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L — R NI S2 308K 1 45 & B HEL-61, JURFIEDE T, & A FAIR P41 2 A
BRIy AN SR 91 2 (R EE R A 2t — A B LA R R RS B S R s i B A AT
55 2 [ TR SR RS TR 41) 2 R AR 8 A BORE I AL 52 07 R & i B
i

2. — P AL SR IAKE 7454 A HEL-61 FIgmigIEl, &2 T FRFIZ —

FPAVE A 1 IR HIRPA

SRR 1 BRE R DNA P20 BT 90% UL L RIS, H4mAdH 1] Zheg 8 (A 1 DNA
FP3

3. SAPRER 2 Prid 2k R B % R IB H AR

4. EABONER 2 ik FE D R0 3

B FTXIBURIEESR 1 ik 8 1 5 il 46 1) 25 R oR LK LIz Bt i o i s o3 it o

6. EFXTRURIER 1 prid i (AR R AL & V), Brid A & & AR T IR ) &=
FE IR P9 A s i, LA R 252 BT IR iAo

7. WRIEBCRER 1 Pk i) 8 AAEA B ARSI M A

8. MRIEBAER 1 Prik it & ALEA T AR P I

9. MRIEBMELR 2 il IR DR AE T BT IR 2 250 b IR R

10. ARIEBCRESR | Pk i) 8 e 2 B it A s I
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AEMERIEBFEESER HEL-61 RERBERSNH

F AR G
[0001] AR H)E T AR B4, B, A % 53— R 9 A E I 2%k
KEFEEGEO HEL-61 A& gt 5 M H

BEHEA

[0002] AN HH-20 NS IR A J T I 5 7 1 P08 () 1) R - — 7 T, Bk ON 7R SR AR, T A
2050 FHFIE R 9014 3 55— J7 i, Ptk A BAEH WA, KA 15% IR IGHFAEEARNT W@, K
EEFEAERE MR FAERIT 10 FERET, BRI AR IEE FK 0] 18 30%, L R R4 S —
oo HHEFR T AEZH LTI, PG BT TS G A 7 92 0 5% B0 IR R 0 15 I, ANt 20, AN ERER
FSE A AN 0T P g R0 I I A998 PR 5 = R o (B R PEARN T T R 5 1R AL SN = 2 FL 1) L 8 B
P, LA G 55 PR AR B A R i Ut e 2218, B B9k e T e 2Rt b1 AEYAE 2 e
Wr 5167 A EIERA BT HT R KB EASARE B RS RS, T 2 b Al ol s 22 L
SRS R ARG AR, AMUFEDR T 5 ST RET R] 5 %8 4, 1 HAFAEIR 2 52w {g i
FYETER 2, 5 T IEH AT IR PRGN KRR & BB G AR & . AR ESH
SR T UTE RS Al I £ 55 14

[0003] A5 A OV SR IE B T EURFE S FI IR BE AL, i N R R 5 A A7 ™
e RSN O CE I 60 42, 3 T F ALV, A B B IR AT B S 1 B KN A A
15-16 14 H BTA[ it NS IE R ke 245 i IR A PR, B “ R 224 T 107 (BRI AH 22 55
6o R B2 Sl SR B E A B S, DA AN [ EE VAN [ 2 Ik i 2
H 25 AL BRI Aok B AN BEA T B AR R RS .

[0004]  Pff=2 @ AE T A E B, BRSNS T 75 Bl 5 2 RO BE A T
M A Ge3R1F 1230 52k B AN i e 1E R R 8 LB IS5 24 Dhee. B =2 KRAH
200 RFH T UAE A SR TAHEAER, 5K 7 il 72, (B AN IR 288 G i D ge s B
o 5T VR DG ) B 52 2R I E SO A B TS 53 M AR A R A A T, O AN
BIE RIS WIRIIR YT LA BT RO Bk 2 25 B AL 0 1 23 BEAR » [R5 0] BT PR S2ER 1T 1 55
P e 2 R T 1 SELBR R SR

