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1. ATEFEIBFTHREGA/REFORESEGEY, L4
FLTHEZHBEAP—FXEAERAR, HAGEOREAEZT— A%
%) £ SEQ ID NO: 3. SEQ ID NO: 4. SEQ ID NO: 5. SEQ ID NO: 6. SEQ
ID NO: 10 % SEQ ID NO: 12 ¥k ag R A8 571,

2. HEBAZEK1GRY, HRIELETHEES 4 A4 SEQ IDNO:
3K 10 M FRERFFGEEGR. LA SEQIDNO: 4 i FREABRFFN
O, HEASEQ ID NO: 12 iFE&ABRFIOEQRGRLSY.

3. RTETYRHHFTRERALST GRESEGREREY, A&
ETHRERGESABRENBAIRE, HESADBIARFECHEARA
YOS RBOQRESEBER QRO REBERTT, Ffﬁiéﬁémé’? 73
FHEEOREAE Y —A4 %14 SEQ ID NO: 3. SEQ ID NO: 4. SEQ ID
NO: 5. SEQ ID NO: 6. SEQ ID NO: 10 & SEQ ID NO: 12 +#ik ey £ 1
B 7.

4. RETORBESERFGENTOR, IRAEETHEEZORS
AREBFFASHEY—A%4 %4 SEQ ID NO: 3. SEQ ID NO: 4. SEQ ID NO:
5. SEQ ID NO: 6. SEQ ID NO: 10 2% SEQ ID NO: 12 ¥k 6§ £ KB 51.

5. HAREBH LK A HEMEQROBERTT.

6. HIEMA LK 5 HHEEAFF], H @4 SEQ IDNO: 1. SEQ ID NO:
2. SEQ ID NO: 9 % SEQ ID NO: 11 PHEMHEKAF.

7. RERANZRAGEHEGRAEH DY AL,

8. At ASAHFLETESHEEFE Y —HEERA
ZRANEHTORRE) —FHRBERAI LK 5 X 6 GHRFF.

9. RARERHZER 4 HEHE G R HK,

10. BEHRGHHN, 2ABFLETEXNEAIRHBHNARLEY
—FAR A A K 9 GFAK.

11. ATEMNGuZERFHSEEANE, LHEE THEZN
EOSRERANELS X6 X —HRAE T IRERF LK 9 6554k,
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CA P

RAaRZSERENEaRALERA

AR

AERAFREBORESEREFNEOR, B LEEGRGH
RPN, AR EEORENERTRGA/ZEFTFedhhanizs
4E (White Spot Sydrone) WE B FHEM.

FEHK

GHESERFNSSVAEAABEARIRENGIF T LA T2
HaRERE. BRIFLVZHH FARENE LEB (Flegel, 1997),
MmBESARBERZIRARARKIGEELTHRF (Lo ¥,1999). &-FEHK
BRENMVAZEFHRABEAOR, ZHRIB LN, KEXY
275 nm , K% 120 nm, E—mA—ABEHERHE. ALOERNES
EXLHABBISER, K% 300 nm x 70 nm ( Wongteerasupaya
%,1995). IARFHENHBIE, CHBRRAPREHHBEIRLEFS
AR FegHR%EEF (Durand F, 1997). Ak & sEL2 4L 5 F 4
2 EEAFRRBRERG A K ZR A (Francki 4, 1991), BHtiERm
ECHHFEBAABIIPEEHKAF (SEMBY) RO BH KRB F
(WSBV)., B W TF4#245FHE, GRESERERAERAANIANH
(Murphy %, 1995). M4l EEAWESITE FRE B EGNE DNA X
) &3t 200kb (Yang 3, 1997).

ORI EENEEERBRGFBEIITPLIRIFFHG AL
. BEROBFERTFSY . WEFAK SR G5, HFRBEEE
e, ARG EFEe AR ERSFFiEE, £335 RAX
BIFHLSRT. ORGSO ERFHRAFRITHFA LIS EHR X,
BaRkAEE— ot ERs IR L EARPHERANEY.
REXHOESPTREAGORESERFIZERNTORGERZIRE
ARG h B R XA G R k.



A K U8 AT

Wi I EGLEAEREER G R VP28(28 kDa). VP26 (26 kDa).
VP24 (24 kDa) #» VP19(19 kDa) .2 E K5 2 &k, H 9T BRI SN
AEEMEREEN T _RAZEH-EAHBRBREK &K (SDS-
PAGE) 64 it # & k453165, VP26 # VP24 R B A E G R, ™ VP28 #a
Vpl9 REOBEEFOR. b insRTaRgaER (Ns%) 8E8
RACBIEGRMNFRA, FRAASEZ 2o tnasiian Ly
AR XA (552 vp28, vp26, vp24,vpl9). B 2b ik, vp26 o9
% 4E (ORF) &4 555 A 453 & (SEQ ID No:1), #-5% VP26 A X &
F34H 184 AR XA KL (SEQ ID No:3), &L—R#HA LR 2b P.
vp26 8§ —AF A TEEES 612 A&, B+T SEQ ID No:9,
I HEEBREARAFANSAH 20 A REKRAEE, SR LML D SEQ ID
No:10. vp28 #5TiEHE &4 615 AN H 8 (SEQ ID No:2), £ B 2¢c F
L3S EHRLAMAT (SEQ ID No:4) —R#uEMKE., #E T
VP28 R EBMAF S A 204 AR, VP26 Fo VP28 MEA —A4
T NS BRENFREERFSBEG N 0-BEALLE. vp26 o
vp28 R EWTHESHNSEEBRIA 20 kDa Fo 22 kDa &G
Fi. VP26 #= VP28 #9326 L) RA B A I H A% & KA A %k,
VP26 Fo VP28 i L&y KM HHRBEMAELS EMBREEES T A
HBA-BRHBIERE &% (SDS- PAGE) Ty ajit# £ mREe K
#ZE 6kDa, ARV EFTAEBFLEGEHEN: HiBili, B8
WERBHE.VP24 8§ N A RERF A VP19 9F 2 ALK A5 4
B A RE K SEQ ID No:5 #» 6. vp24 8 R ETEE 0.4 627 MHF R,
FE T SEQ ID No:11, Lakidfe §iH6h VP24 KREARF 7| —ARH RE;
5o VP24 KRARA A 208 A%, B #E T SEQ ID No:12.
WAERAORFENSOHNBEERAFIN A GHESIERFFARS.

AEMEARBTHEFTARGY T %, ATHRP eI ER
ORZSMEBRFHERE. CEBETPTREBELIYHOFGaL44E
%41 E2E G/ VP28, VP26, VP24 # VP19 #EAARELS AL A&
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LELEY, ATRP TRV RRLORESERFHRE. Al
AEHILRK, AAWRGBERAPGLERFRETUARTL®
ORESEKRFHXLLEREOR. XN, AERFTEAGGHES
MmN ES, FRAALIR A ORESERFRGR. Xity
EHOREAERFLEMNEORRRAAFNELEERY, UAEP TP E
HHPRFOBEESEREGEE. THAEAFNR, FRDSGRELE
HEEREOHBTRAINREMNSEAERYS, ATHEPFPabdik
RasgsiemissE. A, FANHBRTRAFFLER TS HA
@, PR AR EALORESIERE. I XAV GRLES
PEREGFEOREIEARPNEORZASERFREBRMAK, X BRMAR
REFNECHRGEESERFRY, AT RBEHILE. EHRHAL
RATHHBN, Aok ZCERTATedB T RALRE
EHRE.

B, AL F —BRARBOBRCERFHEMEZT G A.
FORHMH, KEXPRLELHE G VP24, VP26, VP28 # VP19. X
KPHR RS A B 2b(SEQ ID No:3) S 7R E & A5 X E4T4 5
#)( 4] ke SEQ ID No: 10 )4 VP26 & & Jit, YAZ 4 A 4= B 2c (SEQ ID No:4)
HTaHEEABRANREMERT G VP28, KXW —FREL A&
SEQ ID No:5 Af % # N X% R % & & 7 MHMWGVYAAILAGLTLIL
VVISIVVINIELNKKLDKKDK % 47 & A 5| 65 VP24 & & Ji, A %4 A& SEQ ID
No:6 Fi FH 3o REABFF I VL ISI (6/V) ILVLAVMNY (P/A/T) M G
PKKDSKXEHNMLEFFN VP19 ZE R, %% VP24 &G R £ A 4= SEQ
ID No: 12 Fi 7 R A BEF I X HFTEO A, LAARE, ks
A SEQ ID No: 3,4,5,6,10 & 12 FHEREABF A GITEFINEE
BRLERLXPAHGEBRZA. ATAAXBGREY, TaREEARFF
BETE MR EMAZL SEQ ID No:3,4,10 #, 12 M REERF
7% SEQ ID No:5 & 6 Mk e S AEARF 748, &S TEEH
AEABFY, A EANTERAYBERORGIERERLERME. A
TAEPGES, KARHASEORRRMERBERARGEEAOR
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FEXTARNTEOHBZLEREEORAF/AEBEEORAEG R
hejfe . MERRBEREMARBEORET AP P HFERY
BR, SAOBgSIERFEEGES.

