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1. BEN-A#BEA AN BEARI—ANAFABREGNHAST, &
FEETHESTAEBFETEZHBR R EGH XA L.

2. wRAER 1 R HALST, ABFEATHES TRARL
N-K#% 4R — A B RBRX— A5 KB MHC A1k,

3. BRAER 1R 2HENHAST, ARELATHEERS
YTRESHERMAEEASANBRI ARG R MR, Kk
kP E AmHd AsRE Ami ARIfHRE.

4, WwBAEZEL 1 £33 PH—ARMNEXREGH AL T, HH
EAETEABRRGREAARGST.

5. deBRAIEL 1 24 PHE—ABRFEZRLKMEGHAS T, EH
RAETEXBEOR. K. 2L 3 RMBR. BREK #F-RHEH,
ER. RRARP Fo R K.

6. ImBAZER 2 E 4 PH—ARMNZKAEG MHC Bk, HH
AT H%H CTL £ 45,

7. e F £ K 6 Frik ey MHC Bk, FHA4EE Tk AN,
UK R+ T X A A6 CTL &A%,

8. B AMEK 2 E 4 PHE—RARAZRAES MHC Bk, M
4EfE T3 B SYFPEITHI X MHCPEP #% A& e # 6k, iX btk
EECNH N-RKR2A NSRRI — NS ABE.

9. B A EER 25 3 PHE—ARFAEZ KA MHC Bk, EH
44 F 3% A A SEQ ID No. 1 £ SEQ ID No. 695.

10, WmBRAEZE 2 £ 7 PHE—ARAEZ KL MHC Bk, i
HiELE TRHAASAET SEQ ID No. 81, SEQ ID No. 112. SEQ ID
No. 2. SEQ ID No. 273. SEQ ID No. 110. SEQ ID No. 106. SEQ
ID No. 10. SEQ ID No. 692. SEQ ID No. 257. SEQ ID No. 568.
SEQ ID No. 464. SEQ ID No. 466. SEQ ID No. 567 # SEQ ID No.
695 &9 Jk.
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11. 4o A &K 10 A7 6 MHC R4k, ABEETAAER LR
B3N X e BT SEQ ID No. 81 #9 k.

12. —#HHPasddh, ARELETELRAE) —HRALLK]
EF1lPHE—ARMNELHEGH AL T.

13. —# %Y, AHEETELAE Y —#HRALL 2 £ 11
g 45 — @ ALF) T K A7 £ 69 MHC B4k,

14. doeBRFIEK 13 FEGERY, AREEATAEILEARAZEY —F
.

15. A ZE 13 X 14 FrEGEYS, EHELETHEENR
Aaidisss, miEw@e OmpA %@, TT, DT, CRM197, PLGA,
ISCOM, Montanide ISA 720, f§# %4 . MPL-A, Quil-A, CpGs,
Leif, CT, LT R&&F&#j CT X LT.

16. B ALK 13 £ 15 PHE—ARANERKMAGEY, L4
RETEESH—#HE5HERKRESIXBRGEALEY.

17. deBAEEK 156 EGEY, ERELETHERKLS Y
Ax&%, GO OBRESERBHAEFE, LAERANES,
OmpA Beam i sMEER G, JMEER G Z 44K (OMPC), SR & 76 (OMV) &
HSP.

18. A AIE X 13 £ 17 PHE—ARAZRAEGES, LK
B TFAERYL —FFRANSH LS G TR R LS B2 8RRk,
AR, ERRK. BERK BREXREDRALGERLKT.

19. —HREFBEY, ARELATEASAE S —HPRAR
K 11 Pk 8§ Bk,

20. wRAER 19 MEGREEZERLY, AREETHAZELA
—Fr i OmpA & G .