XAAE

[0005] A WIS — A H K2R B 1 AR S2RAKG 75 4 811 HEL-61,

[0006]  —Fi NI SEIENE ¥ 4545 81 HEL-61, ‘& RA PR D P4 2 5L P41 B
R 2 R SR e o) 2ot — A U LA R R IR S HO U SRR slids i R 5 7471
2 RSB IE P FIAR RS TR H e A1) 2 AT AR ER e Ik

[0007] AR BN PN 520 WA 8 A w44 0 HEL-61, H1 194 DAL IR IR . HEL-61 21
FAAER 1A NBERAALAL A, 3 A N= A DU LR AL AL /A 11 A BRERALAL 5, BLFE 1A cAMP,
COMP A ) 8 BB IR AL AL 5, 4 NI SR 10 1T BRRIR A A LK 6 AN 8 1 3588 C
BRAAL A, | A B R IR BB R AL AL Ao
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[0008] AU BHIIEE — A H 23 gntd NS 23R 1A 8 A HEL-61 2. &R~ A
HIRTINZ — -

[0009]  J54FH B 1 [ DNA JE51), GenBank M5y :EUT94628 ;

[0010]  #whd)FEA) 2+ SEQ 1D No. 2 F AL LT %

[o011]  S/@HIRPFA) 1 BRI DNA JEA)HA 90 % DL [FEYE, H4mhdAH R DhRe s E )i
f¥) DNA 747

[0012]  JEH)Z K SEQID No. 1,4>K: cDNA FEFI A 2266bp, E47 TN 9 Stk |, 4l
194 PNRAFERR, b E5 4 HEL-61, &A% 50K, H P B 524 4 585bp, A — A58 #E 1 1205
HE o

[0013] AR BHIISE = J5 1, 34t T R A ZE R TREH R il 4 A N RS2 RIER 7455 5E
H HEL-61 351 2 Ik 77, CHE S Ll 2RI A BER, DL R B AR AL 85
SfE E4 .

[0014] AR BHIEEIY 5, 4245 T 5 Bk AR SR IAKE 7 454 8 1 HEL-61 Fr i 45
AU, DRI R IR T B S2 D Re 5 B B AN B RE 4 Bh i

[0015] AN J B 56 T 5 0, #8458 TR DA AR th 2 AP N R SR IEKE 745 E B
HEL-61 [f1 7775, ©AHE R IRE 5 5 20 W B 1 R S PE DU AE — e 45 R SR F/E A, W
SRR IR E &Y, A HURPURE S St~ e i R

[0016] AU BHIIAE 7577 1, 3@ 1A A B a A g b e ) I i o B AR R B a ]
AR A WA B AE 1) 5 48 10 BUE A e F TR T AN EIE, BUE 8 T &8 Y ik
ZZP R Sy 1, BORE T (R 3 NP SRR 1A RS+ 55 & BR 1 HEL-61 35 PRI, B
T e 0 )N SIS B 5B 2R A RS 145 A 82 1 HEL-6 1 3 P A5 ), sl A 1 ke S it
Y TE . MR MK 2K T 45 4 & 1 HEL-61 (14005 3 51 sl 5L B B, W 3T 2 |4 skt
T PCR BMZBR A4AT, B F T2 FE RS o AR R AT T 2iaL 64, I E A
RO YR LAY s FH T AR 7 RioRT B I ik A= g Jek s DL R I8 S 508 1 25400 o

[0017]  AREHRIE LW, 184t T —FMA G, b A6 W e & ARk HTR &N .
A RITH) ) s e, DL R 2% ERT B a4

[0018] AR B (I REME 7E B 2 N RE R R IE, B 7 TR 7 R b B IX B, (R el e 5
FEON N I8 3 2R K. BB — PR AR B8 B 2 ik, W] DAL AT e AT b iR AR
H 5 A B FeA L s T LR B9 TE 4R R 3R 500

B3 =115 AR

[0019] 1. HEL-61 £t FI/E MG b1 S5 58 e AL

[0020]  ZI(A%5O0 Bonks 1% 4 .58 s HEL-61 S AERS 1 LIRERL 5
[0021] A 41 :PHMEXTIR, A3 BoR HEL-75 2 A4 & TR 7+ (XECAE) |
[0022] B4 :[FHHEXTHE.

