Leu

Glu

Leu

Gly

240

Thr

lle

Asp

Ser

Ser
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305
Ala

1le
Pro
Arg
Ala
385
Gln
Asp
Leu
Glu
Asn
465
Ser
Lys
Leu
Leu
Lys
545
Arg
lle

Ser

Thr

Lys

Leu

Ser

Glu

370

Asp

Lys

Ser

Gln

Asn

450

Ser

Leu

Glu

Ser

Val

530

Gln

Cys

Lys

Ala

Leu
610

Glu
Leu
Gly
355
Leu
Lys
Thr
Leu
Glu
435
Glu
Leu
Leu
Tyr
Asp
515
Glu
Leu
Ala
Ala
Leu

595
Ser

Leu
Lys
340
Asp
Arg
Arg
His
Asn

420
Ala

Gln
Gln
Glu
500
Lys
Glu
Glu
Val
Ala
580

Gln

Ser

Asp
325
Gln
Phe
Asn
Glu
Gln
405
Glu
Ala
Ala
Ser
Thr
485
Lys
Val
Ala
Glu
Asp
565
Glu

Thr

Asn

310
Val

1le
Ser
Arg
Ser
390
Gly
Tyr
Ala
Leu
Asp
470
Asn
Leu
Arg
Glu
1le
550
Ala
Asp

Val

Ser

Lys
Ser
Arg
Asn
375
Gln
Glu
Glu
Gln
Gly
455
Phe
lle
Ala
Glu
Lys
535
Lys
Ala
Ala

1le

Asp
615

lle
Gly
Glu
360
Phe
Leu
Asn
Ala
Ala
440
Ala
Thr
Ala
Ala
Leu
520
His
Arg
Thr
Ala
Lys

600
Lys

Lys
Thr
345
Trp
Gly
Leu
Asn
Lys
425
Lys
lle
Lys
Leu
Ser
505
Ser
Ala
Asn
Ala
Asn
H85

Glu

Leu

36

Asn
330
Asp
Ala
Lys
Leu
Gly
410
Leu
Gln
Gln
Tyr
Gln
490
Leu
Arg
Arg
Ala
Tyr
570
Arg

Asp

Leu

315
Val

Gly
Glu
His
Asn
395
Leu
Ser
Ala
Arg
Leu
475
Leu
Asn
Ser
Ser
Ser
555
Glu
Ala

Leu

Asn

lle
Glu
Ala
Leu
380
Arg
Ala
Asp
Asn
Gln
460
Thr
Met
Glu
Ala
Leu
540
Gly
Asn
Ala

Pro

Glu
620

Arg
Gly
Gln
365
Arg
lle
Asn
Leu
Gly
445
Val
Thr
Glu
Ala
Gly
525
Gln
Asp
11le
Ser
Arg

605
Ala

Asn
Asn
350
Arg
Glu
Arg
Ser
Arg

430

Leu

Ala

Lys

Arg

510

Lys

Glu

Glu

Leu

Ala
590
Lys

Lys

Val
335
Asn
Met
Ala
Thr
1le
415
Ala
Asn
Glu
Asp
Ser
495
Gln
Thr
Leu
Leu
Asn
575
Ser

Ala

Met

320
His

Val

Met

Glu

Trp

400

Arg

Arg

Gln

1le

Ser

480

Gln

Glu

Ser

Ala

Val

560

Ala

Glu

Lys

Thr
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Gln
625
Gln
Leu
Asp
1le
Glu
705
Lys
Leu
Pro
Gln
Asn
785
Leu
Arg
Lys
Leu
Asp
865
Val
Gly

Gly

Phe

Lys

Thr

Thr

Ala

Thr

690

Arg

Ala

Pro

Leu

Gln

770

Lys

Glu

Asp

Thr

850

Gln

Lys

Ala

Arg

Tyr

Lys
Leu
Thr
Met
675
Asp
1le
Leu
Asp
Gly
755
Ala
Lys
Gly
Asn
Ala
835
Cys
1le
Phe
Thr
Asn

915
Val

Leu
Asn
Leu
0660
1le
Glu
Lys
Thr
Leu
740
Asn
Arg
Ser
Tyr
Gly
820
Ser
Val
Leu
Gln
Ser
900

Ser

Gly

Lys
lle
645
Arg
Ser
Val
Asp
Asp
725
Trp

lle

Asp

Thr
805
Gly

Tyr
Thr
Arg
885
Ser

Asn

Gly

Gln
630
Val
Asp
Ser
Leu
Thr
710
Ala
Arg
Ser
Ala
Val
790
Ser
Thr
Asp
Asn
Lys
870
1le
Lys

Thr

Tyr

Glu
Thr
Gly
Ala
Asp
695

Tyr

Asp

Asp
Ala
775
Glu
Leu
Glu
Tyr
Leu
855
Ser
Tyr
Pro

Leu

Pro

Val

Val

Leu

Lys

680

Gly

Asn

lle

Asn

760

Ser

Val

Ser

Asn

lle

840

Gly

Glu

Gln

Glu

Leu

920
Pro

Ser Pro Ala

Gln
His
665
Ser
Leu
Arg
Ser
Glu
745
Met
Lys
Arg
Leu
Met
825
Gly
Asp
Thr
Phe
Thr
905
Asn

Asp

37

Lys
650
Gly
Met
Asn
Thr
Val
730
Ser
Asp
Val
Leu
Phe
810
Phe
Met
Arg
Lys
Ala
890
Pro

Leu

Phe

0635
Glu

lle
Val
Pro
Gln
715
Asn
lle
Arg
Ala
Pro
795
Leu
Val
Ala
Glu
Glu
875
Arg
Gly

Asp

Lys

Leu

Val

Gln

Arg

lle

700

Asn

Lys

Asn

lle

Val

780

Asn

Gln

Met

Val

Ala

860

Ala

Leu

Val

Pro

Leu

Asn

lle

Arg

Lys

685

Gln

Glu

Leu

Gln

Arg

765

Pro

Asp

Arg

Tyr

Val

845

Glu

Val

Asn

Tyr

Glu

925
Pro

Asn
Asp
Gly
670
Ala
Thr
Asp
Thr
Gln
750
Glu
Met
Leu
Pro
Leu
830
Asp

Leu

Met

Asp
910
Asn

Ser

Leu
Thr
655
Asp
Asn
Asp
Phe
Asn
735
Leu
Leu
Arg
Glu
Asn
815
Gly
Gly
Gln
Asp
Thr
895
Met

Val

Arg

Gln
640
Asn
1le
Asp
Val
Lys
720
Lys
Leu
1le
Phe
Asp
800
Ser
Asn
Gln
Val
Arg
880
Lys
Asp