HBAEY, TERFHNTFTAENEETRARZY TH oA H5]F
—AREARABYBRTREABRENK, Bk, HA, BLIARTMAR
B, MAAFREAETAARUGREABRENRCEZHANZELT. 4
(RABRZAHEAREBRRXEHALIETHFRAEGERLLRZA
hA: BRR/AAR, LAR/ AR, KLARR/HRR, KLAR/
XABE, R/ BAKZNE (R Dayhof , M.D.,  BG KA 54K
B % (Atlas of protein sequence structure), Nat. Biomed. Res.
Found., Washington D.C., 1978, vol. 5, suppl. 3). ¥ASLAZ & A4 A A,
Lipman # Pearson & & i B T i ik fe 8 2% 69 & & i 4% (Science, 1985,
F 227 %, 1435- 14D AR A ZEAF IR RESZ G Rf 5 R 6
S ReAafl b8 5 k. A IUAHH EMAE R, e FASTA, TFASTA, BLAST
AR —EEBEE, TATHAZEALEZRLARFIGEORR K
FATEHZRAIGFFIIRRE. FRAZHGREEREER A
EREFHE. BRBREALXPEFTEZORBRARAIFLETRNG
BREbiERmesdHEoR, FAE5ZXAERENRE AARIERES
FESOFEDD P HEEARPHRAR, BRPRNKRGRESIERHS
R, RBEARXY, TAHREANGEEFLEZTO R aRESIER
FEAORORE, FHRMERBEBREFET RN OB ZESGIERF
EMEORIEZXEREHHER, AREBESH BT ESHH T
FEABTFERE, RPEINKROBESIERFHRE.

Fo5@, AAPRUEEE-NZASN GBS ERFLERES
ROBBRAF. FRBRALXARBESINRBILEHEGHR VP24,
VP26. VP28 #»/X VP19 69 B 5 5. AKX ¥4 #1345 SEQ ID No:1 &
9. SEQ ID No:2 & SEQ ID No:11 ¥ #3i& 69 vp26, vp28 #f» vp24 54
BAZ, CA14 5% 7 VP26, VP28 #» VP24, X &4 AMIHE TR A F
RETHDBEFEGIEBRAFAZ A FTRARZELNEDST ATG,
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BB maEEm (C %) EARBENESTALE. HTALKNAY
&, LMARBARELE SEQ ID No: 1, 2, 99X 11 THEeHF 8
A EARFRREGBFRFANCELALTGRBAZIAN. HEALH
mE, AEXUHBEEFANRBETEENDES T0% K& 75%, FHE
80%, & £ ¥ 434 85%. HEMKBEGHFF £ ALY SEQ ID No:1,2,9 &K
11 FiFE G F P R REA £ 90%, # 4% 95%9 R A 7.

#wAXP®ET, FIRAERRAAIBYEFBRAF SIS SEQ ID
No:1,SEQ ID No:2 # SEQ ID No:11 A F 7 6548 B3k 5 3L FT b M
Ahe., EAAYRET, BAFFRERT S E2REIL AR BEGHF
Pz R GARA ARG A 5 E. 53| FEMET A8 4 4= BLAST N §it
AWBEFHRE, XEBEFRADRIAZRENEREK,

BREBAEZPFELAFANRARARGSEBERAFANTABLFTAG LS L
REK, M SEQIDNo:1,2,11 R I MENBERAF NI —RIZFFIE
A, REHRAEREGSORZSERFR LB L L. AiB
, RABEEPKBOEMTER, AALGECPRERTZR. 2K
EXEHBEEMARGRARESHH 1 x SSCHERZ, 0.1% SDS, &
JE 65T ; B E A FH IO R Kk FH T SSCREBILAL A 0. 3x SSC.
BEAMABRFEERAPRZER A RBERBEUREZHRERLE T OB
A AXAFEGEARFINTRAREDRHEA RS B X BRI FHGF
BAEFRAT.

5 SEQ ID No:1, 2R 11 MiENBEFNZ —L AR BEAE
BRENTRARTEOR, BEORAORKEBFF 5 SEQIDNo:3, 4,
10, 12 FiX G RABAE T2 — K SEQ ID No:5 X 6 ik a3 4 A
EABENZ M, GLTEE, RAMAGEEHAYHLEREG
RO R B A &R K. %5 VP26 & & K6 —AF KBS 855 645
F#% SEQ IDNo:9 FiE i BB AF7l, €M %A VP26 Ea L
SEQ ID No:3 Fi#ZE 6 RERA ML, S FX LT E.

AEXPS QR ELEREFEAORTAREHAEGAVLF S &
BLF ERKGF, RFENETEH KN EABRARFE. KXW
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BEBRFAFANESCATEAALZA R ROBRE S ERERORNG
BRELSERFEREAOROENLET. EHEFRFAHELLRS L
REBZEOROLSELRAEABAZA ALE AR BABNAOEN B IW
o, E—FoENRFEAPEFZBEIME. MEAXGEG A TAM
MERIZEFRE TS B, BENEARBARRLOL T H kLR
MAERGRERE, SR, BE. YACs(BFFALEER) REM
B, ARBAERFH -HRIimePRTLR. SENBIOR
A, Pt ll, EFmp, LEaphRAildBmi. IAEERLL
AHBEB] A A% (Sambrooke F, 4 F AL . T8 T F M
( Molecular Cloning:a laboratory Manual) , AR HE LB Tk
#, A g#, 1989;King ## Possee, 1992).

REF®E, KAVRBRY, RS AanLZendsbysn
& & JE VP24, VP26, VP28 X VP19 +&)—# X $#, ABAHFLTE
ZHEAK. EPRRK, AAVHNANEGOLHRELSERFRE
&Gk VP24, VP26, VP28 & VP19, R -—EXFSALREGRHA
4. ki, KXPGIAR G A VP24, mikFr VP24 QKL A
SEQ ID No:12 FTH#E M AXKRFF], KA SEQ ID No:5 P#Hikueg N
KB BRAEAFN, AL LEBHAFASGHTHEFT, REZIHAGLSA
VP26, @iX# VP26 & & R4 A SEQ ID No:3 X% SEQ ID No:10 J 4%
ROEARFF, A LEEE-FFAGHEFT;, REZEXFEG
4% VP28, wmiX#f VP28 & & M4 A SEQ ID No:4 PHEMHRKLARA
FIRFEBZFFNGHEFT;, REXAESESHA VP19, mXF VP19 &
& JE4A A SEQ ID No:6 FPREMG NBRALRFAXZZAFAGH L5
7; AABHESSAMREGR T HRESHEOGESL. 4
HRORALVHBEIHE SO ORESMERFEGR VP26 F= VP28,
VAR AL &G VP24.

Rz i, AXHHEBEREFN TRHARPEZAKEY (vector
vaccine), P u W8, AR GBEEZSERFHRE. &
REGSHERBBARZ BT AEYN, FHRSOERBFREY, W
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HEMPWABPIRFTEA - AREAEANGFHRBFEFF . X EA
BHEA MBI AR EALNBEANGBSRITBEYFREY
R. B, Fwridm, KAAVRE—FLRAEHRFHERREET, AR
HFLTETHBEAHEAEY, AFPHANIARETRFLEHK
#id, ABEMNGEEWRF LA IR EAXAAGHBFRA T,
AXPHEHRAEABRP T oaid, HloiF: OERFRRRT
% B *¥F4} (Penaeidae) #9851, #l4sEp 2 3F (P. monodon). & £
¢ *t ¥F (P.vannamei) , ¥ B ¥ ( P.chinensis ) , & % s ¥
(P. merguensis). R #FHx¥FE &9 F ( Metapeaeus spp. ) ; 5H3F: &3
o3 R T £ 8 K& H (Palacnonidae) ¥ R R, Hl B E0H
( Macrobrachium spp. ) , R KF B #H (Palaemon spp. ) ; %
MF:aeFERRAMR TRk A ALANFH (Palinuridae ) F ¥ % I #
( Nephropidae )& & i, 4 k., 4= (Calinectes spp. ).Palinurus
spp., X¥FB&#H (Panuliris spp. ), RBEAEIFE G #H (Homarus
spp. ) ;M @ RUR Tk A FIFH (Astacidae) R B,
#]4» Astacus spp., Procambarus spp., # Oronectes spp.; ¥AR
B: oI ARRTkAXREESN (Cancridae) KR T & H
( Portuidae ) & B A, ¥l 4 : %X H B B 8 # ( Cancer
spp. ) ,Callinectes spp.,Carcinus spp. A A K F B B & #
(Portunus spp. ) .
AEXAGEEGTOARBRES KGR EF LA TLES AAL
HBERAEHNE, Pl T PHEBELTHHEAR: Renington HPHF
( Remingtong’ s Pharmaceutical Sciences) , % 18 5& (1990) ,
% #: A.R. Gennaro ¥, % 72 %, £ 1389-1404 W, HABEMNFHAF
AENYAGLARAREN—FASHALXANERGR. bR
AT, PHFLETREZOEA. AHERSRKE R HEZLA
RUEFTZHHFHELARPRAEGE. REXTORGERERT
MEREARETGRGERD, ¥Rk SHE R, BB GHD
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k. ABRFH, —HERRAL, BEPKRFA.

Xk, FRFHTRAEAGHNEH 0.01 3] 1000 ug AR, &£
% 0.5 %] 500 pg, £4% 0.1 3 100 pg. REABFEELARY, X
AREFSRFHTAERAGHN S 10° 5] 10° pfu(HsHBRE4L).

AEXPHBEHESEARLNYBES FREANGGF LTESGEMA
REBHBAEEFEREW, Hli: LBEK. EK. KEEFRERP
BEeRBHRE (e PBS). B, $AEME. BRAIISIEEAGRET
b eRimAl, HikH, BLEZH, RALHN, HGENPLER
Fa F.

SEHEMOEREFIANR TR ESBEEK, F%8(carbomers),
EEFHBEEEW, %4 % E , monophospheryllipid A, MaBE& —
B, HILH, HEE @BREAT, LAKRAQilA, AREEEM
Y. EMNGHR MR TEENESGHRR.

EOAEAEAGES PEAGREZMN QLI RIURTHEL: H
W BB HES N BB MR EE BAORE: Hld
FUIABREE;, UREFRSBEGHGRE.

SN B s, AR LRARKRE LA,

AXPGRGTEHESR, &, B, AFXLER, XA vk
“H. AP edhomdT, ARG FXAAGEHZ TR ORE S, L1
RERLRARFRAEY.