[0023]  C 41 :HEL-61 2 (45247, C3. f7s HEL-61 &% (45 A 70k TR Br X I
[0024]  LEAIR :5mm.

[0025] ¥ 2HEL-61 LRI 2R K ik Kl

[0026] 1 Pff=2sk 2 PHSEfR 3 P2 4 S2AL 506 IF 7T IR 8 B 9 F 10 BMHEXT MY

4
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[0027] & 3. HEL-61 & (A 7E My 2 R 151 western blot 455

[0028] M :Marker ;1 : [N RE, HEL-75 8 [ ;2 : [ PR, /N RIS 3 :HEL-61 & [
[0020] A% B EE EELHE T I £ 11 22 KIS EL A AH [R] SSOREABL I AR A0 2k B DD BE 1 AR S
T, XA IR AHE (HIFART) A T RAFZEANAER TG AT GEFE R
1-50 4>, B A 1-30 A, FAEHD 1-20 4, SR 1-10 4 ) ZERIH R AT, 7
Gh, Frids e skddm N () Wl RALE C Ruifl / 8k N R CEEA 20 ANLLA, Bk
A 10 ANCAPY, BEAEHEA 5 AN DL B S R RR SR A B N ) , 7E AR, Atk REAH T BSORE AL
QAR IAT BRI, 8 A S SUR E B R 1 D RE, 42 4 Dh R A AL EU R 1 AR ~1 M B e 2
AU TR N5 A% B AR B EER % - HER 6 N
W) Az R (V) ezl (L) rsezdlg (D 55 ANz R F) Bz () Oz o)
T FREAR O CERRERR © ik R R BER K AR W) R KA
A O) KA Q) o HIN EABE LR T & A BERTEY, &2 % Bakiir A
WA T BT A5 B SR VRS TE

[0030] A% BH (A% 8 5 51 18 3 1 UL PCR 47 B8y 4B T4 i 7 V3545 .
T PCR 435, AIARYE A% % B BT 23 A AL 1P IR 7 915 G G2 T I D) 1524 7 1) >R v o 5
V), AR AR N S IR 55 R 77 922 ) 4% 16) <DNA SCEEAE A AR, 37 14 T A5 28741 o
T e L v B N, R ON AN, AR S 0 Ik 0 T v IS B e R4l iy AR
G KT

[0031] A< B A, A0 ARSI B A N B3 00 0400 L7 V20 A 2 s A R BH 1) 28 (1 I A% 7
B 7 A4 N B R, X 28 77 VA FE A R RS 41 DNA BoR, (AN B H RS

[0032]  FR &R n] H 4 Ah Bl Ll 2 ) R A% R FLAZ 40 ., LIS L BB R 1A Pl B (1) AR
R ER T, 1 40 M mT DU SRR 41 B, Qi B 40 e, BSOS R AN MY, G RE 4 s Bl
R EAZ AN, 0 B R A . n] R AL G T B R E IR TR T B ER S LR
B S  BEL RN S %

[0033] A% BH ()R 70 40 i p e, T SR 5, ] R P EC A B ) A 2 VR R E At e e i
TG B ANAAL R T, TR T 1 AU AR N R T I o 3K 28 5 v 49 A
FEEATRT M Z AR E I E A DUEFAEEE (R 775 ) V0B IE R R
TR BB Lo o JE AT IR B S AT B AR T S RGBT E T AL SR SRR
MR T4

[0034]  AS B A FE 0 Er 1 B B HA R e 1 I 22 S LA B v FE LA, Ie RS A
A e PR PUA v BEsk S PUE, i A BPTIARES S e R IR B Rk BN B R 43
HOE7IRENS

[0035] A% BH R HTAR AT LG G AT A B AR N 5 AR 25 PR R IR AT i) 2% o 49 B 2 e
P alib (2R R = sl L A BURMER B, Wi T3l LA 3 2 s bk =4,
AR ARPUARE AT DR B g BEPUAR. R H g BRI RT LURH 2438 R R AR il 4%

