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1. —FES R HSV] 5% B BE BRI ERF R, ZEREFB&HD
ERPURRALN HSVL 7R M) B FEE AR EE L B | NMEEBEE 696
A HER, 696 MEER, FEZEFEFBEN S IHEINT Rakl BRI S KA
PREPIEE GC, 78 3 BB N T Z RS T TGA F1 EcoR1 BEYIAL 5B R A ME PR AL GC,
FEREIEREFT 2K 2107 bp, FIATF:

GCGGATCC CCT ACC TCT CCT GGT ACT CCT GGT GTG GCT GCC GCT ACC CAG GCC GCT

AAC GGT GGT CCT GCC ACT
GAC CCT AAG CCT AAG AAG
GCT GGT GAC AAC GCC ACC
AGA GAC ATC AAG GCT GAG
ACT GGT GCC ACC GTG GTG
GAA GGT CAG AAC TAC ACC
CCT TAC AAG TTC AAG GCC
TGG TTC GGC CAC CGC TAC
GTG CCT TTC GAG GAG GTG
ACC GCT AAG TAC GTG CGC
CAC GAG ACC GAC ATG GAG
GGC TGG CAC ACC ACT GAC
AGG TAC GGC ACC ACC GTG
TAC CCT TAC GAC GAG TTC
TTC TAC GGC TAC AGA GAA
AGG TTC AAG CAG GTG GAC
GCC ACT GCT CCT ACC ACT
TGG GAC TGG GTG CCT AAG
GTG GAC GAG ATG CTG CGC
GCT ATC TCC ACT ACC TTC
GAC CTG GGT GAC TGC ATC
GCT CGC AGG TAC AAC GCT
GCC AAC GGT GGT TTC CTG
GAG CTG TAC GTG AGA GAG
ACG CCT CCT CCT CCC GGT
ACC TCT AGC ATC GAG TTC
CAC GTG AAC GAC ATG CTG
CAC GAG CTG ACT CTG TGG
AGC GTG ACC GTG GGC AGG
GTG TCC ACC TGC GTG CCT
CGC ATC AGC TCC AGA CCT
TAC GAG GAC CAA GGT CCT

CCT GCT CCT CCT CCT CTG GGT GCC GCT CCT ACT GGT
AAC AAG AAG CCT AAG AAC CCT ACT CCT CCT AGG CCT
GTG GCC GCT GGC CAC GCC ACT CTG AGA GAG CAC. CTG
AAC ACC GAC GCT AAC TTC TAC GTG TGT CCT CCT CCT
CAG TTC GAG CAG CCT CGC AGG TGC CCT ACC AGG CCT
GAA GGC ATC GCC GTG GTG TTC AAG GAG AAC ATC GCT
ACC ATG TAC TAC AAG GAC GTG ACC GTG AGC CAG GTG
TCC CAG TTC ATG GGC ATC TTC GAG GAC CGC GCT CCT
ATC GAC AAG ATC AAC GCC AAG GGT GTG TGT AGG TCC
AAC AAC CTG GAG ACC ACT GCT TTC CAC AGA GAC GAT
CTG AAG CCT GCC AAC GCC GCT ACT CGC ACC AGC AGA
CTG AAG TAC AAC CCT AGC AGA GTG GAG GCC TTC CAC
AAC TGC ATC GTG GAG GAG GTG GAC GCT CGC AGC GTG
GTG CTG GCC ACT GGT GAC TTC GTG TAC ATG TCT CCT
GGT AGC CAC ACC GAG CAC ACT ACC TAC GCT GCT GAC
GGC TTC TAC GCT CGC GAC CTG ACC ACC AAG GCT AGA
AGG AAC CTG CTG ACC ACT CCT AAG TTC ACC GTG GCT
CGC CCT AGC GTG TGC ACC ATG ACC AAG TGG CAG GAG
TCC GAG TAC GGC GGT TCC TTC AGG TTC TCC TCT GAC
ACT ACC AAC CTG ACC GAG TAC CCT CTG TCC AGA GTG
GGT AAG GAC GCT CGC GAC GCC ATG GAC CGC ATC TTC
ACT CAC ATC AAG GTG GGC CAG CCT CAG TAC TAC CAG
ATC GCC TAC CAG CCT CTG CTG AGC AAC ACT CTG GCT
CAC CTG AGA GAG CAG AGC CGC AAG CCT CCT AAC CCT
GCT AGC GCC AAC GCT TCC GTG GAG CGC ATC AAG ACT
GCC AGG CTG CAG TTC ACC TAC AAC CAC ATC CAG CGC
GGT CGC GTG GCT ATC GCT TGG TGC GAG CTG CAG AAC
AAC GAG GCT CGC AAG CTG AAC CCT AAC GCT ATC GCC
AGA GTG AGC GCT AGA ATG CTG GGC GAC GTG ATG GCC
GTG GCT GCT GAC AAC GTG ATC GTG CAG AAC AGC ATG
GGT GCC TGC TAC AGC AGA CCT CTG GTG AGC TTC AGG
CTG GTG GAA GGT CAG CTG GGT GAG AAC AAC GAG CTG
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AGG CTG ACT CGC GAC GCT ATC GAG CCT TGC ACC GTC GGT CAC AGA CGC TAC TTC
ACC TTC GGT GGC GGT TAC GTG TAC TTC GAG GAG TAC GCT TAC TCT CAC CAG CTG
AGC CGC GCT GAC ATC ACT ACC GTG AGC ACC TTC ATC GAC CTG AAC ATC ACC ATG
CTG GAG GAC CAC GAG TTC GTG CCT CTG GAG GTG TAC ACC CGC CAC GAG ATC AAG
GAC AGC GGC CTG CTG GAC TAC ACC GAG GTG CAG CGC CGC AAC CAG CTG CAC GAC
CTG CGC TTC GCT GAC ATC GAC ACC GTG ATC CAC GCC GAC GCC TGA GAATTCGC

2. BFIESRK 1 FraRpi & HSVL 775 eB HEE AR MER B, HiF
M FRARE TR ARZRZEEFFIHIZH HSVL FRER ¢B ¥EEAMIMXE

EHHB, dihFKENERRE, BESFEDT:

FIL HSV1 R eB BEEAMINXER R B EH TR A

F Bam H 1F0 EcoR 1 XUEGY) Bk pGEXAT-2 F4k & A HSV1 JR 2 /) gB ¥
BRI ER A, mykEk)E, A T4 DNA ZEERER, {f HSV] JREM ¢B
VR A MM X B B E A B HiiAk pGEXAT-2 P Bartl T F EcoR T AL ZIA), &
Ak ERREERD THIIREL -, RE—IHEER, 2K M MEER, %
AF A NIBES T84k L 238 MEERER, C 5A & HSVL /R EH) eB BEE AW KIS
I MEEBRESE 696 NEER, 2KEERFIWT:

Met Pro Met Ile Leu Gly Tyr Trp Asp Ile Arg Gly Leu Ala His Ala Ile Arg
Leu Leu Leu Glu Tyr Thr Asp Ser Ser Tyr Glu Glu Lys Lys Tyr Thr Met Gly
Gly Ala Pro Asp Tyr Asp Arg Ser Gln Trp Leu Asn Glu Lys Phe Lys Leu Gly
Leu Asp Phe Pro Asn Leu Pro Tyr Leu Ile Asp Gly Ala His Lys Ile Thr Gln
Ser Asn Ala Ile Leu Cys Tyr Ile Ala Arg Lys His Asn Leu Cys Gly Glu Thr
Glu Glu Glu Lys Ile Arg Val Asp Ile Leu Glu Asn Gln Ala Met Asp Val Ser
Asn Gln Leu Ala Arg Val Cys Tyr Ser Pro Asp Phe Glu Lys Leu Lys Pro Glu
Tyr Leu Glu Glu Leu Pro Thr Met Met Gln His Phe Ser Gln Phe Leu Gly Lys
Arg Pro Trp Phe Val Gly Asp Lys Ile Thr Phe Val Asp Phe Leu Ala Tyr Asp
Val Leu Asp Leu His Arg Ile Phe Glu Pro Asn Cys Leu Asp Ala Phe Pro Asn
Leu Lys Asp Phe Ile Ser Arg Phe Glu Gly Leu Glu Lys Ile Ser Ala Tyr Met
Lys Ser Ser Arg Phe Leu Pro Lys Pro Leu Tyr Thr Arg Met Ala Val Trp Gly
Asn Lys Pro Ser Ser Pro Gly Thr Pro Gly Val Ala Ala Ala Thr Gln Ala Ala
Asn Gly Gly Pro Ala Thr Pro Ala Pro Pro Ala Leu Gly Ala Ala Pro Thr Gly
Asp Pro Lys Pro Lys Lys Asn Lys Lys Pro Lys Asn Pro Thr Pro Pro Arg Pro
Ala Gly Asp Asn Ala Thr Val Ala Ala Gly His Ala Thr Leu Arg Glu His Leu
Arg Asp Ile Lys Ala Glu Asn Thr Asp Ala Asn Phe Tyr Val Cys Pro Pro Pro
Thr Gly Ala Thr Val Val Gln Phe Glu Gln Pro Arg Arg Cys Pro Thr Arg Pro
Glu Gly Gln Asn Tyr Thr Glu Gly Ile Ala Val Val Phe Lys Glu Asn Ile Ala
Pro Tyr Lys Phe Lys Ala Thr Met Tyr Tyr Lys Asp Val Thr Val Ser Gln Val
Trp Phe Gly His Arg Tyr Ser Gln Phe Met Gly Ile Phe Glu Asp Arg Ala Pro
Val Pro Phe Glu Glu Val Ile Asp Lys Ile Asn Ala Lys Gly Val Cys Arg Ser
Thr Ala Lys Tyr Val Arg Asn Asn Leu Glu Thr Thr Ala Phe His Arg Asp Asp
His Glu Thr Asp Met Glu Leu Lys Pro Ala Asn Ala Ala Thr Arg Thr Ser Arg
Gly Trp His Thr Thr Asp Leu Lys Tyr Asn Pro Ser Arg Val Glu Ala Phe His
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Arg Tyr Gly Thr Thr Val Asn Cys Ile Val Glu Glu Val Asp Ala Arg Ser Val
Tyr Pro Tyr Asp Glu Phe Val Leu Ala Thr Gly Asp Phe Val Tyr Met Ser Pro
Phe Tyr Gly Tyr Arg Glu Gly Ser His Thr Glu His Thr Ser Tyr Ala Ala Asp
Arg Phe Lys Gln Val Asp Gly Phe Tyr Ala Arg Asp Leu Thr Thr Lys Ala Arg
Ala Thr Ala Pro Thr Thr Arg Asn Leu Leu Thr Thr Pro Lys Phe Thr Val Ala
Trp Asp Trp Val Pro Lys Arg Pro Ser Val Cys Thr Met Thr Lys Trp Gln Glu
Val Asp Glu Met Leu Arg Ser Glu Tyr Gly Gly Ser Phe Arg Phe Ser Ser Asp
Ala Ile Ser Thr Thr Phe Thr Thr Asn Leu Thr Glu Tyr Pro Leu Ser Arg Val
Asp Leu Gly Asp Cys Ile Gly Lys Asp Ala Arg Asp Ala Met Asp Arg Ile Phe
Ala Arg Arg Tyr Asn Ala Thr His Ile Lys Val Gly Gln Pro Gln Tyr Tyr Leu
Ala Asn Gly Gly Phe Leu Ile Ala Tyr Gln Pro Leu Leu Ser Asn Thr Leu Ala
Glu Leu Tyr Val Arg Glu His Leu Arg Glu Gln Ser Pro Lys Pro Pro Asn Pro
Thr Pro Pro Pro Pro Gly Ala Ser Ala Asn Ala Ser Val Glu Arg Ile Lys Thr
Thr Ser Ser Ile Glu Phe Ala Arg Leu Gln Phe Thr Tyr Asn His Ile Gln Asn
His Val Asn Asp Met Leu Gly Arg Val Ala Ile Ala Trp Cys Glu Leu Gln Asn
His Glu Leu Thr Leu Trp Asn Glu Ala Arg Lys Leu Asn Pro Asn Ala Ile Ala
Ser Ala Thr Val Gly Arg Arg Val Ser Ala Arg Met Leu Gly Asp Val Met Ala
Val Ser Thr Cys Val Pro Val Ala Ala Asp Asn Val Ile Val Gln Asn Ser Met
Arg Ile Ser Ser Arg Pro Gly Ala Cys Tyr Ser Arg Pro Leu Val Ser Phe Arg
Tyr Glu Asp Gln Gly Pro Leu Val Glu Gly Gln Leu Gly Glu Asn Asn Glu Leu
Arg Leu Thr Arg Asp Ala Ile Glu Pro Cys Thr Val Gly His Arg Arg Tyr Phe
Thr Phe Gly Gly Gly Tyr Val Tyr Phe Glu Glu Ser Ala Tyr Ser His Gln Leu
Ser Arg Ala Asp Ile Thr Thr Val Ser Thr Phe Ile Asp Leu Asn Ile Thr Met
Leu Glu Asp His Glu Phe Val Pro Leu Glu Val Tyr Thr Arg His Glu Ile Lys
Asp Ser Gly Leu Leu Asp Tyr Thr Glu Val Gln Arg Arg Asn Gln Leu His Asp
Leu Arg Phe Ala Asp Ile Asp Thr Val Ile His Ala Asp Ala