HoRSHFAME, AGKRaPSEGRERSEREY,
Blio, Herhdk. R TREGHR, baHEFREEXRIP LR
BROXAFGRERS. AXPHESHANR AR RAREARE
B, EMTURABEEFEABTHKA, SEGERARF LD OIELF R
BTEMFHEDGIEAFTRERI Y, KAGAR Y. Artenia
R NF. HEHLEEKIF Artenia sp..

Wi RAABRELAR Qo —KER, RAXAGE G R T
AxFE&ERAK. KAXEZORAEREAEFRABEELEREK. AKX
PARATARBHEEGERNE. RERFEQARLEIDY, et &,
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UEXABZBFEABREORBERAREEAERAG LI BOBRET RELS
BRyeg2rAhAsm (R #ld Cligan F(%%%), AP LM%
( current protocols in immunology ), 1992 ;Kohler f2 Milstein, Nature
256, % 495-497 M, 1975;Steenbakkers %, Mol. Biol.Rep.19, #
125-134 W, 1994) . ¥FHRAEATAATHEHF, AL G
RAMRKE, REPEFHPWTENGRESERAGAELE. ALXBH
BHBRFANCESATHN. LEGFF XL R EEA TH i PCR H
AF5@, EERIAEPESIHTRMNOBESERSFHEFE. B,
A—F @, REXPVERBELHEANE, XA FPOLALNG—HREFF
B B A5 R Bk,

A K o Fr ik 2k 69 4% VP28, VP26, VP24 #= VP19 & & JK 68 4k 7 1A
H—-FRAERAVIHWSRAI RN ERAES. Bk, £5—F W,
AEBREBD S RBG AN R ORESERE, LEAYESL AR
VP28, VP26, VP24 X VP19, R LR MEE-_HREHEGRHAESER
., RGBS TRER EAEGEERARTHE. HAHEHE
ToRLHEGHRAEE, LT, REPRTEAGEEAH a7 RA.
FRAGRIAZEGZBGETHEOIAK (TgY k) #&6.

I EIY LS P EL IS L P T e YRty o
X ALY,

A 5L

A 1

ORZSERFEEOR. () AENZEREZBEGERETE
B (TEM) BH. B) A4 ind it T 2as
BY. (O A amEeiEmg 15%% Ll &6 SDS-PAGE 3.
Wil 1: K TEZORFA. R 2: RARRRIFGENL Gl
SREFEEBE . R 3: OGRS ARFEE. KRE 4. 4
65 B B L2 AR EH .



B 2

& 5 52 A% A VP26 fo VP28 89 B 4 7). (A) VP26 F= VP28 &
GRS ERFEBARE LG EA. (B) VP26 # (C) VP28 943 8 Ao
ZORAF. vp26 F= vp28 BB TikiE, NHEEF RN IRERAS
Pl APHRABAELN ATC FATFH. NARKARSF 7 ALK
FRTFRMGN-BRALELEGEEIRATREEAT, A 0L
AL S AN EGTRREAT. VPRSI BEENBEFREF T A4
HF AR,

B 3

(A) VP26 # (B) VP28 ®%EKH.

B 4

GRESERFEMTORER @B THHRBHELRE, 15%
SDS-PAGE Bk # & & S fp ik sk (Western fPik ik ) 447, (A) Sf21 #m
BRB G Lk &R, Rl 1: Ky T =X RfFAE. Kl 2:
P g FE, #i#E 3: ACMNPV-wt (34 R ) B F. #KHE 4: AcMNPV- GFP
B, i 5: AcMNPV- WSSVvp26 B #. # i 6: AcMNPV- WSSVvp28
B, % 7: ZbiERE. B) BRARELGGBRESIERF
8 % A ERAARNG K G R pE.,

B 5

REKZTG VP R EFAIFRAGHELSERFN TR BRI
S BE NaCl BRI, MENR: BLanZoiEidsmies
HFAeiF., SR WNRE: BT OREAERS %K W ok eliF.
VP28 Hde ik : X AR VP28 Hd ik 63T,

B 6

BIFRH O ZLERAEETOR. AHESE: REB% NaCl Bk
. FARMR: BE NaCl ERFOGRESIERFHIF. 43: A VP24
HATEAE I, A 4: A VP26c HATHAIF. 4 5: A VP28 #HATH
Frog¥F. 8 6: A VP24, VP26c #= VP28 65 RAH AT Fr 6§ IT.
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5 76,45

G BE 22 A4 5% & 6 F] & Fe KAl

EXFLXFPHEAGRERAEBG A LG5S ¥ (Penaeus
monodon) ¥4 HF B key. TR FEMHELE TN S F#% (20 oM Tris-HC1,
400 mM NaCl,PH {4 7.4) P 5 ¥4, £ 1,700 x g HELRE 10 &
YzE, TREZRO.45 M HEE). BRBMAEHE R A
VAIFARAFEEE, ERAFEEROEYIMIK. 4 XG5, AER
MIFAR AR RE, 5HAREHNGK R Alsever % (Rodriguez
%,1995) ®4A. A TNE(20 oM Tris-HCL, 400 mM NaCl, 5mM EDTA, PH
T ADBRRBBZE, AT 1,700 x g #EES 10 24, Kb
HeEhMEHELSE. KRFRAELEL4CLL45,000xg BRI
B, REWA TN EREHLFE.

A Nonidet P40 (NP40) X BB H 8k, LHhAFOB. ERE
B P mA 1%% NP40, TR TAE 30 242 8%E%. Ak 4T
¥A 80,000 x g B S HE 30 54, WiEHM TE (10 mM Tris-HC1, 1 mM
EDTA, PH {4 7. 5) S & A M.

FFBEY T R ARRAH-E RSB & (SDS-PAGE)

AH#AT R GRS ¥, £ 15% SDS-PAGE B fix F 21 & s 42 448 3 - 09
AEFEHNE(AOESRABE, oS R)RiroH. &8
£ Ll B 3 &k & G & SDS-PAGE ik ¥ £ &..
T EREXE

ARTER L TFERERLE (TEN), SRR H A BLEETWNER
(Formvar ) L4 6, A L6948 N (400 WiL) b, R B 7 3
(2% PTA), # A M Philips CM12 & F R ENK.
F Y & X

¥oufbmaEEL 4A5CREGS K(0.2 ng/ml) fot =AM
REBEMA (%) AE3 I, 2 FFHADNA. AR/ A45HE, ATEER
#% (10 mM Tris-HC1, 1 mM EDTA, PH & 7.5) #47& 4. #fbfek %G

11



% DNA A ¥ A AW R RERR b RETEZ.
REHE

OEZSERFEEBANBR# L% pBluescript SK
+(Stratagene 24 ) ABEZ A, 44 A4 £ ¢ H K (Sambrook
%,1989) 34 K MH H (E.coli) DHha/k M. DNA &54-%, MR4IH
Rl , FEERELCAREERSBRAKBAEGBALEATY
(Sambrook ¥, 1989). B4 B4 K & (PCR) 2% A A X4 R3] kit
AT, % VP28 N Kt DNA R G Be424-4E5% & % DNA /8 PCR
FEFEB RN, ARG B A VP28 N A RABFF AR
RIFHZ Y. P46 E G 3] R 5 CAGAATTCTCDATNGTYTTNGTNAC
3’ (SEQ ID No:7), R @5l #H 2 A EcoRI £ 5 (&K F)H 5
CAGAATTCATGGAYYTNWSNTTYAC 3’ (SEQ ID No:8) (D = A, T 2 G;N =A, C,
CRT:Y=CHRTW=AHT;S=CXG). VP24 8GN K F A MG
BEAMBFEDNA PR PCRFEFHE LG, HANIIHE—F
VP24 & N AR KR EBAFAANAEBSRFRIIIBH. 5
CAGAATTCATGCAYATGTGGGGNGT 3’ (SEQ ID No:13)# A EG 3|4, #
5° CAGAATTCYTTRTCYTTYTTRTCIARYTT 3’ (SEQ ID No: 14) % 4 B % 3| 4,
#5364 EcoRI 4.5 (84 F).
DNA 3 A-F= it Lo #7

Z-® F 69 i # DNA 21 QIAprep Miniprep #% % JETstar fi#
$E4L & % (Qiagen 28] ) #4616, R A5 K A A % pBluescript EFfe
B e 834, AR THSRGIBAFHFAES. 48 Applied
Biosytems B 3h4L DNA ® 5 4L (Eurogentec, A 8) 4T f Al 5.

EBGF I A UNGCC HEMEZAZTHH OREAK 10.0). £ A
FASTA, TFASTA (Pearson &Lipman, 1988) # BLAST (Altschul %, 1997)
BAEK DNA g F R AR SN E ##id 69 GenBank/EMBL,
SWISSPORT # PIR # 38 & #E 4710 4%,
4m Je, o 5

F 34 A, (Spodoptera frugiperda) (Sf-AE-21) #mja (Vaughn
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E19TT)RIEHFEAL T 10%85 % & 7% (FCS) 49 Grace’s Rk IEH
(GIBCO BR 2 &) ¥. HHEHMAHAER $ A KK A (AcMNPY) ( Smith
#o Summers, 1982) 69 E2-H# X EF AR (wt) _EHE A, FHRG MG
BEFAFREBRETRAKBLZE RGBS T EA T (Snith F
Summers, 1987; King #= Possee, 1992).
FHAKE

Bac—to-Bac A% (GIBCO BRL 2 &) A ke P#H M kT TR &
& #E 5% A4 %% & VP24 (SEQ ID No:12). VP26 (SEQ ID No:3). VP26¢ (SEQ
ID No:10) #= VP28 (SEQ ID No:4). AT AR ke A 55 HE A f
# % Bac-toBac EHMK, & KXE%EEG GFP) £ B 4% 5] A
pFastBac-DUAL # 4k p10 & 306 T %. GFP A H %k A pVLI2GFP i &
(Reilander %, 1996), £ Z A M Xba I = Kpn I X G5 6.
700 bp €4 GFP 8§ i BL# 3 g 5 8 X & ik #» GlassMAX 4646 % 3% (GIBCO
BRL) %~ %, 4 /3 DNA B &84t K K%, 46 X pFastBac—DUAL /i # p10
BEAIFHT#H%ALER I1 6 Sma 1 1.5, MEAMEERGTLH
pFastBac-D/GFP, AEM 2 AREARF T THA —ABIELR
#HWAK I R, REAZX L pl0 B3 THAEN GFP B EA R SRR
Bac-to-Bac #% # & (GIBCO BRLY B ZE T &, #Z Rm A HH A
AcMNPV-GFP.