[0036] & B N @ ik W se ik — 0 RO, s A e A TR RSP B E (D,
RT-PCR &5 R B/ iZ SR LR 52 20 IR P 20 Rk, (AR S B KRB 2B
(E2) o KHALEKIGATHE P EL T NHEL-61 A, HH AN, 38 T HE2HE. &
BN H Western blot 7E M SRR E]—2% 21KD Zofi 1 (Kl 3) o
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[0037] AU BH K 25416 P HR IR 25 il B2 ) J8e o5 BRI 2, 308 5 R R 25 0 AL -6 0 il e nT v
| I e U s SR 2 B A I 1) 0 s 1 1| B L (WA 5 s RN = A N TSR
T2, M B AL A6 7R 25 5% E T s 3R I e b, ARk B B 25 4060 mT vl s DR 4
AR RN RS PR EUR BUR IR 45 25 77 SRR = 0 08 i N 71 0 ) E AT It H
M T PR 2R, Ak B ) AR ] DL A 25 3L R

[0038] [l 4 HLAR S, 13F— 2 R A e B, N B 6 S A S T BH AR S BH T AS
FH T BRAAS & B Ta ] BRAE S5 A R, A% B SE i K H o A2 2 A e B4
DNA FI P2 2 IR R AR, 3 26 5 i AU AR N 53 I ) o IR B8 ARAE T 1 SCHk A 58
AR B0 Sambrook (4r T rulESEER TR EI) 5 AR (1989) s (DNA SEFEN S [ FIEE 11 2%
(D. N. Glover %4k, 1985) ; (AL H RS R (M. J. Gait 44k, 1984) ; (B 4AT) (B. D. Hames
F1Se Jo Higgins guf. 1984) ; (ER A4l ; JRBEAISLBN S 2 it (Spring—Verlag,N. Y. ),
AR (SEB6 50 28 24 T I-IV 4% (D. C. Weir Al C. C. Blackwell Zi%E 1986) i, nJ LI ik
VA R PR R U B AT

BRAEHEA R

[0039]  SEjtifh] 1. SR AHZED TREH AR 2 AR SR IR H HEL-61

[0040]  EEPRI ve [ K741 3 i

[0041] X A% 552 56 =5 A4 JE (%) N BfF 52 eDNA ST P8 F AT X RILABT I ) 0 1k, 3 B3R 18 e 91 b
% (BST), M Al Unigene % #5 e HEAT WL 1 30 &, 3K 43 A HEL-61 4= < cDNA. 1 /] Expasy
Translate tool (http://us. expasy. orghttp://us. expasy. org), InterProScan (http://
www. ebi.ac.uk/Tools/http://www. ebi.ac.uk/Tools/) Fl Protein #{
roteinblast (http://www. ncbi.nlm. nih. gov/BLAST/http://www.ncbi.nlm.nih. gov/
BLAST/) Z& ¥l HEL-61 Ik 74 S 2 Thie. SignalP (http://www. cbs. dtu. dkhttp://www.
chs. dtu. dk) , PSORTTT 11 WoLFPSORT (http://psort. nibb. ac. jp) 23 {44 M P i% & A
I ZE 5k XN B 47 - ProfileScan (http://myhits. isb—sib. ch/cgi-bin/PFSCANhttp://
myhits. ish-sib. ch/cgi-bin/PFSCAN) Tl N st KAk R AL AT 5

[0042]  R[FRATFHI A HEL-61 42K cDNA, iR ¥ AE415 I57 BN HEL—6 1 45X, Bevh— X5 5+
514 :F01 :5” “TTGGTACCGACGACGACGACAAG GAAGAGAAGCTGAAGAAAACC-3’,F02 :5” —-GCGGCGAA
TTCCTTTAGGGCGTCCAG-3" , = I ilff 514y P i 7 ) 5 | 23k PR A 11 A DTS 45 Kpn T AT EcoRT. 514
H B A TAY) TR ARRE AR AT A B DAASZE S B SE cDNA SCRE A AR,
PCR Y14 HEL-61 JE[KH Jy Bt PCR R N 454 :94°C TIAZME 10min, (94°C,40s 555°C, 45s ;70°C,
30s) 30 MEH, T0°CLEM 10min, 4 CIRAF. SVEEHE, 1. 0% S IR B GE I v VKA I I F 43 B8
[ B ) B N e B AR pMD-18T Al AT 7 2558