21. kS 5B 5 B AR A A MIC Bk B AW RENF i, MR
MHC Bk TR ABEXRZERELE X BRELEARIDB ARG L AT
B, ARELTEFEOEAT IR
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RN EEFERAGEDFHEL, AERRLRIETTEA
HemE W ERAS KX U6 MHC Sk, BRGFFLRS
4% B & MHC Both 5 AP A ¥ A 469 MHC 5 F X R R =T E Sk,
FEBENE_AISKREAR AW FHATTRALSG T @RT
WRZ B RERE,

—fk Sh e A2 b & 5 B o T A6 AR 69 MHC-MHC &e/k-T 4 fie %4k =
A E Ak,

22. AT E£HEBAEZR 21 FrE KI5 B 7 &6 KA & RK
Me&, Rads:

~de A B 2 £ 11 F4E—RBRF) T KA 6 MHC Bik;

RN OERBERAERK, MIC 5 THAEDFHAT TR
HAG TR TARZIR R ELER B G XN;

AR OETREANALXG = AESKGEN, Z=AELEK
REMELERBLERTA RN, HEEXMNERNESA —FIFRRAE
B4k ok 38 i — AR AT 1S 0 X A IR ).

23. WwBAEEX 2 F 10 PHE—ARP ERAEGERAA THE
CERGRILFTHREFAHE. M. FEERIAARARENHNERHA
. |

24. B AEEX 2 £ 11 PHE—ABRAERXAEGERAERD THE
CARGHRALETFREFBEF AR B LRGSR GG A E.

25. A BFLTRSHERA TRAIABRIFLAL X504 —
AMNEBRBRASABRBENSHERS THLEDERGAE.

26. BEMA TR/ XFPANERL N-XEBLA NS ARAE R
BN EDERY THRESRRITEDG AR,

27. W&EWRAZR1E L TE-ARARRAEGLELN-K
BEAH AL RERALABENGEALS TH Ik, RHEASTALERE
FETESHBREMAEOBXEL, AR EETRAOGEAALTH
REBGEBA AL RP-HPLC AME G =R ELAHESTH Y
%, REHEAME TR RANER.
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28. H&EwBAZR1E 1 PHE—ARAERLRAEGERL N-KX
HER—ANBRBALCABMENGERNS T R, BHEASTARERE
FETRESHBERMRAEGBXEGLE, AREETHLCERHEST
MZRLBEZBALC AT EMABRRYERTH IR, KRGtk
% T oK A6

29. HE&RALRLE 11 FTHE-ARFZRAEHERLN-X
AR AP RBERASEABBEGH NS THT &, RHERLSTALRE
FIrTRSHOBRRMREGHXALE ARELETHOERALES
BTAEERBREGERTE, ANESRASFHRE=RLHKEN
TR T RBRENGT R,

30. BEAERL N-K34F AN RABRIXGABEHHEAS T
ik, RPREETEATERBAZF L TEZOER AL X G A
SFHEHRT, A S TEERRAERE, FHNAHEBRAAZLK
2T 229 P —RABRA ZRAMEG T ERXERE.
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ARF L THZOBRE B & X6
AL N-KR 2R AN RBR—ABRBBENH AT

ALRAFRAEIAR —FAAEBFETESORRE A LEE X
HBAWVARL N-KXZLA N EBRRX NG RABESHERSY T, &
R —FrA IR AR AERIL A MIC) Rk, AREHIH
—Fp B0 AW,

BHRGR - FAGAERAFABAREG AT . 3
BEHHBREREATELIY, RARRUEFTFARARAEFLELE,
AREELE -—FUEMNLEERE —HEAETGBEARBEL (XHEE)
CMHBEBERE. EXEEH4T, RAKRRELERNETAKEF.
K, ERBFNGEAF, FTERSPENPEIRAFGBRFE T H*
Eae (CTL) 2 % ¥ 2465 Bachmann ¥, BH L& FLE (Eur. J.
Immunol. ) , 1994, 24,2228-2236 ; Borrow P., H&&F & & (]
Virol Hepat. ) , 1997, 4,16-24), Edeif 2B R FTiE 5%, X LB
REREAPHRAHNARSFEAAGBEEGHEP M (Arvin A M., B%
HEREE (], Inf.Dis. ), 1992, 166, 35-41 ®; Koszinowski =F,
% & %58 (Immunol. Lett. ), 1987, 16, 185-192).

