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AT =M A EREREEETEEEA
HEL-169 J il & F1 R o A JF T A< & BH 4 i
HEL-169 & H 2 5 IR 7 41, R A 45 7 gm b A R
AR (1 DNA PRI BB R IA Bk . AR HIEA
TE T ZE ARSI TR % . 1% e A TR
FIAK I, RT-PCR 455 B 7R 3 BB S R0 52 0,
B ERIL, Western blot 75 Fd &M 3] — 4%
20KD A A5 445 . HEL-169 5 [ T4 Ay fh s 1 8 4
IR R, LA S PN BE I R 2 B 5 1897 1)
_ A, T HEL-169 2% (A T A& FOAF Y 35 IR R
o ARSI, ¥ T2 T AR B 5 A

CN 10172404
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Lo — i N EI 523808k 454 8 11 HEL-169, JURHIETE T, e A FAE T P4 2 1
RIEIR A SR P 2 (R IR P A 220 — A B LA 2 B BR ek 1 UG i 2k sl o L A
A58 2 e FER AL e S AR RS MR 51 2 TR B B O IE AL 27 TR & i R
i

2. —Fh NBHI B FRIEKE 145 48 A HEL-169 [gRidE A, & PO RFIZ —

FPANRA A 1 I HIRT

55 R 1R E ) DNA R BT 90 % DL RIS M, EL4m AL 17 2h RE 25 A 1K) DNA
FP3

3. BABRIER 2 Frif sk B i BAZ A% R B S K

4. FAHBOMER 2 PFrif kAl 140 & .

b AFXIBURIELSR 1 AT ik 8 5B il 5 R 48 Al oA LB DIz B i o i 1 23 9t o

6. EFXRURIER 1 Brid s B RS L 2y AL 54, BTk 4 5 0 A 35 A e P ads 14 2
FE R P9 A s AR ML, DA 242 BRI I AR

7. MRIEBCRE SR 1 ik i) 8 A AEA B AEZ B A A

8. MRIEBAER 1 Prik it & ALEA T AR P I

9. MRIEBMELR 2 il IR DR AE T BT IR 2 250 b IR R

10. ARIEBCRESR | Pk i) 8 e 2 B it A s I
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AEMEBRIEFEFEAETER HEL-169 R HEABRBER SN A

F AR G
[0001] AR H)E T AR B4, B, A % 53— R 9 A E I 2%k
K PSR ALV RIFR HEL-169 A Higmho 3k x5 M H

BEHEA

[0002] AN HH-20 NS IR A J T I 5 7 1 P08 () 1) R - — 7 T, Bk ON 7R SR AR, T A
2050 FHFIE R 9014 3 55— J7 i, Ptk A BAEH WA, KA 15% IR IGHFAEEARNT W@, K
EEFEAERE MR FAERIT 10 FERET, BRI AR IEE FK 0] 18 30%, L R R4 S —
oo HHEFR T AEZH LTI, PG BT TS G A 7 92 0 5% B0 IR R 0 15 I, ANt 20, AN ERER
FSE A AN 0T P g R0 I I A998 PR 5 = R o (B R PEARN T T R 5 1R AL SN = 2 FL 1) L 8 B
P, LA G 55 PR AR B A R i Ut e 2218, B B9k e T e 2Rt b1 AEYAE 2 e
Wr 5167 A EIERA ST, HT R KB EASARE B AR S R, 5 22 Al i ol s 22 L
SRS R ARG AR, AMUFEDR T 5 ST RET R] 5 %8 4, 1 HAFAEIR 2 52w {g i
FYETER 2, 5 T IEH AT IR PRGN KRR & BB G AR & . AR ESH
SR T UTE RS Al I £ 55 14

[0003] A5 A OV SR IE B T EURFE S FI IR BE AL, i N R R 5 A A7 ™
e RSN O CE I 60 42, 3 T F ALV, A B B IR AT B S 1 B KN A A
15-16 14 H BTA[ it NS IE R ke 245 i IR A PR, B “ R 224 T 107 (BRI AH 22 55
6o R B2 Sl SR B E A B S, DA AN [ EE VAN [ 2 Ik i 2
H 25 AL BRI Aok B AN BEA T B AR R RS .