2t4-A W % T4 vp26 (SEQ ID No: 1) #= vp28 (SEQ ID No:2)
TiEE (ORFs) GBS IERF M EAIT PCR ¥H¥ AR A, /£ ORFs
6 3’ 3% 3|# — A BamH I 4£.%, /& ORFs #§ 5’3 5] A—A Hind 111 42
&.. vp26 (SEQ ID No:1)#e vp28(SEQ ID No:2) ¥ st#k % 1% 5| pET28a
&4k (Novagen 2-3]) = A, A BamHI # Not I B3, B ALEAKE
pFastBac-D/GFP 8 % itk B G B F- T T #. KRB A E# 5 5G4
# pFastBac-D/G-vp26 # pFastBac-D/G-vp28. vp26c(SEQ ID No:9)
#2 vp24 (SEQ ID No:11) &M A A A G Ti4E (ORFs) WRE T 24 W
PCRy ¥k, 8L WAEORFs6H 5 % F|3t— A BanH I 42,5, £
ORFs % 3’3 3] A— A~ EcoR I f&.%. £, vp26c(SEQ ID No:9)
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#» vp24 (SEQ ID No:11) & Tt 4E# ¥ A\ pFastBac-D/GFP Fi# % A4k
Tar s T8 T #, K&F R K pFastBac-D/G-vp26c A=
pFastBac-D/G-vp24. #M pl0 BT AL GFP R 2 AL EZ G & F
F % & VP24 (SEQ ID No:12), VP26 (SEQ ID No:3), vp26c (SEQ ID No: 10)
&, VP28(SEQ ID No:4) ¥ E 4 % # 4K B Bac-to—Bac %A A4 (GIBCO
BRL) B3 & T ik, 2 ## A% 4 AcMNPV-WSSVvp24, AcMNPV-WSSVvp26,
AcMNPV- WSSVvp26c #» AcMNPV-WSSVvp28.

SDS-PAGE, % &1 Ji A7\ 4% #= Jo B ¥p 3 ik

BEFAR G BERBAEBE S AARE (ACMNPY) AEEHAGE
kB HE K (GFP, VP26, VP28) %) ACMNPV Z & 2 hmM i 15%
SDS-PAGE R ¥ 447. AL L MR R ELREORFERATL,
FFepiEk Tl L BB =R L% (polyvinylidene difluoride) (PVDF)
J& (Bio—Rad 2 8]) Li#tf7, 4 A& L CAPS & 3% (10 mM CAPS & 10%
WEY); KA Inmobilon™-PMillipore %)) E3t4T, 4 8 Tris—
HRBE A% (25 oM Tris A%, 192 oM W88, 10%(v/v) P&, PH {4
8.3). BMALMAERLELEZORAEPIFRLRE. kA GmE
SRERFREBBEFAGIZEO R TNERL#E T 347 N K%
K53 Z (ProSeq 28], Bk EHN).

Immobulon-P &/ TBS & #% (0.2 M NaCl, 50 mM Tris-HCL, PH 14
7.4) ¥ A 2%4& 08454 (Campina A5, # Z)HH. LA TALT
AEyRERETY: RRT, £4A 0.2% KA TBS $KpiE
5 1:2000 %#H6 2 AR Qs AiERmEiE (B P.C. Loh #4#&
GEW, BELXF ARE)—RBF 1 e, K5, A 1:2000 #
B4, 247 HMBRE ALY E (Anershan 2 8)) R L thh = 24
R BRI FE - AR XN L (Anersham 23] ) #HITHR].
VP28 % %tk
OESSEREIZGOBLENEES VP28 AR R MG TRAKAE
AcMNPV- WSSVvp28 Fr %k A, 1M Prepcell (Biorad 2A9]) fe B &
BitfTseit. &4 VP28 WA Aok s, K okiLed VP28 B G R
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EHELTFARNE S LRRAK ALY REZOEREBREN A&
HAAFORPEEN K, RASROGREZSERETEN VP28 K
BRI, AN VPB R FA TORES MRS PRER T,

& 58 52 AR & R A

Y BE 42 A AL g5 A (WSSV) %6 4 B #F % M8 ¥F Procambarus clarkii
e FREE RS, CEA—RAUTHEMNA EHTRERESOBL
SiEFA . hKCZWESEREREE RmAeL, RERELE. B
FEBRRE, X TEXRPHMA 7.5) PRENEMR. HERAHK
BAEE -T0°CARALTB VA,
&G RB#

ORZASERFIEGOMENEEGM VP28(SEQ ID No:4) =%
7 & 6 J§ VP26c (SEQ ID No:10) #» VP24(SEQ ID No:12) AR k@ ¥
A A K &K & AcMNPV-WSSVvp28 . AcMNPV- WSSVyp26c #»
AcMNPV-WSSVvp24 %k ik, X &% HM P10 B3 F 434 GEP, M % AHE
R TAEAGRESIERFEREG. BE 3 XE, KKESREN
Rk, FRAEFAAR AR, LERREEMA Y I
(P. monodon) .

FLHPHER 6 M

M | At B Aok & & % & B4 3F 64 A
1 PR pE s} BB 330 mM NaCl {330 mM NaCl [330 mM NaCl (10
2 Fer b 2 78 330 mM NaCl (330 mM NaCl |{WSSV 10
3 VP28 VP28 VP28 WSSV 15
4 VP26¢ VP26¢ VP26¢ WSSV 15
5 VP24 VP24 VP24 WSSV 15
6 w4 (MIX)| R4 PR WSSV 15

£ BAYH P, FHMHE VP28, VP26c v+ VP24 KR EEHZ W
BRE. BREYES X, AR mBEN. XX ERO9RES
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MR F CRERM, R P ER)ERAE. ERE, FREIFHIT6 X
LR, RIFZLTFERELEORZSIERFREARE.

#£x

SEamRLEAOERFEARA TR

B RAGRERANFANAEHGFXBE LRI, ER 2
BHX, AXOHEZELERFRLNDIIGeRE T2 ERE. AL
RREGIFRARR R ECHE S AENR, XERAEARITEF
ERBEE, S OBRRCERFERNALFRRE. EATELESD
WY, RAMKEIRETE, RAECREIBOHES T, WK
A2 LOBNREEE(E la). A NP40 &2, BEWOLEH
MAmFBE Ll ATHGHEE(B D). ZEEEHF9REAER
FHEEEA G EE P 604 (Durand £, 1997). A OES R
FEBENEG RAH % KGR T4 SDS-PAGE 47 (B 1c). BFH
BPHEOALTEZGERTUARBEECNGARLITFEREMNE R, €M
AR ST F 45 3 A 28(VP28), 26(VP26),24(VP24), # 19
kDa(VP19), HARFHA B FLAAESR, AP XEGXAF4ET 30
3] 65 kDa Z W, EFV LA B EEGRF4LT 86 kDa %] 130 kDa #3E
BZA. kB afe = AT 2T RTLERERE —R#E AL,
4T 67 kDa 2] 78 kDa Z M. ABXARKRFPHBEIGEOREREBLA
BEAEBETHAERN (B 1), AXIREEIZZNORZSEREER
QR VP28 #= VP19 9 B G & A 0.2 LM 5 690kl (B 1c) PR A
£, Wbt ARENBRARETRFGOLERNE. VP26 & VP24 £
AR EB G RELRALE AFCIRETEEL.

SDS-PAGE g LN A HAB I F FHEGHT ZHREBI 4K
R TH PP EL, FTZHREZTQRFHRN THRF. VP28 Ho
VP26 T AR 40 AR ABRBEMNZENF (S HNEFTAER 2b F 2¢ F,
AR A 4K F R 7). VP2 #§ N X 3% 5 5 &4 7
MEFGNLTNLDVAIIAILSIAIIALIVIMVIMIVENTRVGRSVVAN, VP28 N X 3% 3]
Vi #F h ) & -3 B Yo 7| b
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MDLSFTLSVVSATLATTAVIAVFIVIFRYHNTVTKTIEtHsD, J ¥ 39 4549 7% 8.8
e 4l EHLBBRERAETY. AHANKEFARTHAKYG (B 3).
2w N K5 KRMAFHEMY VP24 N X KX R F 7 2
MHMWGVYAAILAGLTLILVVISIVVTNIELNKKLDKKDK (SEQ ID No:5). VP19 #5
N Ak X B HEW, BCNBr 54 N Kk HFAAAMKZ VP19 &
2 W3R A ) IVLISI (G/V) ILVLAVMNV (P/A/T) MGPKKDS (SEQ ID No:6).
HEVPIO RELWNAEIT, ZTEREAGARETRAGCKV, £ 1747
BEZPARTARE.
24 kDa & @ REBG LA

