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L — Rl NS S2 308K 1 45 & B HEL-59, HURFIEDE T, & A R AR P41 2 A
BRIy AN SR 91 2 (R EE R A 2t — A B LA R R RS B S R s i B A AT
55 2 [ TR SR RS TR 41) 2 R AR 8 A BORE I AL 52 07 R & i B
i

2. — P NP SR IAKE 74548 A HEL-59 RIgmigIEi, &2 F A HFmRFIz —

FPAVE A 1 IR HIRPA

SRR 1 BRE R DNA P20 BT 90% UL L RIS, H4mAdH 1] Zheg 8 (A 1 DNA
FP3

3. SAPRER 2 Prid 2k R B % R IB H AR

4. EABONER 2 ik FE D R0 3

B FTXIBURIEESR 1 ik 8 1 5 il 46 1) 25 R oR LK LIz Bt i o i s o3 it o

6. EFXTRURIER 1 prid i (AR R AL & V), Brid A & & AR T IR ) &=
FE IR P9 A s i, LA R 252 BT IR iAo

7. WRIEBCRER 1 Pk i) 8 AAEA B ARSI M A

8. MRIEBAER 1 Prik it & ALEA T AR P I

9. MRIEBMELR 2 il IR DR AE T BT IR 2 250 b IR R

10. ARIEBCRESR | Pk i) 8 e 2 B it A s I
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AEMEREBEFESEH HEL-59 R EEIBERES A

F AR G
[0001] AR H)E T AR B4, B, A % 53— R 9 A E I 2%k
KA 4R HEL-59 A Higmhd 5t e 5 v H

BEHEA

[0002] AN HH-20 NS IR A J T I 5 7 1 P08 () 1) R - — 7 T, Bk ON 7R SR AR, T A
2050 FHFIE R 9014 3 55— J7 i, Ptk A BAEH WA, KA 15% IR IGHFAEEARNT W@, K
EEFEAERE MR FAERIT 10 FERET, BRI AR IEE FK 0] 18 30%, L R R4 S —
oo HHEFR T AEZH LTI, PG BT TS G A 7 92 0 5% B0 IR R 0 15 I, ANt 20, AN ERER
FSE A AN 0T P g R0 I I A998 PR 5 = R o (B R PEARN T T R 5 1R AL SN = 2 FL 1) L 8 B
P, LA G 55 PR AR B A R i Ut e 2218, B B9k e T e 2Rt b1 AEYAE 2 e
Wr 5167 A EIERA BT HT R KB EASARE B RS RS, T 2 b Al ol s 22 L
SRS R ARG AR, AMUFEDR T 5 ST RET R] 5 %8 4, 1 HAFAEIR 2 52w {g i
FYETER 2, 5 T IEH AT IR PRGN KRR & BB G AR & . AR ESH
SR T UTE RS Al I £ 55 14

[0003] A5 A OV SR IE B T EURFE S FI IR BE AL, i N R R 5 A A7 ™
e RSN O CE I 60 42, 3 T F ALV, A B B IR AT B S 1 B KN A A
15-16 14 H BTA[ it NS IE R ke 245 i IR A PR, B “ R 224 T 107 (BRI AH 22 55
6o R B2 Sl SR B E A B S, DA AN [ EE VAN [ 2 Ik i 2
H 25 AL BRI Aok B AN BEA T B AR R RS .

[0004]  Pff=2 @ AE T A E B, BRSNS T 75 Bl 5 2 RO BE A T
M A Ge3R1F 1230 52k B AN i e 1E R R 8 LB IS5 24 Dhee. B =2 KRAH
200 RFH T UAE A SR TAHEAER, 5K 7 il 72, (B AN IR 288 G i D ge s B
o 5T VR DG ) B 52 2R I E SO A B TS 53 M AR A R A A T, O AN
BIE RIS WIRIIR YT LA BT RO Bk 2 25 B AL 0 1 23 BEAR » [R5 0] BT PR S2ER 1T 1 55
P e 2 R T 1 SELBR R SR