[0004]  Pff=2 @ AE T A E B, BRSNS T 75 Bl 5 2 RO BE A T
M A Ge3R1F 1230 52k B AN i e 1E R R 8 LB IS5 24 Dhee. B =2 KRAH
200 RFH T UAE A SR TAHEAER, 2 5K 7RG T, H2 AT IR 288 G ¥ D Re . B
o 5T VR DG ) B 52 2R I E SO A B TS 53 M AR A R A A T, O AN
BIE RIS WIRIIR YT LA BT RO Bk 2 25 B AL 0 1 23 BEAR » [R5 0] BT PR S2ER 1T 1 55
P e 2 R T 1 SELBR R SR

ZIAAE

[0005] AR BHIFEE —AN H 2 de At — ol i N R I S2 R IER 1 456 82 15 HEL-169,
[0006]  —Fit NI 52 R IE R VRS 1 454 B2 HEL-169, ‘& HA P H R P FH) 2 2 2518
FER B 741 2 a3 R iR 28 7 91 285 — A B LA S B i 5 i U Bk 2k sl s n B R Ay
575 2 WS SEBR RIS 7 51 AH RIS 2 1 B 780 2 A5 AR e A ik 2 ik .

[0007] A BB 5250 Wb B (A iy 44 4 :HEL-169, H 208 A2 S BR V% S5 21 fil  HEL-169 25
FI{7AEH 24 Amidation {7 &1, 4 A N= + PURGEBEIEAL A7 SR 4 N EEER LAY A, ALFE 2 MR R
e 1T BERRALAL s LA K 2 AN R C B IRALAL 5, 2 4> Zine finger TFIIB-type LhfE
sk
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[0008]  AJBHIFIEE — A B et gt NJSHt s2 R IARS + 454 81 1 HEL-169 H5ERl . &
& PN HBRITFZ — -

[0009]  J57FH B 1 [ DNA JE51), GenBank M5y :EU668327 ;

[0010]  ZWALJEAZrh SEQ 1D No. 2 A BBV £ 4R |

[o011]  S/@HIRPFA) 1 BRI DNA JEA)HA 90 % DL [FEYE, H4mhdAH R DhRe s E )i
fX) DNA FE%1).

[0012]  JEH)Z ) SEQID No. 1, 42K cDNA FE#IK 1127bp, :247 TN 14 S Y4 F, 4ahd
208 M2 LR, HihS 2 4 HEL-169, A 15 ‘5 K, o B SEAE 24 627bp, & — 4> 58 B 132
P HE .

[0013] AR BHIISE = J5 1, 34t T R A ZE R TREH R il 4 A N RS2 RIER 7455 5E
[ HEL-169 %5 1t 2 TR 77 7%, C ARG & A ik 208 P80k, DL Z B AR AL e
e LM

[0014] AU BRI PUJ7 10, 3@ 45 T 5 FIl N S2 3R 08 1 456 8 3 HEL-169 R 5 Pk 45
AU, DRI R IR T B S2 D Be S B S0 AN B R [ 4l B2

[0015] AN J B 56 T 5 0, #8458 TR DA AR th 2 AP N R SR IEKE 745 E B
HEL-169 {7572, 'CA 48 KRR INRE T 50 WA A H4s S MEPUIRE — 2 4 R ILRIFE R, M
SRR IR W), A HURPURE S St~ A e R

[0016] AU BHIIAE 7577 1, 3@ 1A A B a A g b e ) I i o B AR R B a ]
AR A WA B AE 1) 5 48 10 BUE A e F TR T AN EIE, BUE 8 T &8 Y ik
Z G EE 5y 5, Bk T ek N SR 52 3R 1A K 1 455 88 B HEL-169 ¥ P (R Esh 71,
B 0 e 3 A 26 I 223008 8% 1 HEL-169 3 P (s e, sha F Tk Fe st % 5
R4 A KRB 22 3R 1A K 1 45 5 8 1 HEL-169 K 4nts e o st i BE, nT & v 5| sl & T
PCR BURZ IR 44T, B T Tl R L v o AR BHER e n] H T 29 A 64, LA E A %4
TGRSy s BT AR — RO B SR A A A i LR 98 S5 5 IR 25400 o