A VP2AN K kA RAFT], ARBT —ARHF8PCR 3%, E
%151 4 % 5" CAGAATTCATGCAYATGTGGGGNGT 3° (SEQ ID No:13), m R &
5| % %) & 5’CAGAATTCYTTRTCYTTYTTRTCIARYTT 3’ (SEQ ID No: 14),
HEA LA EcoRI 2.5 (4 F). B RORZ4 %5 L K48 DNA %
BEHAITPCRY . BHFT—A 133bp KKK, FEd 2% 88
B i &, # A pBluescript SK+R £ ¥ B 4. X4 PCR &6 54
7| 55 & gE 22 548 F & VP24 65 N K35 & & i A %) (SEQ ID No: 5) AR"H 4,
M bR EREFREXARA TR THREATH4ER
(Sambrook ¥, 1989), A& H) VP24 LR TiEE, —AEHEXAR
BT %65 18 kbp BamHI K Bk sk i k473 — 69 547

62T A BT RY T EVvPUATRERMIARAN LS TFRRE
18 kbp BamHI HE LB XA, BFGREESTLATAHA G R
(AAAATGC) F, T v A B AR %5 A B8 (Kozak, 1989) . £ & 3 F R 3%
¥, HAE B AN T EERFIN BEREAAAALEARFS TATA £.
polyAZ S 58P ELFTER. vp24 T4 (SEQ ID No: 11) %44
—B 208 AREBM(SEQ ID No:12) W F M KGR/, LA TRALAEA
Pl ee% LBRIELE VP24 N K3 55 (SEQ ID No:5). VP24 #j®
XA 23 kDa, F %% 8.7. £ VP24 L HAXBAWATERG N-#EL
4 5 (N- {P}~[ST]-{P}), —A~ 03442 % (Hansen %, 1998)#= 9
AT BB S ([ST]-X-X-[DE] & [ST-X-[RK]). REZ R# 2 F
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AFHET—AEHAERED. £ VP24 PEZAXARRBELT
PROSITE #EFEF. 208 A REAKNHAMS B FA VP24 G N
RBBE—ANBEAR, CHE—BEMNGHE 6 H|F 25 AREABH A
W5 R a8, Gamier FA(19T8) M HEERMAEZROR P HER
MR F RPN E.
26 kDa & & J{ i B 05 Z A1 fe 55

¥4 Hind III # BamH I GRS MERFRBALERME T
pBluescript-SK+ Mi#: ¥ (van Hulten %, 2000), M#* % G Brsz o4
RENBTRELASGEERF. 55 VP26 6 N X3 47 69 B3 8
3 A &T 6 kb BanHI K B 6936 K 3% (B 22). BEFTRARBRAERF
69 5] (AAAATGG) 5 Kozak MM TA X ABEF U A IR B
# 8% 4 (Kozak, 1989) . VP26 65 E#F 3] 45 RA 49 A H & T
ABA|E, — EAP KB K% BanH 1 42.% (B 2a).

6 kb BamHI K B &4 T — A 555 nt 6 TiL4E, €L35 AR5 VP26
N A& RN A5 7 (B 2b), polyA 455 44 T VP26 w#ai 4 .k % 5
F T # 94 A EF & (nt) &, BT k48 (VP26) ZB— A4 H 184 AR L
BROEGR, KD H 20 kDa. IARFEORGRIHBEY, F
EA 9 4. BAEZATHRGN- BEALEE (N-{P}-[ST]-{P}), &
BEZAE R NetOglyc #FEMB 6 0-BA 44L& (B 2b) (Hansen
¥,1998) . XA T +HEZATHGHBKEAEE ([ST]-X-X-[DE] %
[ST]-X-[RK]), {2 & AF XML b LT PROSITE HEAE T HL A,
VP26 65 184 RA BB KRS M EF-ABROEAERALETZE G
MEG N (B 3a), IARKEAST NG, 95 12385 34 6548
EBMBY. Ro- BREBEXGERSS. BUGEGRLA-ALHAEA
HEBEROFELHE, AR FAEREASANAGRE— MY
(Sonnhammer %, 1998). Mo - Z# 4, EIXANAFEB KA, #IE Ganier
F(978) KA EN, XAME 1275 F 141 A ABEWYB-K
B ABREOQRTRAE A FHAR, BTAFAEERARES R AH
REBRERE. BIANAFHAKRETEORY C K4, £ VP28 F4
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P2 LT
28 kDa & & A B o) 2 4 fe A 5

MO BESERTRSN BRI BMFLAE VP28 9 RE B A5,
RBEIAMASKG N KRFAARE—E2/F51H. EG351HR
5’ CAGAATTCTCDATNGTYTTNGTNAC 3’ (SEQ ID No:7), mR @34 2L
A EcoRI 4% (44K 5) #5 5° CAGAATTCATGGAYYTNWSNTTYAC 3’ (SEQ ID
No:8). ARl LW 3| iR 2¢c FiF. MO AtERmE DNAH#
ABEMHEAT PCR 3. HE—A 128 bp KW H K, HBZEFAZH
2. 5% e g I 4L )5, # % B F) pBluescript SK+i 2 N 347
RE. GHBERFINKBBORESIERKT VP28 85 N X F G R A7),
XA 128bp HBRZHAEBERALE T, HAKHRTHEA G55
B 4E R A i & 347 % % (Sambrook ¥, 1989). — A 3 kb Hind III
REW TS EA R BEHTE I8 GHE—F 2.

612 nt 9B TEE (vp28) BEA K AN B FRBEAEZXA 3
kb Hind III RFB E#& XA (B 2c). FRARALE ST (GTCATGG)
£TAHAAGKREF, TlARBARAEESF (Kozak, 1989). £ &5
FREF, HAE-BEANTEEFF, BEXAAXALAH TATA £.
PolyA RS THBLLEATTHS BT BRLE, BANATRES S —
AEA 24 ARA BN BANEGR, AENKSAAFAGARARER. X
ARG EORGREHELEHRIR 22kDa, Fo5 4.6, RAAEAN
#H ey N-EEAAd s (N-{P}-[STI-{P}), =4 O-#HAL4L % (Hansen
F,1998) (B 2¢) #» 9 A # 4 o9 5 B 4L 45 5 ([ST]-X-X-[Pe] &
[ST]-X-[RK]). ({& VP28 Py & A XA AL T PROSITE F I8 & J 64
AR
HHAMSWEFEAN 204 MREBRHFGRELNSA -ARBRE
KK (B 3b), A —AEMG, R IHE 27T ERABRBARY F Ba
- R#EFF. Fo VP26 —H, FREHH SO —ANAFELHFK, X1
THEQRTREANIAAGTH. EFAG C KEFFTEXRTH
St — A BEAR, ETHRAR-AFTHAFT. K&, Ganier Fo9H &
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(1978) Z A TR h /£ VP28 4 XA E A fEa - Bk, B L XM E 89
P9 RERAFES —Aa- B, RREEGEAB-FK E. # VP26
—#, £ VP28 FEURA—NEMEAR, BAFREBBRETEGRSG C
F &5 P

FHE vp24, vp26 F vp28 #E X e fHr.

£ M Bac-to-Bac 2% (GIBCO BRL) AR &y v H & B 24
BIFGaRESIERFARET G R VP24, VP26, VP26 F» VP28 ¢ &4
HRBE&H. vp24, vp26, vp26c F= vp28 £ B (45512 SEQ ID No:11,
SEQ ID No:1, SEQ ID No:9 #= SEQ ID No:2)# % & #] pFastBac-D/GFP
REMSARTORIDTHTH, BRBELE—AMMET pl0 BFH T
F %49 GFP 2 B. M pFastBac-D/GFP (& B) K E L& 5 7 ¥ A vp24,
vp26, vp26c F» vp28 KEMAE T FL EFARE, BREFTHRES T
# 4 £ A AcMNPV-GFP, AcMNPV-WSSVvp24, AcMNPV-WSSVvp26 ,
AcMNPV-WSSVvp26¢c #= ACMNPV-WSSVvp28. FiA 9 &% 53 2 plo &
HFAERL GFP WA S AKREORD THRAETINAR
VP24 (SEQ ID No:12), VP26(SEQ ID No:3), VP26c(SEQ ID No:10)
#2 VP28 (SEQ ID No:4).

% AcMNPV-wt , AcMNPV-GFP, AcMNPV-WSSVvp26 #= AcMNPV-
WSSVvp28 & ¥ 45 S£21 fu e 69 3 4 & 15% SDS-PAGE & Jik ¥ #E 47 947 .
e B A ACMNPY B £ 65 e F (1B 4a, %38 3) T L—4% 32 kDa 89 4,
CRESAKREE. EARESAH AcMNPV-GFP 2 3 6 4a 10 69 32 Ly
(RE 4), REBALQRABESERFEORGELARER LG MR
R (GRESF6) Gk, TAMEES — A X% 29 kDa ¢ GFP &
@R ¥ . % AcMNPV-GFP & 44 & i 7 65 GFP 69 &3k, 1 AR & £ B B M
SAREORAITARORESEFBFZTORCRE 5 #» 6)H KRB
HERFOEB T GFP AR E5H. AESEBRHAARLZKFH AcMNPY
EAREREGECE, XREHNEE, L P £ AcMNPV-GFP %
Fgmiety GFP TAA KRN (FHARF). W AKEQOLFHTH
BEYORGAEREEORGEARXE N pl0 B3 -FAFEM GFP 45
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MW, WEHESGRE 5 6). £% AcMNPV-WSSVvp26 B % o 4m 14,
REMy, TAREIH A 21kDa T ORI RAX, ERATHEARL
B BELE A JE SR 49 VP26 (ki 5). /2% AcMNPV-WSSVvp28 & 3 % 4m i,
P MESD 28kDa ZO MM ZEARX (R 6). AXERK Y, @@
A GFP ¥ d ik, GFP &L E#R B G R E 5 M ATk (BB X B 7).