REMEEATEEMFILEEE:

B EAEFREKHATE 6L, A& 100ng /nl EFXEFERM LB FIR, &
37°C &4, KB FEVUBREUEEAL B TR S Uk pGEX4T-2 X IR B, REURKL , BL
TREN A FORL I REAR , PCR 388 HSV1 SR EEH) ¢B FEE B RSN BB B, & HSVL &
) B WEER I ANX SR F BRI BRI B BORE, 438 K 4 2107bp HYZEER A B
B EHEAFMPHEELT, BHESETEER 100 g/ nL K LB BFREN,
3T CHR¥3ESE 3h, N IPTC BAWE 0.5 ~1.0mmol/L, EEIRGEEFF IS 4~6h,
B LR B 34T SDS-PAGE 43 ill, A FRIEAN 5 FELA 96 kD By HSV i#E
gBHER, KEEBLAN 30% TMXTHEE TG THEAN,

FRIL HSV1 7% 3 gB BEER B 4lifl

KESRERAEEANIEEEOWE, HRERTRMBEA, REWEA 50
mmol/L Tris-HC1 pH8.0. 10 mmol/L EDTA. 10 mmol/L DIT, #SEHLE 10 min,
O g, EEBWINCA 4 Glutathione Sepharose 4B #EAX 3ml, Ei&
754 60min, LRE, WEFEWR: F-HEHREIRE 1 XPBS Yokt T, #EH 15ml
B EE R GSH BeR, YEARME A 50 mmol/LTris-HCL pHS.0+10 mmol/LGST, 43=
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UL B RIE A, B A4 E) HSVL R oB B B RSN R Fr L.

3. BURIESR 1 ik b2 & 80 HSVL 7isE gB HEE AMAIR EE B, HAeF
MAETAMANE. BEAR. BRAKR. WLNWARLREERNEYETE
HRIL. Hl&

4. BUFIER 2 B0 3 Bk 40 & 1) HSVL 7R3 ¢B #EEE B MRS X F BLAE
% HSV1 fR B I S AT R P H BN F
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WEEE R HSV] R R eB MR A MANX B E R R HRIL. N

BRI,

KRR KRR —FUEEHRK A AEZHRE 1 & (Herpes simplex virus 1,
HSV1) ¥EE I B (glycoprotein B, gB ¥EER H) MK B EHMERFE, FARXREIER
A, H&EEHA HSV] /% ¢B HEEH. BT IHHENS, HiEHESBIIERFRAA HSVI
RER B BEANRIX AR, EBREENEREYHRENEL T, WEEREH
RERFZ], FIAEETEFARE, REMERTHTEEK HSV] FEHEER
FERREE, XY AEETREEAR. BEii2skilting.

HRER

B ZK®E (Herpes simplex virus, HSV) REEANRMBELN T LAWK BEHX,
55 eHE KRR RMEBERELE, WAKEEE, 4 0HSV-1KHSV-258, 1HIR
AREZ X ET R OmMBELE., RERLMASHMRE; W2 BEERAEERE
By, FEHNLHESURNREEYIMEX, IEFEHSVINREEEM S, A5 ZRH
10%~40%. B i 294G 7 HSVRR G i 3 tIAB N R 250, B AR ¥ R VI SET AT R
BT, CRATHUETESTHS VIR B o i T, & 45 1A VR H T3 R 40 JH0 56 9% T e S Vi BRHS V sk
. BHOHHT ZFHUSVER, DHEAMNHISVERAEEREAIIIRRK AR, B
ChironZ\ &) %F 1 0 E 41 D2/ gB2# & B 5 MF59 1 77 BC AF 1 A A 5% 8 LA K. Glaxo Smith
Kline (GSK) A B KM E A D2 A 5 5 — 1 (3-de-O-Bi ik R BEER 2 AEAFN BHARL)
BCAL TR AR B, X FE B IR —ENRIER, BIRKBERE R . E W B aTXHSY
SEH I, FEEFEDNAMZBRE R RN A,

HSV ELRRBE R A E R BT AR . NB RBP4 G e N2 K& el 2R
BEMAL, BATIERdr 2K HSY BfEBEE TR 12 F, H ¢B BEQERBEN 4+
SERZ, BEAZHREFRRETRERTHNERD SEKREERE/D, BEMERHEEER
WETHERANERYE, RN 8 EHREBRENARIRNE, T35S £
A4 M G0 = R, R HSV 1B Bl 2K 5 & M 22 HSV R B 3EAR RO H 2.

HSV1gB $E& A F 41K 2712bp, #bY 29 NEEBIFFME Sk, 696 HERF
FIRIANX . 69 BERFFIFKEBRKX . 109 BERFINRAKX. EBREMESKT
IR WEERZA R RWEREX. IREYH, A aREHEREEANAERNE,
A EBRESS R RBTS, fFREEEDIREQNTE FRE HEHEREIEE
AREBRT, MR EAMTEEREMLEEE. WMEERN B EFRMWEKNEH,
5 58 gB ZEE M B AR X HSV-1 R X B MHE R EM . B 5 A HSVL
RETIANEER SR RIRANE, REANPRERERENR, RAEETRER. K
A& GBHERBERTX NS, S, BRrdtz SV B .. KiSE TR
BTERRHEE, B2EFmESE. fRX.
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RN A

R BB RE R R R Z AR — T2 E AT HSV1 7R T gB HEE A SMX
MEsmERR R, FIAERTEFAR, HEEHHSV] HF B EEARIIXHFE. &
I EPHT, TR SRPURRAA HSV] KT B MEARR FB, 8 1 MEHE
B — 56696 1~ EHER, 3696 NMEER, EEEEMEZAYIRENELT,
EEREHNERFY, FAZXFNTEEAREZERN. RENEATHTES.
HSV1 SR B HU A B R R U R T % i & 31 HSVL IR S A 2 %% .
B BT HSV] 8 B R AR BE R AR RIX NARKIU T HELHR
o
1. HSV1 Ji5 % B #& 5 H M AMNX HLIR R AL Ik R E K A B 26 i

FIFH ANTHEWIN 8048, @i th B0 HSVL 7§ B BEE MR LTS, 6

T eBHEERRM NG (5 1 ER — 5696 EER) SHRRAMRRER. &
FEBNRZEDRENELST, WE2EEREFNEREFY, FHAE 5 Wm¥nT
BartlT YA & CF B S ER ) KPR (GO, 7E 3 i in T £ 1L F (TGA)
M EcoRl BYIALA CFEILED) RAMRIPIEE (6O, FZERFBRIHTRESR
JhL pGEX4T-2 K BanH1 F1 EcoR1 BRI AL .

IR HSV1 58 eB R A WRIPIRRMEERITI (BB 11 aa — 2 696 4
aa:
Pro Ser Ser Pro Gly Thr Pro Gly Val Ala Ala Ala Thr Gln Ala Ala Asn Gly
Gly Pro Ala Thr Pro Ala Pro Pro Ala Leu Gly Ala Ala Pro Thr Gly Asp Pro
Lys Pro Lys Lys Asn Lys Lys Pro Lys Asn Pro Thr Pro Pro Arg Pro Ala Gly
Asp Asn Ala Thr Val Ala Ala Gly His Ala Thr Leu Arg Glu His Leu Arg Asp
Ile Lys Ala Glu Asn Thr Asp Ala Asn Phe Tyr Val Cys Pro Pro Pro Thr Gly
Ala Thr Val Val Gln Phe Glu Gln Pro Arg Arg Cys Pro Thr Arg Pro Glu Gly
Gln Asn Tyr Thr Glu Gly Ile Ala Val Val Phe Lys Glu Asn Ile Ala Pro Tyr
Lys Phe Lys Ala Thr Met Tyr Tyr Lys Asp Val Thr Val Ser Gln Val Trp Phe
Gly His Arg Tyr Ser Gln Phe Met Gly Ile Phe Glu Asp Arg Ala Pro Val Pro
Phe Glu Glu Val Ile Asp Lys Ile Asn Ala Lys Gly Val Cys Arg Ser Thr Ala
Lys Tyr Val Arg Asn Asn Leu Glu Thr Thr Ala Phe His Arg Asp Asp His Glu
Thr Asp Met Glu Leu Lys Pro Ala Asn Ala Ala Thr Arg Thr Ser Arg Gly Trp
His Thr Thr Asp Leu Lys Tyr Asn Pro Ser Arg Val Glu Ala Phe His Arg Tyr
Gly Thr Thr Val Asn Cys Ile Val Glu Glu Val Asp Ala Arg Ser Val Tyr Pro
Tyr Asp Glu Phe Val Leu Ala Thr Gly Asp Phe Val Tyr Met Ser Pro Phe Tyr
Gly Tyr Arg Glu Gly Ser His Thr Glu His Thr Ser Tyr Ala Ala Asp Arg Phe
Lys Gln Val Asp Gly Phe Tyr Ala Arg Asp Leu Thr Thr Lys Ala Arg Ala Thr
Ala Pro Thr Thr Arg Asn Leu Leu Thr Thr Pro Lys Phe Thr Val Ala Trp Asp
Trp Val Pro Lys Arg Pro Ser Val Cys Thr Met Thr Lys Trp Gln Glu Val Asp
Glu Met Leu Arg Ser Glu Tyr Gly Gly Ser Phe Arg Phe Ser Ser Asp Ala Ile
Ser Thr Thr Phe Thr Thr Asn Leu Thr Glu Tyr Pro Leu Ser Arg Val Asp Leu
Gly Asp Cys Ile Gly Lys Asp Ala Arg Asp Ala Met Asp Arg Ile Phe Ala Arg
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Arg Tyr Asn Ala Thr His Ile Lys Val Gly Gln Pro Gln Tyr Tyr Leu Ala Asn
Gly Gly Phe Leu Ile Ala Tyr Gln Pro Leu Leu Ser Asn Thr Leu Ala Glu Leu
Tyr Val Arg Glu His Leu Arg Glu Gln Ser Pro Lys Pro Pro Asn Pro Thr Pro
Pro Pro Pro Gly Ala Ser Ala Asn Ala Ser Val Glu Arg Ile Lys Thr Thr Ser
Ser Ile Glu Phe Ala Arg Leu Gln Phe Thr Tyr Asn His Ile Gln Asn His Val
Asn Asp Met Leu Gly Arg Val Ala Ile Ala Trp Cys Glu Leu Gln Asn His Glu
Leu Thr Leu Trp Asn Glu Ala Arg Lys Leu Asn Pro Asn Ala Ile Ala Ser Ala
Thr Val Gly Arg Arg Val Ser Ala Arg Met Leu Gly Asp Val Met Ala Val Ser
Thr Cys Val Pro Val Ala Ala Asp Asn Val Ile Val Gln Asn Ser Met Arg Ile
Ser Ser Arg Pro Gly Ala Cys Tyr Ser Arg Pro Leu Val Ser Phe Arg Tyr Glu
Asp Gln Gly Pro Leu Val Glu Gly Gln Leu Gly Glu Asn Asn Glu Leu Arg Leu
Thr Arg Asp Ala Ile Glu Pro Cys Thr Val Gly His Arg Arg Tyr Phe Thr Phe
Gly Gly Gly Tyr Val Tyr Phe Glu Glu Ser Ala Tyr Ser His Gln Leu Ser Arg
Ala Asp Ile Thr Thr Val Ser Thr Phe Ile Asp Leu Asn Ile Thr Met Leu Glu
Asp His Glu Phe Val Pro Leu Glu Val Tyr Thr Arg His Glu Ile Lys Asp Ser
Gly Leu Leu Asp Tyr Thr Glu Val Gln Arg Arg Asn Gln Leu His Asp Leu Arg
Phe Ala Asp Ile Asp Thr Val Ile His Ala Asp Ala