CTILAHB TR E A ELRERKEEN THERF A S 4o 3]
REEHGEHEREGEY (Le ¥, &% (Vaccine) , 1998, 16,
305-312).

CTL AEWERRAEERN B LT FEA AESE, H24
e EBale LA (Rivoltini Fey4:i#&, Crit. Rev. Immunol.,
1998, 18,55-63). LA X T4 LAHR K CTIL &4 (5 I B o F
HMEARARBKEEL CD8+ THE@MEWKAF). K, B TFiXLK
MIRE R R, RAFAE CTLARY B Melief, BEMAHE (Adv.
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Cancer Res. ) ,1992, 58, 143-175; Nandaz # Sercaz, #Je
(Cell) , 1995,82,13-17). |

S8 MHC(I A II B)wBAR4H 2 CTL R4k e) R4k 73
% % (HG Rammensee ¥, % & 4% % ( Immunogenetics) , 1999, 50,
213), & Internet W L& ALEIERE T REBFH — LS HF7.
B 2R P 63K SYFPEITHI (http ://www. uni—tuebingen.
de/uni/kxi/) #= MHCPEP (http ://wehih. wehi. edu.
au/mhcpep/). BAHEILEK T £% HLAs 852 B (supertype) (Sette ¥,
%, 9% % 4% ¥ (Immunogenetics), 1999, 50, 201-212).

Xk MHC A EEZH B TR R G XS HHAKE
EHRGHTHEE, A PXBEUEDEHAERRG4HTEHRE, £
WAEA F-2 4% E Y (k42 m27-25 MART 1, g209-217, g280-288,
gpl00, MAGE 3). # ¥4 -HIV %% (Klinguer %, %% (Vaccine) ,
2000, 18, 259-267) X 4F % 3 -HBV FR Ak 654 -HBV % ¥ (Livingston
%, %E&F%F (]. Immunol.), 1999,162, 3088-3095).

Ko, IEHAGARETHERGKRESEERTAG TR
AEE, BRI CNGRSE I THRARSFRAKRRN E R,

ATHETAKREAGEGHBXGLAL X% L2845 K
BE—ASRBEGHAKRLARIE, AFRAARGHEAARET
BEREFTERSREZRGESRBRITEY, Wl THHHLEmAKFX
A% AT (LH-RH &4, B354, 1999):

JOCHsh
0
w \
JHeT Ser-Tye-N Leu- feg- Fro~ ﬂ/\ cH,
0

H'o

o _H 9
DCJ—HB-TW- Ser- Tyr~ Giy-Leu~Ag - Pro-Gl-NH,
H HC—COH

Ay 4 T A

X 7 75 Ak
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s iX 4k A RS N-REAKSS LG EOBBE B R KA
R F R AARTRE.

K, Bz x#4MEkLZ MIC Btkd ELA +A (FFH
ELAGIGILTV A & % F X ¥ CisHsoNiOii= 985 Da &9 CTL k4% ) W, Fi3k
#3245 PyrELA 474 % ( A %1 3 PyrELAGIGILTV X & & F X 4
CisHiNiOis= 967 Da) REAAMEG R B EH, BN CTL BEH
AEXAERLERIALERY. RmAFLEH LK ERIRKNIG: TR
2R N-Soa-RASRASL Sy BREASRAGTKALRALL
—HFRORE. EhFE, £ N-AXB LA —A5K% (Glu, E)X
2888 Gln, QRRABNKRSHENy-BRIEAERTERL
RE LR TG R BB 2B

X
———— O R
Ii"lrf“ ’(uj\rr * O

o (s}
S H8%: X =0H BB AR
/@“-ﬁ.&)ﬁfi X=NH2
TR R EERESATLIE, BHA ELA +RE5XFH
PyrELA /7AW Z R ERAAR Y T 18 ARHE, "ALLEHIHEER
*:

Bk ELA MW=985 m{,)gf"kédﬁru?:gﬂiﬁﬂﬁxﬂ@w
B Pyr-ELA MW=967 ﬂi&,\)&:}ﬁ“&xﬂﬁ“ﬁ

Bk Ac-ELA MW=1027 }g“wiﬁﬂﬁﬁ”ﬁﬁﬂﬁm



01808833. 3 oM P 41T

AEMNEB S BRESRBOG B EH Lk L8tiLad 5 — A ELA &k
W4T 2 (7514 AcELAGIGILTV Fo4F XA CuHeNi0,5=1027 Da &
ACELA Bk, AR EX) B LR BRELRE, THEZRZHYGF
A, BRI EKFY ACELA T A B R 2HRG R FER, HHL
F kA CTL 4006 64 4L, |

RaBZHLBUREARARABRAGEGERARA TRIKA
il E KA AR M AT 698 D 89 % E (Brinckerhoff %, H
FrE s & (Int. J Cancer) , 1999, 83,326): # & N-3 NH.3h 4 H
MRFZ—HR—ANTEBAHR CHCO FiBAK, HE%A¥Mm (3985 Da
% 42 Da), AALLZHERHILE,

R4, Elliott % (# % (Vaccine) , 1999, 17,2009-2019) &
ZiET N-#BEE0 A ZAR (AR ERM) X5 R5%8 CTL #4145
(R ABERAEHAZEEZG NSP-1 (152-160 2R/ AR) FENE TR
# 841 H-2Kk > & CTL %k 4%6§ Ak EEGAIVGEI) AT M5 M. &%
3 Lix k5 —#F Montanide ISA 720 M &9 4% 7 3 &k &4 £ — A2 BT,
GRAEFXEFARHBRELS AR (2 AARKE 30%) . E/HELR
HTEH AR GEREMENRGERAX, ARGLRHS—
R,

A, LM ARINFERFRGIRAERETZ W, HREH
FTEA=RTEH (TFA) & Bl 3t f7 K48 HPLC sbib. 2 2h4beg a3
AHELHFHF AL THE RNHS, CRCO)MBXALE. —RLEHE
MEABRARZR LB EZARLE R THANBERLR (HEA
R, HERPFARER) LA N-5 KA GRZRILH.
ERLREBXGKRAFTHA THRI DB ERGE LT L. 22
NTHRAARGY, WTZRUBRET AL FBFRAZERIFE
LS8 EN (IV £) 84 —3 % (Leblanc ¥, STP Pharma, 1999,
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9,334-341), HAEBXRFRELH, FARXEREHULIRTY. B
s, B BH %L E (Ph. Eur. 1999) ¢ TR A2 6 —4, RHA—
FE A LETFTHK (2K E. Tetracoside. X &MmEF. BEH5E.
Hemk, RABHTF) TR LBEGHBX, ARACHLENE
X, BERFTAHFGELS AR LBRNOTERLIEFARS.

B, RAGHAE (Cornish &, £EAASRKMERZELRE
(Am. J Physiol. Endocrinol. Metab.), 1999, 277, E779-E783)
BREAPNASGARO A CHEEH XGRS E R (RFaRiK
Fae) LA,

—HBEFREZRACREFEEFFNEG T EELE2 W Marchand F
e (AERERE (Int. J Cancer) , 1999, 80,219-230) ,
Marchand SHRETHEZZEBELHBHBHBAMRTLER. itk
Ay EH RS A RAA EVDPIGHLY A% (SEQ ID No.273) #5 Lk MAGE-
3, & N K BA—ABR8. HKREN TAKSGILF A KA
KRB - CBEBIXHENTES.

K, LEREI—HPER, BRKEmFARE. IEFHLARN
AFHXE-80C (&RK) THRAMERFLEEZRTHF AR 6 —
& B R A EIRE RIEM.

AXPHBHETREIBERNFIRE. KUBKA. FHPLE
My E PG P AL

EfhE, CEAAKRTRAES, HAST, LAZERL N-3
AR —-ANBRBEI AR B MHC BAR 3T vL VA 3% B8R m ik, 3 69 T X,
mFERE, FAXRBERERGEDERIRE HREEREIY X
BRREMY, A ERRKEAKRT G LT AE.