XAAE

[0005] A WIS — A H A2 - Bl (1 N SKB S2RIAKG 1 &5 5 81 1 HEL-59,

[0006]  —Fi NI SEIENE ¥ 454 81 HEL-59, & RA PR D P4 2 (5L 741 B
R 2 R SR e o) 2ot — A U LA R R IR S HO U SRR slids i R 5 7471
2 RSB IE P FIAR RS TR H e A1) 2 AT AR ER e Ik

[0007] A WA N B 52 730 Wb S 1 i 44 0 <HEL-59, 1 289 NI BRIk AL 4 . HEL-59 &
FIAFAEAT 1A N AL 50, 9 4> N- - DU BB RAL A R 8 NBRIRALAL 5, £045 3 Bk ET
P 11 BERRALAL AU LA B 4 AR NG C BERRALAT A, | A% S BRSNS W FR LA 55

[0008] AR HIIIEE —A~ H F 2 fe thgntd \RI 2R E# 1 HEL-59 (WAL B/ Mo
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HIRITHNZ — -

[0009]  JF4I) S 1 ) DNA 741, GenBank JEM5 2k :EU794626 ;

[0010]  ZwALJEAZrh SEQ 1D No. 2 & BUEHI M ZH%HEE ;

[0011]  5/FHIRPFA) 1 BRI DNA JEA)HA 90 % LA [FEYE, H4midAH R DhRe s E i
f¥) DNA 547

[0012]  JEA)FR P SEQID No. 1, 24K ¢ D N AJF414 1316bp, B T A 5 541k F, 4
figh 289 A TR, G A HEL-59, & 15 5 K, LI A 4 870bp, A — A58 #1132
P HE .

[0013] AR BHEISE = J5 1, 34 T R A ZE 8 TREH R il 4 B AR 2 R IR 455 5
[ HEL-59 35t 2 Ik 77, CHE A Ll 2RI A BER, DL E AR AL 85
SfE E4 .

[0014] AR BHIEE DY 710, 324 75 iR N RS2 3R 18K 7 456t B HEL-59 ¥ ¢ k45
EHIPUAE, BLRH T A B T B 52 DR T B AN BAE A B2 .

[0015] AN J BH (1 56 Ty 0, 4@ 48 TR DA AR th 2 AP N R 2R IENE 745 E B
HEL-59 [ J53%, CAHE A IRE 5 5 20 Wb 8 1 R S PR DL AR AE — e 45 1 T L [FPE AT,
SRR RIURTUAE &Y, A HURPURE S WIE St~ A e i R

[0016] AU BHIIAE 755 1, 345t 1 A e B a R g b e ) I i o B AR R B a1 ]
BeAE WA B AE 1) 5 48 10 BUE A e TR IT AN EIE, BUE 8 T 8T 1Y ik
ZZP R Sy 5, B T AR 3k NS B SRR 1A RS - 45 & 8RB HEL-59 75 P IS, B
12 P T 05 26 P00 A B I 22 3R AR 1 45 A R A HEL-59 3 45 B, sliel A T ik Fe g i
Y TE o WRAE A K 52 32 0K T 45 48 11 HEL-59 [F 4005 51 s L B B, W 3T 2 |4 st
F PCR BRI BR 2448, B FH T & ZE LS o AR E A H T 24WA 5, IES A
RO PE LAY s FH T AR 77— PO B Sk A= ik 4 UL K I8 S5 353 (R 25400

[0017]  AREHRIE LW, 1840t T —FMAEW, b A6 Wa & ARk HTR K& .
A RRITH) ) s e, LU R 22 BRI 3k

[0018] A% BN 4 1 BEAE 75 B 2 W e S R R 08, B A THS 3K J5 3, PRtk m] g 5 ARG ORI
MNIEB) R K. BTSRRI E B 20K, 7] LU AT se A B EIER, Ak
BH B FEAmAE s AT LR BT E R IR 3R 0

Ff 1 152 AR

[0019] & 1. HEL-59 £& H7E NS T~ LI s e e i

[0020]  ZL(A%550 Bk 1% s 4r .58t s HEL-59 S AERS 1 LIREAL 5
[0021] A ZH :PHMEXIE, A3 B8 HEL-75 SR 1454 THAK 7 (CEORE) ;
[0022] B4 :[HMHEXTHE

[0023]  C#H :HEL-59 FRH &AL, C3. &R HEL-59 A L5 &0k 1k)5 8.
[0024]  LEAIR :5mm.