A AR foF A AcMNPV B 3 ST21 48, I AE /£ SDS-PAGE #Jik
Pk, REJFTEARWESIN. —FROBEZESERFFEN S
% e Fo ik A kR 465 VP26 #» VP28 (B 4b). VP26 #» VP28 & A
i okt B R B AR AT . VP26 A4 F 24 21 kDa W94 E
R E, XX EELERKRLERMA (A 4a, %#E 5; 8 4b,
HES5). FHA VP 5k BOREA R FHELN VP28 A& LB 3
F A, BEEAREAGS T ERARS TEANMEEG R E LK D
22 kDa. #hF X A 5 69 3F F 1K 69 A R BB AT AR WL 25 R 69 AR A,
FEEABRRAEALSR @ (REDRHKRBFCREI TV GEEG
REERENXLEE.

¥ % ACMNPV-WSSVvp26c A % AcMNPV-WSSVvp24 2 3 &5 S21 s
6532 X M /& 15% SDS-PAGE % Jix 7 3t 174 #. —MMEAS T 47 A SidL
ORGSR FBRBELEMRGRE TS . £4 8% AcMNPV-
WSSVvp26¢c ¥AK AcMNPV-WSSVvp24 B egfma ekl F, TAME 3|
— A 29 kDa MB ¥, CRA G, ASAEN MR EIERBRHZE
AR B WA W ). SIS % ACMNPV-WSSVvp26¢c 2 2 6 4a g,
HREP, TUAREH A 260kDatIBREZRY, S EORMELSIERKF
BEPH 26 kDa P RAARETHARLE. A84A %
AcMNPV-WSSVvp24 B 6y s fg ki, TIABER —AF W6 24 kDa
W, 5GBS EEMALAY 24 kDa EHORGIELEM—K. &
TiEB £ % AcMNPV-WSSVvp26c B ¥me vy 26 kDa ¥, LS
AcMNPV-WSSVvp24 B 65 mM b & 24 kDa %, H A G HEZL KRR
Bfes 26kDaFfe 24 kDa T O AM—H, ERARGBESEREBREN
— A3 AaBRATIBILABERBATRTORESNH. £ %
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AcMNPV-WSSVvp26c % £ 9 m o ¥ & 26 kDa ¥, XA A £ %
AcMNPV-WSSVvp24 B fetj e b 43 24 kDa FREARFHANS T,
VP26 #= VP28 #5489 £ M

¥A GenBank/EMBL, SWISSPORT #= PIR #3% & % X &%, 4% /A FASTA,
TFASTA #= BLAST 5, M @A IERKRAHH VP24, VP26, VP26c #=
VP28 kAT TR B .. ZALXAEMNE A% E GenBank T/ 7| A
PREHRABRLER, CIRAREARBFOLEIREEORAREL R,
EARE X ARG KG DNA RSN LEHRBTORARRRLE.
e LB

FERFOFBEMBEZEZBRTER. RERFEFAE 1 x 1035
x 10"4%, ERARBE, REREFBBENRFRL 10 RIFGRY
HIF, 3-4 AR KRR ES, HFREH 10 pl. OBZEOERE
BRFH 1 x 1°EHBRAETH 12 X6 T &R S0%GIFRT. AdE—
THEBTRLANIANAREE.

4 XA TEHLE:

44 7 4 EH 40 IF 69 A H
1 R 330 mM NaCl 10
2 fer bt 2 B WSSy 10
3 X & B % WSSV + % #& 3 An iy 15
4 VP28 ik WSSV + VP28 R ik 15

BHERTFERORFEETERMAGATHRIBIREY, HF
F10 p 1 BERAM 1 x I0LHBR. A3 FHLFEREFA 4
R (FREHRELA Wl Rz iERmERoul o). Aa
HZE, FEEAIAEZR, AXEZ243eTREHRELEZUAR TG
ZOMRENAL. EXB 5 FF.

A1, PRRSBAY, AA-RFBEALGHEZSERER
o, BB THRZ 0% ARESB@A2) Y, £23 X225, T#H
EH 100% SEEWaE (AL TFHESH VP8 EORZIMKXEN oF)
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NG BEAERFNE(E 3), £ 25 RAKRTHEI 100%. VP28
AR FmANGRESERFGE(W L), TANKRES, RTRH
0% XELERXEF VP8 RFaFABFHIF T RS T otz oiEsm
EL %N
&G RS B AEF

B S5 pl(@RBEMNH 10 ul(MBLE) AFGEG RERTA
3-6 #ITLEBEEM. LEEHN, A3 BLT 2.5ug VP28 T a K,
WMABZLT 3.6ngVPW6c ZEAM, A5EXT 0.7 ugVP24 K4 R.
M6 BT WFHhmE VP28, VP26c VAR VP24 ERFT AR BREY,
BER2.TugBOR. mBLEW, ZTREFHBELHEORGTHES
T:83459.6 ug VP2B& G, M4 45.7 ug VP26c ZE R, 45 A
5.9 ug VP24 G K, M6 A4 7.1 ug RS EOR. FAX®HE
EHIFEEHESHT 10ul 1 x ICERENGRESERFRAFER.

RABEHGLERE B 6 i+, £8 1, YRAENBATY, XH—
RFBEL GRS EREgmtT, BRUAETEZ 0% £42F, A
ARG 1R, FRBARFORGSERFMHARRE T, FARATH
AEREHR, RRALEGHESTHABRESERFEHNEL PHER
FHIFELONELLME, 224 2 LT, &
REANTAERETE R EHMIRNIFHESFTERHER. £
M 3-5(kF o A EAT VP24, VP26c Fo VP28) P - F 4 R, A
8 6 (3FHEA T VP24, VP26c o VP28 W BAM) ¥, A A — RN H N
BRI oEnsms, BRAETELZ 0% SEERTHEBNE
EOARGHNERAR VL HEBRLOBZSERFRLOEF R,

A LK

Altschul, S., Madden, T., Schaffer, A.. Zhang, J., Zhang, Z.,
Miller, W., #= Lipman, D. (1997). Gapped BLAST #» PSI-BLAST:# —
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<110> Akzo Nobel NV

)-21F &

<120>/ f ARELEREFHEQRALLA

<130> 1999484BI

<140>
<1l41>

<150>
<151>

EP 99202545.2
1999-08-03

<150>
<151>

EP 00200248.3
2000-01-24

<160> 14

<170> PatentIn Ver.

<210> 1
<211> 555
<212> DNA

<213> RS ERE

<400> 1

2.

atggaatttg
atcattgctc
agcgtcgtcg
atgtecaatte
ggtctetecg
gccccaagga
ctcaacaaca
gcaggaaaca
tcttcatett
tcgaagetac

<210> 2
<211> 615
<212> DNA

gcaacctaac
taatcgttat
ctaattatga
gtggagagag
ataaggacat
ctgatccege
ctggcgtega
ttaagggaaa
caaaaattac
aatga

213> g gp sy A4 R &

<400> 2

1

aaacctggac
catggttata
tcagatgatg
gtcctacaat
gaaggatgtt
tggcactggyg
tctettgate
tactatgteg
cctcattgac

gttgcaatta
atgattgtat
cgagtcccaa
actectettg
tetgetgate
gecgagaact
aacqgacatta
aacacttact
gtgtgcagca

ttgecaatctt
tcaacacacqy
ttcaaagaayg
gaaaggtgges
ttgtcatetc
ctaacatgac
ctgtteggcce
tctcgagcaa
aatttgaaga

gtccattgea
tgttggaaga
ggcaaaqggta
catgaagaat
taccgtcaca
tttgaagatc
aactgttatt
ggacattaaa
cgcgecagect

30
129
180
240
300
360
429
480
540
355

atggatcttt ctttcactct tteoggtcgtg teggecatcce tegecatcas tgetgtgatt 52
gctgtattta ttgtgatttt taggtatcac aacactgtga ccaagaccat cgaaacccac 129



acagacaata tcgagacaaa catggatgaa aacctocgaa

ggatcaggct acttcaagat gactgatgtg tecctttgaca

aagatccgca atggaaagtc tgatgcacag atgaaggaag

actccegtgg agggecgagec actcgaagtg actgtggggce

acattcaaqgqg tgtggaacaa cacatcaaga aagatcaaca

ccaaagatta acccatcaaa ggcctttgte ggtagctcca

gtctctattg atgaggatga agttggcacc tttgtgtgtg

attgcagcta ccgccggtgg aaatcttttc gacatgtacg

actgagaccqg agtaa

<210> 3

<211> 184

<212> PRT

<213> GHESERF

<400> 3

Met Glu Phe Gly Asn Leu Thr Asn Leu Asp Val
1 5 10

Leu Ser Ile Ala Ile Ile Ala Leu Ile Val Ile

20 25
Val Phe Asn Thr Arg val Gly Arg Ser Val Val
35 40
Met Met Arg Val Pro Ile Gln Arg Arg Ala Lys
50 55

Gly Glu Arg Ser Tyr Asn Thr Pro Leu Gly Lvs
€5 70 75

Gly Leu Ser Asp Lys Asp Met Lys Asp Val Ser

85 g0
Ser Thr Val Thr Ala Pro Arg Thr Asp Pro Ala
100 105
Asn Ser Asn Met Thr Leu Lys Ile Leu Asn Asn
115 120
Leu Ile Asn Asp Ile Thr Val Arg Pro Thr Val
130 135

Lys Gly Asn Thr Met Ser Asn Thr Tyr Phe Ser
145 150 155
Ser Ser Ser Ser Lys Ile Thr Leu Ile Asp Val

ctcecetgtgac
gcgacacctt
aagatgcgga
agaatctcac
tcactggtat
acacctecete
gtaccacctt
tgcacgtcac

Ala Ile Ile

Met Val Ile

30
Ala Asn
45

Tyr

Val
60

Met Ser

Val Ala Met

Ala Leu

Gly Thr Gly

110
Thr

Gly Val

125

Tle
140

Ala Gly

Ser Lys Asp

Ser Lys

tgotgaggtt
gggcaaaatc
tcrtgtcatc
ctttgaggga
gcagatggtyg
cttcaccecee
tggcgcaceca
ctactetgge