Val

Leu
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930 935 940
Ser Phe Pro Pro Tyr Lys Gly Cys lle Glu Leu Asp Asp Leu Asn Glu
945 950 955 960
Asn Val Leu Ser Leu Tyr Asn Phe Lys Lys Thr Phe Asn Leu Asn Thr
965 970 975
Thr Glu Val Glu Pro Cys Arg Arg Arg Lys Glu Glu Ser Asp Lys Asn
980 985 990
Tyr Phe Glu Gly Thr Gly Tyr Ala Arg Val Pro Thr Gln Pro His Ala
995 1000 1005
Pro 1le Pro Thr Phe Gly Gln Thr 1le Gln Thr Thr Val Asp Arg Gly
1010 1015 1020
Leu Leu Phe Phe Ala Glu Asn Gly Asp Arg Phe lle Ser Leu Asn lle
1025 1030 1035 1040
Glu Asp Gly Lys Leu Met Val Arg Tyr Lys Leu Asn Ser Glu Leu Pro
1045 1050 1055
Lys Glu Arg Gly Val Gly Asp Ala lle Asn Asn Gly Arg Asp His Ser
1060 1065 1070
1le Gln 1le Lys 1le Gly Lys Leu Gln Lys Arg Met Trp lle Asn Val
1075 1080 1085
Asp Val Gln Asn Thr lle 1lle Asp Gly Glu Val Phe Asp Phe Ser Thr
1090 1095 1100
Tyr Tyr Leu Gly Gly lle Pro lle Ala lle Arg Glu Arg Phe Asn lle
1105 1110 1115 1120
Ser Thr Pro Ala Phe Arg Gly Cys Met Lys Asn Leu Lys Lys Thr Ser
1125 1130 1135
Gly Val Val Arg Leu Asn Asp Thr Val Gly Val Thr Lys Lys Cys Ser
1140 1145 1150
Glu Asp Trp Lys Leu Val Arg Ser Ala Ser Phe Ser Arg Gly Gly Gln
1155 1160 1165
Leu Ser Phe Thr Asp Leu Gly Leu Pro Pro Thr Asp His Leu Gln Ala
1170 1175 1180
Ser Phe Gly Phe Gln Thr Phe Gln Pro Ser Gly 1le Leu Leu Asp His
1185 1190 1195 1200
Gln Thr Trp Thr Arg Asn Leu Gln Val Thr Leu Glu Asp Gly Tyr lle
1205 1210 1215
Glu Leu Ser Thr Ser Asp Ser Gly Ser Pro 1lle Phe Lys Ser Pro Gln
1220 1225 1230
Thr Tyr Met Asp Gly Leu Leu His Tyr Val Ser Val lle Ser Asp Asn
1235 1240 1245
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Ser Gly Leu Arg Leu Leu lle Asp Asp Gln Leu Leu Arg Asn Ser Lys
1250 1255 1260
Arg Leu Lys His lle Ser Ser Ser Arg Gln Ser Leu Arg Leu Gly Gly
1265 1270 1275 1280
Ser Asn Phe Glu Gly Cys lle Ser Asn Val Phe Val Gln Arg Leu Ser
1285 1290 1295
Leu Ser Pro Glu Val Leu Asp Leu Thr Ser Asn Ser Leu Lys Arg Asp
1300 1305 1310
Val Ser Leu Gly Gly Cys Ser Leu Asn Lys Pro Pro Phe Leu Met Leu
1315 1320 1325
Leu Lys Gly Ser Thr Arg Phe Asn Lys Thr Lys Thr Phe Arg lle Asn
1330 1335 1340
Gln Leu Leu Gln Asp Thr Pro Val Ala Ser Pro Arg Ser Val Lys Val
1345 1350 1355 1360
Trp Gln Asp Ala Cys Ser Pro Leu Pro Lys Thr Gln Ala Asn His Gly
1365 1370 1375
Ala Leu Gln Phe Gly Asp lle Pro Thr Ser His Leu Leu Phe Lys Leu
1380 1385 1390
Pro Gln Glu Leu Leu Lys Pro Arg Ser Gln Phe Ala Val Asp Met Gln
1395 1400 1405
Thr Thr Ser Ser Arg Gly Leu Val Phe His Thr Gly Thr Lys Asn Ser
1410 1415 1420
Phe Met Ala Leu Tyr Leu Ser Lys Gly Arg Leu Val Phe Ala Leu Gly
1425 1430 1435 1440
Thr Asp Gly Lys Lys Leu Arg lle Lys Ser Lys Glu Lys Cys Asn Asp
1445 1450 1455
Gly Lys Trp His Thr Val Val Phe Gly His Asp Gly Glu Lys Gly Arg
1460 1465 1470
Leu Val Val Asp Gly Leu Arg Ala Arg Glu Gly Ser Leu Pro Gly Asn
1475 1480 1485
Ser Thr 1lle Ser lle Arg Ala Pro Val Tyr Leu Gly Ser Pro Pro Ser
1490 1495 1500
Gly Lys Pro Lys Ser Leu Pro Thr Asn Ser Phe Val Gly Cys Leu Lys
1505 1510 1515 1520
Asn Phe Gln Leu Asp Ser Lys Pro Leu Tyr Thr Pro Ser Ser Ser Phe
1525 1530 1535
Gly Val Ser Ser Cys Leu Gly Gly Pro Leu Glu Lys Gly 1lle Tyr Phe
1540 1545 1550
Ser Glu Glu Gly Gly His Val Val Leu Ala His Ser Val Leu Leu Gly
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1555 1560 1565
Pro Glu Phe Lys Leu Val Phe Ser lle Arg Pro Arg Ser Leu Thr Gly
1570 1575 1580
1le Leu 1le His 1le Gly Ser Gln Pro Gly Lys His Leu Cys Val Tyr
1585 1590 1595 1600
Leu Glu Ala Gly Lys Val Thr Ala Ser Met Asp Ser Gly Ala Gly Gly
1605 1610 1615
Thr Ser Thr Ser Val Thr Pro Lys Gln Ser Leu Cys Asp Gly Gln Trp
1620 1625 1630
His Ser Val Ala Val Thr 1le Lys Gln His lle Leu His Leu Glu Leu
1635 1640 1645
Asp Thr Asp Ser Ser Tyr Thr Ala Gly Gln lle Pro Phe Pro Pro Ala
1650 1655 1660
Ser Thr Gln Glu Pro Leu His Leu Gly Gly Ala Pro Ala Asn Leu Thr
1665 1670 1675 1680
Thr Leu Arg lle Pro Val Trp Lys Ser Phe Phe Gly Cys Leu Arg Asn
1685 1690 1695
Ile His Val Asn His 1le Pro Val Pro Val Thr Glu Ala Leu Glu Val
1700 1705 1710
Gln Gly Pro Val Ser Leu Asn Gly Cys Pro Asp Gln
1715 1720
<210> 15
211> 1172
<212> PRT
213> NILFP3
<220>
<223> SEQ 1D NO 15 LAMB3
<400> 15
Met Arg Pro Phe Phe Leu Leu Cys Phe Ala Leu Pro Gly Leu Leu His
1 5 10 15
Ala Gln Gln Ala Cys Ser Arg Gly Ala Cys Tyr Pro Pro Val Gly Asp
20 25 30
Leu Leu Val Gly Arg Thr Arg Phe Leu Arg Ala Ser Ser Thr Cys Gly
35 40 45
Leu Thr Lys Pro Glu Thr Tyr Cys Thr Gln Tyr Gly Glu Trp Gln Met
50 55 60
Lys Cys Cys Lys Cys Asp Ser Arg Gln Pro His Asn Tyr Tyr Ser His
65 70 75 80
Arg Val Glu Asn Val Ala Ser Ser Ser Gly Pro Met Arg Trp Trp Gln

40
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Ser
Arg
Ala
Val
145
Arg
Pro
Leu
Gln
Ala
225
Val
Asp
Val
Asn
Ala
305
His
Gly
Lys

Gly

Gly
385

Gln
Phe
Gly
130
Tyr
Gln
Gln
Met
Glu
210
Pro
Ser
Arg
Gln
Cys
290
Glu
Ser
Ala
Asn
Ala

370
Ala

Asn
Gln
115
Met
Gln
Gly
Arg
Asp
195
Val
Val
Gln
Cys
Val
275
Glu
Gly
Glu
Tyr
Cys
355