[0025]  [&] 2HEL-59 & [RIZH 21 36 ik &3

[0026] 1 =23k 2 2K SRR 4 EH 506 fF 7T 8'H 9 H 10 XTI
[0027] ¥ 3. HEL-59 &5 AL M 2 KI5 western blot 455

4
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[0028] M :Marker ;1 :FHPEXHE, HEL-75 811 52 : B HEXTHE, /D BLIMYE 53 :HEL-59 &K [
[0020] AR B ER AAHE T Pk 88 A 2 K A AH R s AL AR 93 PR B DD RE AL S+
A, X S AR (EHFART) AN FRAEANEER TIEE T CGEFEN
1-50 4™, B4k 1-30 4>, BEAEHL 1-20 A4, mAE ) 1-10 4> ) ZEERR IG5l AFEUR. 5
Ah, RGO E i (BGh0) W] R AELE C Rl / 80N Ky (IEHA 20 NLLN, B EHD
A 10 ANLAP, SEAERL A 5 A LA I 2 2 BR ik S 8IS N ), 7EARAscrh, MR BRAH U sSAH BA )
ATETR AT BRI, 18 H A S TR 2 LR N D RE, et DI REAH L 2 R I IR sF Pt B R 2
RS FTRAN . N5 A% BT AR B EER % - HER ) N
W) AR (V) izl (L) rsezdlg (D ;55 ANz R ) Bk ) a1mg o)
T AR M) ENZERR © B e R iR K AR ) R RA&
AR O) AW (Q o FH EAREGARE T EE M BT Y, 002 Bralifin 4
YIRE T P B s AR T

[0030] A% BH (A% 78G54 38 5 1] LA PCR 9 3k . B AN T8 I 7 3k 15 . Xt
T PCR 435, AIARYE A% % B BT o F A SR RL IR 7 915 G G R T T D) 1524 471 >R v o 5
W), AR AR N S IR 55 A0 77 923 0 ) 4% 18] cDNA SCEEAE A BER, 37 14 T A5 28741 o
T e L v N, PR ON AN, AR S 0 Ik 0 T A A B IS () e R4l iy AR
RSP TIR

[0031] A BHHR, A FHASSURE AR N 53 SN 90 VR 6 & dn i Ak B I B A A%
B 7 A4 N B R A, i 28 77 VA FR R R RS 41 DNA BoR, TR N B H RS

[0032] IR #ARTHT T 4% Ak Bl YL il 2 (1) R R P B0 A% A0 e, LA B e A 2 1K i 4 1) A
KBS A, 1 40 B nT DU JRUAZ A NG, G040 B 40 MY, SRR AR S5 B A0 e, i REAN A 5Bl
R EURZ AN A, B AT B S . PR AL VG VAR E IR AR T RS SR
SRS B LR AN T 5.

[0033] A BH ) E 7R 40 M Py ZR Ak, G SR RT 22, W] R) A LA B (0] A 2y (R R At R e 2 it
S TR B NAEA RIS ), XL TT 5 R AN U AR N S T NI o X 88 77 7 1491 -
FEAEA PR T A A B E L S E e AL 2 (R ) VB BB R
BB BB or IR AT IR E T B SR R AR E AT A &R ST R R
JOXEE TR S A

[0034]  AJ B A FE X Er 1 By B HA e e 1 1 22 S B DU I L v FE LA, Ie S A
ARG TR PUA b BEsR & DU, W 1A WPTRSE & e e AR IR B ok BN IBT AR &R 2
HEFIRENS

[0035] A% BH TR AT DLIE G ARSI A B 53 CANIR #5 PB R IEAT il 2% o 491 B 2 e
AL 2 R = sl B HURYER F B WA T3 LAFS 3 2 SR BUAR I A,
AR ARPUARE AT DR B g BEPUAR. R g BEPUARRT LLRH 2438 R H AR il 4%

[0036] A EH NI FCHE— 0 &I, 1% 85 @A T ks 7K J5 X 38 (Kl 1), RT-PCR &5
R ERZER T EAEME AL FHRAERE (F2) . RIBALERBIHFEFRET
N HEL-59 2, Fl H AR N, k43 T H 2 hum k. KA Western blot 7EF S2KE 4
MF—4% 32KD A4 (K 3) .