[0043]  EE4] HEL-61 &5 131k K4tk

[0044] I3 %552 5 HEL-61 ZE[RIEE Kpnl Fl EcoRT 47 55 5 22 R IA AR pET-32b (+) H,
L5 Bl B AR D A — 3, B4R IAEAA pET32b (+) -HEL-61 #% A\ E. coli BL21 (DE3) /&
AN, F AR PCR G e PH % v, TREBRRAE 1mM IPTG, 32°C 4541 N3 4h Ji5, N i
WA His—tag MEAE DML " WERSENENTE" A EAHEL-61 & AT 75 B aifl . ]
ML, 7 BB RENT T A E A Trx-HEL-61 Fi 5 H. RGaaEAHEH

6
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i R, BB EGAR A . s Ja, I SRR [RIfe 4 HEL-61 S5 . 4k
Ja M EH R A Bradford (Bradford 1976) VAT & &, 285 VA R TIHAT R AT

[0045]  SEjiifsl] 2. H1 HEL-61 £ oL iag il &

[o046]  FHEELZH HEL-61 £ [ % BALB/C /N il & ZHi. il i HE RT3 | RiE
B 50 n g EARH 5 ERSCEME AL (CFA) o« RG0S 15,30 F1 45 RiFhf 250 g A
A B A TSR AT (TFA) nag ez, 25 60 RAMIRBREM, 43 & 95 f5 H ELASA
Fl western blot 73 MrHU AR RN FIdF 1. ELISA 23 R BTk ) 1 ¢ 10000,
Westernblot S B 20 8 M B S2 3 P BRI R AR HEL-61 B R AT R AP
[0047]  SEZjiifs] 3. A HEL-61mRNA ZHZ3 %153 A 57

[0048] K T s HEL-61 [{] R kK5 5X, K FH 2F 5 & RT-PCR 43 # HEL-61 JE [R 7 A B 52
SKVIRL R, SR, O, B, B W, S, B EAR R R IEZESS . H TRIzol (Tiangen, Beijing,
China) fili#% 4 RNA, Lug &2 RNA FH 20UAMV 15 4% %8 (Promega) F1 0. 3ugoligod,18 (Promega)
S FE L cDNA. AR5, 2ul & R cDNA ) FH S5 R S 5 [0 3647 PCR 3714, 20ul RN AKZR &
A :2ul 10XPCR buffer(with MgCl,),2ul dNTP Mix (10mmol/L), lul &15] ul (25umol/
L), 1lul Tag DNAZRG T (2. 5U/ul) , 2ul cDNA AR BL A 11ulddH,0, PCR s B IFE A :94°C,
10min ;94°C, Imin ;54°C (X} HEL-61) /49°C (B —actin)30s ;72°C, Imin (35 {E¥F ) ;72°C 4E
i Tmin. B -actin FRIAMENHNS . T PCRY H=MH 1. 5% IEHE Ik /3 HT1. RT-PCR
SR BRI AR S SO R 2 R 2 A HAE VB R B M

[0049]  Sjfs] 4. A HEL-61 &R ATEH R Rz 2 e fr

[0050]  HY A S PSR VKR D) v, ST S 5O, o —Hi 4 Pt rHEL-61 ZH1
(1 1 400), —PiA FITC- FricEPT il 1gG (1 o 200) , 4HHiZ A P1 4o, Bt )5 A Iv A
H 80 % H it A, 285 LR AR BABE (LeicalTCSSP2A0BS) WA 45 . SEEG[RINT LA/ il 5
P2 T IE AR —HU/E A X

[0051]1  =Zjif] 5. A28 AEEEU S Western blot

[0052] 4 M AP S2 9 S B 2R 24 20ug, H 15% SDS-PAGE 43 S, SR Ja i % 21|
PVDF fii& I 4T western blot. $iT A HEL-61 ZHi K —Hi (1 : 5000), i & HRP- b5
WP 186 (1 ¢ 500) o FBRAR I 48 A0 I (1) 5 2k FH Y 55 28 HRP-DAB i 42) 58 €8 3850 & o iy
Westernblot W7nPT A HEL-61 2 HiX] T4 & 1A A B S35 AR R AR HEL-61 #REA
R (R e 1