Ser

Val

Asp
100
Leu
Leu
Tyr
Arg
Pro
180
Leu
Gly
Pro
Leu
Ala
260
His
Arg
Gln
Thr
Gly
340
Glu

lle

Pro

85
Val

Gln

1le

Leu

Pro

165

Asn

Val

Glu

Gln

Arg

245

Pro

Asp

Cys

Asp

325

Gly

Arg

Gln

Gly

Asn

Glu

Glu

Ala

150

Gln

Ala

Ser

lle

Arg

230

Leu

Lys

Val

Ala

Ala

310

His

Val

Cys

Glu

Ala
390

Pro

Val

135

Ala

Ser

Gly

Thr

215

Gln

Pro

Pro
295
His

Phe

Cys

Gln

Thr

375
Pro

Val
Met
120
Ser
Asp
Trp
Leu
lle

200

Asn

Gly
Gly
Val
280
Phe
Glu
Asp
Asp
Leu

360

Cys

Ser
105
Met
Ser
Cys
Gln
Asn
185
Pro
Leu
His
Ser
Ala
265
Cys
Tyr
Cys
Pro
Asn
345
His
11le

Asp

41

90
Leu Gln

Glu Phe

Asp Phe

Thr Ser
155

Asp Val

170

Gly Gly

Ala Thr

Arg Val

Pro Pro
235

Cys Phe

250

Ser Ala

Gln His

Asn Asn

Gln Arg
315

Ala Val

330

Cys Arg

Tyr Phe

Ser Cys

Pro Val
395

Leu
Gln
Gly
140

Thr

Arg

Gln
Asn
220
Ser
Cys
Gly
Asn
Arg
300
Cys
Phe
Asp
Arg
Glu

380
Thr

Asp
Gly
125
Phe
Cys
Val
Ser
205
Phe
Ala
His
Pro
Thr
285
Pro
Asp
Ala
His
Asn
365

Cys

Gly

Leu
110
Pro
Thr
Pro
Gln
Gln
190
Gln
Thr
Tyr
Gly
Ser
270
Ala
Trp
Cys
Ala
Thr
350
Arg

Asp

Gln

95
Asp

Met
Trp
Arg
Ser
175
Leu
Lys
Arg
Tyr
His
255
Thr
Gly
Arg
Asn
Ser
335
Glu
Arg

Pro

Cys

Arg

Pro

Val
160
Leu
Asn
1le
Leu
Ala
240
Ala
Ala
Pro
Pro
Gly
320
Gln
Gly
Pro

Asp

Val
400
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Cys

Phe

Cys

Gly

Cys

465

Cys

Thr

Ala

Thr

Gly

545

Gly

Val

Arg

Leu

Leu

625

Pro

Ser

Glu

Phe

Lys

Lys

Thr

Asn

Arg

450

Ala

Ala

Gly

Ala

Gly

530

Cys

Pro

Cys

Glu

610

Asp

Ala

Leu

Glu

Asn

690
11le

Glu
Gly
1le
435
Cys
Pro
Cys
Gln
Ala
515
Cys
Asp
Arg
Val
Gln
595
Ser
Ala
Val
Arg
Thr
675

Gly

Ser

His
Leu
420
Leu
Leu
Tyr
Asp
Cys
500
1le

Arg

Lys

Ala
580
Ala
Gly
Lys
Thr
Arg
660
Leu

Leu

Ser

Val
405
Thr
Gly
Cys
His
Pro
485
Pro
Arg
Ala
Ala
Asp
565
Cys
Leu
Pro
Ser
Glu
645
Thr
Ser

Leu

Ala

Gln

Tyr

Ser

Leu

Trp

470

His

Cys

Gln

Cys

Ser

950

Gln

His

Arg

Gly

Lys

630

Gln

Leu

Leu

Thr

Asp

Gly

Ala

Arg

Pro

455

Asn

Arg

Asp
535
Gly

Pro
Phe
Leu
615
1le
Glu
Gln
Pro
Met

695
Pro

Glu
Asn
Arg
440
Asn
Leu
Ser
Glu
Pro
520
Cys
Arg
Gln
Cys
Gly
600
Glu
Glu
Val
Gly
Arg
680

Tyr

Ser

Arg
Pro
425
Asp
Val
Ala
Leu
Gly
505
Asp
Asp
Cys
Arg
Phe
585
Arg
Asp
Gln
Ala
Leu
665
Asp
Gln

Gly

42

Cys
410
Gln
Met
Val
Ser
Ser
490
Phe
Arg
Phe
Leu
Gly
570
Gln
Leu
Arg
lle
Gln
650
Gln
Leu

Arg

Ala

Asp

Gly

Pro

Gly

Gly

475

Pro

Gly

Thr

Arg

Cys

555

Tyr

Thr

Arg

Gly

Arg

635

Val

Leu

Glu

Lys

Phe

Leu
Cys
Cys
Pro
460
Gln
Gln
Gly
Tyr
Gly
540
Arg
Cys
Tyr
Asn
Leu
620
Ala
Ala
Asp
Ser
Arg

700
Arg

Cys
His
Asp
445
Lys
Gly
Cys
Leu
Gly
525
Thr
Pro
Asn
Asp
Ala
605
Ala
Val
Ser
Leu
Leu
685

Glu

Met

Lys
Arg
430
Glu

Cys

Asn
Met
510
Asp
Glu
Gly
Arg
Ala
590
Thr
Ser
Leu
Ala
Pro
670
Asp

Gln

Leu

Pro
415
Cys
Glu
Asp
Glu
Gln
495
Cys
Val
Gly
Leu
Tyr
575
Asp
Ala
Arg
Ser
lle
655
Leu
Arg

Phe

Ser

Gly

Asp

Ser

Gln

Pro

480

Phe

Ser

Ala

Pro

Thr

560

Pro

Leu

Ser

1le

Ser

640

Leu

Glu

Ser

Glu

Thr
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705

Ala Tyr Glu

Arg
Val
Ala
Asn
785
Cys
Arg
Gly
Thr
Ser
865
Met
Asp
Ser
Leu
Val
945
Arg
Glu

Ala

Arg

Leu
Arg
Leu
770
Lys
Pro
Cys
Gln
Arg
850
Ser
Glu
Phe
Glu
Gln
930
Asp
Leu
Gly

Leu

Leu
1010

Leu
Gln
755
Arg
Leu
Gly
Arg
Val
835
Gln
Ala
Glu
Leu
Ala
915
Lys
Leu
Gln
Gln
Gln

995
1le

Gln
Asp
740
Ala
Leu
Cys
Glu
Gly
820
Ala
Met
Gln
Asp
Thr
900
Val
Met
Val
Ala
Val
980

Glu

Gln

Ser
725
Gln

Glu

Gly

Leu

805

Val

Glu

lle

Arg

Val

885

Leu

Asn

Leu

Glu

965

Glu

Ala

Asp

710
Ala

Leu
Gly
Met
Asn
790
Cys
Leu
Gln
Arg
Leu
870
Arg
Pro
Ala
Glu
Ser
950
Ala
Asp

Gln

Arg

Gln
Arg
Gly
Ser
775
Ser
Pro
Pro
Leu
Ala
855
Glu
Arg
Asp
Leu
lle
935
Gln
Glu

Val

Asp

Ala
Asp
Gly
760
Ser
Arg
Gln
Arg
Arg
840
Ala
Thr
Thr
Thr
Trp
920
Gln
Thr
Glu

Val

Thr

1000

Ala

Ser

745

Leu

Gln

Ala
825
Gly
Glu
Gln
Arg
905

Leu

Ala

Ala

Gly
985
Met

Val Ala Glu

1015

43

Gln
730
Arg
Thr
Pro
Met
Asn
810
Gly
Phe
Glu
Val
Leu
890
Ala
Pro
lle
Gln
Arg
970
Asn