[0037] SR BH K 25416 PTHR IR 25 Al i B2 ) J8e o5 R R 2, 308 5 R R 25 0 AL S W il e nT v
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SRR, A8 LR A S VR BB VR 3 T ol R Y S T I A T N S R B VR Y S B A P s A
T2 MR PG AR 25 5% b2 A I 2 rh, A B B 29 406 00T el e DR 4
AR RN RS AR UK B IR 45 25 77 SRR 3 2 A A 33 1050 E AT It H
N TR ARR, AN R & AR DLS HAb 2L R A .

[0038] [l 4 HLAR S, 13F— 25 R A e B, I B 6 S 4] 3 H T BH A S B T AS
FH T PRI A R B TE L, B AR 5 A Rk, AR B SE ke R o AL 2 e e B4
DNA FI 02 2% IR R AR, 3 26 5 2 AU AR N 53 I ) o IR EE 4 ARAE T 1 SCHk A 58
AR B0 Sambrook (4r T rulE LR ET) 5 AR (1989) s (DNA SEFEN S [ FEE 11 25
(D. N. Glover %%, 1985) ; (MRS %) M. J. Gait 4k, 1984) ; (& Z4AC) (B. D. Hames
FSe Jo Higgins fafH. 1984) s{sr I malifl s JR BHFISE ) S 2 i (Spring—Verlag,N.Y.),
DA R (S8 50 55 2 T I-1V 348 (D. C. Weir A1 C. C. Blackwell #r4E 1986) 5K, 7] Lz it
I R PR R U B AT

BAEHEA R

[0039] S 1. RHIFE R TR HOAR % A 2T 52K 1k th B HEL-59

[0040]  HEPRI ve [ fo 7 41) 3 i

[0041] X A% 552 56 =5 A4 7 (%) N BfF 52 eDNA ST P8 F AT X RILABT I 7 0 1k, 3 B3R I8 P 91 b
%5 (BEST) , | FH Unigene U4 J& BE4T ¥ - 50 B8, 3543 A HEL-59 4= cDNA. ¥ A Expasy
Translate tool (http://us. expasy. orghttp://us. expasy. org), InterProScan (http://
www. ebi.ac.uk/Tools/http://www. ebi.ac.uk/Tools/) Fl Protein #{
roteinblast (http://www. ncbi.nlm. nih. gov/BLAST/http://www.ncbi.nlm. nih. gov/
BLAST/) Z& ¥l HEL-59 Jik 74 A 2 Thie. SignalP (http://www. cbs. dtu. dkhttp://www.
chs. dtu. dk) , PSORTTT Il WoLFPSORT (http://psort. nibb. ac. jp) ZEHAH43 Hr 7N % 5
HIE 5k XN B A7 . ProfileScan (http://myhits. isb—sib. ch/cgi—bin/PFSCANhttp://
myhits. ish—sib. ch/cgi~bin/PFSCAN) Fiiill N st FLA RN R AL AT A

[0042]  X[FRATFHI A HEL-59 4= cDNA, MR ¥ A= 415 I8 7 FIN HEL-59 S fi5 X, Bevh— X5 5+
514 :F01 :5” “TTGGTACCGACGACGACGACAAG AGCGGCTTCAGCACCGAG-3",F02 :5” -GCGGCGAATTC
GTTTTTCTGGTGATGGAA=3" , - I iy 5 | 0 R s 73 79 5 | 125 BR 7)1 AT DI RS2 63 Kpn T R EcoRTo 514
B A TAY) TR ARRE AR AT A B DAASLE S M A B EE cDNA SCRE A AR,
PCR 4§14 HEL-59 JEEEI v Bt o PCR e V45 AF :94°CTIAZPE 10min, (94°C, 40s ;55°C, 455 ;70°C,
30s) 30 MEFR, T0°CIEM 10min, 4 CIRAF o SNETH 1. 0 %6 JIERH B I L Ik ASE I 070 8
[ B )7 B N be B AR pMD-18T Al AT I 7 %552