126 RS HSVL 7 8 gB BEE B AN PR R ALZEE R DNA F#5Y (2107 bp):
GCGGATCC CCT ACC TCT CCT GGT ACT CCT GGT GTG GCT GCC GCT ACC CAG GCC GCT AAC
GGT GGT CCT GCC ACT CCT GCT CCT CCT CCT CTG GGT GCC GCT CCT ACT GGT GAC CCT
AAG CCT AAG AAG AAC AAG AAG CCT AAG AAC CCT ACT CCT CCT AGG CCT GCT GGT GAC
AAC GCC ACC GTG GCC GCT GGC CAC GCC ACT CTG AGA GAG CAC CTG AGA GAC ATC AAG
GCT GAG AAC ACC GAC GCT AAC TTC TAC GTG TGT CCT CCT CCT ACT GGT GCC ACC GTG
GTG CAG TTC GAG CAG CCT CGC AGG TGC CCT ACC AGG CCT GAA GGT CAG AAC TAC ACC
GAA GGC ATC GCC GTG GTG TTC AAG GAG AAC ATC GCT CCT TAC AAG TTC AAG GCC ACC
ATG TAC TAC AAG GAC GTG ACC GTG AGC CAG GTG TGG TTC GGC CAC CGC TAC TCC CAG
TTC ATG GGC ATC TTC GAG GAC CGC GCT CCT GTG CCT TTC GAG GAG GTG ATC GAC AAG
ATC AAC GCC AAG GGT GTG TGT AGG TCC ACC GCT AAG TAC GTG CGC AAC AAC CTG GAG
ACC ACT GCT TTC CAC AGA GAC GAT CAC GAG ACC GAC ATG GAG CTG AAG CCT GCC AAC
GCC GCT ACT CGC ACC AGC AGA GGC TGG CAC ACC ACT GAC CTG AAG TAC AAC CCT AGC
AGA GTG GAG GCC TTC CAC AGG TAC GGC ACC ACC GTG AAC TGC ATC GTG GAG GAG GTG
GAC GCT CGC AGC GTG TAC CCT TAC GAC GAG TTC GTG CTG GCC ACT GGT GAC TTC GTG
TAC ATG TCT CCT TTC TAC GGC TAC AGA GAA GGT AGC CAC ACC GAG CAC ACT ACC TAC
GCT GCT GAC AGG TTC AAG CAG GTG GAC GGC TTC TAC GCT CGC GAC CTG ACC ACC AAG
GCT AGA GCC ACT GCT CCT ACC ACT AGG AAC CTG CTG ACC ACT CCT AAG TTC ACC GTG
GCT TGG GAC TGG GTG CCT AAG CGC CCT AGC GTG TGC ACC ATG ACC AAG TGG CAG GAG
GTG GAC GAG ATG CTG CGC TCC GAG TAC GGC GGT TCC TTC AGG TTC TCC TCT GAC GCT
ATC TCC ACT ACC TTC ACT ACC AAC CTG ACC GAG TAC CCT CTG TCC AGA GTG GAC CTG
GGT GAC TGC ATC GGT AAG GAC GCT CGC GAC GCC ATG GAC CGC ATC TTC GCT CGC AGG
TAC AAC GCT ACT CAC ATC AAG GTG GGC CAG CCT CAG TAC TAC CAG GCC AAC GGT GGT
TTC CTG ATC GCC TAC CAG CCT CTG CTG AGC AAC ACT CTG GCT GAG CTG TAC GTG AGA
GAG CAC CTG AGA GAG CAG AGC CGC AAG CCT CCT AAC CCT ACG CCT CCT CCT CCC GGT
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GCT AGC GCC AAC GCT TCC GTG GAG CGC ATC AAG ACT ACC TCT AGC ATC GAG TTC GCC
AGG CTG CAG TTC ACC TAC AAC CAC ATC CAG CGC CAC GTG AAC GAC ATG CTG GGT CGC
GTG GCT ATC GCT TGG TGC GAG CTG CAG AAC CAC GAG CTG ACT CTG TGG AAC GAG GCT
CGC AAG CTG AAC CCT AAC GCT ATC GCC AGC GTG ACC GTG GGC AGG AGA GTG AGC GCT
AGA ATG CTG GGC GAC GTG ATG GCC GTG TCC ACC TGC GTG CCT GTG GCT GCT GAC AAC
GTG ATC GTG CAG AAC AGC ATG CGC ATC AGC TCC AGA CCT GGT GCC TGC TAC AGC AGA
CCT CTG GTG AGC TTC AGG TAC GAG GAC CAA GGT CCT CTG GTG GAA GGT CAG CTG GGT
GAG AAC AAC GAG CTG AGG CTG ACT CGC GAC GCT ATC GAG CCT TGC ACC GTC GGT CAC
AGA CGC TAC TTC ACC TTC GGT GGC GGT TAC GTG TAC TTC GAG GAG TAC GCT TAC TCT
CAC CAG CTG AGC CGC GCT GAC ATC ACT ACC GTG AGC ACC TTC ATC GAC CTG AAC ATC
ACC ATG CTG GAG GAC CAC GAG TTC GTG CCT CTG GAG GTG TAC ACC CGC CAC GAG ATC
AAG GAC AGC GGC CTG CTG GAC TAC ACC GAG GTG CAG CGC CGC AAC CAG CTG CAC GAC
CTG CGC TTC GCT GAC ATC GAC ACC GTG ATC CAC GCC GAC GCC TAA GAATTCGC

2. RILHSV] R & gB R AN F BEE A R FI 2 :

PLEUFRL pGEXAT-2, A Bam H 1 1 EcoR 1 XUEEY], HaVKJE [B1WBEY) B BRI K H
B, WTEETKA. R BaH 1F EcoR 1 SV &R HSVL 75 ¢B &
HERRE, BIKEME, BTFEETKA,

BUEBERIRE R LR PR EEYI G DNA H B, ZER—B 0B WA T4 DNA SRS
B, {fHSVI W eB HEE O ERE F B id AR E 4K pGEXAT-2 W Bart 1 F1 FcoR 14
mzlE, SEALHEEZENFREIRER N, RE—I HEEH.

3. EHFMMTEES EE:

W EA RN KGFTE 161, BRhEEFTFHEE 100k g/ m)LB ik, & 37
C AW KB REYIBREEE LB TR 1 AN BB B (Fkr pGEXAT-2 #5404 FIIREUR
¥, DUREABUR M REARL, PCR 4714 HSV] %5 oB MR AMAMNX K A B, & HSV1
P B RN ERE B EA SR, Ny KL% 2107bp KIZERFE B
¥ o B/ SNERE R TR AT DNA FEBUa 4T, AU AmE S B4 FUR& F & AR HSVL
WE B EERERRE, FHEeE:
CCT ACC TCT CCT GGT ACT CCT GGT GTG GCT GCC GCT ACC CAG GCC GCT AAC GGT GGT
CCT GCC ACT CCT GCT CCT CCT CCT CTG GGT GCC GCT CCT ACT GGT GAC CCT AAG CCT
AAG AAG AAC AAG AAG CCT AAG AAC CCT ACT CCT CCT AGG CCT GCT GGT GAC AAC GCC
ACC GTG GCC GCT GGC CAC GCC ACT CTG AGA GAG CAC CTG AGA GAC ATC AAG GCT GAG
AAC ACC GAC GCT AAC TTC TAC GTG TGT CCT CCT CCT ACT GGT GCC ACC GTG GTG CAG
TTC GAG CAG CCT CGC AGG TGC CCT ACC AGG CCT GAA GGT CAG AAC TAC ACC GAA GGC
ATC GCC GTG GTG TTC AAG GAG AAC ATC GCT CCT TAC AAG TTC AAG GCC ACC ATG TAC
TAC AAG GAC GTG ACC GTG AGC CAG GTG TGG TTC GGC CAC CGC TAC TCC CAG TTC ATG
GGC ATC TTC GAG GAC CGC GCT CCT GTG CCT TTC GAG GAG GTG ATC GAC AAG ATC AAC
GCC AAG GGT GTG TGT AGG TCC ACC GCT AAG TAC GTG CGC AAC AAC CTG GAG ACC ACT
GCT TTC CAC AGA GAC GAT CAC GAG ACC GAC ATG GAG CTG AAG CCT GCC AAC GCC GCT
ACT CGC ACC AGC AGA GGC TGG CAC ACC ACT GAC CTG AAG TAC AAC CCT AGC AGA GTG
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GAG GCC TTC CAC AGG TAC GGC ACC ACC GTG AAC TGC ATC GTG GAG GAG GTG GAC GCT
CGC AGC GTG TAC CCT TAC GAC GAG TTC GTG CTG GCC ACT GGT GAC TTC GTG TAC ATG
TCT CCT TTC TAC GGC TAC AGA GAA GGT AGC CAC ACC GAG CAC ACT ACC TAC GCT GCT
GAC AGG TTC AAG CAG GTG GAC GGC TTC TAC GCT CGC GAC CTG ACC ACC AAG GCT AGA
GCC ACT GCT CCT ACC ACT AGG AAC CTG CTG ACC ACT CCT AAG TTC ACC GTG GCT TGG
GAC TGG GTG CCT AAG CGC CCT AGC GTG TGC ACC ATG ACC AAG TGG CAG GAG GTG GAC
GAG ATG CTG CGC TCC GAG TAC GGC GGT TCC TTC AGG TTC TCC TCT GAC GCT ATC TCC
ACT ACC TTC ACT ACC AAC CTG ACC GAG TAC CCT CTG TCC AGA GTG GAC CTG GGT GAC
TGC ATC GGT AAG GAC GCT CGC GAC GCC ATG GAC CGC ATC TTC GCT CGC AGG TAC AAC
GCT ACT CAC ATC AAG GTG GGC CAG CCT CAG TAC TAC CAG GCC AAC GGT GGT TTC CTG
ATC GCC TAC CAG CCT CTG CTG AGC AAC ACT CTG GCT GAG CTG TAC GTG AGA GAG CAC
CTG AGA GAG CAG AGC CGC AAG CCT CCT AAC CCT ACG CCT CCT CCT CCC GGT GCT AGC
GCC AAC GCT TCC GTG GAG CGC ATC AAG ACT ACC TCT AGC ATC GAG TTC GCC AGG CTG
CAG TTC ACC TAC AAC CAC ATC CAG CGC CAC GTG AAC GAC ATG CTG GGT CGC GTG GCT
ATC GCT TGG TGC GAG CTG CAG AAC CAC GAG CTG ACT CTG TGG AAC GAG GCT CGC AAG
CTG AAC CCT AAC GCT ATC GCC AGC GTG ACC GTG GGC AGG AGA GTG AGC GCT AGA ATG
CTG GGC GAC GTG ATG GCC GTG TCC ACC TGC GTG CCT GTG GCT GCT GAC AAC GTG ATC
GTG CAG AAC AGC ATG CGC ATC AGC TCC AGA CCT GGT GCC TGC TAC AGC AGA CCT CTG
GTG AGC TTC AGG TAC GAG GAC CAA GGT CCT CTG GTG GAA GGT CAG CTG GGT GAG AAC
AAC GAG CTG AGG CTG ACT CGC GAC GCT ATC GAG CCT TGC ACC GTC GGT CAC AGA CGC
TAC TTC ACC TTC GGT GGC GGT TAC GTG TAC TTC GAG GAG TAC GCT TAC TCT CAC CAG
CTG AGC CGC GCT GAC ATC ACT ACC GTG AGC ACC TTC ATC GAC CTG AAC ATC ACC ATG
CTG GAG GAC CAC GAG TTC GTG CCT CTG GAG GTG TAC ACC CGC CAC GAG ATC AAG GAC
AGC GGC CTG CTG GAC TAC ACC GAG GTG CAG CGC CGC AAC CAG CTG CAC GAC CTG CGC
TTC GCT GAC ATC GAC ACC GTG ATC CAC GCC GAC GCC TGA

MR EH AR HSV] R 5 eB BEE A MAMNX R ER (696 MEERR), EHN

RS T Bk LR 238 MEER, £K 934 NMEER, HEERFSIWT:

Met Pro Met Ile Leu Gly Tyr Trp Asp Ile Arg Gly Leu Ala His Ala Ile Arg
Leu Leu Leu Glu Tyr Thr Asp Ser Ser Tyr Glu Glu Lys Lys Tyr Thr Met Gly
Gly Ala Pro Asp Tyr Asp Arg Ser Gln Trp Leu Asn Glu Lys Phe Lys Leu Gly
Leu Asp Phe Pro Asn Leu Pro Tyr Leu Ile Asp Gly Ala His Lys Ile Thr Gln
Ser Asn Ala Ile Leu Cys Tyr Ile Ala Arg Lys His Asn Leu Cys Gly Glu Thr
Glu Glu Glu Lys Ile Arg Val Asp Ile Leu Glu Asn Gln Ala Met Asp Val Ser
Asn Gln Leu Ala Arg Val Cys Tyr Ser Pro Asp Phe Glu Lys Leu Lys Pro Glu
Tyr Leu Glu Glu Leu Pro Thr Met Met Gln His Phe Ser Gln Phe Leu Gly Lys
Arg Pro Trp Phe Val Gly Asp Lys Ile Thr Phe Val Asp Phe Leu Ala Tyr Asp
Val Leu Asp Leu His Arg Ile Phe Glu Pro Asn Cys Leu Asp Ala Phe Pro Asn
Leu Lys Asp Phe Ile Ser Arg Phe Glu Gly Leu Glu Lys Ile Ser Ala Tyr Met
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Lys Ser Ser Arg Phe Leu Pro Lys Pro Leu Tyr Thr Arg Met Ala Val Trp Gly
Asn Lys Pro Ser Ser Pro Gly Thr Pro Gly Val Ala Ala Ala Thr Gln Ala Ala
Asn Gly Gly Pro Ala Thr Pro Ala Pro Pro Ala Leu Gly Ala Ala Pro Thr Gly
Asp Pro Lys Pro Lys Lys Asn Lys Lys Pro Lys Asn Pro Thr Pro Pro Arg Pro
Ala Gly Asp Asn Ala Thr Val Ala Ala Gly His Ala Thr Leu Arg Glu His Leu
Arg Asp Ile Lys Ala Glu Asn Thr Asp Ala Asn Phe Tyr Val Cys Pro Pro Pro
Thr Gly Ala Thr Val Val Gln Phe Glu Gln Pro Arg Arg Cys Pro Thr Arg Pro
Glu Gly Gln Asn Tyr Thr Glu Gly Ile Ala Val Val Phe Lys Glu Asn Ile Ala
Pro Tyr Lys Phe Lys Ala Thr Met Tyr Tyr Lys Asp Val Thr Val Ser Gln Val
Trp Phe Gly His Arg Tyr Ser Gln Phe Met Gly Ile Phe Glu Asp Arg Ala Pro
Val Pro Phe Glu Glu Val Ile Asp Lys Ile Asn Ala Lys Gly Val Cys Arg Ser
Thr Ala Lys Tyr Val Arg Asn Asn Leu Glu Thr Thr Ala Phe His Arg Asp Asp
His Glu Thr Asp Met Glu Leu Lys Pro Ala Asn Ala Ala Thr Arg Thr Ser Arg
Gly Trp His Thr Thr Asp Leu Lys Tyr Asn Pro Ser Arg Val Glu Ala Phe His
Arg Tyr Gly Thr Thr Val Asn Cys Ile Val Glu Glu Val Asp Ala Arg Ser Val
Tyr Pro Tyr Asp Glu Phe Val Leu Ala Thr Gly Asp Phe Val Tyr Met Ser Pro
Phe Tyr Gly Tyr Arg Glu Gly Ser His Thr Glu His Thr Ser Tyr Ala Ala Asp
Arg Phe Lys Gln Val Asp Gly Phe Tyr Ala Arg Asp Leu Thr Thr Lys Ala Arg
Ala Thr Ala Pro Thr Thr Arg Asn Leu Leu Thr Thr Pro Lys Phe Thr Val Ala
Trp Asp Trp Val Pro Lys Arg Pro Ser Val Cys Thr Met Thr Lys Trp Gln Glu
Val Asp Glu Met Leu Arg Ser Glu Tyr Gly Gly Ser Phe Arg Phe Ser Ser Asp
Ala Ile Ser Thr Thr Phe Thr Thr Asn Leu Thr Glu Tyr Pro Leu Ser Arg Val
Asp Leu Gly Asp Cys Ile Gly Lys Asp Ala Arg Asp Ala Met Asp Arg Ile Phe
Ala Arg Arg Tyr Asn Ala Thr His Ile Lys Val Gly Gln Pro Gln Tyr Tyr Leu
Ala Asn Gly Gly Phe Leu Ile Ala Tyr Gln Pro Leu Leu Ser Asn Thr Leu Ala
Glu Leu Tyr Val Arg Glu His Leu Arg Glu Gln Ser Pro Lys Pro Pro Asn Pro
Thr Pro Pro Pro Pro Gly Ala Ser Ala Asn Ala Ser Val Glu Arg Ile Lys Thr
Thr Ser Ser Ile Glu Phe Ala Arg Leu Gln Phe Thr Tyr Asn His Ile Gln Asn
His Val Asn Asp Met Leu Gly Arg Val Ala Ile Ala Trp Cys Glu Leu Gln Asn
His Glu Leu Thr Leu Trp Asn Glu Ala Arg Lys Leu Asn Pro Asn Ala Ile Ala
Ser Ala Thr Val Gly Arg Arg Val Ser Ala Arg Met Leu Gly Asp Val Met Ala
Val Ser Thr Cys Val Pro Val Ala Ala Asp Asn Val Ile Val Gln Asn Ser Met
Arg Ile Ser Ser Arg Pro Gly Ala Cys Tyr Ser Arg Pro Leu Val Ser Phe Arg
Tyr Glu Asp Gln Gly Pro Leu Val Glu Gly Gln Leu Gly Glu Asn Asn Glu Leu
Arg Leu Thr Arg Asp Ala Ile Glu Pro Cys Thr Val Gly His Arg Arg Tyr Phe
Thr Phe Gly Gly Gly Tyr Val Tyr Phe Glu Glu Ser Ala Tyr Ser His Gln Leu
Ser Arg Ala Asp Ile Thr Thr Val Ser Thr Phe Ile Asp Leu Asn Ile Thr Met
Leu Glu Asp His Glu Phe Val Pro Leu Glu Val Tyr Thr Arg His Glu Ile Lys
Asp Ser Gly Leu Leu Asp Tyr Thr Glu Val Gln Arg Arg Asn Gln Leu His Asp
Leu Arg Phe Ala Asp Ile Asp Thr Val Ile His Ala Asp Ala

4. REMEEATIERRIHILEE:

W E L FOb AL KA 8 TGL, AR 100 g/ nl EXEEEM LB i, B 37
C i, KBTI L B VR A Ukl pGEXAT-2 MIXTERE, 1RINBURL , AR
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HIFCRL AR, PCR 438 HSV1 /R EM gB BEEEMINX EE A B, & HSVL JREH &B
RSN R BRIPREEA R, Ny KL 2107p MEFRFE, BEE
BEARHKAEEL T, BEREZEEFEER 100ug/ ol K LBHEFFER, 3TCHEY
¥SE 3h, S0 IPTC ZAWKE 0.5 ~1.0 mmol/L, LR FHEFFESR 4~6h, BWolkE
B AATE1T SDS-PAGE £3, B FRIEAEXT 2 FELH 96 kD B HSV 5 gB HEEH,
FIEBYIH 30%, TIxTHE T61 TULE A, |
5. FRIAHSV1 i gB HEE A ML :
1) ik HSV1 i # CB A TFEE B E R
KBS FEMEEEN TAEREL(B000 rpmy 20 min. 4C)WHE, BRERT
JR3E5RH 1/ 10 RFR ISR A, 34 50 mmol/L Tris-HC1 pHS8. 0. 10 mmol/L
EDTA. 10 mmol/L DTT, VKS#BARLE 10 min, B5.0r(8000 rpm. 20 min, 4°C) WKZE
BiE, FUE. WERN LERTT PR ERgik.
2) FIX HSV1 %5 gB HEE R K4l
EEBHRIBE 81 Glutathione Sepharose 4B ¥R 3ml, EIR4E 60min,
R, WEFEWR. BT EEEREIRR 1 XPBS ¥R T, HEM 15m] EWKEK GSH
YRRV, YERRWE A 50 mmol/LTris-HCL pHS.0+10 mmol/LGST, 4 =k¥tfiEMESE,
BN A 4E40H HSVL 9355 oB BEEE B ARAMX A BL.
6. Zi4LHY) HSVL /R EE oB BE R A ELISA 4 :

BRI AR BN SE AR 1: 1000~1: 32000 f5HLREE, FHERA MR L
FIFEK L8, FJ Human HSV-1 ELISA RF &M MKEFEAKTURYE (B4ERIE
FELARERBI . ERER (R D BAAREEAEARETFNIIEERFERE.

7. BRERHSV] FE B EA R B, TR, WSV SRS R BRI &
T4 & 5 HSV] RERFIMEZ .

8. &M HSV] i gB ERAEN B ESHERENFRER, UREERNE
LHATRIE. H&.

IR T HSVL R B B FEER I MUANX R BRAE & HSVL SR B AR R
RN .

o2 U HSVL i3 B BEE AR EFE B, TTRAYE. B4R, BX
M. IS R EEEGEYRITEHARIS. &
ARASUAE AL EFTHILA:

ARERIEM HSVI REN B EERRE, FREMHNA:

1. ARBIFRIER HSV] 7R 5 gB MR A MAX B fE PR ] & HSVL SR B h 44 B B X

HERIANE, BFATREE. AR, BHEREXXRNDEMRA.
2. HSVIJREM B EEAERENART S ERZ, RAZHERKTSERTHE
H, FEKRERE/D, BE5RENAZRREEHERRMRER, Rt EQ AR
R S R, T35 AL A v AN B A RO 4 S R I R, BRI HSV 1B HE B 2
EHSVEMEAN B NERE. AREERTHBPURERAA, FIAERETEFHARRES
%, AHIEETEEEETEM. RETHEEEEZE. AR,

12
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3. AREAMRIEIFIE LR HSVL RER ¢B BEEARIIX ABREERFY, EHEEZM
FRZAE B RBRER T, LEARESHOERFY, ZERETEEZTEZA R
NEERIE.
4. BRAMEKRIL HSV] RER B EAN TREE, REAETAREEEARK 30%,
SFaith, AT XEALHIEZES.
i P i B

AR ¥ 456 B BT A R B Ve — 2B U B

Bl 1 RARRE USVI FFEEA eB BE AN EH SR MERRER,

Kl 2 A& B PCR 418 HSV1 f% 2% ¢B ¥R A M/ Z A e ik & .

Kl 3 24 KA 1. 0% 1) Agarose BERSHII 6 NELH FHI PCR I B4, KK 3
o M: &7 F & DNA F5ifE (TaKaRa, 500bp) ; 1~5: 5 ML FIgH #EH 2107bp FIH K
EE B

Kl 4 BRARKEIFE HSV] fREEH) gB MR HEA R SDS-PAGE 45 R . KiE 4
FM: K5 FEEBAWHE (Pharmacia); 7: STHEE E.coli TGl; 1~6 KR 1~6 5E&
HE,2 5. 5 F2ANEATREMITFFELN 96000 FIREEEH, 1. 3. 4. 654
MNEATFRHE AW

Kl 5 RAKEARIE HSVL fREER) gB R H4E{LAT /G SDS-PAGE T4 R . M
5 MRS T EE AR (Pharmacia); 1: XTEEE TGl; 2: FiKHSVL K& B ¥
EEKIIEE; 3: HSVL JRED B BER MR 4. HSVI FWEN B HEHML
T FEP L€, 5: Glutathione Sepharose 4B SEFNEMAE4LEHIR HSV1 7%
B gB HEEEH: 6: HSVIJRERN B HEANAILSEF K LFE.
B R