Gln

Val

715
Gln

Arg

Asp

Ala

795

Gly

Asn

Ser

Ser

875

Leu

Ala

Thr

Ala

955

Ser

Leu

Gln

Val
Glu
Ser
Leu
780
Cys
Thr
Ala
Ala
Ala
860
Ala
lle
Thr
Asp
Ala
940
11le
Arg
Arg

Thr

Gln
1020

Ser Asp

Ala Glu
750

Pro Lys

765

Thr Pro

Thr Pro

Ala Cys

Phe Leu
830

Gln Leu

845

Ser Gln

Ser Arg

Gln Gln

Ile Gln
910

Ser Ala

925

Arg Leu

Ala Arg

Ala His

Gln Gly
990
Ser Arg
1005
Val Leu

Ser
735
Arg
Leu
Thr
1le
Gly
815
Met
Gln
1le
Ser
Val
895
Glu
Thr
Pro
Ala
Ala
975
Thr

Ser

Arg

720

Ser
Leu
Val
Phe
Ser
800
Ser
Ala
Arg
Gln
Gln
880
Arg
Val
Val
Asn
Arg
960
Val
Val

Leu

Pro
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Ala Glu Lys Leu Val Thr Ser Met Thr Lys Gln Leu
1025 1030 1035
Thr Arg Met Glu Glu Leu Arg His Gln Ala Arg Gln
1045 1050
Ala Val Gln Ala Gln Gln Leu Ala Glu Gly Ala Ser
1060 1065
Ser Ala Gln Glu Gly Phe Glu Arg lle Lys Gln Lys
1075 1080
Lys Asp Arg Leu Gly Gln Ser Ser Met Leu Gly Glu
1090 1095
1le Gln Ser Val Lys Thr Glu Ala Glu Glu Leu Phe
1105 1110 1115
Glu Met Met Asp Arg Met Lys Asp Met Glu Leu Glu
1125 1130
Ser Gln Ala lle Met Leu Arg Ser Ala Asp Leu Thr
1140 1145
Arg Val Glu Gln lle Arg Asp His lle Asn Gly Arg
1155 1160
Ala Thr Cys Lys
1170
<210> 16
211> 1111
<212> PRT
213> N3
<220>
<223> SEQ 1D NO
<400> 16
Met Pro Ala Leu Trp Leu Gly Cys Cys Leu
1 5 10
Pro Ala Ala Arg Ala Thr Ser Arg Arg Glu
20 25
Arg Gln Cys lle Phe Asp
35 40
Asn Gly Phe Arg Cys Leu Asn Cys Asn Asp Asn Thr
50 55 60
Cys Glu Lys Cys Lys Asn Gly Phe Tyr Arg His Arg
65 70 75
Cys Asn Ser Lys Gly
85 90

16 LAMC2-%H

Cys Phe

Val Cys

Lys Ser Arg Glu Leu His

Cys Leu Pro Cys Asn Ser Leu

44

1100

Gly Asp Phe Trp
1040

Gln Gly Ala Glu

1055
Glu GIn Ala Leu
1070

Tyr Ala Glu Leu

1085

Gln Gly Ala Arg

Gly Glu Thr Met
1120

Leu Leu Arg Gly

1135
Gly Leu Glu Lys
1150
Val Leu Tyr Tyr
1165

Leu Leu
15

Asn

Ser Leu

Cys Gly
30
Gln

Asp

Arg Thr Gly

45
Asp Gly

lle His

Glu Arg
80
Cys

Arg Asp

Ala Arg

95

Ser
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Asp
Cys
Thr
Gly
145
Val
Asp
Ser
Ser
Gly
225
Ser
Phe
Tyr
Leu
Lys
305
Glu
Arg
Gly
Arg
Pro

385
Lys

Asn
Asp
Gln
130
1le
Thr
Gly
Ala
Thr
210
Ser
Ser
Leu
Arg
Glu
290
Thr
His
Arg
Glu
Pro
370

Val

Arg

Ser
Arg
115
Asp
Ala
Gly
Gly
Ser
195
Phe
Pro
Ala
Gly
Val
275
Gly
Leu
Pro
Leu
Tyr
355
Val

Gly

Asp

Gly

100

Gln

Gly

Glu

Asn

180

Cys

His

Ala

Gln

Asn

260

Asp

Ala

Pro

Ser

Leu

340

Ser

Ser

Tyr

Ser

Arg

Leu

Arg

Pro

Arg

165

Pro

Arg

Gln

Lys

Arg

245

Gln

Arg

Gly

Cys

Asn

325

Arg

Thr

Gly

Lys

Ala

Cys
Pro
Leu
Cys
150
Cys
Glu
Ser
Asp
Leu
230
Leu
Gln
Gly
Leu
Gly
310
Asn
Asn
Gly
Ala
Gly

390
Arg

Ser
Gly
Leu
135
Asp
Asp
Gly
Ser
Val
215
Gln
Asp
Val
Gly
Arg
295
Leu
Trp
Leu
Tyr
Pro
375

Gln

Leu

Cys
Phe
120
Asp
Ala
Arg
Cys
Ala
200
Asp
Trp
Pro
Ser
Arg
280
lle
Thr
Ser
Thr
11le
360
Ala

Phe

Gly

Lys Pro Gly

105
His

Ser

Gly

Thr
185
Glu

Ser

Val

265

His

Thr

Pro

Ala

345

Pro

Cys

Pro

45

Met
Lys
Arg
Arg
170
Gln
Tyr
Trp
Gln
Tyr
250
Gly
Pro
Ala
Thr
Gln
330
Leu
Asn
Trp

Gln

Phe

Leu
Cys
Cys
155
Ser

Cys

Ser

Arg
235
Phe
Gln
Ser
Pro
Tyr
315
Leu
Arg
Val
Val
Asp

395
Gly

Val
Thr
Asp
140
Val
Gly
Phe
Val
Ala
220
His
Val
Ser
Ala
Leu
300
Thr
Ser
11le
Thr
Glu
380

Cys

Thr

Thr
Asp
125
Cys
Cys
Tyr
Cys
His
205
Val
Gln
Ala
Leu
His
285
Met
Phe
Tyr
Arg
Leu
365
Gln

Ala

Cys

Gly
110
Ala
Asp
Lys
Tyr
Tyr
190
Lys
Gln
Asp
Pro
Ser
270
Asp
Pro
Arg
Phe
Ala
350
11e
Cys

Ser

11le

Ala

Gly

Pro

Pro

Asn

175

Gly

1le

Arg

Val

Ala

255

Phe

Val

Leu

Leu

Glu

335

Thr

Ser

lle

Gly

Pro

Arg
Cys
Ala
Ala
160
Leu
His
Thr
Asn
Phe
240
Lys
Asp
11le
Gly
Asn
320
Tyr
Tyr
Ala
Cys
Tyr

400
Cys
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Asn Cys Gln

Ser
Phe
His
465
Cys
Ala
Pro
Gly
Thr
545

Pro

Pro

Cys

Gln
625
Asp

Glu

Ala

Asn

Val
705

Gly
Tyr
450
Asn
Asn
Asp
Cys
Asn
530
Ala
Leu
Met
Lys
Pro
610
Gln
Gly
Gln
Ser
Ser

690
Arg

Asp
435
Asn
Gly
Asn
Gly
Gln
515
Cys
Gly
Ala
Gly
Pro
595
Ala
Leu
Val
Ala
Arg
675

Tyr

Ala

Gly
420
Glu
Asp
Phe
Cys
Tyr
500
Pro
Asp
1le
Pro
Ser
580
Gly
Cys
Gln
Val
Leu
660
Ser

Gln

Leu

405
Gly

Asn
Pro
Ser
Pro
485
Phe
Cys
Arg
Tyr
Asn
565
Glu
Phe
Tyr
Arg
Pro
645
Gln
Leu

Ser

Gly

Gly
Pro
His
Cys
470
Pro
Gly
Gln
Leu
Cys
550
Pro
Pro
Gly
Asn
Met
630
Asp
Asp
Gly

Arg

Ser
710

Ala
Asp
Asp
455
Ser
Gly
Asp
Cys
Thr
535
Asp
Ala
Val
Gly
Gln
615
Glu
Thr
lle
Leu
Leu