[0043] 4 HEL-59 & [13KIA K 4tk

[0044] 7% 5% J5 HEL-59 FEPRIE L Kpnl HT EcoRT 47 5 55 [ 2 #6383 & pET-32b (+) H,
i HC S Rl B PR A DY BAE — 3. FALRABAK pET32b (+) -HEL-59 % A\ E. coli BL21 (DE3) /&
AN, PR PCR G e PH 1t v, TREBRRAE 1mM IPTG, 32°C 4541 N3 4h Ji5, N i
WA His—tag MEAEOBEE " WAHESEMENTE" A HEA HEL-59 & AT 75 B alifl. . ]
ALY, 7 BB RENT H T AL E A Trx-HEL-59 Bl & H. KRG EAHEH
BB, BRI G AR AE . BJa, sl B SRMZEN " BIE A HEL-59 2 1. 4lifk

6
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Ja I EA H A M Bradford Bradford 1976) VAT & &, ARG AR T TRAE

[0045]  SEjiifsl] 2. BT HEL-59 £ selE i i il &

[o046]  FHEE4H HEL-59 & [ %z BALB/C /Nl ZHi. il i HE RT3 | RiE
550 u g EA K SFHEM MR (CFA) « SRIGIES 15,30 F1 45 RiFEH 25 1 g B4l
A A TSR AT (TFA) nag iz, 25 60 RAMIRBREM, 43 & 95 5 H ELASA
Fl western blot 7 M BRI RN FIHF 1. ELISA 3 R P Am& 3 1 ¢ 10000,
Westernblot S B 20 85 M B S2 3 P BRI R AR HEL-59 #B H AT R IFHHE
[0047]  SEZjifs) 3. A HEL-59mRNA 20 2R & tA 1A 57

[0048] & T #fi %€ HEL-59 [ 3Rk 1815, K 2F 7€ & RT-PCR 73 #fr HEL-59 JE (Al 72 A B 52
SKVIRL R, B2, 0, BT, B 0, 5, B SRR R IEE S . ] TRIzol (Tiangen, Beijing,
China) #i#2 /5 RNA, Lug &2 RNA FH 20UAMV 15 4% %8 (Promega) F1 0. 3ugoligod,18 (Promega)
SRS G cDNAe PR S5, 2ul & R cDNA F R ERIRy 7 5 |90 1EAT PCR & 15 0 20ul SN AR R &
A :2ul 10XPCR buffer(with MgCl,),2ul dNTP Mix (10mmol/L), lul &15] ul (25umol/
L), 1ul Tag DNAZRG T (2. 5U/ul) , 2ul cDNA AR BL A 11ulddH,0, PCR 2 M IFE A :94°C,
10min ;94°C, Imin ;54°C ( X} HEL-59) /49°C (B —actin)30s ;72°C, Imin (35 {F¥F ) ;72°C 4
i Tmin. B -actin [RIEVENNS . FrA PCRYIE=MH] 1. 5% B R BE LIk 0 #7 . RT-PCR
g R BN ZFE R AR 52 SR AL O AT Rk

[0049]  Sjfs] 4. A HEL-59 & ATEAH LR ez 5 e fr

[0050]  HY A SEHL B2 VKR Y] v, BT S 5O G, o —Hi 4 Pt rHEL-59 £ 51
(1 : 400), —Hi A FITC- brid EPiid 1gG (1 ¢ 200) , 40 iz A PT Jet. Pt faira bl
1 80% Hitdt qv, ARG LR BAEE (LeicaTCSSP2A0BS) WEE4E R, SEIR[AIIN DL/ B 4
P T IE AR —HU/E A X

[0051]  sEjfs] 5. A= SRS Western blot

[0052] 4 MNP S2 9 S B 2R 324 20ug, H 15% SDS-PAGE 43 S, SR Ja i % 21|
PVDF i I8 4T western blot. T A HEL-59 ZHi H—Hi (1 © 5000), —Hi A HRP- §x
WFEPUR Tg6 (1 500) o BN ik 440 B %) 3% 1 FH 15 5 Y HRP-DAB JEC A4 2 (iR 55 & 4 A
Westernblot W7nPi N HEL-59 £ HiAf B4 4T A1 A B 529 P sl B 4R HEL-59 # B A
R AR e 1