[0017]  AREHRIE LW, 184t T —FMA G, b A6 W e & ARk HTR &N .
A RITH) ) s e, DL R 2% ERT B a4

[0018] A% BH K4 1 BEGE 75 PR 52 U e e PR R I8, S8 AL TH5 73K J5 X3, BRI AT R 5 6 B
WA RIBE) KA . B E R IRRIE A 20K, 7] LA AT se A B D i RIEH
A B A URT LA (R RE 4R 3R %0

e 1 5% BR

[0019] 1. K. HEL-169 S AEAKE T W S5 e r

[0020] 2SO ERNE T ST E R R AR T EREL

[0021] A ZH :FHPEXTHR ( AKS T THARE 1 SP-10) ,A3. &R SP-10 85 1 E A T8 1 TiAA X
15

[0022] B2 :[FHHEXTHE.

[0023]  C 41 :HEL-169 & [ 47, C3. 7~ HEL-169 & 145 &7 T3 J5 3 X 1

[0024]  LEAIR :5mm.

[0025] ¥ 2HEL-169 FE[RZH 243 % 1k K]
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[0026] 1 fff=2sk 2 f=2fk 32 4 2R 5006 F7 M8 9 H 10 PIPEXS R

[0027] & 3. HEL-169 E A{E 2 R IE ] western blot &5

[0028] M :Marker ;1 :FHIEXTHR, HEL-75 & 13 ;2 B B8, /D RRUMYE 53 :HEL-169 & [
[0020] A% B £ R 4R T I £ 151 22 K0 EL A AH [R] SSORE ABL I A= A0 2k B D BE 1 A% S
T, XA I EHE (HIFART) A T RAFANAER TG AT GEFE R
1-50 4>, B A 1-30 A, FAEHD 1-20 4, SR 1-10 A4 ) ZEBRIE A AT, 7
Gh, Frids g skdim N () Wl RALE C Ruifl / 8k N K CEEA 20 LA, Bk
A 10 ANCAPY, BEAEHEA 5 AN DL B2 R RR SR A B N ) , 7E A, Atk REAH T BRI
QAR IAT BRI, 8 A S BUR BRI D RE, 42 4 Dh R A AL EU 3 1R 1) AR ~1 M B He e a2
ARSI AT . NH) 5 A% B A AR B ER g - HER ) N
(M) VAR (V) s R (L) iR (D 56 - ANER F) JaEiR ) am;i W
T PREAR W) CERRERR © ik AR R) R K VAR ) R KA
A O) AR Q o HIN EAELORE T &AM BT ED, &2 % Baiir A
YRR T s B A A .

[0030] AR BH(FAZ IR P 4130 i ] LU 2023 43 B8 W PCR 9 38v: B4 VE sk N T A i) 7 v
AT o KT PCR Y1V, AT AR A A B T A FF A DAL AT IR 741, JUFL A2 T T80 ) AT 7 47) 5k
WAL 519, ARSI E AN 53 U508 B0 75 15 BT 4 189 cDNA SCZEVE SRR, 3 38 i 156 K
FEH) o IR H AN I ST N, PR NI M, AR i 18 BT 32 N B 140 T 40 B 4y
EXCEIESS SR

[0031] A< B A, A0 ARSI B A N B3 00 0400 L7 V2 A & s A R IR 1) 3R (I I A%
B 7 A4 N B R, X e Ty VAR AN R RS 24 DNA BoR, (RN B H RS

[0032]  FR &R m] H 4 Ah Bl Ll > ) IR A% RN FLAZ 40 B, LIS L BB 1A Pl s (1) AR
R ER T, 1 40 M mT LU SRR 41 B, Qi B 40 e, SO AR SR B R AN MY, Qi R4 5 Bl
R EAZ AN, 0 B R A . n] R AL G T B R E IR TR T B ER S LR
SRS L TR S 5%