695
Gln

Cys
lle
440
Pro
Val
Val
Pro
Asn
520
Gly
Gln
Asp
Gly
Pro
600
Val
Ala
Glu
Leu
Gln
680

Asp

Tyr

Asp
4125
Glu
Arg
Met
Thr
Phe
505
Asn
Arg
Cys
Lys
Cys
585
Asn
Lys
Leu
Leu
Arg
665
Leu

Asp

Gln

46

410

Pro

Cys

Ser

Pro

Gly

490

Gly

Asn

Cys

Cys
570
Arg

lle
lle
Glu
650
Asp
Ala

Leu

Asn

Asp

Ala

Glu
475
Ala
Glu
Val
Leu
Ala
555
Arg
Ser
Glu
Gln
Ser
635
Gly
Ala
Lys

Lys

Arg
715

Thr
Asp
Lys
460
Thr
Arg
His
Asp
Lys
540
Gly
Ala
Asp
His
Met
620
Lys
Arg
Gln
Val
Met

700
Val

Gly
Cys
445
Pro
Glu
Cys
Gly
Pro
525
Cys
Tyr
Cys
Gly
Gly
605
Asp
Ala
Met
11e
Arg
685

Thr

Arg

Asp
430

Pro

Glu
Glu
Pro
510
Ser
lle
Phe
Asn
Thr
590
Ala
Gln
Gln
Gln
Ser
670
Ser

Val

Asp

415
Cys

1le
Pro
Val
Leu
495
Val
Ala
His
Gly
Cys
575
Cys
Phe
Phe
Gly
Gln
655
Glu
Gln

Glu

Thr

Tyr
Gly
Cys
Val
480
Cys
Arg
Ser
Asn
Asp
560
Asn
Val
Ser
Met
Gly
640
Ala
Gly
Glu

Arg

His
720
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Arg

Leu

Gly

Val

Tyr

785

Val

Val

Glu

Leu

Ser

865

Leu

Lys

Gly

Leu

Phe

945

Gln

Ser

Ala

Asn

11le

Leu 1le

Gly Asn

Phe Lys
755

Glu Ser

770

Ser Lys

Gly Ser

Glu Lys

Ala Thr
835

Arg Leu

850

Phe Gln

Ser Ser

Asn Leu

Lys Ser
915

Ala Lys

930

Tyr Glu

Val Asp

Tyr 1le

Glu Arg
995
Gly Ala
1010
Gly Ser

Thr
Thr
740
Ser
Ala
Gln
Gly
Leu
820
Gln
Leu
Val
Leu
Gly
900
Gly
Ser
Val
Asn
Ser
980
Ala

Gly

Leu

Gln
725
Asn
Leu
Ser
Ala
Ser
805
Glu
Ala
Asp
Glu
Val
885

Asn

Arg

Glu
Arg
965
Gln
Leu

Glu

Asn

Met

1le

Ala

Asn

Leu

790

Gly

Lys

Glu

Ser

Glu

870

Thr

Trp

Glu

Ala

Ser

950

Lys

Lys

Gly

Ala

Leu

Gln Leu Ser Leu Ala

Pro Ala Ser
745
Gln Glu Ala
760
Met Glu Gln
775
Ser Leu Val

Ser Pro Asp

Thr Lys Ser
825
1le Glu Ala
840
Val Ser Arg
855
Ala Lys Arg

Arg His Met

Lys Glu Glu
905
Lys Ser Asp
920
Gln Glu Ala
935
1le Leu Lys

Ala Glu Ala

Val Ser Asp
985
Ser Ala Ala
1000
Leu Glu 1le
1015
Glu Ala Asn

47

730
Asp

Thr
Leu
Arg
Gly
810
Leu
Asp
Leu
lle
Asp
890
Ala
Gln
Leu
Asn
Glu
970
Ala
Ala

Ser

Val

His

Arg

Thr

795

Ala

Ala

Gln
Lys
875
Glu
Gln
Leu
Ser
Leu
955
Glu
Ser
Asp

Ser

Thr

Glu Ser Glu

Tyr Val Gly
750
Leu Ala Glu
765
Arg Glu Thr
780
Ala Leu His

Val Val Gln

Gln GIn Leu
830
Ser Tyr Gln
845
Gly Val Ser
860
Gln Lys Ala

Phe Lys Arg

Gln Leu Leu
910
Leu Ser Arg
925
Met Gly Asn
940
Arg Glu Phe

Ala Met Lys

Asp Lys Thr
990
Ala Gln Arg
1005
Glu 1le Glu
1020
Ala Asp Gly

Ala
735
Pro
Ser
Glu
Glu
Gly
815
Thr
His
Asp
Asp
Thr
895
Gln
Ala
Ala
Asp
Arg
975
Gln
Ala

Gln

Ala

Ser

Asn

His

Asp

Gly

800

Leu

Arg

Ser

Gln

Ser

880

Gln

Asn

Asn

Thr

Leu

960

Leu

Gln

Lys

Glu

Leu
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1025

1030

1035

1040

Ala Met Glu Lys Gly Leu Ala Ser Leu Lys Ser Glu Met Arg Glu Val

1045

1050

Glu Gly Glu Leu Glu Arg Lys Glu Leu Glu Phe

1060

1065

Ala Val Gln Met Val 1lle Thr Glu Ala Gln Lys

1075

Lys Asn Ala Gly

1090

Leu Leu His Leu

1105

<210> 17

<211> 1800
<212> PRT
213> N5

<220

>

<223> SEQ 1D NO

<400> 17

Met Ala Gly

1

Leu
Ala
Ala
Ala
65

Glu
Arg
Gly
Pro
Asp

145
Ser

lle
Pro
Tyr
50

Glu
Ser
Arg
Glu
Val
130

Leu

Gln

Ser
Val
35

Cys
Leu
Ser
Ser
Glu
115
Asp

Asp

Leu

Pro
Val
20

Lys
Thr
Leu
Phe
Gln
100
Arg
Leu

Asn

Thr

1080

Val Thr 1lle Gln Asp Thr Leu

1095
Met Gly Met
1110

17 b4-#¢HkEE A -His

Arg Pro Ser Pro Trp

5

Ser Leu Ser Gly Thr
25

Ser Cys Thr Glu Cys

40
Asp Glu Met Phe Arg
55
Ala Ala Gly Cys Gln
70

Gln 1le Thr Glu Glu

85

Met Ser Pro Gln Gly
105

His Phe Glu Leu Glu

120
Tyr 1le Leu Met Asp
135
Leu Lys Lys Met Gly
150
Ser Asp Tyr Thr lle

48

Ala
10

Leu
Val
Asp
Arg
Thr
90

Leu
Val
Phe

Gln

Gly

Arg

Ala

Arg

Arg

Glu

5

Gln

Arg

Phe

Ser

Asn

155
Phe

1055
Asp Thr Asn Met Asp
1070
Val Asp Thr Arg Ala
1085
Asn Thr Leu Asp Gly
1100

Leu Leu Leu Ala Ala
15
Asn Arg Cys Lys Lys
30
Val Asp Lys Asp Cys
45

Arg Cys Asn Thr Gln

60

Ser 1le Val Val Met
80

11le Asp Thr Thr Leu

95
Val Arg Leu Arg Pro
110
Glu Pro Leu Glu Ser
125

Asn Ser Met Ser Asp

140

Leu Ala Arg Val Leu
160

Gly Lys Phe Val Asp
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Lys Val Ser