K& AL T HERAKZTHE MIC R4EK. BART AR
KRG ELEGREGRERNGST. RESHREK4 X EZHRARE
BAXBRRLAEARGRAARA. RABIARKREETHRGLT. XL
METRSTHRELETENHBE N-ABELA - ABABRK—AN5
RAEE. AXWHER % AL T2 MHC &k,

10
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BRAXAGIAAKRZIERL -KFAA A EBX—A
ARBEH MHC fefk, AR ELETERERFETESH BB MR L
EER

ARF I TRSHBREMRETRAALAREGEANBRRA
HUIR B AR 64 ek,

ikt PR E (X mesilate) . E8ME. S4B E. AR
#. ABRAPERE, FHhARLEAERYE. BRYE ABRLPTH
g

BEERRERG B ENS TEARTYETRAER LRSS L
TEZE. #lde, aEFG (AINENHRREKFFIRREZFRL
FE-HBREARAFTEMR) —FTEaAEBRENHBXAHFTEM 5
— ARG XEATT EM (B g (Ph. Eur. ), 1999).

ATARKPH MVHC Seik L4k R T B f IT A MHC &4k, MHC 2
— AL EREG THECAREZHELZOR. A TR MIC T2
BEHARBEBf R R X RGESEEY. X 1T & MHC 5 F
REB@M, EEmB. 2EmK. RESEmRfPLETalltis
Koy, A B Al —HHhewmp, ER_RBXELLAGALLER
EFOHA RRETK”. R T @2 hERB LK (TcR) gHh e
MBS RMmALE: THhmlE (Th X T H¥@k)fomieds T
@he (CTL). Th wfiethsh B wiei#tfT o 4. 4P A RK. KK
Th a2 CD4+ (FFHE@AFL)FHEMNE 11T & MHC & F—&RE
RIS AIENRE. GRFET ARSI EAEER R
eae ARl FAhme. K2HZ CD8+i Rinfemieidm Ly I
BMHC 5 T4 4R KR. TWRGFEMNELH R LKL A EiE MHC Bk
6 MHC T4 T mhe$4k (TCR) & 5 44k kit 47,

AEXNGER ST, B2 MHC BATIAE A X K6 XS
aF, LERABZOR. K, $ R4S MEAK, BKE,
#-R R (retro-inverso) HEMRK LY. ALY KA.
XESTFETRAFS P ZELBREIEREMBDRARGHKRER L

11
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AEEOKREAR. TEXESTFETUAHRFEXREORK T RES S
BFr54 (H)de 0-R N-$BEAL) .
EARXRG—AERARRKFEY, KXW MIC &kt f CTL
KA, WHARRLEF T EmeFME THE@MPEG MHC 4K, FAH
BARME B AR, UBRE+ KX A L0 CTL 45,
ik o9 MHC Bk TWAt B &£ £ X+ 5 %8 SYFPEITHI &
MHCPEP #3& % Pt eylik, XL RAKLESHNHG N-KB2H A5
AR — AR B,
HEATARAKGE A OLIELE MR T SEQ ID No. 1 £ SEQ
ID No. 694 /7 &4 Bk ¥ &5 MHC Be4k (I R & 1T A MHC o Fag&edk) .
ARG AELEZERBGRAFTEY, FEREKLHTH

Bk

£ AR 3 HLA 355
ELA MART-1 26-35 A27L ELAGIGILTV A2 81
ELA MART-1 26-35 EAAGIGILTV A2 112
MAGE-1 161-169 EADPTGHSY Al 2
MAGE-3 168-176 EVDPIGHLY Al 273
HER-2/neu 950-958 ELVSEFSRM A2 110
HCV-1 env E 66-75 QLRRHIDLLV A2 464
NY-ESO-1 155-163 QLSLLMWIT A2 466
HIV nef 73-82 QVPLRPMTYK A3 567
2% NP 380-388 ELRSRYWAI B8 106
HIV gag p24 262-270 EIYKRWIIL B8 10
HIV gag pl7 93-101 EIKDTKEAL B8 692
# 2% NP 339-347 EDLRVLSFI B*3701 257
EBNA 6 130-139 EENLLDFVRF B*4403 568

AXPRGERARETAXALE N-K B A A5 £8 (Glu, E) X
2288 Gln, QBRKRERG S EAESKMER, P TEHAFTHK
(SEQ ID No. 695):

12
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NEF 117 EWRFDSRLAFHHVAREHPEYFNKNK (Palm) NH, (& -F I #
W% &g -HIV BgAk: Klinguer %, # % (Vaccine) , 1999, 18,
259-267).