AR B st 7 ST 4 A -

HSV1 SR B gB B BAPLERM AT EEREGHRARIE

WIS HENLHT HSVL W EH) B BERMNATEARERFS, FHEH HSVL REM
gB BEEEEH N RRPUR RS, A AR RENEL T, LESRHSVLEER B BEEA
SRPUFERALH 2B B B BB 7 B SO FE 2 FURE pGEX4T-2 WK BarHI / EcoR1 41
Ry SEE EREIEENE FRISFEL B, TRE-ABREEA. BEAFRNEL
KIGFFE TG1, JH%k3RE T E3kik HSV] 7EEH oB BB LM TIEE, FKiAM HSVI
AEN BREEAASHEEARER 30%LEFH.
MeLE ik
1. EMSAL: 18 FE 161 RFIEH AR pCEXAT-2 Ny 5280 HARF .
2. DFHEYEERT REIENYIEE Ball. EcoRI. K T4 DNA HE#:E 4 TH4E TaKaRa
NE R PR AR & XIS PR AR I DNA H BRBOiR & N T TaKaRa
AT EDIT K& IPTGC A T4 Promega A )= 5 H B AT A8 O SE =4 Hr 4R 3 .
3. EEABHAMR: BATRETHE K.
4. EWNTERETTE: DNA FIBEY). 8. Bk FORIAOIREL. #1k: ZEE R SDS-PAGE
IFE—B D FREFFRER T EEIT. HeRF &R BHTERE.
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5. DNA %Y 4r#7: F QIAGEN 24 %) Frhr gk ik &tk fuki, F DNA 4 B3l A
Fo
SEHETT A

1. HSV1 R #EH B WEE B PURB ARG R EEH B & R

AP ANTHEWIN S804, @ v L5447 HSVL B B EE RN AMEERF
%\ (GeneBank , #@S: AY278488 ), ffiiki HSVI FREEAT eB FEE AN MIBHIURR
i (B 1), BTG 1 NMEERR TS 696 NEER, HEERFFWT:
Pro Ser Ser Pro Gly Thr Pro Gly Val Ala Ala Ala Thr Gln Ala Ala Asn Gly
Gly Pro Ala Thr Pro Ala Pro Pro Ala Leu Gly Ala Ala Pro Thr Gly Asp Pro
Lys Pro Lys Lys Asn Lys Lys Pro Lys Asn Pro Thr Pro Pro Arg Pro Ala Gly
Asp Asn Ala Thr Val Ala Ala Gly His Ala Thr Leu Arg Glu His Leu Arg Asp
Ile Lys Ala Glu Asn Thr Asp Ala Asn Phe Tyr Val Cys Pro Pro Pro Thr Gly
Ala Thr Val Val Gln Phe Glu Gln Pro Arg Arg Cys Pro Thr Arg Pro Glu Gly
Gln Asn Tyr Thr Glu Gly Ile Ala Val Val Phe Lys Glu Asn Ile Ala Pro Tyr
Lys Phe Lys Ala Thr Met Tyr Tyr Lys Asp Val Thr Val Ser Gln Val Trp Phe
Gly His Arg Tyr Ser Gln Phe Met Gly Ile Phe Glu Asp Arg Ala Pro Val Pro
Phe Glu Glu Val Ile Asp Lys Ile Asn Ala Lys Gly Val Cys Arg Ser Thr Ala
Lys Tyr Val Arg Asn Asn Leu Glu Thr Thr Ala Phe His Arg Asp Asp His Glu
Thr Asp Met Glu Leu Lys Pro Ala Asn Ala Ala Thr Arg Thr Ser Arg Gly Trp
His Thr Thr Asp Leu Lys Tyr Asn Pro Ser Arg Val Glu Ala Phe His Arg Tyr
Gly Thr Thr Val Asn Cys Ile Val Glu Glu Val Asp Ala Arg Ser Val Tyr Pro
Tyr Asp Glu Phe Val Leu Ala Thr Gly Asp Phe Val Tyr Met Ser Pro Phe Tyr
Gly Tyr Arg Glu Gly Ser His Thr Glu His Thr Ser Tyr Ala Ala Asp Arg Phe
Lys Gln Val Asp Gly Phe Tyr Ala Arg Asp Leu Thr Thr Lys Ala Arg Ala Thr
Ala Pro Thr Thr Arg Asn Leu Leu Thr Thr Pro Lys Phe Thr Val Ala Trp Asp
Trp Val Pro Lys Arg Pro Ser Val Cys Thr Met Thr Lys Trp Gln Glu Val Asp
Glu Met Leu Arg Ser Glu Tyr Gly Gly Ser Phe Arg Phe Ser Ser Asp Ala Ile
Ser Thr Thr Phe Thr Thr Asn Leu Thr Glu Tyr Pro Leu Ser Arg Val Asp Leu
Gly Asp Cys Ile Gly Lys Asp Ala Arg Asp Ala Met Asp Arg Ile Phe Ala Arg
Arg Tyr Asn Ala Thr His Ile Lys Val Gly Gln Pro Gln Tyr Tyr Leu Ala Asn
Gly Gly Phe Leu Ile Ala Tyr Gln Pro Leu Leu Ser Asn Thr Leu Ala Glu Leu
Tyr Val Arg Glu His Leu Arg Glu Gln Ser Pro Lys Pro Pro Asn Pro Thr Pro
Pro Pro Pro Gly Ala Ser Ala Asn Ala Ser Val Glu Arg Ile Lys Thr Thr Ser
Ser Ile Glu Phe Ala Arg Leu Gln Phe Thr Tyr Asn His Ile GIn Asn His Val
Asn Asp Met Leu Gly Arg Val Ala Ile Ala Trp Cys Glu Leu Gln Asn His Glu
Leu Thr Leu Trp Asn Glu Ala Arg Lys Leu Asn Pro Asn Ala Ile Ala Ser Ala
Thr Val Gly Arg Arg Val Ser Ala Arg Met Leu Gly Asp Val Met Ala Val Ser
Thr Cys Val Pro Val Ala Ala Asp Asn Val Ile Val Gln Asn Ser Met Arg Ile
Ser Ser Arg Pro Gly Ala Cys Tyr Ser Arg Pro Leu Val Ser Phe Arg Tyr Glu
Asp Gln Gly Pro Leu Val Glu Gly Gln Leu Gly Glu Asn Asn Glu Leu Arg Leu
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Thr Arg Asp Ala Ile Glu Pro Cys Thr Val Gly His Arg Arg Tyr Phe Thr Phe
Gly Gly Gly Tyr Val Tyr Phe Glu Glu Ser Ala Tyr Ser His Gln Leu Ser Arg
Ala Asp Ile Thr Thr Val Ser Thr Phe Ile Asp Leu Asn Ile Thr Met Leu Glu
Asp His Glu Phe Val Pro Leu Glu Val Tyr Thr Arg His Glu Ile Lys Asp Ser
Gly Leu Leu Asp Tyr Thr Glu Val Gln Arg Arg Asn Gln Leu His Asp Leu Arg
Phe Ala Asp Ile Asp Thr Val Ile His Ala Asp Ala

MG IR A HSV 5 eB R EH AR RMNEERFY, BEARNRZEY
BmERFELT, MM ERFY, FHES wWMNT PaHl BEUIML A CF
EZER ) RWAMRIPBEE (GC), 78 3 dpliin T & L% F (TGA) 1 EcoRI EEYIAL
B CREZR) EMNMRIFEE (60, fiZER B S T 72 juk pGEX4T-2
B Bamt1 A1 EcoRT BRYIL = A A6 LI & HSVI fi5 5 B #E R B PR RALEEE /Y DNA
FE% (2107 bp) WF:
GCGGATCC CCT ACC TCT CCT GGT ACT CCT GGT GTG GCT GCC GCT ACC CAG GCC GCT AAC
GGT GGT CCT GCC ACT CCT GCT CCT CCT CCT CTG GGT GCC GCT CCT ACT GGT GAC CCT
AAG CCT AAG AAG AAC AAG AAG CCT AAG AAC CCT ACT CCT CCT AGG CCT GCT GGT GAC
AAC GCC ACC GTG GCC GCT GGC CAC GCC ACT CTG AGA GAG CAC CTG AGA GAC ATC AAG
GCT GAG AAC ACC GAC GCT AAC TTC TAC GTG TGT CCT CCT CCT ACT GGT GCC ACC GTG
GTG CAG TTC GAG CAG CCT CGC AGG TGC CCT ACC AGG CCT GAA GGT CAG AAC TAC ACC
GAA GGC ATC GCC GTG GTG TTC AAG GAG AAC ATC GCT CCT TAC AAG TTC AAG GCC ACC
ATG TAC TAC AAG GAC GTG ACC GTG AGC CAG GTG TGG TTC GGC CAC CGC TAC TCC CAG
TTC ATG GGC ATC TTC GAG GAC CGC GCT CCT GTG CCT TTC GAG GAG GTG ATC GAC AAG
ATC AAC GCC AAG GGT GTG TGT AGG TCC ACC GCT AAG TAC GTG CGC AAC AAC CTG GAG
ACC ACT GCT TTC CAC AGA GAC GAT CAC GAG ACC GAC ATG GAG CTG AAG CCT GCC AAC
GCC GCT ACT CGC ACC AGC AGA GGC TGG CAC ACC ACT GAC CTG AAG TAC AAC CCT AGC
AGA GTG GAG GCC TTC CAC AGG TAC GGC ACC ACC GTG AAC TGC ATC GTG GAG GAG GTG
GAC GCT CGC AGC GTG TAC CCT TAC GAC GAG TTC GTG CTG GCC ACT GGT GAC TTC GTG
TAC ATG TCT CCT TTC TAC GGC TAC AGA GAA GGT AGC CAC ACC GAG CAC ACT ACC TAC
GCT GCT GAC AGG TTC AAG CAG GTG GAC GGC TTC TAC GCT CGC GAC CTG ACC ACC AAG
GCT AGA GCC ACT GCT CCT ACC ACT AGG AAC CTG CTG ACC ACT CCT AAG TTC ACC GTG
GCT TGG GAC TGG GTG CCT AAG CGC CCT AGC GTG TGC ACC ATG ACC AAG TGG CAG GAG
GTG GAC GAG ATG CTG CGC TCC GAG TAC GGC GGT TCC TTC AGG TTC TCC TCT GAC GCT
ATC TCC ACT ACC TTC ACT ACC AAC CTG ACC GAG TAC CCT CTG TCC AGA GTG GAC CTG
GGT GAC TGC ATC GGT AAG GAC GCT CGC GAC GCC ATG GAC CGC ATC TTC GCT CGC AGG
TAC AAC GCT ACT CAC ATC AAG GTG GGC CAG CCT CAG TAC TAC CAG GCC AAC GGT GGT
TTC CTG ATC GCC TAC CAG CCT CTG CTG AGC AAC ACT CTG GCT GAG CTG TAC GTG AGA
GAG CAC CTG AGA GAG CAG AGC CGC AAG CCT CCT AAC CCT ACG CCT CCT CCT CCC GGT
GCT AGC GCC AAC GCT TCC GTG GAG CGC ATC AAG ACT ACC TCT AGC ATC GAG TTC GCC
AGG CTG CAG TTC ACC TAC AAC CAC ATC CAG CGC CAC GTG AAC GAC ATG CTG GGT CGC
GTG GCT ATC GCT TGG TGC GAG CTG CAG AAC CAC GAG CTG ACT CTG TGG AAC GAG GCT
CGC AAG CTG AAC CCT AAC GCT ATC GCC AGC GTG ACC GTG GGC AGG AGA GTG AGC GCT
AGA ATG CTG GGC GAC GTG ATG GCC GTG TCC ACC TGC GTG CCT GTG GCT GCT GAC AAC
GTG ATC GTG CAG AAC AGC ATG CGC ATC AGC TCC AGA CCT GGT GCC TGC TAC AGC AGA
CCT CTG GTG AGC TTC AGG TAC GAG GAC CAA GGT CCT CTG GTG GAA GGT CAG CTG GGT
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GAG AAC AAC GAG CTG AGG CTG ACT CGC GAC GCT ATC GAG CCT TGC ACC GTC GGT CAC
AGA CGC TAC TTC ACC TTC GGT GGC GGT TAC GTG TAC TTC GAG GAG TAC GCT TAC TCT
CAC CAG CTG AGC CGC GCT GAC ATC ACT ACC GTG AGC ACC TTC ATC GAC CTG AAC ATC
ACC ATG CTG GAG GAC CAC GAG TTC GTG CCT CTG GAG GTG TAC ACC CGC CAC GAG ATC
AAG GAC AGC GGC CTG CTG GAC TAC ACC GAG GTG CAG CGC CGC AAC CAG CTG CAC GAC
CTG CGC TTC GCT GAC ATC GAC ACC GTG ATC CAC GCC GAC GCC TGA GAATTCGC