Pro
Leu
1le
225
Gln
His
Gly
His
Pro
305
Pro
His
Ser
Asn
Val
385
Arg
His
Asn

Gly

Ser
465

Trp
Thr
210
Ser
Thr
Leu
Ala
Leu
290
Ser
1le
Thr
Asn
Leu
370
Thr
Arg
Val
lle
lle

450
Ala

Pro
195
Glu
Gly
Ala
Leu
Asn
275
Asp
Val
Phe
Tyr
1le
355
Asp
Ser
Gly
Asp
His
435

lle

Arg

Val
180
Asn
Asp
Asn
Val
Val
260
Val
Thr
Pro
Ala
Phe
340
Val
1le
Lys
Glu
Gly
420
Leu

Cys

Cys

165

Pro
Ser
Val
Leu
Cys
245
Phe
Leu
Thr
Thr
Val
325
Pro
Glu
Arg
Met
Val
405
Thr
Lys

Asp

Ser

Gln
Asp
Asp
Asp
230
Thr
Ser
Ala
Gly
Leu
310
Thr
Val
Leu
Ala
Phe
390
Gly
His
Pro

Val

Phe
470

Thr
Pro
Glu
215
Ala
Arg
Thr
Gly
Thr
295
Val
Asn
Ser
Leu
Leu
375
Gln
lle
Val
Ser
Cys

455
Asn

Asp
Pro
200
Phe
Pro
Asp
Glu
1le
280
Tyr
Arg
Tyr
Ser
Glu
360
Asp
Lys
Tyr
Cys
Phe
440

Thr

Gly

Met
185
Phe
Arg
Glu
lle
Ser
265
Met
Thr
Leu
Ser
Leu
345
Glu
Ser
Thr
Gln
Gln
425
Ser

Cys

Asp

49

170
Arg

Ser
Asn
Gly
Gly
250
Ala
Ser
Gln
Leu
Tyr
330
Gly
Ala
Pro
Arg
Val
410
Leu
Asp

Glu

Phe

Pro

Phe

Gly
235
Trp
Phe
Arg

Tyr

Ala
315

Ser

Val

Phe

Arg

Thr

395

Gln

Pro

Gly

Leu

Val
475

Glu

Lys

Leu

220

Phe

Arg

His

Asn

Arg

300

Tyr

Leu

Asn

Gly

380

Gly

Leu

Glu

Leu

Gln

460
Cys

Lys

Asn

205

Gln

Asp

Pro

Tyr

Asp

285

Thr

His

Tyr

Gln

365

Leu

Ser

Asp

Lys
445

Gly

Leu
190
Val
Gly
Ala
Asp
Glu
270
Glu
Gln
Asn
Glu
Glu
350
lle
Arg
Phe
Ala
Gln
430
Met

Glu

Gln

175
Lys

1le
Glu
1le
Ser
255
Ala
Arg
Asp
1le
Lys
335
Asp
Arg
Thr
His
Leu
415
Lys
Asp

Val

Cys

Glu

Ser

Leu
240
Thr

Cys
Tyr
1le
320
Leu
Ser
Ser
Glu
lle
400
Glu
Gly
Ala

Arg

Val
480
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Cys Ser Glu

Leu
Ser
Gly
Arg
545
Gln
Leu
Arg
Tyr
Leu
625
Gly
Met
Phe
Asp
Asp
705
Leu
Ala
His
Met

Lys

Ser
Gly
Arg
530
Thr

Cys

Ser

Thr

610

Cys

Glu

Val

Arg

690

Cys

Leu

Met

Ala
770
Gly

Asp
Arg
515
Tyr
Ser
Val
Asn
His
595

Asp

Glu

Asp
Asp
675
Ala
Pro
Pro
Cys
Val
755

Ser

Arg

Gly

1le

500

Gly

Glu

Gly

Cys

Ala

580

Thr

Asp

Glu
660
Glu
Pro
Pro
Leu
Lys
740
Gly

Asp

Asp

Trp
485
Gln
Glu
Gly
Phe
Glu
565
Thr
Glu
lle
Leu
Gly
645
Leu
Asp
Gly
Gly
Leu
725
Ala
Phe
His

Val

Ser
Pro
Cys
Gln
Leu
550

Pro

Cys

Cys

Arg

630

Lys

Asp

Pro

Ser

710
Ala

Lys

Leu

Val

Gly

Gln

Phe

535

Gly

lle

Gly

Glu

615

Ser

Thr

Arg

Asp

Asn

695

Phe

Leu

Leu

Glu

Asp

775
Arg

Gln
Leu
Cys
520
Cys
Asn
Trp
Asp
Arg
600

lle

Cys

Ala
Cys
680
Ser
Trp
Leu
Ala
Asp
760

Thr

Trp

Thr

505

Gly

Glu

Thr

Ser

585

Asn

Val

Glu

Glu

665

Thr

Thr

Trp

Leu

Leu

745

His

Pro

Lys

50

Cys
490
Glu
His
Tyr
Arg
Gly
570
Asn
His
Tyr
Gln
Glu
650
Glu
Tyr
Val
Leu
Leu
730
Leu
Tyr

Met

Val

Asn

Cys

Asp

555

Pro

Gly

Ser

Cys

635

Val

Ser

Leu

lle

715

Leu

Pro

Met

Leu

Thr

Cys
Glu
Val
Asn
540
Arg
Ser
Gly
His
Ala
620
Gln
Asn
Val
Tyr
Val
700
Pro
Cys
Cys
Leu
Arg

780
Asn

Ser
Asp
Cys

525
Phe

Cys
lle
Gln
605
lle
Ala
Phe
Val
Thr
685
His
Leu
Trp
Cys
Arg
765

Ser

Asn

Thr

510

Tyr

Gln

Ser

Asp

Cys

590

Gln

His

Trp

Lys

Arg

670
Met

Leu
Lys
Asn
750
Glu

Gly

Met

Gly
495
Pro
Gly
Cys
Met
Cys
575
Asn
Ser
Pro
Gly
Val
655
Cys
Glu
Lys
Leu
Tyr
735
Arg
Asn