[0033] AN BH ()R 70 40 i p e, A SRR, T R P EC A B ) A 2 P R At e 2 i
R4 BN AL R T, TR B T 1 AU AR N R I BN o 3K 28 5 v 49 A
AR T M 2 AP E B A DUE FAEEE (R 775 ) VO BB R
TR BB Lo o JE T R B AT B AR T S R SGBAT S AT AL SR SRR
FAX YT

[0034]  AS B A FE 0 Hr 1 B B HA R e 1 1 22 S LA B v FE LA, Ie S A
A PTG DA B G PUIE, W BA BRPUAL A8 7 MR OR B ok B AN IHT AR 5>
HOE7IRENS

[0035] A% BH (T AT LAIE i A58 P BN 53 LN 38 A B R AT )48 o 91 G 225 (R
WPk, aitb 58 B =Py ek s o A SRR A B T3 T3l LG S 2 s EPUAR
P, AR B IPUARAT DU B s BB S R s BT AR A 24 AT R AR 4
[0036] B NIEEFTIEE— 0 RN, %8 e AL T RORKS F IR X 3k (& 1), RT-PCR &5
RERNZERFEAEMEMENHRGMERE (H2). RIFALERBHETRET A
HEL-169 (1, /M, /15 T H 250G . KA Western blot 78 S24500 2] —

5
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% 35KD ZiAi gk (Kl 3) .

[0037] AU BH K 25416 PTHR IR 25 il i B2 ) J8 o5 bR 2, 308 5 R 25 0 AL S W il e nT v
| I Y e s S 2 B N I 1 1) 0 s 1 1| B L (WA 5 s RN = A LN TSR
T IR AR AL HE 7E 25 % b ] 4252 8ok ke SO, AR B B 29 46l il B AR 37
AR RIS RS PR EUR BUR WDIR O 45 25 77 SRR = 0 08 A AN 71 0 ) E AT it H
T HREHZECER, AR S At n] LS A2 L R A

[0038] [l 4 HLAR S, 10F— 2 R A e B, N B 6 S A S T BH A S B T AS
F T BR &A% B ] BRaAE A #R, A& RSl R A o T2 A % B4
DNA F 02 2 IR R AR, 3 26 5 2 AU AR N 53 I ) o IR BB RAE T 11 SCHk A 58
FEIHEIA U0 Sambrook (4 ¥ e PESLIGTRE M) 5 R (1989) 5 (DNA sgfE) 28 1 FIEE 11 4%
(D. N. Glover 4%, 1985) ; (AL H RS R (M. J. Gait g4k, 1984) ; (% 4AT) (B. D. Hames
F1S. Jo Higgins gwfi. 1984) ; (& A maifb ;R BRSNS 2 i (Spring—Verlag,N. Y. ),
DL (S5 S T I-1V %% (D. C. Weir F11C. C. Blackwell #w%H 1986) B, A LLix MR,
VA R PR R U B AT