[0053]  SEZjififs] 6. A HEL-61 2K (A 7EKG 1) 505 9 6 2 A

[0054] WAk H PBS PRk GIRA T 1% BB g b, BRI, 2R FH AP e [
SE 10 7380 SRS TR F 3% BSA 7E R N EI 1L /N, AR5 U I R PT HEL-61 241
(1 ¢ 200),4°CiE R o G RT /> R IMTE 5B XS #E o H PBST (PBScontaining0. 1% Tween—20)
PRk =V, IOAXT R FITC- bRicd BT 1eG =40 (1 ¢ 200) o 3 A ] PBST ¥E¥ =, 2R
Ji FH 80% Hitds Fro H Olympus BX-52 BAFiEEM %%, HEL-61 St (A45 A ER TR B, ]
RE S HG BR U SIS B 2 KA K

[0055]  SEjifdl] 7. HEL-61 41 2% [ (T s s

[0056] 1z FH o i B ¥ B B0 (CFU) 23 A P B vl 1tk o o) S M 00, 1 2 35 92 1 E. coli
XL-1blue A=K A (0D600 = 0. 4-0. 5) J5H] 10mM PBS (pH 7. 4) #ike . K2y 2 X 10°CFU/

7
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ml 40 & £ 5 12.5 ~ 100ug/ml [f] HEL-61 V& &, 37 CH 9%, EH MBI /51 15, 30,60 I
120min 43 IAEECFE o ¥4 1OmMPBS (pH7. 4) i R A A RS, BB FEHL 100ul YRAm T
LB IR PAR, 3T CHEFR I W B TE R R T, o Ge v 1 ¥ A28, DBV TR FH Al B AR IS 10 5 70 8GR
R, AR AR = (RALEEAE S/ REE B SR w50 X100,
SEE DL 10mM PBS (pH 7. 4) AU 2 1 AL BRAH B 4 4 B 16 B

[0057]  SEjififs] SHEL-61 S5k Fia 8l itk DL R ARSI 2R I OC B A

[0058] A HEL-61 ZHidf M IEH AKE 1, ARG BT RS 71z sh PENUARSN SRS 3 #r o SEER 4%
M vitro life ArvliAF SR AL T EIAT . B UL, K5+ S5 H SpermRinse-30 T+ 37°C.
5% CO, B57& 1 /NDEF3REE. ARG 1 ¢ 200 A PL rHEL-61 291, T 37°C.6% CO, B5F%
2 /INIF AT 3 A o AL S ORS00 BORS # 43, — 800> B AV AL B R G B ks 1 s
k. 55 G-Fert PEU 2 K, HREER LU 1. 0X 107cells/mlo I 100ul H
TR T 35mm FRIREFRILA, AR 5 2 oA BRI 37°C 6% CO, AU NI B 15 7546 WA FH
28 G MOPS AL B i hie 32 OF BEAH M I N P S vHE 45 U RS2 K8 0 1, £ 37°C 16 %6 CO, AL RT BT 55
TR T IR M S RGO, B KRR R B 0. L LT 256 [R] ik Y S 2 iy /s B
AR R B 15 R

[0059]  J¥FI|FK

[0060]  <110> Z=#iE

[0061]  <120> AZEM=2RIAKE 1456 8 H HEL-61 S gmidAEp 5 M H

[0062] <170>Patentln version 3.5

[0063] <210>1

[0064] <211>2266

[0065]  <212>DNA

[0066] <213>Homo sapiens

[0067]  <220>

[0068]  <221>CDS

[0069]  <222>(154).. (738)

[0070]  <400>1

[0071] gggaacgcceg geteceggea tgeegegege tgacagectt ataaatagte gectttgeceg 60

[0072]  gccgeegega ggacgggeag ggeacgeact ggecceggeg cccaccegea ceccteccecea 120
[0073] gagcactgac acggctcccg ggacctegge agg atg gaa gag aag ctg aag aaa 174
[0074] Met Glu Glu Lys Leu Lys Lys
[0075] 1 5)