Asn

Gln

Ser

Cys

Glu

Pro

Gly

560

Pro

Gly

Leu

Gly

Thr

640

Lys

Ser

Gly

Lys

Leu

720

Cys

Gly

Leu

Leu

Arg



CN 107525919 A

F 3

23

39/44 T

785
Pro Gly Phe

Pro Tyr Gly

Leu Lys Pro
835
Glu Asn Leu
850
Gln GIn Thr
865
His Thr 1le

Ala Leu Leu

Asp Leu Lys
915
Ala Arg Gly
930
Arg Val Pro
945
Leu Val Glu

Arg Leu Val

Ser Phe Glu
995
Arg lle Pro
1010
Ser Tyr Arg
1025
Pro Val Glu

Leu Gln Val

Ala

Leu

820

Asn

Lys

Val

Lys

900

Val

Met

Leu

Ala

Asn

980

Gln

Val

Thr

Gly

Thr
805
Ser
Thr
Glu
Phe
Asp
885
Leu
Ala
Val
Phe
lle
965
1le
Pro
11le

Gln

Glu

1045

790
His Ala Ala Ser

Leu Arg Leu Ala
825

Arg Glu Cys Ala

840
Val Tyr Arg Gln
855

Arg Gln Gln Pro

870

Thr Val Leu Met

Thr Glu Lys Gln
905

Pro Gly Tyr Tyr

920
Glu Phe GIn Glu
935

lle Arg Pro Glu

950

Asp Val Pro Ala

Thr 1le 1lle Lys
985

Glu Phe Ser Val

1000
Arg Arg Val Leu
1015

Asp Gly Thr Ala

1030

Leu Leu Phe Gln

lle
810
Arg
Gln
lle
Asn
Ala
890
Val
Thr
Gly
Asp
Gly
970
Glu
Ser
Asp

Gln

Pro

1050

795
Asn Pro Thr Glu

Leu Cys Thr Glu
830

Leu Arg Gln Glu

845
Ser Gly Val His
860

Ala Gly Lys Lys

875

Pro Arg Ser Ala

Glu Gln Arg Ala
910

Leu Thr Ala Asp

925
Val Glu Leu Val
940

Asp Asp Glu Lys

955

Thr Ala Thr Leu

Gln Ala Arg Asp
990

Arg Gly Asp Gln

1005
Gly Gly Lys Ser
1020

Gly Asn Arg Asp

1035

Gly Glu Ala Trp

Leu
815
Asn
Val
Lys
Gln
Lys
895
Phe
Gln
Asp
Gln
Gly
975
Val
Val
Gln

Tyr

Lys

1055

800
Val

Leu

Glu

Leu

Asp

880

Pro

His

Asp

Val

Leu

960

Arg

Val

Ala

Val

lle

1040
Glu

Lys Leu Leu Glu Leu Gln Glu Val Asp Ser Leu Leu Arg

1060

1065

1070

Gly Arg Gln Val Arg Arg Phe His Val Gln Leu Ser Asn Pro Lys Phe

1075

1080

1085

Gly Ala His Leu Gly Gln Pro His Ser Thr Thr 1lle 1le lle Arg Asp

1090

1095

51

1100
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Pro Asp Glu Leu Asp Arg Ser Phe Thr Ser Gln Met Leu Ser Ser Gln
1105 1110 1115 1120
Pro Pro Pro His Gly Asp Leu Gly Ala Pro Gln Asn Pro Asn Ala Lys
1125 1130 1135
Ala Ala Gly Ser Arg Lys lle His Phe Asn Trp Leu Pro Pro Ser Gly
1140 1145 1150
Lys Pro Met Gly Tyr Arg Val Lys Tyr Trp lle Gln Gly Asp Ser Glu
1155 1160 1165
Ser Glu Ala His Leu Leu Asp Ser Lys Val Pro Ser Val Glu Leu Thr
1170 1175 1180
Asn Leu Tyr Pro Tyr Cys Asp Tyr Glu Met Lys Val Cys Ala Tyr Gly
1185 1190 1195 1200
Ala Gln Gly Glu Gly Pro Tyr Ser Ser Leu Val Ser Cys Arg Thr His
1205 1210 1215
Gln Glu Val Pro Ser Glu Pro Gly Arg Leu Ala Phe Asn Val Val Ser
1220 1225 1230
Ser Thr Val Thr Gln Leu Ser Trp Ala Glu Pro Ala Glu Thr Asn Gly
1235 1240 1245
Glu 1le Thr Ala Tyr Glu Val Cys Tyr Gly Leu Val Asn Asp Asp Asn
1250 1255 1260
Arg Pro lle Gly Pro Met Lys Lys Val Leu Val Asp Asn Pro Lys Asn
1265 1270 1275 1280
Arg Met Leu Leu lle Glu Asn Leu Arg Glu Ser Gln Pro Tyr Arg Tyr
1285 1290 1295
Thr Val Lys Ala Arg Asn Gly Ala Gly Trp Gly Pro Glu Arg Glu Ala
1300 1305 1310
1le 1le Asn Leu Ala Thr Gln Pro Lys Arg Pro Met Ser lle Pro lle
1315 1320 1325
11le Pro Asp 1le Pro 1le Val Asp Ala Gln Ser Gly Glu Asp Tyr Asp
1330 1335 1340
Ser Phe Leu Met Tyr Ser Asp Asp Val Leu Arg Ser Pro Ser Gly Ser
1345 1350 1355 1360
Gln Arg Pro Ser Val Ser Asp Asp Thr Gly Cys Gly Trp Lys Phe Glu
1365 1370 1375
Pro Leu Leu Gly Glu Glu Leu Asp Leu Arg Arg Val Thr Trp Arg Leu
1380 1385 1390
Pro Pro Glu Leu 1le Pro Arg Leu Ser Ala Ser Ser Gly Arg Ser Ser
1395 1400 1405
Asp Ala Glu Ala Pro His Gly Pro Pro Asp Asp Gly Gly Ala Gly Gly

52
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1410 1415 1420
Lys Gly Gly Ser Leu Pro Arg Ser Ala Thr Pro Gly Pro Pro Gly Glu
1425 1430 1435 1440
His Leu Val Asn Gly Arg Met Asp Phe Ala Phe Pro Gly Ser Thr Asn
1445 1450 1455
Ser Leu His Arg Met Thr Thr Thr Ser Ala Ala Ala Tyr Gly Thr His
1460 1465 1470
Leu Ser Pro His Val Pro His Arg Val Leu Ser Thr Ser Ser Thr Leu
1475 1480 1485
Thr Arg Asp Tyr Asn Ser Leu Thr Arg Ser Glu His Ser His Ser Thr
1490 1495 1500
Thr Leu Pro Arg Asp Tyr Ser Thr Leu Thr Ser Val Ser Ser His Asp
1505 1510 1515 1520
Ser Arg Leu Thr Ala Gly Val Pro Asp Thr Pro Thr Arg Leu Val Phe
1525 1530 1535
Ser Ala Leu Gly Pro Thr Ser Leu Arg Val Ser Trp Gln Glu Pro Arg
1540 1545 1550
Cys Glu Arg Pro Leu Gln Gly Tyr Ser Val Glu Tyr Gln Leu Leu Asn
1555 1560 1565
Gly Gly Glu Leu His Arg Leu Asn lle Pro Asn Pro Ala Gln Thr Ser
1570 1575 1580
Val Val Val Glu Asp Leu Leu Pro Asn His Ser Tyr Val Phe Arg Val
1585 1590 1595 1600
Arg Ala Gln Ser Gln Glu Gly Trp Gly Arg Glu Arg Glu Gly Val 1lle
1605 1610 1615
Thr 1le Glu Ser Gln Val His Pro Gln Ser Pro Leu Cys Pro Leu Pro
1620 1625 1630
Gly Ser Ala Phe Thr Leu Ser Thr Pro Ser Ala Pro Gly Pro Leu Val
1635 1640 1645
Phe Thr Ala Leu Ser Pro Asp Ser Leu Gln Leu Ser Trp Glu Arg Pro
1650 1655 1660
Arg Arg Pro Asn Gly Asp lle Val Gly Tyr Leu Val Thr Cys Glu Met
1665 1670 1675 1680
Ala Gln Gly Gly Gly Pro Ala Thr Ala Phe Arg Val Asp Gly Asp Ser
1685 1690 1695
Pro Glu Ser Arg Leu Thr Val Pro Gly Leu Ser Glu Asn Val Pro Tyr
1700 1705 1710
Lys Phe Lys Val Gln Ala Arg Thr Thr Glu Gly Phe Gly Pro Glu Arg
1715 1720 1725
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Glu Gly 1le 1le Thr 1le Glu Ser Gln Asp Gly Gly Pro Phe Pro Gln
1730 1735 1740
Leu Gly Ser Arg Ala Gly Leu Phe Gln His Pro Leu Gln Ser Glu Tyr
1745 1750 1755 1760
Ser Ser lle Thr Thr Thr His Thr Ser Ala Thr Glu Pro Phe Leu Val
1765 1770 1775
Asp Gly Pro Thr Leu Gly Ala Gln His Leu Glu Ala Gly Gly Leu Glu
1780 1785 1790
His His His His His His His His
1795 1800
<210> 18
211> 787
<212> PRT
213> AL
<220>
<223> SEQ 1D NO 18 BP230-g—C-His
<400> 18
Met Asp Cys Thr Phe Lys Pro Asp Phe Glu Met Thr Val Lys Glu Cys
1 5 10 15
Gln His Ser Gly Glu Leu Ser Ser Arg Asn Thr Gly His Leu His Pro
20 25 30
Thr Pro Arg Ser Pro Leu Leu Arg Trp Thr Gln Glu Pro Gln Pro Leu
35 40 45
Glu Glu Lys Trp Gln His Arg Val Val Glu Gln lle Pro Lys Glu Val
50 55 60
Gln Phe Gln Pro Pro Gly Ala Pro Leu Glu Lys Glu Lys Ser Gln Gln
65 70 75 80
Cys Tyr Ser Glu Tyr Phe Ser Gln Thr Ser Thr Glu Leu Gln lle Thr
85 90 95
Phe Asp Glu Thr Asn Pro lle Thr Arg Leu Ser Glu lle Glu Lys lle
100 105 110
Arg Asp Gln Ala Leu Asn Asn Ser Arg Pro Pro Val Arg Tyr Gln Asp
115 120 125
Asn Ala Cys Glu Met Glu Leu Val Lys Val Leu Thr Pro Leu Glu 1le
130 135 140
Ala Lys Asn Lys Gln Tyr Asp Met His Thr Glu Val Thr Thr Leu Lys
145 150 155 160
Gln Glu Lys Asn Pro Val Pro Ser Ala Glu Glu Trp Met Leu Glu Gly
165 170 175
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Cys
Leu
Val
Ala
225
Gln
Asn
Ser
1le
Gly
305
Ala
Glu
Ser
Lys
Val
385
Leu
Arg
Leu
Pro
Arg