BTk Bk M4 T A% B FR276307 Wik T & 6 & N-Ks% LA —
B2 R— AR BB AR,

Fiik, AAXWF A AEA ELAGIGILTV A3l egsmm B X o
MHC &4k, HZEFH AN EHEREGEX.

AXPREFTESAEY —HAXNERS THHDALD.

BZHYAL D TURALREATATEFHLREAR: LR
B, B LEER. THRAE., TARERXATHLERAEABHEFR
B, BRETHERGS T, AXNHGASHETAHATHEA. LR
FARARHAY, RETUHATEAEREFERITEAZEL
KRB KOG EA.

AEXPHASGHETUARMA TEESAER. LR, RAAETRE
REBRBEROMREABRETHRERR S T RBERNELSAE N-X
HRBAR A RABRABENKRI S THEHFAANIEFHEDY
gMmBEE., KPKE. FHhPERT GG FA.

EALXAGH AL DY, —FHREGAES I —HEIA
B, ABELETRELAE YV HEXHAEAADERFLETESHER
I iR 3 X AR 65 R K W 65 MHC Beidk.

BRGETASHEY —F4#EM, Z4EMNBEARE AL (Alum)
HXSH, mEMEBG OmpA G, AGREAEE (TT), B %S
% (DT) , CRMI97T(X X R B# &), PLGA, ISCOM, Montanide ISA
720, Rg#% % 4. MPL-A, Quil-A, CpGs, Leif, E&A&#% (CT), LT
LTREA RABREHEFET)RXRA X HH CT X LT.

EEAEPE—AKZEOHX T, IEREELH—FEH5MER
HBA R AR RS,

Hitih, FFERANLSGHEAOGLEAFEHRA, LKt h
OREFFTODXREGREFED, REBRBGES (b

13
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W096/14415 REMARFEZGLELEY, &A% BB”) ,BE%EG
OmpA (Bp” A RSMEEEG”) s R G 5 44K (OMPC), Mt 4 % (OMV)
¥4 n%kE (HSP) .

KEMERKES D EERAENBE. L TFLHE, KRiE
MK "R EIRALEHIRGUFERRAOBREAETERE
UL LY T8,

B, RELALA, THIX -AXRZAZEAH, HHLEA
AR, ANaAA TEAUESIERBEXRFRBEZNGBHERE, %5
RECMBEAKRGHERNE, REXFREGENBBETEL L LENRK
F AR S W6y N-K C-Ks%.

BREMARRLEDORE I FRBEORBERFR RGO £
HRERTEBEREG X XA, XEBBEE Rt TF AR R4AHE
ERXARAAZ R,

ZREBEKFEGEEDETABLI LA ERAEMNE. kb
K (E%ED) ERETABIERZERBREY. LRBREAXERE
B 5 5 6\ BB I B G 75 By i B AR A4 65 DNA /%) F#5E 48 DNA
BARFE., ZLXBIAAETAHNELSGRGER T TFARRAB Y
BEAARARRAR #I6 (R LF 2 Makrides, 1996, #4432k
(Microbiologicals Reviews) , 60, 512-538).

ik, AR LECHR AR TRRANEGRARE T HiE
MEARNAHRLETHRAYEEZS OmpA, A TAHAE KX

HEIE —FH RS LA A RATARLE S5
AR, BHFKR., E£#HKAK (nanosphere). HK, HEXLEDE
REOBERY., FERAABHBARAAAREETZAIN G (RPFH£R
MEBENESDIAENESNRAGLEER, E@RUEH, i
METRENSHRGEEF) pAEHEHLSEHHK.