[0053]  SEjifs) 6. A HEL-59 & LRSI e 2 s fr

[0054] W BEkh+ H PBS YeidkfaimAn T+ 1% MR B s b, BRI, 2R FH AP et i
SE 10 4380 ARSI A F 3% BSA AEZIR N A 1 /NINE, SR R N B BT HEL-59 Z3t
(1 2 200), 4 CIER o He LA/ B LTE A BH % #E . B PBST (PBScontaining0. 1% Tween—20)
ek = MK R FITC- bricd EHi i TG —H0 (1 & 200) o I H PBST Pk =X, 2R
Ja 1 80% Himd Fro I Olympus BX-52 Bl M%E, HEL-59 &5 G0k 1k J5 X, Al fE
153 LU DS S v N RSB

[0055]  SEjifd] 7. HEL-59 41 8% [ (KT B v 1tk

[0056] 1z FH o [ B 7 B B R A2 (CFU) 43 A7 B okl % 1tk o ] 55 U, T A0 5 95 1 E. col i
XL-1blue 24K B (0D600 = 0. 4-0. 5) J5H] 10mM PBS (pH 7. 4) #ke . K2y 2 X 10°CFU/
ml 4 & 7E 5 12.5 ~ 100ug/ml ) HEL-59 J& &, 37 C 85 7%, (EFFIRE 75 )5 1 15, 30,60 FI

7
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120min 73 BIAEERE o FFFE S 10mMPBS (pHT7. 4) MR FIHRE, BB FE B 100ul 34T T
LB B G 1A, 37 CREF2 I 2T B W 7 o S B v N4, BB v T FH Al R A7 1 B o ek
N A - WAEE = (EAAEEEE R/ RE s DT 5 /A1 I e 2 X100,
SEEG UL 10mM PBS (pH 7. 4) AR £ 1 AL 40 g 48 8 [T PR i

[0057]  SEjifs] SHEL-59 S5k5Fia 5tk DL A AR A1 5245 1 ¢ R A5

[0058]  FH HEL-59 ZHidf I IE W AN+, XSG AT R 12 sh PERIAR SN 2 RE 70 i o SEB %
M vitro life AREAFI AR 7 EEAT. WU, K57 55 SpermRinse-30 F 37°C.
5% CO, B57E 1 /DEF3REE. ARG 1 ¢ 200 A B PL rHEL-59 ZP1, T 37°C.6% CO, B5F%
2 /NI REAT A o ) W 5 BRSO 23, — 3 e BN T AL B R ks 1 iis
Bk. —EB H G-Fert Yk 2 WK, IR R LIRAE N 1.0X 107cells/ml. A 100ul K
T T 3omm RREFRIILA, 2R 5 78 oA VN 37°C 6% CO, FPAIEFE B 7248 s o
28 G MOPS Ab P i R BN BEAR I A\ PRSGAE 2 1 I S2RG i o, £E 37°C 6% CO, AL FIVE FE 35
FEAA TP RIS ZAE GO0, B H il R B DL LA B S8 (R FH Sz 7t/ B i
YE R P

[0059]  J¥AI%K

[0060]  <110> Z=gin

[0061]  <120> AR EREKE 74568 HEL-59 X HgutdBE k] 5 M

[0062] <170>PatentIn version 3.5

[0063]  <210>1

[0064] <211>1316

[0065]  <212>DNA

[0066] <213>Homo sapiens

[0067] <2207

[0068]  <221>CDS

[0069]  <222>(108).. (977)

[0070]  <400>1

[0071] ccggtccagt getegeagtg cgecaggegtg gggetetete cttgtecagte ggegecegegt 60
[0072] gcgggetggt ggetetgtgg cageggegge ggeaggacte cggeact atg age gge 116
[0073] Met Ser Gly

[0074] 1

[0075] ttc agc acc gag gag cgc gee geg cce tte tee ctg gag tac cga gte 164
[0076] Phe Ser Thr Glu Glu Arg Ala Ala Pro Phe Ser Leu Glu Tyr Arg Val