BALHEA R

[0030] S 1. SRHIFE R TR HOAR R % A KM 244t 5 HEL-169

[0040]  EEPRI ve o K741 3 i

[0041] X A 52 56 5 44 2 1 A B 52 oDNA SCJE 8F 47 K R I 7 07 3%, 3R B3R 3k 7 4
b 2& (BST), A HI Unigene %t #5 & #E 47 W 7 3¢ [, 3K 1§ A HEL-169 42 K cDNA. ¢
H Expasy Translate tool (http://us. expasy.orghttp://us. expasy.org) ,
InterProScan (http://www. ebi. ac. uk/Tools/http://www. ebi.ac.uk/Tools/) i
Protein #{ roteinblast (http://www. ncbi.nlm. nih. gov/BLAST/http://www. nchi.nlm.
nih. gov/BLAST/) %5 7l 3l HEL-169 K ¢ %1 }2 i 2 Bh BE. SignalP(http://www. cbs. dtu.
dkhttp://www. cbs. dtu. dk) , PSORTIT FlI WoLFPSORT (http://psort. nibb. ac. jp) ZE¥ A7
iz & A= 5 Ik & N E47. ProfileScan (http://myhits. isb—sib. ch/cgi-bin/
PFSCANhttp://myhits. isb-sib. ch/cgi-bin/PFSCAN) Tl N st Rk A MR AL A7 555 o
[0042]  Xf3RAF 1 A HEL-169 4> cDNA, 4 AE )M JE 2% T HEL-169 Zihidh X, Yo it — X HE
S5\ :FO1 :5” ~TTGGTACCGACGACGACGACAAG ACGGGCCGCGTGTGCC-3",F02 :5” —GCGGCGAATTC
TCCTACAGACCAAAACTT—=3", b i 51 0 W 3w 73 il 5| 2k B A0 9 DI 467 & Kpn T AT EcoRT. 5
Y Eil A TAY TREEARIRS A R 2w G . LASSE I 3 F) 1 0B 52 cDNA ST A
i, PCR 418 HEL-169 A F Bto PCR AT :94°CTAZME 10min, (94°C,40s 555°C, 455 ;
70°C, 30s) 30 MMEHR, T0°CLEM 10min, 4 CIRAF o S WEE AU 5 1. 0% BOIRHEGEIL HE vkAS I O
Sy e B R B 3N SRR pMD-18T HR gk AT I 7 2858 .

[0043] T4 HEL-169 & A%k K4k

[0044] /7 %552 Ji5 HEL-169 ZE R I Kpn T A EcoRT A7 £ v [ 22 R 1A 8 fK pET-32b (+) H,
157 S0 5 Rl B AR A8 D AE — 550, A RIS HAAK pET32b (+) -HEL-169 # A\ E. coli BL21 (DE3)
RS2 AL, M A B V& PCR 0t 6 FH M v B, TRERIPRAE 1M IPTG, 32°C4F T 5T 4h J5, N
sttt His—tag (B LB PP EE R ZHHE” X E 4 HEL-169 & (13T 2 B 4tk

6
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TR BE L, o2 MENT” F T4ifb B4 Trx-HEL-169 Bl-& . RERESEAHEA
i R R, BT G AR2E . IJa, B “EE PSR ME T R EE 4 HEL-169 S H . 4k
Ja M EA R A A Bradford Bradford 1976) VAT & &, 285 A R TEEEAT R 7.

[0045]  SEiifs) 2. B HEL-169 £ v FEHUIAIE 1)l

[0046]  HIEEZH HEL-169 5 %)% BALB/C /NI £ i il kb, B 2 W T2 1 RiE
60w g EARHSEERN MR (CFA) « ARJGTEHE 15,30 T 45 RiEHf 2561 g EA
AR B A TSR AT (TFA) sz, 28 60 R AMHIRIREUM, 43 & M35 5 H ELASA
Fl western blot 70 MrHUAR KR FIEE S . ELISA 23 B8 B PiA%h &3) 1 ¢ 10000,
Westernblot {7 #2045 AT A BH S2 9 P B R 2R HEL-169 #F B A R IFRE M.
[0047]  SEjiifs] 3. A HEL—-169mRNA ZH 2R & 15 1A 57

[0048] & T #fiE HEL-169 )R IAEIX, SR H ¥ & & RT-PCR 43 M1 HEL-169 Z& [KI7E A B =2
SKVIRLV R, B2, 0, B, B W, ', B AP R IEE S . ] TRIzol (Tiangen, Beijing,
China) #i#2 /5 RNA, Lug &2 RNA FH 20UAMV 15 4% %8 (Promega) F1 0. 3ugoligod,18 (Promega)
S5 5% cDNAo BR i 5 2ul A ) cDNA I ZE BRI 5 5 | 384T PCR P71 o 20ul SONAR R 25
A :2ul 10XPCR buffer(with MgCl,),2ul dNTP Mix (10mmol/L), lul &:/5] ul (25umol/
L), 1ul Taq DNAZE AR (2. 5U/ul) , 2ul cDNA BEHR DL & 1 1ulddH,0, PCR S N FEF A :94°C,
10min ;94°C, Imin ;54°C (%} HEL-169) /49°C (B —actin)30s ;72°C, Imin (35 fH¥F ) ;72°C4E
i Tmin, B -actin FIRIAMENN S, JT PCRY M= 1. 5% S IRHE Ik 3 HT o IAZEA
[*) mRNA 76 A\ B 52 J e 2R rp R IK B AR IK