[0076] acc aag atc atc ttt gtg gtg ggt ggg cct gge tca ggg aag gge acc 222
[0077] Thr Lys Ile Ile Phe Val Val Gly Gly Pro Gly Ser Gly Lys Gly Thr

[0078] 10 15 20

[0079] cag tgt gag aag atc gtg cag aag tat ggc tac acc cac ctc tcc acc 270
[0080] GIn Cys Glu Lys Ile Val Gln Lys Tyr Gly Tyr Thr His Leu Ser Thr

[0081] 25 30 3b

[0082] ggg gac ctc ctg cgg tcc gag gtc age tca gge tecg gee agg gge aag 318

8
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[0083] Gly Asp Leu Leu Arg Ser Glu Val Ser Ser Gly Ser Ala Arg Gly Lys

[0084] 40 45 50 5h

[0085] aag ctg tcg gaa atc atg gag aag ggg cag ctg gtt cca ctg gag aca 366
[0086] Lys Leu Ser Glu Ile Met Glu Lys Gly Gln Leu Val Pro Leu Glu Thr

[0087] 60 65 70

[0088] gtg ttg gac atg ctc cgg gat gee atg gtg gee aaa gte aat act tcce 414
[0089] Val Leu Asp Met Leu Arg Asp Ala Met Val Ala Lys Val Asn Thr Ser

[0090] 75 80 8h

[0091] aaa ggc ttc ctg att gat ggc tac ccg cgg gag gtg cag caa gga gaa 462
[0092] Lys Gly Phe Leu Ile Asp Gly Tyr Pro Arg Glu Val Gln Gln Gly Glu

[0093] 90 95 100

[0094] gag ttt gag cga cgg att gga cag ccc aca ctg ctg ctg tat gtg gac 510
[0095] Glu Phe Glu Arg Arg Ile Gly Gln Pro Thr Leu Leu Leu Tyr Val Asp

[0096] 105 110 115

[0097] gca ggc cct gag acc atg acc cag cgg ctc ttg aaa cgt gga gag acc 558
[0098] Ala Gly Pro Glu Thr Met Thr Gln Arg Leu Leu Lys Arg Gly Glu Thr

[0099] 120 125 130 135

[0100] agc ggg cgt gtg gac gac aat gag gag acc atc aaa aag cgg ctg gag 606
[0101] Ser Gly Arg Val Asp Asp Asn Glu Glu Thr Ile Lys Lys Arg Leu Glu

[0102] 140 145 150

[0103] acc tat tac aag gcc aca gaa ccc gtc atc gee ttec tat gag aaa cgt
654

[0104] Thr Tyr Tyr Lys Ala Thr Glu Pro Val Ile Ala Phe Tyr Glu Lys Arg

[0105] 155 160 165

[0106] gge att gtg cgc aag gtc aac gect gag gge tee gtg gac agt gte tte
702

[0107] Gly Ile Val Arg Lys Val Asn Ala Glu Gly Ser Val Asp Ser Val Phe

[0108] 170 175 180

[0109] tce cag gte tge acc cac ctg gac gee cta aag tag caacgetgga 748
[0110]  Ser Gln Val Cys Thr His Leu Asp Ala Leu Lys