[0077] 5 10 15

[0078] ttc ctc aaa aat gag aaa gga caa tat ata tct cca ttt cat gat att 212
[0079] Phe Leu Lys Asn Glu Lys Gly Gln Tyr Ile Ser Pro Phe His Asp Ile

[0080] 20 25 30 35

[0081] cca att tat gca gat aag gat gtg ttt cac atg gta gtt gaa gta cca 260
[0082] Pro Ile Tyr Ala Asp Lys Asp Val Phe His Met Val Val Glu Val Pro

[0083] 40 45 50



i
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[0084] cge tgg tct aat gca aaa atg gag att gect aca aag gac cct tta aac 308
[0085] Arg Trp Ser Asn Ala Lys Met Glu Ile Ala Thr Lys Asp Pro Leu Asn

[0086] 55 60 65

[0087] cct att aaa caa gat gtg aaa aaa gga aaa ctt cgc tat gtt gcg aat 356
[0088] Pro Ile Lys Gln Asp Val Lys Lys Gly Lys Leu Arg Tyr Val Ala Asn

[0089] 70 75 80

[0090] ttg ttc ccg tat aaa gga tat atc tgg aac tat ggt gec atc cct cag 404
[0091] Leu Phe Pro Tyr Lys Gly Tyr Ile Trp Asn Tyr Gly Ala Ile Pro Gln

[0092] 85 90 95

[0093] act tgg gaa gac cca ggg cac aat gat aaa cat act ggc tgt tgt ggt 452
[0094] Thr Trp Glu Asp Pro Gly His Asn Asp Lys His Thr Gly Cys Cys Gly

[0095] 100 105 110 115

[0096] gac aat gac cca att gat gtg tgt gaa att gga agc aag gta tgt gca 500
[0097] Asp Asn Asp Pro Ile Asp Val Cys Glu Ile Gly Ser Lys Val Cys Ala

[0098] 120 125 130

[0099] aga ggt gaa ata att ggc gtg aaa gtt cta ggc ata ttg gect atg att 548
[0100] Arg Gly Glu Ile Ile Gly Val Lys Val Leu Gly Ile Leu Ala Met Ile

[0101] 135 140 145

[0102] gac gaa ggg gaa acc gac tgg aaa gtc att gec att aat gtg gat gat 596
[0103] Asp Glu Gly Glu Thr Asp Trp Lys Val Ile Ala Ile Asn Val Asp Asp

[0104] 150 155 160

[0105] cct gat geca gece aat tat aat gat atc aat gat gtc aaa cgg ctg aaa 044
[0106] Pro Asp Ala Ala Asn Tyr Asn Asp Tle Asn Asp Val Lys Arg Leu Lys

[0107] 165 170 175

[0108] cct gge tac tta gaa get act gtg gac tgg ttt aga agg tat aag gtt 0692
[0109] Pro Gly Tyr Leu Glu Ala Thr Val Asp Trp Phe Arg Arg Tyr Lys Val

[0o110] 180 185 190 195

[0111] cct gat gga aaa cca gaa aat gag ttt gcg ttt aat gca gaa ttt aaa 740
[0112]  Pro Asp Gly Lys Pro Glu Asn Glu Phe Ala Phe Asn Ala Glu Phe Lys

[0113] 200 205 210

[0114] gat aag gac ttt gcc att gat att att aaa agc act cat gac cat tgg 788
[0115]  Asp Lys Asp Phe Ala Ile Asp Ile Ile Lys Ser Thr His Asp His Trp

[0116] 215 220 225

[0117] aaa gca tta gtg act aag aaa acg aat gga aaa gga atc agt tgc atg 836
[0118] Lys Ala Leu Val Thr Lys Lys Thr Asn Gly Lys Gly Ile Ser Cys Met

[0119] 230 235 240

[0120] aat aca act ttg tct gag agc ccc ttc aag tgt gat cct gat get gcee 884
[0121] Asn Thr Thr Leu Ser Glu Ser Pro Phe Lys Cys Asp Pro Asp Ala Ala