2. FIXHSV] i E gB #EE HMRANX I BR E A BRI
PLEUFHRL pGEX4T-2, | Bam H 1 0 EcoR 1 XUE§Y), HHuk/a [BIBEF Y] R K H
B, WTEET/KA. FFEH Bartl T F1 EcoR 1T SUEGYILEERAI HSV] 7 B S
HIANX ER A, BIkEWE, BTFEETFKA.
IWEBERIRER LR EEY)E DNA R B, ZEE—ELOE A T4 DNA &8 EiE
B, fF HSV1 % 8 B ¥ A AKX E A B s A\ 224k pGEXAT-2 W HY BarH I F0 EcoR
Iz 8], Gk ERERENFIIFER -, RE—TMEER (WERELE
2) .
3. BHAFRMIFES EE:
B LD EBRENELAFNENLEKBFE TG, BN RAETEFTETEER
(100mg / m1) M4 LB ¥4t b, B 3TCHFER . KB BENPIE b Mg THE%
(HHFFIEHR 1—5 5) F1 1 ANFREE (Ftkr pCGEX4T-2 #4bE) , 2RI EE 3 ml
Wik LB B (FEFHEEE 1000g /nl) MREN, B 3TCIREEESE oh, HEW
Iml, EOME . A 500 1 HEFRKBIFE M, #/KZ Smin, B (4°C, 12000rpm )
Smin, BU LR (WHFRD 201 F{E PCR 4R, PCR 4 NEAE A ) HSVL 57X E B
VEEAMANX R B, PCR RMIRE N : FoRiBR 20 1. HSVL /52 gB HESE H M4t
X R B B BB IE % Pl ( GCGGATCCCCTACCTCTCCTGGTACTC ) A0 41 % 51 % P2
(GCGAATTCTTAGGCGTCGGC) £ 11 1, 10X pyrobest buffer 5.0u 1. 2.5 mmol/L dNTP
4.0p 1. Pyrobest DNA Taq B§0.5n1 (2.5 U). £EF/K36.5u1, B4EFR 500 1,
PR 94°C 30 F. 55°C 30 Fb. 72°C4 %h, 35 MEI; BIS T2°CIEM T 4
Pro EUPCRy BEF=#5u 1, 1. 0% K Agarose BERHGI, SR, b NMELTFIIY 1Y
i 2107bp B B HIEEFE A B (L 3), T8 JURL pCEXAT-2 P B E R AT 18 H i &R
F B FIHESE, X 5 ML FIYEH HSVL s B EEBER B,
R 1 SEHFRIFRL, WERFLA K HSVL 55 B BEEAEREFF, DNA T4

TR, EAFRNEGHE AR HSVL HE B BEAERRFE, FITEEIER:
CCT ACC TCT CCT GGT ACT CCT GGT GTG GCT GCC GCT ACC CAG GCC GCT AAC GGT GGT
CCT GCC ACT CCT GCT CCT CCT CCT CTG GGT GCC GCT CCT ACT GGT GAC CCT AAG CCT
AAG AAG AAC AAG AAG CCT AAG AAC CCT ACT CCT CCT AGG CCT GCT GGT GAC AAC GCC
ACC GTG GCC GCT GGC CAC GCC ACT CTG AGA GAG CAC CTG AGA GAC ATC AAG GCT GAG
AAC ACC GAC GCT AAC TTC TAC GTG TGT CCT CCT CCT ACT GGT GCC ACC GTG GTG CAG
TTC GAG CAG CCT CGC AGG TGC CCT ACC AGG CCT GAA GGT CAG AAC TAC ACC GAA GGC
ATC GCC GTG GTG TTC AAG GAG AAC ATC GCT CCT TAC AAG TTC AAG GCC ACC ATG TAC

TAC AAG GAC GTG ACC GTG AGC CAG GTG TGG TTC GGC CAC CGC TAC TCC CAG TTC ATG
GGC ATC TTC GAG GAC CGC GCT CCT GTG CCT TTC GAG GAG GTG ATC GAC AAG ATC AAC
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GCC AAG GGT GTG TGT AGG TCC ACC GCT AAG TAC GTG CGC AAC AAC CTG GAG ACC ACT
GCT TTC CAC AGA GAC GAT CAC GAG ACC GAC ATG GAG CTG AAG CCT GCC AAC GCC GCT
ACT CGC ACC AGC AGA GGC TGG CAC ACC ACT GAC CTG AAG TAC AAC CCT AGC AGA GTG
GAG GCC TTC CAC AGG TAC GGC ACC ACC GTG AAC TGC ATC GTG GAG GAG GTG GAC GCT
CGC AGC GTG TAC CCT TAC GAC GAG TTC GTG CTG GCC ACT GGT GAC TTC GTG TAC ATG
TCT CCT TTC TAC GGC TAC AGA GAA GGT AGC CAC ACC GAG CAC ACT ACC TAC GCT GCT
GAC AGG TTC AAG CAG GTG GAC GGC TTC TAC GCT CGC GAC CTG ACC ACC AAG GCT AGA
GCC ACT GCT CCT ACC ACT AGG AAC CTG CTG ACC ACT CCT AAG TTC ACC GTG GCT TGG
GAC TGG GTG CCT AAG CGC CCT AGC GTG TGC ACC ATG ACC AAG TGG CAG GAG GTG GAC
GAG ATG CTG CGC TCC GAG TAC GGC GGT TCC TTC AGG TTC TCC TCT GAC GCT ATC TCC
ACT ACC TTC ACT ACC AAC CTG ACC GAG TAC CCT CTG TCC AGA GTG GAC CTG GGT GAC
TGC ATC GGT AAG GAC GCT CGC GAC GCC ATG GAC CGC ATC TTC GCT CGC AGG TAC AAC
GCT ACT CAC ATC AAG GTG GGC CAG CCT CAG TAC TAC CAG GCC AAC GGT GGT TTC CTG
ATC GCC TAC CAG CCT CTG CTG AGC AAC ACT CTG GCT GAG CTG TAC GTG AGA GAG CAC
CTG AGA GAG CAG AGC CGC AAG CCT CCT AAC CCT ACG CCT CCT CCT CCC GGT GCT AGC
GCC AAC GCT TCC GTG GAG CGC ATC AAG ACT ACC TCT AGC ATC GAG TTC GCC AGG CTG
CAG TTC ACC TAC AAC CAC ATC CAG CGC CAC GTG AAC GAC ATG CTG GGT CGC GTG GCT
ATC GCT TGG TGC GAG CTG CAG AAC CAC GAG CTG ACT CTG TGG AAC GAG GCT CGC AAG
CTG AAC CCT AAC GCT ATC GCC AGC GTG ACC GTG GGC AGG AGA GTG AGC GCT AGA ATG
CTG GGC GAC GTG ATG GCC GTG TCC ACC TGC GTG CCT GTG GCT GCT GAC AAC GTG ATC
GTG CAG AAC AGC ATG CGC ATC AGC TCC AGA CCT GGT GCC TGC TAC AGC AGA CCT CTG
GTG AGC TTC AGG TAC GAG GAC CAA GGT CCT CTG GTG GAA GGT CAG CTG GGT GAG AAC
AAC GAG CTG AGG CTG ACT CGC GAC GCT ATC GAG CCT TGC ACC GTC GGT CAC AGA CGC
TAC TTC ACC TTC GGT GGC GGT TAC GTG TAC TTC GAG GAG TAC GCT TAC TCT CAC CAG
CTG AGC CGC GCT GAC ATC ACT ACC GTG AGC ACC TTC ATC GAC CTG AAC ATC ACC ATG
CTG GAG GAC CAC GAG TTC GTG CCT CTG GAG GTG TAC ACC CGC CAC GAG ATC AAG GAC
AGC GGC CTG CTG GAC TAC ACC GAG GTG CAG CGC CGC AAC CAG CTG CAC GAC CTG CGC
TTC GCT GAC ATC GAC ACC GTG ATC CAC GCC GAC GCC TGA

PR R B A PURIRIA HSVL 9% 8 gB BEER B B (696 NEERR), ZEH N ifftd

TE LR 238 MEHR, £K 934 NEER, HEEZRFHIWT:

Met Pro Met Ile Leu Gly Tyr Trp Asp Ile Arg Gly Leu Ala His Ala Ile Arg
Leu Leu Leu Glu Tyr Thr Asp Ser Ser Tyr Glu Glu Lys Lys Tyr Thr Met Gly
Gly Ala Pro Asp Tyr Asp Arg Ser Gln Trp Leu Asn Glu Lys Phe Lys Leu Gly
Leu Asp Phe Pro Asn Leu Pro Tyr Leu Ile Asp Gly Ala His Lys Ile Thr Gln
Ser Asn Ala Ile Leu Cys Tyr Ile Ala Arg Lys His Asn Leu Cys Gly Glu Thr
Glu Glu Glu Lys Ile Arg Val Asp Ile Leu Glu Asn Gln Ala Met Asp Val Ser
Asn Gln Leu Ala Arg Val Cys Tyr Ser Pro Asp Phe Glu Lys Leu Lys Pro Glu
Tyr Leu Glu Glu Leu Pro Thr Met Met Gln His Phe Ser Gln Phe Leu Gly Lys
Arg Pro Trp Phe Val Gly Asp Lys Ile Thr Phe Val Asp Phe Leu Ala Tyr Asp
Val Leu Asp Leu His Arg Ile Phe Glu Pro Asn Cys Leu Asp Ala Phe Pro Asn
Leu Lys Asp Phe Ile Ser Arg Phe Glu Gly Leu Glu Lys Ile Ser Ala Tyr Met
Lys Ser Ser Arg Phe Leu Pro Lys Pro Leu Tyr Thr Arg Met Ala Val Trp Gly
Asn Lys Pro Ser Ser Pro Gly Thr Pro Gly Val Ala Ala Ala Thr Gln Ala Ala
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Asn Gly Gly Pro Ala Thr Pro Ala Pro Pro Ala Leu Gly Ala Ala Pro Thr Gly
Asp Pro Lys Pro Lys Lys Asn Lys Lys Pro Lys Asn Pro Thr Pro Pro Arg Pro
Ala Gly Asp Asn Ala Thr Val Ala Ala Gly His Ala Thr Leu Arg Glu His Leu
Arg Asp Ile Lys Ala Glu Asn Thr Asp Ala Asn Phe Tyr Val Cys Pro Pro Pro
Thr-Gly Ala Thr Val Val Gln Phe Glu Gln Pro Arg Arg Cys Pro Thr Arg Pro
Glu Gly Gln Asn Tyr Thr Glu Gly Ile Ala Val Val Phe Lys Glu Asn Ile Ala
Pro Tyr Lys Phe Lys Ala Thr Met Tyr Tyr Lys Asp Val Thr Val Ser Gln Val
Trp Phe Gly His Arg Tyr Ser Gln Phe Met Gly Ile Phe Glu Asp Arg Ala Pro
Val Pro Phe Glu Glu Val Ile Asp Lys Ile Asn Ala Lys Gly Val Cys Arg Ser
Thr Ala Lys Tyr Val Arg Asn Asn Leu Glu Thr Thr Ala Phe His Arg Asp Asp
His Glu Thr Asp Met Glu Leu Lys Pro Ala Asn Ala Ala Thr Arg Thr Ser Arg
Gly Trp His Thr Thr Asp Leu Lys Tyr Asn Pro Ser Arg Val Glu Ala Phe His
Arg Tyr Gly Thr Thr Val Asn Cys Ile Val Glu Glu Val Asp Ala Arg Ser Val
Tyr Pro Tyr Asp Glu Phe Val Leu Ala Thr Gly Asp Phe Val Tyr Met Ser Pro
Phe Tyr Gly Tyr Arg Glu Gly Ser His Thr Glu His Thr Ser Tyr Ala Ala Asp
Arg Phe Lys Gln Val Asp Gly Phe Tyr Ala Arg Asp Leu Thr Thr Lys Ala Arg
Ala Thr Ala Pro Thr Thr Arg Asn Leu Leu Thr Thr Pro Lys Phe Thr Val Ala
Trp Asp Trp Val Pro Lys Arg Pro Ser Val Cys Thr Met Thr Lys Trp Gln Glu
Val Asp Glu Met Leu Arg Ser Glu Tyr Gly Gly Ser Phe Arg Phe Ser Ser Asp
Ala Ile Ser Thr Thr Phe Thr Thr Asn Leu Thr Glu Tyr Pro Leu Ser Arg Val
Asp Leu Gly Asp Cys Ile Gly Lys Asp Ala Arg Asp Ala Met Asp Arg Ile Phe
Ala Arg Arg Tyr Asn Ala Thr His Ile Lys Val Gly Gln Pro Gln Tyr Tyr Leu
Ala Asn Gly Gly Phe Leu Ile Ala Tyr Gln Pro Leu Leu Ser Asn Thr Leu Ala
Glu Leu Tyr Val Arg Glu His Leu Arg Glu Gln Ser Pro Lys Pro Pro Asn Pro
'Thr Pro Pro Pro Pro Gly Ala Ser Ala Asn Ala Ser Val Glu Arg Ile Lys Thr
Thr Ser Ser Ile Glu Phe Ala Arg Leu GIn Phe Thr Tyr Asn His Ile Gln Asn
His Val Asn Asp Met Leu Gly Arg Val Ala Ile Ala Trp Cys Glu Leu Gln Asn
His Glu Leu Thr Leu Trp Asn Glu Ala Arg Lys Leu Asn Pro Asn Ala Ile Ala
Ser Ala Thr Val Gly Arg Arg Val Ser Ala Arg Met Leu Gly Asp Val Met Ala
Val Ser Thr Cys Val Pro Val Ala Ala Asp Asn Val Ile Val Gln Asn Ser Met
Arg Ile Ser Ser Arg Pro Gly Ala Cys Tyr Ser Arg Pro Leu Val Ser Phe Arg
Tyr Glu Asp Gln Gly Pro Leu Val Glu Gly Gln Leu Gly Glu Asn Asn Glu Leu
Arg Leu Thr Arg Asp Ala Ile Glu Pro Cys Thr Val Gly His Arg Arg Tyr Phe
Thr Phe Gly Gly Gly Tyr Val Tyr Phe Glu Glu Ser Ala Tyr Ser His Gln Leu
Ser Arg Ala Asp Ile Thr Thr Val Ser Thr Phe Ile Asp Leu Asn Ile Thr Met
Leu Glu Asp His Glu Phe Val Pro Leu Glu Val Tyr Thr Arg His Glu Ile Lys
Asp Ser Gly Leu Leu Asp Tyr Thr Glu Val Gln Arg Arg Asn Gln Leu His Asp
Leu Arg Phe Ala Asp Ile Asp Thr Val Ile His Ala Asp Ala