14
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AXPH—ABAFTELROE—FR-ZEHELYS, LHEL
TELRES—#HERERAKER X 09k ELAGIGILTV(SEQ ID No.
81).

F—ABARFTEGITHBR—FHR-ZEBEYS, ARELETES
HEV— S E AR EN X9k ELAGIGILTV(SEQ ID No. 81) ¥4
BAESHR —FrpEsmih OmpA & &.

BREAXWETARHA TEERRYRY, AARGF X R
REBREHE., KAKA. FHRFERGIBE FA.

AXNHEIREFER TR GBS EH5HRNEE MHC RAH
KXW PRI &, P& MHC B4R T5 MHC 4 FHREERFATRAEASE
KB EX LR EEARRIDERANG R BIRE, H$iEh THF
EOEAT F B

“HREE G ERAGADFHREA, RAAEARZORIETTLE
e EWFHERES KL W6 MAC Sikidfk, BAS4 L84
Fird MHC BB AT HAEN VHC 2 FIRHBRA—F_TES
K, FHRBEE AR SGRERAADFHATTRAELES T &
EERZEEERE,

—R MR LY B 5T 8 K 69 MHC-MHC B 4R-T &8 e 5 4k =
TE A,

AR 058 kARl T 3] 5 X 347

- BHEADFHALERL AN MHC RA—RBFEBY, Mk
MHC ek W & TEA XD L, HHRAEH/TC 40 ELISA &R X5
MEAR (BRLEARDE) PAFERAELGHBRGILA,

“HRIHTERE, RA—FHLSARECHENZR-ALPY =
AEAKRGEAGRFEAERETHERAR LY Legny —Ri2
B, MMARKRZ#EAFLE (BB A LSRR, SiFeaR gL
), AT R K i AR T 69 3K ] i Y,

“-BAAELEABFABIONERA AL OKRBHLELGHIT

15
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BEFRAAGTRZABTRERAAN. ABRRAMABREH
ARAN B TR EEFFRE 54, AEAA TR MIC-MHC Setk-T
mie T hREARG T, EARKRZLIE TG —F5 k.

AXRHITHEREFEMTEREREKISSEFEEGENERK
e, afs:

——FF A K WA &9 MHC Be4k;

R OIERBEFITERKR, HREDFHATTRALY
MHC % -F#= T e & AR Z 8] K & % B BB 6K 7;

“HRBOETREMEALAG=Z AR ASKRGEN, E=AEoHKk
REFERRBRBE LR LR, R XMNELRBEH —FIFE, X
FERARKRELTHEREND LA RAFCEERLT, MHERMN K
R —FEAFRGRMNTESN.

HAE, ERTHHELREGF kP #5488 K ELAGIGILTV
(SEQ ID No. 81), EAAGIGILTV (SEQ ID No. 112), EADPTGHSY
(SEQ ID No. 2) 2 EVDPIGHLY (SEQ ID No. 273). Ak QVPLRPMTYK
(SEQ ID No. 567), EIYKRWIIL (SEQ ID No. 10) #= EIKDTKEAL
(SEQ ID No 692) T A# B T# B HIV B 85 i .

AERAGH —AFTHRALPGREAED THESLERG X
ENHRENRE. 8. FTLERABR LR L GAE.

AXPARGBRALPRGBRAEA THE S ARG R L TR
NEEARKRLA TIHHNELERGE GG AL,

AEAPREGAREBF LTRSS BEATRIABRELL N-X
HMERA— A B RBALABENE A FHEABERG AL,

BEREGEZH T, HEEMHSTR—F MIC ik, EE2HEHE
ERR—FRBEREARE LR R AR EAE R EM.

AXRRETRERR THAAA/ZWHERL N-KXB4 8 —A 24
BRI RABREGERAL) THRELRRIT LW A £,

£k, KEXNEFTEAATHRELEL N-A#B48 A5 8835
BRABBGHASTHTE AREETATERETSF ETHESH

16



01808833. 3 oM B FE12/1Tm

BREmBREHBXGHES FHEMHT, RS TEBRREAAERE. 5
BRBRORBE AR ERBRTEFXREHR, HEBRRTUEH LR
MR, FETHARMEKFER L.