Ile

Ile

Gln

Ile

Arg

Asn
80

Lys

Val
g5

Ile

Ala Glu

Asp Leu

Asn Ile

Ile Lys

160

Phe Glu

i8¢
240
300
360
420
480
540
600
615



165

Asp Ala Gln Pro Ser Lys Leu Gln

<210> 4

<211> 204
<212> PRT

<213> GRBAERE

<400> 4
Met Asp
1

Thr Ala
val Thr

Asp Glu
" 50

Phe Lys
65

Lys 1le
Asp Leu
Gly Gln
5er Arg

130

Pro Ser
145

val Ser

Phe Gly

180

Leu Ser Phe Thr

Val

Lys

35

Asn

Met

Arg

Val

Asn

115

Lys

Lys

Ile

Ala

Ile

20

Thr

Leu

Thr

Asn

Ile

100

Leu

Ile

Ala

Asp

Pro
180

5

Ala

Ile

Arg

Asp

Gly

85

Thr

Thr

Phe

Glu
165

Ile

val

Glu

Ile

val

70

Lys

Pro

Phe

Ile

val

150

Asp

Ala

Leu

Phe

Thr

Pro

55

Ser

Ser

val

Glu

Thr

135

Glu

Ala

Ser

Ile

His

40

val

Phe

Asp

Glu

Gly

120

Gly

Ser

Val

Thr

Val

Val

25

Thr

Thr

Asp

Ala

Gly

105

Thr

Met

Ser

Gly

Ala
185

170

Val

10

Ile

Asp

Ala

Ser

Gln

90

Arg

Phe

Gln

Asn

Thr

170

Gly

Ser

Phe

Asn

Glu

Asp

75

Met

Ala

Lys

Met

Thr

155

Phe

Gly

Ala

Arg

Iie

val

60

Thr

Lys

Leu

Val

Val

140

Ser

Val

Asn

Tle

Tyr

Glu

45

Gly

Leu

Glu

Glu

Trp

125

Pro

Ser

Cys

Leu

His

30

Thr

Ser

Gly

Glu

val

110

Asn

Lys

Phe

Gly

Phe
130

175

Asn

Gly

Lys

Asp

95

Thr

Asn

Ile

Thr

Thr

175

Asp

Ile

Thr

Met

Tyr

Ile

80

Ala

val

Thr

Asn

Pro

160

Thr

Met



Tyr Val His Val Thr Tyr Ser Gly Thr Glu Thr Glu
195 200

<210> 5
<211> 39
<212> PRT

213> G E RS RE

<400> 5

Met His Met Trp Gly Val Tyr Ala Ala Ile Leu Ala Gly Leu Thr Leu
1 3 10 15

Ile Leu Val vVal Ile Ser Ile Val val Thr Asn Ile Glu Leu Asn Lys
20 25 30

Lys Leu Asp Lys Lys Asp Lys
35

<210> 6
<211> 24
<212> PRT

<213> G R AE A4 A A

<220>

<221> UNSURE

<222> (7)

<223> Xaa=Gly & Val

<220>
<221> UNSURE
222> (17)

<223> Xaa=Pro & Ala & Thr

<400> 6
Ile Val Leu Ile Ser Ile Xaa Ile Leu Val Leu Ala Val Met Asn Val
1 5 10 15

Xaa Met Gly Pro Lys Lys Asp Ser
20

<210> 7



<211> 25
<212> DNA

<213> A LA 5|

<220>

223> A T A RFE: 3| WA 7

<400> 7

cagaattcte datngtyttn gtnac

<210> 8
<211> 25
<212> DNA

<213> /\.‘L}% ;,J

<220>

<223> A T F Sk .

<400> 8

HE )21

cagaattcat ggayytnwsn ttyac

<210> 9
<211> 615
<212> DNA

2> EEsiERd

<400> 9

atggaatttg
atcattgcectc
agcgtcecgtcg
atgtcaattce
ggtctctecyg
geeccaagga
ctcaacaaca
gcaggaaaca
tetteatert
ttcgaageta
atcaagaaga

<210> 10
<211> 204
<212> PRT

gcaacctaac
taatcgttat
ctaattatga
gtggagagag
ataaggacat
ctgatcecege
ctggcgtcga
ttaagggaaa
caaaaattac
caatgaacat
agtaa

<213> GRS IE R F

aaacctggac
catggttata
tcagatgatg
gtcctacaat
gaaggatgtt
tggcactggg
tctcttgate
tactatgtcg
cctcattgac
tggattcacc

gttgcaatta
atgattgtat
cgagtccceaa
actcctettg
tetgetgate
gccgagaact
aacgacatta
aacacttact
gtgtgcagca
tccaagaatyg

ttgcaatctt
tcaacacacyg
trcaaagaag
gaaagqtggc
ttgtcatcte
ctaacatgac
ctgtteggee
tctcgagcaa
aatttgaaga
tgatcgatat

gtccattgca
tgttggaaga
ggcaaaggta
catgaagaat
taccgtcaca
tttgaagatc
aactgttatt
ggacattaaa
cggcgcagec
caaggacgaa

25

25

60

120
180
240
300
360
420
480
540
600
615



220>
<223> /\'T_)%'. §l] jﬁli

<400> 10

Met Glu Phe

1

Leu

Val

Met

Gly

65

Gly

Leu
Lys
145

Ser

Asn

Ser

Phe

Met

50

Glu

Leu

Thr

Ser

Ile

130

Gly

Ser

Gly

val

Ile

Asn

35

Arg

Arg

Ser-

Val

Asn

115

Asn

Asn

Ser

hla

Ile
195

<210> 11

Gly

hla

20

Thr

Val

Ser

Asp

Thr

100

Met

Asp

Thr

Ser

Ala

180

Asp

Asn

Ile

Arg

Pro

Tyr

Lys

85

Ala

Thr

Ile

Met

Lys

165

Phe

Ile

3145 n RBLEMI

Leu

Ile

val

Ile

Asn

70

Asp

Pro

Leu

Thr

Ser

150

Ile

Glu

Lys

Thr
Ala
Gly
Gln

55
Thr
Met
Arg
Lys
Val
135
Asn

Thr

Ala

Asn

Leu

Arg

40

Arg

Pro

Lys

Thr

Ile

120

Arg

Thr

Leu

Thr

Glu
200

Leu

Ile

25

Ser

Arg

Leu

Asp

Asp

105

Leu

Pro

Tyr

Ile

Met

185

Ile

Asp Val Ala

10

val

Val

Ala

Gly

Val

30

Pro

Asn

Thr

Phe

Asp

170

Asn

Lys

Ile

val

Lys

Lys

75

Ser

Ala

Asn

val

Ser

155

Val

Ile

Lys

Met

Ala

Val

60

Val

Ala

Gly

Thr

Ile

140

Ser

Cys

Gly

Lys

Ile

val

45

Met

Ala

Asp

Thr

Gly

125

Ala

Lys

Ser

Phe

Ile

30

Tyr

Ser

Met

Leu

Gly

110

Val

Gly

Asp

Lys

Thr 3

190

Asp

Asn

Ile

Phe
175

Ile

Ile

Gln

Arg

Asn

g0

Ile

Glu

Leu

Ile

Lys

160

Glu

Lys



<211> 627

£212> DNA

213> gERs RS

<220>

<223> AT FH$#5ik: 3|4

<400> 11

atgcacatgt ggggggttta cgccgetata ctggcgggtt

atatctatag ttgtaaccaa catagaactt aacaagaaat

gcctaccctg ttgaatctga aataataaac ttgaccatta

cactttaact ttgtaaacgg cacattacaa accaggaact

ggccaaggaa cgtccgattc tgaactggta aaaaagaaagq

ttacttggag acggagacca cacactaaat gtaaacaaag

ttgtatgcaa gagtatacaa taatacaaag agggatataa

tetccaggte taaatgctac aggaagggaa ttttcagcta

aaaccaacag ttttgaagaa aaataggatc aacacacttg

gaagacatcg atgatacaaa taggcattat ctgttaagta

gatctgttta aggttgggga aaaataa

<210> 12

<211> 208

<212> PRT

2> Gk Al A A

<400> 12

Met His Met Trp Gly Val Tyr Ala Ala Ile Leu
1 5 10

Ile Leu Val Val Ile Ser Ile Val Val Thr Asn

20 25
Lys Leu Asp Lys Lys Asp Lys Asp Ala Tvyr Pro
35 40
Ile Asn Leu Thr Iie Asn Gly Val Ala Arg Gly
50 55

Val Asn Gly Thr Leu Gln Thr Arg Asn Tyr Gly
65 70 75

Gly Gln Gly Thr Ser Asp Ser Glu Leu Val Lys

85 80
Ile Leu Thr Ser Leu Leu Gly Asp Gly Asp His
100 105

tgacattgat
tggacaagaa
acggtgttgce
atggaaaggt
gagacataat
ccgaatctaa
cagtggactc
acaaatttgt
tgtttggagc
tgegatteee

Ala Gly

Ile Glu

Val Glu

45

sSer

Asn
60

His Phe

Lys Val Tyr

Lys Lys

Thr Asn

110

Leu

Leu

Leu
30

Gly

actcgtggtt
dgataaagac
tagaggaaac
atatgtagct
cctcacatct
agaattagaa
tgtttcactg
attatattte
aacgtttgac
tcctggeaat