4. RIEHSV1 iwE B BEOTIEENIMELE:

WEBEHETNE 5 NBHMEELTFF 1 AN B (AL pGEX4T-2 B4 E) , Hf
4 3ml LBEFE(GEFTEEZ 1000g /ml) FRE W, 37TCHREEEFF 3h, M IPTG
FRIKEE 1. Ommol /L, BEEIRHIEFHIES 5h, B OUEE 1K34T SDS-PAGE ¥, B4
TRIZABIT - FEL N 96 kD I HSV1 5 EE gB BEERH, RIEELIN 30%, MXTRE TGL

18



200710133894. 1 oM P /21|

THEA® (B 4.

FIX HSV1 73 gB R A4k

RIERIX HSVL 7 55 gB BEE QMR ERRFY], S HEEE, BieEE 3t
itk BAIPTRIAH) HSV1gB ¥EEE AR & H 84E LK) GST B, GST pt& E BRI
FIRIE T ABCHBK s #8, "R EH GST AWK FF 98, EHRBITRER
HEFMENTE, F Glutathione Sepharose 4B EEfidtiT4litl. BAAS BT
MR
1 FERE5H:

Glutathione Sepharose 4B #tfX 4 GE Heathcare 4y &) 7= &, IPTG. DTT & Promega
AT HeiAFh Eraidt O 5 auisl.

2. Ri&HSV] EEH) B MEE E RIS R#:

W FERIRIE HSVL ER gB BEEBH M TREE R L (8000rpm, 20mins, 4°C), 3k
H, BRERTIREFE /10 R KRR (50mmol /L Tris-HC1 pH8. 0. 10mmol/L
EDTA. 10mmol/L DTT) A, UKE#BARIE 10mins, 2.0 (8000rpm. 20mins, 4°C) W4E
b3, FUlE. WEN EBERTT PHREMERT4dt.,

3. FIAHSV1 s oB HEE LRIk

EEBEINE 4478 Glutathione Sepharose 4B #%i% 3ml EiE 454 60min, b
B, WEFTBW. FHEFEERAIRR 1 XPBS 3Eit T, #EH 15ml HKER GSH Bt
W (50 mmol/LTris—HCL pH8.0+10 mmol/LGST) 4> = k¥t H FIE& E, Bl 4L
HSV1 78 gB ¥ B H AMNX F ER
G5

¥ M Glutathione Sepharose 4B #EFE_E eI 1 8E B i#1T SDS-PAGE 2341, 4R E
~ (W 5), &5 S ERIEE HSVIgB/GST B &8 A, RIEFY EEFET LERF.
SDS-PAGE & 7~3Rik =414y 96kDa.

4tk HSV1 R BN gB EEAM L g KN

WAL E L HSV1 5 eB EE B PUR, MBI XPi4A .0 ELISA 58 iER,
I ERIEK HSV] i B EEAMDURE AR, SRERER, ZEHEA
BRI MHURE R .

PRLF TS
1. BEER VAR &: Human HSV-1 ELISARFIEANZEE Uscnlife AT =M,
2. ELISAR%: By baifbikBHIMEELE 1. 1000~1: 32 000 f5LL#%E, ¥
PR ot BR DA ) RE R BE 2 LU B, 1 Human HSV-1 ELISA iR &R T iA E B MHUE N
(R EFELRAFIERAR .
AP S

HSV1gB & 1 #9 ELISA f&
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BV AR B RS EEIE 1. 1000~1: 32000 fSELFEE, IS RAHEXT R LA
PR BEfZ A58, F Human HSV-1 ELISA KFIERMEBEAEANTENE. ERER
(R hRAEFREEAETRFMILRMERR FME,

F£1 RIEEAMELISASSRER
Table 1. ELISA results of the expressed protein

A%

BWRE 1: 1000 1: 2000 1: 4000 1: 8000 1: 16000 1: 32 000
HSVigB 0. 814 0. 539 0. 428 0. 400 0. 396 0.129
Control 0. 021 0.019 0. 025 0.011 0. 003 0. 007
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WA AR HSV 7985 B A AN R R BUFFIR

110> ZTHAE

120> L& FRHI HSV 8 oB BRMAARKER FBRAHRIE. NA

<160> 2

<2105 1
<211> 696
<212> PRT |
<213> HSV 7% ¢B BAMIINX F B

220>
223> HIRPURRAIM HSV 75 oB BAMAMX B, B 1NEER — 5 696
A~ BEER, 3696 MEER.

<400> 1

Pro
1
Asn

Thr
Pro
Thr
65

Asn
Glu
Glu
Lys
Gly
145
Val

Arg

His

Ser
Gly
Gly
Pro
50

Leu
Phe
Gln
Gly
Ala
130
His
Pro

Ser

Arg

Ser
Gly
Asp
35

Arg
Arg
Tyr
Pro
Ile
115
Thr
Arg
Phe

Thr

Asp
195

Pro
Pro
20

Pro
Pro
Glu
Val
Arg
100
Ala
Met
Tyr
Glu
Ala

180
Asp

Gly
5
Ala

Lys
Ala
His
Cys
85

Arg
Val
Tyr
Ser
Glu
165

Lys

His

Thr
Thr
Pro
Gly
Leu
70

Pro
Cys
Val
Tyr
Gln
150
Val

Tyr

Glu

Pro
Pro
Lys
Asp
55

Arg
Pro
Pro
Phe
Lys
135
Phe
Ile

Val

Thr

Gly
Ala
Lys
40

Asn
Asp
Pro
Thr
Lys
120
Asp
Met
Asp

Arg

Asp
200

Val
Pro

25
Asn

Ala
Ile
Thr
Arg
105
Glu
Val
Gly
Lys
Asn

185
Met

Ala
10

Pro
Lys
Thr
Lys
Gly
90

Pro
Asn
Thr
Ile
Ile
170

Asn

Glu

21

Ala
Ala
Lys
Val
Ala
75

Ala
Glu
Ile
Val
Phe
155
Asn

Leu

Leu

Ala
Leu
Pro
Ala
60

Glu
Thr
Gly
Ala
Ser
140
Glu
Ala

Glu

Lys

Thr
Gly
Lys
45

Ala
Asn
Val
Gln
Pro
125
Gln
Asp
Lys

Thr

Pro
205

Gln Ala Ala
15

Ala Ala Pro

30

Asn Pro Thr

Gly His Ala

Thr Asp Ala
80
Val Gln Phe
95
Asn Tyr Thr
110
Tyr Lys Phe

Val Trp Phe

Arg Ala Pro
160
Gly Val Cys
175
Thr Ala Phe
190
Ala Asn Ala
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Ala Thr Arg

Pro
225
Ile
Val
Arg
Lys
Ala
305
Val
Lys
Phe
Thr
Asp
385
Thr
Phe
Tyr
Thr
Lys
465
His
Trp
Lys

Ser

Val
545

210
Ser

Val
Leu
Glu
Gln
290
Thr
Ala
Trp
Arg
Glu
370
Ala
His
Leu
Val
Pro
450
Thr
Ile

Cys

Leu

Arg
Glu
Ala
Gly
275
Val

Ala

Gln
Phe
355
Tyr
Arg
Ile
Ile
Arg
435
Pro
Thr
Gln

Glu

Asn
515

Thr
Val
Glu
Thr
260
Ser
Asp
Pro
Asp
Glu
340
Ser
Pro
Asp
Lys
Ala
420
Glu
Pro
Ser
Asn
Leu

500
Pro

Ala Arg Met

530

Ser
Glu
Val
245
Gly
His
Gly
Thr
Trp
325
Val
Ser
Leu
Ala
Val
405
Tyr
His
Pro
Ser
His
485
Gln

Asn

Leu

Ala Ala Asp Asn

Arg
Ala
230
Asp
Asp
Thr
Phe
Thr
310
Val
Asp
Asp
Ser
Met
390
Gly
Gln
Leu
Gly
Ile
470
Val
Asn
Ala

Gly

Val
550

Gly
215
Phe
Ala
Phe
Glu
Tyr
295
Arg
Pro
Glu
Ala
Arg
375
Asp
Gln
Pro
Arg
Ala
455
Glu
Asn
His
Tle
Asp

535
Ile

Trp
His
Arg
Val
His
280
Ala
Asn
Lys
Met
Ile
360
Val
Arg
Pro
Leu
Glu
440
Ser
Phe

Asp

Glu

His
Arg
Ser
Tyr
265
Thr
Arg
Leu
Arg
Leu
345
Ser
Asp
Ile
Gln
Leu
425
Gln
Ala
Ala

Met

Leu
505

Thr
Tyr
Val
250
Met
Ser
Asp
Leu
Pro
330
Arg
Thr
Leu
Phe
Tyr
410
Ser
Ser
Asn
Arg
Leu

490
Thr

Ala Ser Ala

520

Val Met Ala

Val Gln Asn

22

Thr
Gly
235
Tyr
Ser
Tyr
Leu
Thr
315
Ser
Ser
Thr
Gly
Ala
395
Tyr
Asn
Pro
Ala
Leu
475
Gly
Leu
Thr

Val

Ser
555

Asp
220
Thr
Pro
Pro
Ala
Thr
300
Thr
Val
Glu
Phe
Asp
380
Arg
Leu
Thr
Lys
Ser
460
Gln
Arg
Trp
Val
Ser

540
Met

Leu
Thr
Tyr
Phe
Ala
285
Thr
Pro
Cys
Tyr
Thr
365
Cys
Arg
Ala
Leu
Pro
445
Val
Phe
Val
Asn
Gly
525

Thr

Arg

Lys
Val
Asp
Tyr
270
Asp
Lys
Lys
Thr
Gly
350
Thr
Ile
Tyr
Asn
Ala
430
Pro
Glu
Thr
Ala
Glu
510
Arg

Cys

Ile

Tyr
Asn
Glu
255
Gly
Arg
Ala
Phe
Met
335
Gly
Asn
Gly
Asn
Gly
415
Glu
Asn
Arg
Tyr
Ile
495
Ala
Arg

Val

Ser

Asn
Cys
240
Phe
Tyr
Phe
Arg
Thr
320
Thr
Ser
Leu
Lys
Ala
400
Gly
Leu
Pro
Tle
Asn
480
Ala
Arg
Val

Pro

Ser
560
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Arg
Asp
Arg
Tyr
Ser
625
Asp
Val

Glu

Asp

Pro
Gln
Leu
Phe
610
His
Leu
Tyr

Val

Thr
690

Gly Ala Cys

565

Gly Pro Leu
580

Tyr

Val

Ser

Glu

Arg

Gly

Thr Arg Asp Ala Ile Glu

595
Thr Phe Gly

Gly

Gly
615

600
Tyr

Pro Leu Val Ser
570

Gln Leu Gly Glu

585

Pro Cys Thr Val

Val Tyr Phe Glu
620

Gln Leu Ser Arg Ala Asp Ile Thr Thr Val

Asn Ile Thr
645
Thr Arg His
660
Gln Arg Arg
675

630
Met

Glu

Asn

635

Leu Glu Asp His Glu Phe

Ile

Gln

Lys

Leu
680

Val Ile His Ala Asp Ala

695

650
Asp Ser Gly Leu
665
His Asp Leu Arg

23

Phe Arg Tyr Glu

575
Asn Asn Glu
590

Leu

Gly His Arg Arg

605
Glu Ser Ala

Ser Thr Phe

Val Pro Leu
655

Tyr

Ile
640
Glu

Leu Asp Tyr Thr

670
Phe Ala Asp
685

Ile
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<210> 2

<211> 2107
<212> DNA
213> AT

220>

<221> CDS

<222> (1)...(2104)

Q223> ANITERHIEFHEERRE, RIS HSY 7HE B BRI FE.