[0049]  SEjfifs] 4. A HEL-169 &5 FIAEA M Sz %t e

[0050]  HY A S2AL. B AL ZRUKE D) v, AT e 2t e, Horh —$i o8 [Pt rHEL-169 £
Pt (1 : 400), —Hik FITC- Frid =Pt TeG (1 o 200), A H PT Jeti. 5 ra K
PR H 80% Hithd Fr, AR5 L R AE BAEE (Leica TCS SP2AOBS) WiER4h . SEUG[RINT LA
/I bR A JT I AR — B E A X

[0051]1  =Zjif] 5. A28 AEEEU S Western blot

[0052] 4 M AP S2 9 S B 2R B 324 20ug, H 15% SDS-PAGE 43 S, 4R Ja i % 21|
PVDF Ji F#E4T western blot. F#L A HEL-169 ZHih—FH1 (1 © 5000) , —Fi K HRP— bnic=F
Pris TG (1 & 500) o BRAL LS AEE 7S P FH 3G 2 8 HRP-DAB JIEY) B (0155 & 73 Western
blot E7"PT A\ HEL-169 2 Hixf B 20 25 (AT A B S2 98 il U R AR HEL-169 # HA R 711
e

[0053]  SZjififs] 6. A HEL-169 25 [ 45K 1 I Sz 5 e fr

[0054]  WCHEKE T H PBS PRI JG iR AT T 1 % BB I 208 b, B AR BT, 4R i FH P I
B2 10 8. AR T IE I A 3% BSA A6 % a1 1 /N, 2R 5 8 b BL BT rhBD32
ZPt (1 1 200),4°Cl . FREaT/N R IMIEMHPEX . A PBST(PBS containing 0. 1%
Tween—20) PEIE =K, AN N ) FITC- FricEHT R TeG —H1 (1 ¢ 200) . ZIKH A PBST
Ve =k, ARG 80% Hidst o I Olympus BX-52 S WL, HEL-169 & (A 45 & 10k T
[k JE X

[0055]  SEjifs] 7. HEL-169 20 &5 [ (R0 B s Tk

[0056] 1z FH o B & B B2 (CFU) 23 A b B vl 1tk o o) S M 000, 1 0 35 92 19 E. coli

7
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XL-1blue 4K BX % (0D600 = 0. 4-0. 5) 5 H 10mM PBS (pH 7. 4) Fi%¥. K% 2X 10°CFU/
ml 40 £E 5 12.5 ~ 100ug/ml [¥) HEL-169 R4, 37 CH 72, AEFFUGEF 9251 15, 30, 60and
120min 73 HIFEEURE . F44E G 10mM PBS (pH 7. 4) iR 4IRS, SR AL 100ul 34T T
LB IR PR, 3T CHEFR I B TE R R T, o Ge v 1 ¥ A48, DB v TR FH Al AR IS 10 H 73 0GR
N AR Ve AFiE = (RECHE/AE R/ REEE L FAAER A ) X100,
[0057]  SER DL 10mM PBS (pH 7. 4) AR 1AL PR A0 B 1 A B 1H o

[0058]  SLjififs] SHEL-169 LG 11z sl M LA ARSI 2K ) 58 B9

[0059]  A|H] HEL-169 £ Hids MIE® AKX T, ARG AT RS s sh PERIAR SN 2R o Mo S5
W vitro 1ife brdEi 5 &40t H 7 LT - 7 S i, K 150 H SpermRinse-30 - 37°C.
5% CO, 5575 1 /NI 3R EE. SR/GHEM 1 ¢ 200 BN Bldt rHEL-169 £ 51, T 37°C.6% CO, B¢
2 /INIF AT 3 A o AL S ORS00 BORS F 43, — 80 B AV AL B R G0 B kS T s
k. H—#5rH G-Fert YE¥ 2 K, HREER LU 1. 0X 107cells/mlo JIA 100ug K
THESL T 35mm FRIRF IR LA, SR 5 78 ma A0 BTN 37°C (6% CO, FIAIE FE B F7 40 WA H o
25 G MOPS Kb 38 J i 24 5 BESH A0 RS G HE 25 1 RS2 RS i T, 75 37°C V6 %6 CO,, R RN B 455
FEAE T IR M RETE O, B H KRR R B B0 L LT SE50 (=] H S iy /) B
AR R B 15 R