[0111] 185 190

[0112] gcegettece cagetcagag ccccgeccca cccegtectg attecgaggte ctectggecet 808
[0113] gagcgcageg cctccacccet geectgetga gecacagacgg aggaagecge ttatccetgtt 868
[0114] ttcatggaca gctgagcact aaaggaattt ctaaggacat ttggttttac tgetttttet 928
[0115] ctgcttccag ttggagttga ttcatgtget tgtgectacce tggecgecaag tccccagecee 988
[0116] ctcaacccte cgttectect cagectecet ttgecageca cecctectet agetetggtg 1048
[0117] ggaggcececegg ggeccttect cgecacaggge atgectggece tgaggacceg gegetgagtg 1108
[0118] gcggggecee tgeteegagg ggetcatgtt caggecagaac cggteccage ctgggetect 1168
[0119] ctgecatcttg ctetgtggee ttggecetga ccceccatege tetgageata tgtteccatge 1228
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[0120] ctggeecttg ceggggectg gactgecacag gecageaaggt catggtetga gtggggette 1288
[0121] ctgggcagtt ggggcecggece acgecagetg geccagtgge tagtgaattg gettecttga 1348
[0122] cgcgagagge tctgagggtc tgaaaaggge atctcaatgg catgggtggg tggggagtca 1408
[0123] gtcatgtcac tgaaattgaa tgggggaggce ccaatgaggt ggectcatgee tgtaatcccea 1468
[0124] gcactttggg aagctgagge aggaggatce cctgaggtca ggagttcgag agcagectgg 1528
[0125] ccaacatggc aaaacccctt atttactaaa aatacaaaaa ttagccggge atggtggcat 1588
[0126] gtgectgtat tcccagetac tcatgagget gaggcaggag aatggegtga accegggagg 1648
[0127] tggagcttge aatgagccaa gattgegeca ctgecactcca gectgggtga cagagecaaga 1708
[0128] ctccgtctca aaaaaaaaaa aaaaaaaaaa gaaattgaat tgggggagtc atggtcaggg 1768
[0129] gtgagacctg aaggacctcc ccctgtgtgg cecctggacac ageccacect ctgtgageceg 1828
[0130] tttccaattc taaaacagac tcaatgtccc cctcacccee acctcaaggt caggatgaga 1888
[0131] acacactgag tgaggagtgg acgctgtcca ttgccacgge catgagggetl ggagaccaga 1948
[0132] acagcatggce ccgaagegtg cggggeececg gatgacttigg ggacacccca gaatcccecetg 2008
[0133] gggagaaccc ttcctgegeg cttteatttt ttgacctcat cactgagaaa ggetcaattt 2068
[0134] ggtgctcacg tgtccttaac acctgatctg gecccaagetg ggeteccttt aageccaagag 2128
[0135] agcctettgt ggacccecegece tgeccgaatg aaatccgaac agttgggget gttcatggea 2188
[0136] agtggggctg gtttttcatt tccattggtt atttaaagtt tcctttaaaa taaacgattt 2248
[0137] taagttataa aaggtgaa 2266
[0138] <210>2

[0139] <211>194

[0140]  <212>PRT

[0141] <213>Homo sapiens

[0142]  <400>2

[0143] Met Glu Glu Lys Leu Lys Lys Thr Lys Ile Ile Phe Val Val Gly Gly

[0144] 1 5 10 15

[0145] Pro Gly Ser Gly Lys Gly Thr Gln Cys Glu Lys Ile Val Gln Lys Tyr

[0146] 20 25 30

[0147] Gly Tyr Thr His Leu Ser Thr Gly Asp Leu Leu Arg Ser Glu Val Ser

[0148] 35 40 45

[0149] Ser Gly Ser Ala Arg Gly Lys Lys Leu Ser Glu Ile Met Glu Lys Gly

[0150] 50 55 60

[0151] Gln Leu Val Pro Leu Glu Thr Val Leu Asp Met Leu Arg Asp Ala Met

[0152] 65 70 75 80

[0153] Val Ala Lys Val Asn Thr Ser Lys Gly Phe Leu Ile Asp Gly Tyr Pro

[0154] 85 90 95

[0155] Arg Glu Val Gln Gln Gly Glu Glu Phe Glu Arg Arg Tle Gly Gln Pro

[0156] 100 105 110

[0157] Thr Leu Leu Leu Tyr Val Asp Ala Gly Pro Glu Thr Met Thr Gln Arg

[0158] 115 120 125
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[0159] Leu Leu Lys Arg Gly Glu Thr Ser Gly Arg Val Asp Asp Asn Glu Glu

[0160] 130 135 140

[0161] Thr Ile Lys Lys Arg Leu Glu Thr Tyr Tyr Lys Ala Thr Glu Pro Val
[0162] 145 150 155 160
[0163] Ile Ala Phe Tyr Glu Lys Arg Gly Ile Val Arg Lys Val Asn Ala Glu
[0164] 165 170 175
[0165] Gly Ser Val Asp Ser Val Phe Ser Gln Val Cys Thr His Leu Asp Ala
[0166] 180 185 190

[0167] Leu Lys
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