{2200

(221> mis—feature

<222> (2105)...(2107)

<223> ARRERN KL EFEHT.

<400> 2

CCT ACC TCT CCT GGT ACT CCT GGT GTG GCT GCC GCT ACC CAG GCC GCT AAC GGT GGT CCT 60
Pro Ser Ser Pro Gly Thr Pro Gly Val Ala Ala Ala Thr Gln Ala Ala Asn Gly Gly Pro
1 5 10 15 20
GCC ACT CCT GCT CCT CCT CCT CTG GGT GCC GCT CCT ACT GGT GAC CCT AAG CCT AAG AAG 120
Ala Thr Pro Ala Pro Pro Ala Leu Gly Ala Ala Pro Thr Gly Asp Pro Lys Pro Lys Lys

25 30 35 40
AAC AAG AAG CCT AAG AAC CCT ACT CCT CCT AGG CCT GCT GGT GAC AAC GCC ACC GTG GCC 180
Asn Lys Lys Pro Lys Asn Pro Thr Pro Pro Arg Pro Ala Gly Asp Asn Ala Thr Val Ala

45 50 55 60
GCT GGC CAC GCC ACT CTG AGA GAG CAC CTG AGA GAC ATC AAG GCT GAG AAC ACC GAC GCT 240
Ala Gly His Ala Thr Leu Arg Glu His Leu Arg Asp Ile Lys Ala Glu Asn Thr Asp Ala

65 70 75 80
AAC TTC TAC GTG TGT CCT CCT CCT ACT GGT GCC ACC GTG GTG CAG TTC GAG CAG CCT CGC 300
Asn Phe Tyr Val Cys Pro Pro Pro Thr Gly Ala Thr Val Val Gln Phe Glu Gln Pro Arg

85 90 95 100
AGG TGC CCT ACC AGG CCT GAA GGT CAG AAC TAC ACC GAA GGC ATC GCC GTG GTG TTC AAG 360
Arg Cys Pro Thr Arg Pro Glu Gly Gln Asn Tyr Thr Glu Gly Ile Ala Val Val Phe Lys

105 110 115 120
GAG AAC ATC GCT CCT TAC AAG TTC AAG GCC ACC ATG TAC TAC AAG GAC GTG ACC GTG AGC 420
Glu Asn Ile Ala Pro Tyr Lys Phe Lys Ala Thr Met Tyr Tyr Lys Asp Val Thr Val Ser

125 130 135 140
CAG GTG TGG TTC GGC CAC CGC TAC TCC CAG TTC ATG GGC ATC TTC GAG GAC CGC GCT CCT 480
Gln Val Trp Phe Gly His Arg Tyr Ser Gln Phe Met Gly Ile Phe Glu Asp Arg Ala Pro

145 150 155 160
GTG CCT TTC GAG GAG GTG ATC GAC AAG ATC AAC GCC AAG GGT GTG TGT AGG TCC ACC GCT 540
Val Pro Phe Glu Glu Val Ile Asp Lys Ile Asn Ala Lys Gly Val Cys Arg Ser Thr Ala
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165 170 175 180
AAG TAC GTG CGC AAC AAC CTG GAG ACC ACT GCT TTC CAC AGA GAC GAT CAC GAG ACC GAC 600
Lys Tyr Val Arg Asn Asn Leu Glu Thr Thr Ala Phe His Arg Asp Asp His Glu Thr Asp
185 190 195 200
ATG GAG CTG AAG CCT GCC AAC GCC GCT ACT CGC ACC AGC AGA GGC TGG CAC ACC ACT GAC 660
Met Glu Leu Lys Pro Ala Asn Ala Ala Thr Arg Thr Ser Arg Gly Trp His Thr Thr Asp
205 210 215 220
CTG AAG TAC AAC CCT AGC AGA GTG GAG GCC TTC CAC AGG TAC GGC ACC ACC GTG AAC TGC 720
Leu Lys Tyr Asn Pro Ser Arg Val Glu Ala Phe His Arg Tyr Gly Thr Thr Val Asn Cys
225 230 235 240
ATC GTG GAG GAG GTG GAC GCT CGC AGC GTG TAC CCT TAC GAC GAG TTC GTG CTG GCC ACT 780
Ile Val Glu Glu Val Asp Ala Arg Ser Val Tyr Pro Tyr Asp Glu Phe Val Leu Ala Thr
245 250 255 260
GGT GAC TTC GTG TAC ATG TCT CCT TTC TAC GGC TAC AGA GAA GGT AGC CAC ACC GAG CAC 840
Gly Asp Phe Val Tyr Met Ser Pro Phe Tyr Gly Tyr Arg Glu Gly Ser His Thr Glu His
265 270 275 280
ACT ACC TAC GCT GCT GAC AGG TTC AAG CAG GTG GAC GGC TTC TAC GCT C€GC GAC CTG ACC 900
Thr Ser Tyr Ala Ala Asp Arg Phe Lys Gln Val Asp Gly Phe Tyr Ala Arg Asp Leu Thr
285 290 295 300
ACC AAG GCT AGA GCC ACT GCT CCT ACC ACT AGG AAC CTG CTG ACC ACT CCT AAG TTC ACC 960
Thr Lys Ala Arg Ala Thr Ala Pro Thr Thr Arg Asn Leu Leu Thr Thr Pro Lys Phe Thr
305 310 315 320
GTG GCT TGG GAC TGG GTG CCT AAG CGC CCT AGC GTG TGC ACC ATG ACC AAG TGG CAG GAG 1020
Val Ala Trp Asp Trp Val Pro Lys Arg Pro Ser Val Cys Thr Met Thr Lys Trp Gln Glu
325 330 335 340
GTG GAC GAG ATG CTG CGC TCC GAG TAC GGC GGT TCC TTC AGG TTC TCC TCT GAC GCT ATC 1080
Val Asp Glu Met Leu Arg Ser Glu Tyr Gly Gly Ser Phe Arg Phe Ser Ser Asp Ala Ile
345 i 350 355 360
TCC ACT ACC TTC ACT ACC AAC CTG ACC GAG TAC CCT CTG TCC AGA GTG GAC CTG GGT GAC 1140
Ser Thr Thr Phe Thr Thr Asn Leu Thr Glu Tyr Pro Leu Ser Arg Val Asp Leu Gly Asp
- 365 370 375 380
TGC ATC GGT AAG GAC GCT CGC GAC GCC ATG GAC CGC ATC TTC GCT CGC AGG TAC AAC GCT 1200
Cys Ile Gly Lys Asp Ala Arg Asp Ala Met Asp Arg Ile Phe Ala Arg Arg Tyr Asn Ala
385 390 395 400
ACT CAC ATC . AAG GTG GGC CAG CCT CAG TAC TAC CAG GCC AAC GGT GGT TTC CTG ATC GCC 1260
Thr His Ile Lys Val Gly Gln Pro Gln Tyr Tyr Leu Ala Asn Gly Gly Phe Leu Ile Ala
405 410 415 420
TAC CAG CCT CTG CTG AGC AAC ACT CTG GCT GAG CTG TAC GTG AGA GAG CAC CTG AGA GAG 1320
Tyr Gln Pro Leu Leu Ser Asn Thr Leu Ala Glu Leu Tyr Val Arg Glu His Leu Arg Glu
425 430 435 440
CAG AGC CGC AAG CCT CCT AAC CCT ACG CCT CCT CCT CCC GGT GCT AGC GCC AAC GCT TCC 1380
Gln Ser Pro Lys Pro Pro Asn Pro Thr Pro Pro Pro Pro Gly Ala Ser Ala Asn Ala Ser
445 450 455 460
GTG GAG CGC ATC AAG ACT ACC TCT AGC ATC GAG TTC GCC AGG CTG CAG TTC ACC TAC AAC 1440
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Val Glu Arg Ile Lys Thr Thr Ser Ser Ile Glu Phe Ala Arg Leu Gln Phe Thr Tyr Asn

465 470 475 480
CAC ATC CAG CGC CAC GTG AAC GAC ATG CTG GGT CGC GTG GCT ATC GCT TGG TGC GAG CTG 1500
His Ile Gln Asn His Val Asn Asp Met Leu Gly Arg Val Ala Ile Ala Trp Cys Glu Leu

485 490 495 500
CAG AAC CAC GAG CTG ACT CTG TGG AAC GAG GCT CGC AAG CTG AAC CCT AAC GCT ATC GCC 1560
Gln Asn His Glu Leu Thr Leu Trp Asn Glu Ala Arg Lys Leu Asn Pro Asn Ala Ile Ala

505 510 515 520
AGC GTG ACC GTG GGC AGG AGA GTG AGC GCT AGA ATG CTG GGC GAC GTG ATG GCC GTG TCC 1620
Ser Ala Thr Val Gly Arg Arg Val Ser Ala Arg Met Leu Gly Asp Val Met Ala Val Ser

525 530 535 540
ACC TGC GTG CCT GTG GCT GCT GAC AAC GTG ATC GTG CAG AAC AGC ATG CGC ATC AGC TCC 1680
Thr Cys Val Pro Val Ala Ala Asp Asn Val Ile Val Gln Asn Ser Met Arg Ile Ser Ser

545 550 555 560
AGA CCT GGT GCC TGC TAC AGC AGA CCT CTG GTG AGC TTC AGG TAC GAG GAC CAA GGT CCT 1740
Arg Pro Gly Ala Cys Tyr Ser Arg Pro Leu Val Ser Phe Arg Tyr Glu Asp Gln Gly Pro

565 570 575 580
CTG GTG GAA GGT CAG CTG GGT GAG AAC AAC GAG CTG AGG CTG ACT CGC GAC GCT ATC GAG 1800
Leu Val Glu Gly Gln Leu Gly Glu Asn Asn Glu Leu Arg Leu Thr Arg Asp Ala Ile Glu

585 590 595 600
CCT TGC ACC GTC GGT CAC AGA CGC TAC TTC ACC TTC GGT GGC GGT TAC GTG TAC TTC GAG 1860
Pro Cys Thr Val Gly His Arg Arg Tyr Phe Thr Phe Gly Gly Gly Tyr Val Tyr Phe Glu

605 610 615 620
GAG TAC GCT TAC TCT CAC CAG CTG AGC CGC GCT GAC ATC ACT ACC GTG AGC ACC TTC ATC 1920
Glu Ser Ala Tyr Ser His Gln Leu Ser Arg Ala Asp Ile Thr Thr Val Ser Thr Phe Ile

622 630 633 640
GAC CTG AAC ATC ACC ATG CTG GAG GAC CAC GAG TTC GTG CCT CTG GAG GTG TAC ACC CGC 1980
Asp Leu Asn Ile Thr Met Leu Glu Asp His Glu Phe Val Pro Leu Glu Val Tyr Thr Arg

645 650 655 660
CAC GAG ATC AAG GAC AGC GGC CTG CTG GAC TAC ACC GAG GTG CAG CGC CGC AAC CAG CTG 2040
His Glu Ile Lys Asp Ser Gly Leu Leu Asp Tyr Thr Glu Val Gin Arg Arg Asn Gln Leu

665 670 675 630
CAC GAC CTG CGC TTC GCT GAC ATC GAC ACC GTG ATC CAC GCC GAC GCC TAA 2100
His Asp Leu Arg Phe Ala Asp Ile Asp Thr Val Ile His Ala Asp Ala

685 690 695
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