[0122] 245 250 265
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[0123] aga gcc att gtg gat get tta cca cca cce tgt gaa tet gee tge aca 932
[0124] Arg Ala Ile Val Asp Ala Leu Pro Pro Pro Cys Glu Ser Ala Cys Thr

[0125] 260 265 270 275

[0126] gta cca aca gac gtg gat aag tgg ttc cat cac cag aaa aac taa 977
[0127] Val Pro Thr Asp Val Asp Lys Trp Phe His His Gln Lys Asn

[0128] 280 285

[0129] tgagatttct ctggaataca agctgatatt gctacatcgt gttcatctgg atgtattaga 1037
[0130] agtaaaagta gtagcttttc aaagctttaa atttgtagaa ctcatctaac taaagtaaat 1097
[0131] tctgctgtga ctaatccaat atactcagaa tgttatccat ctaaagcatt tttcatatct 1157
[0132] caactaagat aacttttagc acatgcttaa atatcaaagc agttgtcatt tggaagtcac 1217
[0133] ttgtgaatag atgtgcaagg ggagcacata ttggatgtat atgttaccat atgttaggaa 1277
[0134] ataaaattat tttgctgaaa cttggaaaaa aaaaaaaaa 1316
[0135]  <210>2

[0136] <211>289

[0137]  <212>PRT

[0138] <213>Homo sapiens

[0139]  <400>2

[0140] Met Ser Gly Phe Ser Thr Glu Glu Arg Ala Ala Pro Phe Ser Leu Glu

[0141] 1 5 10 15

[0142] Tyr Arg Val Phe Leu Lys Asn Glu Lys Gly Gln Tyr Ile Ser Pro Phe

[0143] 20 25 30

[0144] His Asp Ile Pro Ile Tyr Ala Asp Lys Asp Val Phe His Met Val Val

[0145] 35 40 45

[0146] Glu Val Pro Arg Trp Ser Asn Ala Lys Met Glu Ile Ala Thr Lys Asp

[0147] 50 55 60

[0148] Pro Leu Asn Pro Ile Lys Gln Asp Val Lys Lys Gly Lys Leu Arg Tyr

[0149] 65 70 75 80

[0150] Val Ala Asn Leu Phe Pro Tyr Lys Gly Tyr Ile Trp Asn Tyr Gly Ala

[0151] 85 90 95

[0152] Ile Pro Gln Thr Trp Glu Asp Pro Gly His Asn Asp Lys His Thr Gly

[0153] 100 105 110

[0154] Cys Cys Gly Asp Asn Asp Pro Ile Asp Val Cys Glu Ile Gly Ser Lys

[0155] 115 120 125

[0156] Val Cys Ala Arg Gly Glu Ile Ile Gly Val Lys Val Leu Gly Ile Leu

[0157] 130 135 140

[0158] Ala Met Ile Asp Glu Gly Glu Thr Asp Trp Lys Val Ile Ala Ile Asn

[0159] 145 150 155 160

[0160] Val Asp Asp Pro Asp Ala Ala Asn Tyr Asn Asp Ile Asn Asp Val Lys

[0161] 165 170 175
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[0162] Arg Leu Lys Pro Gly Tyr Leu Glu Ala Thr Val Asp Trp Phe Arg Arg

[0163] 180 185 190

[0164] Tyr Lys Val Pro Asp Gly Lys Pro Glu Asn Glu Phe Ala Phe Asn Ala
[0165] 195 200 205

[0166] Glu Phe Lys Asp Lys Asp Phe Ala Ile Asp Ile Ile Lys Ser Thr His
[0167] 210 215 220

[0168] Asp His Trp Lys Ala Leu Val Thr Lys Lys Thr Asn Gly Lys Gly Tle
[0169] 225 230 235 240
[0170] Ser Cys Met Asn Thr Thr Leu Ser Glu Ser Pro Phe Lys Cys Asp Pro
[0171] 245 250 255
[0172] Asp Ala Ala Arg Ala Ile Val Asp Ala Leu Pro Pro Pro Cys Glu Ser
[0173] 260 265 270

[0174] Ala Cys Thr Val Pro Thr Asp Val Asp Lys Trp Phe His His Gln Lys
[0175] 275 280 285

[0176] Asn

11
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