[o060]  JFAIFK

[0061]  <110> Z=#iE

[0062]  <120> AZE=23RIAKE 1454 8 H HEL-169 K H w33k 5 M

[0063] <160>2

[0064] <170>Patentln version 3.5

[0065] <210>1

[0066] <211>1127

[0067]  <212>DNA

[0068] <213>Homo sapiens

[0069] <220>

[0070]  <221>CDS

[0071]  <222>(310).. (936)

[0072] <400>1

[0073] aggtcgececee tcecgacgeceg gegegeegea agggaggeca getegetege agtggggagg 00

[0074] tcgeggetee agtectegeg teccegeegt ggteeeggtg cetgteccat cecegegggeg 120
[0075] cggeegttge gggeggegeg geecgggege gegeggegaa tetgeggetg cgaatcegget 180
[0076]  ggagcgggec ctcgegagag cggcgaggee tgggeggetg ggectgggeg ggeggegegs 240
[0077] gctgetecgg aggetegggt ggettgagag tettgggagg cteegggege tgeeegegeg 300
[0078] gtcgeegge atg acg gge cge gtg tge cge ggt tge gge gge acg gac ate 3561
[0079] Met Thr Gly Arg Val Cys Arg Gly Cys Gly Gly Thr Asp Ile
[0080] 1 5) 10

[0081] gag ctg gac gcg geg cge ggg gac geg gtg tge acc gee tge gge tea 399
[0082] Glu Leu Asp Ala Ala Arg Gly Asp Ala Val Cys Thr Ala Cys Gly Ser

8
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[0083] 15 20 25 30

[0084] gtg ctg gag gac aac atc atc gtg tcc gag gtg cag ttc gtg gag agc 447
[0085] Val Leu Glu Asp Asn Ile Ile Val Ser Glu Val Gln Phe Val Glu Ser

[0086] 35 40 45

[0087] age gge gge gge tee teg gee gtg gge cag tte gtg tec ctg gac ggt 495
[0088] Ser Gly Gly Gly Ser Ser Ala Val Gly Gln Phe Val Ser Leu Asp Gly

[0089] 50 bh 60

[0090] gct gge aaa acc ccg act ctg ggt gge gge tte cac gtg aat ctg ggg 543
[0091] Ala Gly Lys Thr Pro Thr Leu Gly Gly Gly Phe His Val Asn Leu Gly

[0092] 65 70 75

[0093] aag gag tcg aga gcg cag acc ctg cag aat ggg agg cge cac atc cac 591
[0094] Lys Glu Ser Arg Ala Gln Thr Leu GIn Asn Gly Arg Arg His Ile His

[0095] 80 85 90

[0096] cac ctg ggg aac cag ctg cag ctg aac cag cac tgc ctg gac acc gcce 639
[0097] His Leu Gly Asn Gln Leu Gln Leu Asn Gln His Cys Leu Asp Thr Ala

[0098] 95 100 105 110

[0099] ttc aac ttc ttc aag atg gcc gtg age agg cac ctg acc cge gge cgg 687
[0100] Phe Asn Phe Phe Lys Met Ala Val Ser Arg His Leu Thr Arg Gly Arg

[0101] 115 120 125

[0102] aag atg gcc cac gtg att get gee tge cte tac ctg gte tge cgt acg 735
[0103] Lys Met Ala His Val Tle Ala Ala Cys Leu Tyr Leu Val Cys Arg Thr