465
Glu

Arg
Glu
Arg
210
Arg
Leu
Lys
Thr
Asp
290
Phe
Val
Ala
Val
His
370
Arg
Asn
Val
Leu
Phe
450

lle

Ala

Ala
Pro
195
Asp
Gln
Arg
Phe
Lys
275
Lys
1le
Leu
Glu
Phe
355
1le
Gly
Asn
Phe
Arg
435
Gly

Ser

Phe

Ser
180
Glu
Asp
Leu
Leu
Leu
260
Glu
Met
1le
Lys
Lys
340
Gln
Leu
1le
Ala
Pro
420
Met
Glu

Val

Gln

Gly

Thr

Glu

Val

Gly

245

Thr

Lys

Val

Asp

Gly

325

Ala

Ala

Glu

Arg

1le

405

Asn

Cys

Arg

Val

Arg

Gly
Phe
Phe
Glu
230
Leu
Lys
lle
Ala
Pro
310
Val
Ala
Met
Ala
Val
390
Leu
Pro
Val
Asn
Asp

470
Asn

Leu

Gln

Lys

215
Ala

Ala
Ser
Leu
295
lle
Val
Val
Glu
Gln
375
Pro
Gln
Asn
Phe
1le
455

Thr

Leu

Lys
Asn
200
Phe
Lys
Thr
Thr
Phe
280
Ala
Ser
Asp
Gly
Asn
360
lle
Pro
Phe
Asn
Asp
440
Ser

Lys

1le

Lys
185
Phe
Gln
Leu
Val
Ser
265
Ala
Phe
Gly
Pro
Tyr
345
Arg
Ala
Glu
Leu
Lys
425
Val
Asn

Thr

Glu

55

Gly

Asp

Gly

Leu

Glu

250

lle

Ser

Leu

Gln

Glu

330

Ser

Met

Ser

lle

His

410

Gln

Glu

Leu

Gly

Lys

Asp

Leu
Asp
235
Glu
Ala
Ala
Glu
Thr
315
Phe
Tyr
Leu
Gly
Ala
395
Glu
Ala
Ser
Asn
Ser

475
Ser

Phe
Asp
Arg
220
Met
Val
Gly
Ala
Ala
300
Tyr
Arg
Ser
Asp
Gly
380
Leu
Pro
Leu
Gln
Val
460

Glu

11le

Leu
His
205
His
Arg
Gln
Leu
Glu
285
Gln
Ser
lle
Ser
Arg
365
Val
Gln
Ser
Tyr
Cys
445
Lys

Leu

Tyr

Lys
190
Ala
Thr

Thr

Tyr

270

Arg

Ala

Val

Arg

350

Gln

lle

Gln

Ser

Tyr

430

Phe

Lys

Thr

Leu

Lys

Cys

Val

1le

Thr

255

Leu

1le

Ala

Glu

Leu

335

Thr

Lys

Asp

Asn
415
Ser
Leu
Thr

Val

Glu

Gly
Ser
Thr
Glu
240
Leu
Glu
1le
Thr
Asp
320
Leu
Leu
Gly
Pro
Leu
400
Thr
Glu
Phe
His
Tyr

480

Leu
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Ser Gly Gln

Gly
Asn
Lys
545
Leu
Gly
Ser
Ala
Tyr
625
Ala
Pro
lle
Thr
Glu
705
Lys
Arg
His
11le

His
785

His
1le
530
Lys
Leu
Tyr
Arg
Gln
610
Arg
Gln
1le
1le
Gly
690
Ala
Asp
Lys
Thr
Ser

770
His

Ser
515
Asn
Tyr
Ser
Trp
Arg
595
Val
Val
Gln
Thr
Asn
675
Gly
Leu
Gln
Leu
Gly
755

Ser

His

Gln

500

Ser

Glu

Gln

Arg

Leu

580

Asn

Ser

Ala

Leu

Asn

660

Leu

Gln

Lys

Thr

740

Leu

Leu

485
Tyr

His

Ala

Glu

Leu

565

Thr

Leu

Thr

Glu

Arg

645

Lys

Glu

11le

Val

Ser

725

Tyr

Lys

Tyr

Gln
Met
1le
Gly
550
Val
Ala
Val
Gly
Ala
630
Gln
Met
Met
Glu
Gly
710
Tyr
Lys

Leu

Tyr

Trp
Leu
Glu
535
Leu
Pro
Ser
Asp
Gly
615
Leu
Cys
Met
Gly
Pro
695
lle
Val
Glu

Leu

Ser
775

Lys
Thr
520
Gln
lle
Lys
Gly
Arg
600
lle
His
Glu
Ser
lle
680
Gln
lle
Arg
Ala
Glu

760
Ser

Glu
505
Asp
Gly
Thr
Lys
Glu
585
lle
lle
Arg
Leu
Val
665
Arg
Val
Asp
Asn
Leu
745

Val

Leu

56

490
Ala

Thr

Thr

Leu

Asp

570

Arg

Thr

Asp

Gly

Val

650
Val

His
Val
11le
730
Glu

Ser

Leu

Met

Lys

lle

Thr

555

Leu

lle

Ala

Pro

Leu

635

lle

Glu

Leu

Ser

Leu

715

11le

Lys

Glu

Glu

Phe

Thr

Asp

540

Glu

His

Ser

Leu

Leu

620

Val

Thr

Ala

Glu

Arg

700

lle

Cys

Ala

Pro

His
780

Phe

Gly

525

Leu

Ser

Val

Arg

605

Thr

Asp

Gly

Val

Phe

685

Leu

Ala

Pro

Asp

Leu

765
His

Glu
510
Leu
Ala
Ala
Pro
Leu
590
Cys
Gly
Glu
lle
Asn
670
Gln
Ser
Thr
Gln
Phe
750

Met

His

495

Ser
His
Leu
Asp
Val
575
Lys
Leu
Lys
Gly
Gly
655
Ala
Tyr
11e
Lys
Thr
735
Asp

Thr

His

Tyr
Phe
Val
Ser
560
Ala
Ala
Glu
Lys
Phe
640
His
Asn
Leu
Glu
Leu
720
Lys
Phe

Gly

His
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