Thr
15

Leu

Asn Lys

Glu Ile

Asn Phe

Val Ala

80
Asp Ile
95

Val Asn

60

120
180
240
300
360
420
480
540
600
627



Lys Ala Glu Ser Lys Glu Leu
115

Thr Lys Arg Asp Ile Thr Vval
130 135

Asn Rla Thr Gly Arg Giu Phe
145 150

Lys Pro Thr val Leu Lys Lys
165

Ala Thr Phe Asp Glu Asp Ile
180

Ser Met Arg Phe Ser Pro Gly
195

<210> 13
<211> 25
<212> DNA

<213> A_T. f 5|

<220>
<223> AL A5 #iE: 3|4

<400> 13
cagaattcat gcayatgtgg ggngt

<210> 14
<211> 29
<212> DNA
<213> AL/ 7

<220>

Glu

120

Ser

Asn

Asp

Asn
200

Leu

Ser

Ala

Asp
185

Asp

Tyr Ala

Val Ser

Asn Lys
155

Ile Asn
170

Thr Asn

Leu Phe

223> A T R FE: 314 n ABLEAMT

<400> 14

cagaattcyt trteyttytt rtonarytt

Arg

Leu

140

Phe

Thr

Arg

Lys

val

125

Val

Leu

His

Val
205

Tyr

Pro

Leu

val

Tyr

190

Gly

Asn

Tyr

Phe

175

Leu

Glu

Asn

Leu

Phe

160

Gly

Leu

Lys

25

29
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B 2a

BamHI

BamHI1
Lm ; 5 -

HindlI1 HindlIIl
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B 2b

GGATCCAACCAACACGTAAAGGAAGAACTTCCATCTAAAACAAAGARAAATGGAATTTGGCAACCTAACA
M E F GG N L T

ARCCTGGACGTTGCAATTATTGCAATCTTGTCCATTGCAATCATTGCTC TAATCGTTATCATGGTTATAA
N L Db v A I I A I L $$ I A I I A L I V I M V I M

TGATTGTATTCAACACACGTGTTGGAAGAAGCGTCGTCGCTAATTATGATCAGATGATGCGAGTCCCAAT
I vV F N TRV G R S8 V Vv A NY D Q M M R V 2 I

TCAAAGAAGGGCAAAGGTAATGTCAATTCGTGGAGAGAGGTCCTACAATACTCCTCTTGGAAAGGTGGCC
Q2 R R A K V M 5 IT R G ER S Y N T P L G K V A

ATGAAGAATGGTCTCTCCGATAAGCGACATGAAGGATGTTTCTGCTGATCTTGTCATCTCTACCGTCACAG
M X N 66 L §$ DK pM KDV S ADIZLUV I S T V T A

CCCCAAGGACTGATCCCGCTGGCACTGGGGCCGAGAACTCTAACATGACTTTGAAGATCCTCAACAACAC
> R T DPAGTTGATENSNWMTTLT EKTITLNNT

TGGCETCGATCTC T TGATCAACGACATTACTGT TCGGCCAACTGTTATTGCAGGAAACATTAAGGGAAAT
¢ v DL LI ND I TV R®PT VI AGN I K G N

ACTATGTCGAACACTTACTTCTCGAGCAAGGACATTAAATCTTCATCTTCAAARATTACCCTCATTGACG
T M 8 N T Y F § 8 K DI K S s§ S8 8§ K I T™ L I DV

TGTGCAGCAAATT TGAAGACGCGCAGCCTTCGAAGCTACAATGAACATTGGATTCACCTCCAAGAATGTG
¢ 5 X F E D A Q P 8 K L Q *

ATCGATATCAAGGACGAAATCAAGAAGAAGTAAAGTGGGAATTGTACAAATATAAAGGTTTTGTTTGAAT

---Doiyh
ATTACAAATTTCTCATCATCCCTAAAGAATGTGTACAAATCATCATTAGCAAATGTACAAATAAAGTTAG

TCAARAACACACAAATAT PAATC TTCATGTTGTAAGGAATGTTGGACACAACAGTACCCAGAACACTGTT



B 2c

AATGCAACCACCCAAGAGAGCAAAACTTCTTCCCCAACAATCTCCTCGACCCCAACTACATATTCTGGCA
GCTCANCCAGCAGGGGTCCAGGTTCTGGATCTGGAAACAAACCCAAAGATGACACATCCG T TGAAGGAAT
AGACCCTGGCTTACTGTAACAGAAAAAAGAGTARAAGGCGACAGCTCGCTTGCCAATTGTCCTGTTACGT
ACTCTCTGGTTTCACGAGGTTGTCATCACCAAAGGTAACCTTTTTTTTTGTCCTCGCCGACAAAACGACA

TCTTAATAACCAAGCAACGTTCGATAAAGAAAAAAACTCGTCATGGATCTTTICTTTCACTCTTTCGGTCG
¥ D L 8§ F T L 8 Vv Vv

TCTCGGCCATCCTCGCCATCACTGC TG TGATTGCTGTAT T TATTGTGATTTTTAGGTATCACAACACTGT
S A I L A I T A V I A VvV P Y VvV I F R Y H NT V

GACCAAGACCATCGAAACCCACACAGACAATATCGAGACARRCATGGATGARAACCTCCGCATTCCTETG
T K T I E T H T D N I E T N M D E N L R I P VW

ACTGCTGAGGTTGGATCAGGCTACTTCAAGATGACTGATGTGTCCTTTGACAGCGACACCTTGGGCAAAL
T A E V ¢ § G ¥ F K M T DV S F D S D TIL G K I

TCAAGATCCGCAATGGAAAGTCTGATGCACAGATGAAGGAAGAAGATGCGGATCTTGTCATCACTCCCGT
K I R NG K S P A ¢ M KEZEDA ADULV I T P V

GGAGGGCCGAGCACTCGAAGTGACTGTGGGGCAGAATCTCACCT T TGAGGGAACAT TCAAGGTGTGGAAL
EGRALEUV TV G QNILTTFESGTTF XK V WN

AACACATCAAGAARAGATCAACATCACTGGTATGCAGATGGTGCCAAAGATTAACCCATCAARGGCCTTTS
N T S R K I N I T G M O MV P K I NUP S KA F V

TCGGTAGCTCCAACACCTCCTCCTTCACCCCCGTCTCTATTGATGAGGATGARG T GGCACCTTTGTGTG
G S S N TS s S F L PV SIDETDTETYSGSTTFV C

TGGTACCACCTTTGECGCACCAATTECAGCTACCGCCGGTGGAAATC T TTTCCACA PGS TACGTGCACGTC
G T T F & A 2 I A A T AGGINTULF D ¥ Y VvV 3 Vv

ACCTACTC TGGCACTGAGACCGAGTAAATAAATCGTGCTT T T TTATATAGATAGGGAAT T T TAATATTAC
T Y $ G T E T E *

AACAATAAGAAAATAARACAATTGAGGAAAT T TATACCATATTTTATTGACCTACTTAACCTTCTTGCTA

TACAATGAATGTTTAAGTGACTGGAAAAGTTTAGCAATAT TATCCTTGAACGGGARACATGCACCAATTA



B 3a

VP26

| -

g 0]

J

[ T S S N B NN BN N |
w2y 40 66 Sw 106 120 (49 3140 135w



& 3b

““ VP23

oo b o by Lo b o b b 0 1 01
20 40 G0 £0 3060 120 140 168 130 204



& 4a




& 4b

_10_



6 8 (ltZ 9C &

o TN v —e—

X

¢ ¥ w2 ¢ 1z 02

-
w

Hor s e WY v

6L 8l

)
=,

Y A
L oL SL vL €L 2L 4 0L 6 8 £ 9 6 ¥ € 2 + O
o ) os ST . Ey s o ““ e g e N e O
e
...... 0l
4

—— = e | oe

cee e ot op

B - M 0g

(%) ¥1%

—1 09

e ——— 0L

e
- — —108
00}

FE o
S @

-11 -



LR 9 O — vZdA'G—¥— 9ZJIA v - — BZIA E—H—

0L

09

0's

0¥

FY

0c

X H e 7 —-—

¢

WXE W L —.—

o'

00
@]

o

oz

ot

] or

0%

09

- b ol

oe

1 06

00t

(%) ¥1%

_12_



RiES
(57190 18 (% FAR) A (i)
B (E R A ()

441 o8 38 (% AR A (%)

[FRI& B A

REA(F)
L A
HAth 22 FF SRRk
AN

BEX)

AEAFRFRE BRES
26kDa(VP26), 24kDa(VP24)H119kDa(VP19) W EBE MR 2 B4
MEEARCNERENFEZRHONA,XTEE2E AR RS0
BN ARSEEREREN ., REA# —SRERD EREARNKER
FHUREMNELREARMNEABZTPONA. SN KREAERMEI
REREARBAE MXERAEFEDRRE-RPHRA AR TE LR
REERAN RS

patsnap
FREARGESRENEARRENA
CN1367834A INIUNYS 2002-09-04
CNO00810998.2 HiEH 2000-07-26

B 52 4 ¥ IU/R 2 F]

I

all

M e 4 v DU/R 2 &

B 52 4 ¥ DUR 2 7]

MCWsE E /R
JMEHI 5

M-C-W-3B B Rk
JMERR

GO1N33/53 A61K39/00 A61K39/12 A61P31/12 C07K14/005 C07K14/01 CO7K16/08 C12N15/09
C12N15/34 C12Q1/68 C12Q1/70 GO1N33/569

C07K14/005 A61K2039/525 C12N2710/14143 C12N2710/18022
BHEA

1999202545 1999-08-03 EP

CN1170934C

Espacenet  SIPO

fEfRE K M fR &1t K/ J28kDa(VP28),

o

231000x ALK


https://share-analytics.zhihuiya.com/view/b1213719-b771-45e0-8c9c-df8e03bc36ea
https://worldwide.espacenet.com/patent/search/family/026071765/publication/CN1367834A?q=CN1367834A
http://epub.sipo.gov.cn/tdcdesc.action?strWhere=CN1367834