[0104] 130 135 140

[0105] gag ggc acg ccg cac atg ctc ctg gac ctc age gac ctg ctc cag gta
783

[0106] Glu Gly Thr Pro His Met Leu Leu Asp Leu Ser Asp Leu Leu Gln Val

[0107] 145 150 155

[0108] gac agc ctc cgt cct gca tct ttec ccc acc tgg ggt tgt gac ctg ggg
831

[0109] Asp Ser Leu Arg Pro Ala Ser Phe Pro Thr Trp Gly Cys Asp Leu Gly

[0110] 160 165 170

[0111] gtt gtg acc agg gtt gtg acc ggg gtg tac ccc agg tge ctc cac gea
879

[0112] Val Val Thr Arg Val Val Thr Gly Val Tyr Pro Arg Cys Leu His Ala

[0113] 175 180 185 190

[0114] tct cag tgg ccg gtc tgt get gee tge ccg gtec agg aag ttt tgg tet
927

[0115] Ser Gln Trp Pro Val Cys Ala Ala Cys Pro Val Arg Lys Phe Trp Ser

[0116] 195 200 205

[0117] gta gga tga ggggccttca tgacatgggg gtcacagtcc gagacttgtg 976
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[0118]
[0119]
[0120]
[0121]
[0122]
[0123]
[0124]
[0125]
[0126]
[0127]
[0128]
[0129]
[0130]
[0131]
[0132]
[0133]
[0134]
[0135]
[0136]
[0137]
[0138]
[0139]
[0140]
[0141]
[0142]
[0143]
[0144]
[0145]
[0146]
[0147]
[0148]
[0149]
[0150]
[0151]
[0152]

Val

Gly

ggagtgtggg tctccatgge aggagggcecac ctgecaatge tgggecacggt tgggtgttag

ctaggcctgg gtgaacagtg aacttttgtc ctacacaaag gagattattt tcaattaaaa

aatttttttg tgagcaaaaa aaaaaaaaaa a
<210>2

<211>208

<212>PRT
<213>Homo sapiens
<400>2
Met Thr Gly Arg Val Cys

1
Asp

Glu
Gly
Lys
65

Ser
Gly
Phe
Ala
Thr
145
Leu

Thr

Trp

Ala
Asp
Gly
50

Thr
Arg
Asn
Phe
His
130
Pro
Arg

Arg

Pro

Ala

Asn

35

Ser

Pro

Ala

Gln

Lys

115

Val

His

Pro

Val

Val
195

Arg
20

Ile
Ser
Thr
Gln
Leu
100
Met
Ile
Met
Ala
Val

180
Cys

5
Gly Asp

Ile Val

Ala Val

Leu Gly
70

Thr Leu

85

Gln Leu

Ala Val
Ala Ala
Leu Leu

150
Ser Phe
165

Thr Gly

Ala Ala

Arg
Ala
Ser
Gly
55

Gly
Gln
Asn
Ser
Cys
135
Asp

Pro

Val

Gly

Val

Glu

40

Gln

Gly

Asn

Gln

Arg

120

Leu

Leu

Thr

Tyr

Pro
200

10

Cys
Cys
25

Val
Phe
Phe
Gly
His
105
His
Tyr
Ser
Trp
Pro

185
Val

Gly
10

Thr
Gln
Val
His
Arg
90

Cys
Leu
Leu
Asp
Gly
170

Arg

Arg

Gly

Ala

Phe

Ser

Val

75

Arg

Leu

Thr

Val

Leu

155

Cys

Cys

Lys

Thr

Cys

Val

Leu

60

Asn

His

Asp

Arg

Cys

140

Leu

Asp

Leu

Phe

Asp

Gly

Glu

45

Asp

Leu

Ile

Thr

Gly

125

Arg

Gln

Leu

His

Trp
205

Ile
Ser
30

Ser
Gly
Gly
His
Ala
110
Arg
Thr
Val
Gly
Ala

190

Ser

Glu
15
Val

Ser

Ala

Lys

His

95

Phe

Lys

Glu

Asp

Val

175

Ser

Val

Leu

Leu

Gly

Gly

Glu

80

Leu

Asn

Met

Gly

Ser

160

Val

Gln

Gly
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