St AANZFTERATHERKXAGLEL N-XB4H—A
PRBRIASBBEAH A THFT ] ZEAIFRAAERSETR S
8 5% B ek B 8B X A

BHAETREARROGEANE THEZRKG MM B RP-HPLC
MBEGZRLREANHESTH TR, REERETER
0 R

A HFEOERRES TH R LCREEBRAS AT EH
FABRBROERTHT R, REEANME Tt EFHER.

RTAEROGEAT I RGRLKPGF Xk ERMERLE R
CRARBHERTE, NHEHALSTFHMREZRALREFLH
TBTXREN. AT EF6Ehb iy,

EFHRAXER Ay, —# MHC &4k, #%)2 SEQ ID No. 81,
112, 2, 273, 567, 10, 692, 11, 464, 466, 106, 257 X 568, =
Hikhy., LN Z SEQ ID No. Sl HMEBRBE T H M.

THEAEAGEAPALNGE LB AT ERRARRERA R
* AR W IR

H B # 3

A1 : &RgEs 111 RERFE, KA ELA i HskA
( prepulse) # EL-4 A2/Kb e ke @il R mBExE £
i, AR CHELETRA ELA (XB) R AcELA(EF ) KA 4
M%& G rPA0 AENFH T LR P AREKFY.

B2 : BB IVHHBRRAFTE, EAENZE rP40 AEH
4T, A ELA (=R &%, 2.A). ELA (%%, 2.B) &
PyrELA (=R L& HE, 2.C0) %K E CTLEG =4 .

17



01808833. 3 oM P FE13/1Tm|

B 3: ZmIE@G AXERKE G B)HXH ELA ey EA#E AT
KA STCHREBAA.

B 4: #1% 4. ARE ACHRE—ATAZXEUBMLEBREN
X # ELA Bk & B 7.

5 7.4

%34 I: Ak ELA, PyrELA #= AcELA &4 &

Ak ELA: »t FMOC & tBOC o F A BM PN C-% AR & N-3
£XE8 (588, ) 4%k ELA(SEQ ID No. 81). ¥#EfK¥# AL
MAHEALRREE, EATHRARATZALR/KFZRATLR/T
e R FRF XLt k. @3 RAn&AR & 3% KR Ak ik ey
BE., KB M THEANAREARENMEREARARSETER. &
AHERNEZHAGRE. .

Bk PyrELA : A5k ELA AR &% X4 & PyrELA, KRR RET
RE—AN-#R/EABGRI: MESERE—ANESZBRTRK.

Bk AcELA : vA5 Bk ELA MR 695 X4 & AcELA, RHRRA TR
A LR ET L P 25 R 8wt .

Fp 11 :H|mIEGH &

II. A : %A

DABEZRLBREAARE, KRAHALA 0.1% HC1 #KREK
W EBLA A fodlh B0%T A 20%654 A 0.1% HCL &9 K 48 % 65 26 JBL )
B, i# it RP-HPLC #t 47 464k.

KRG AT EFAE & TF.

II. B : ##%B

AAMBEHZRLBEHARSE, EL4ATE HCl R PifT
ERHERER 2 M. ETUERAERGANESKRER, Gl P
BN SR X 6 HCL.

RIG AT ERG &K T.

II. C : F#C

18



01808833. 3 oM B FEu/T)

GREAMBEYGZR LB EEARYE, NS TETFIRE
#.

AR LEREFOEREBXG ST XHMIE (W Dovex
1X4, Amberlite IRA 416), #EMM T AT HLEEA.

a) WhREFLE: BHAALORBIAREASLERE (1 X
2) MREABYHXBETF. REHKRARAALLEK (pH 5-6). IN &
.44 (pH 14), A4k (pH 7), IN HC1 (pH 1) AR F— Kk AA %
A (pH 5-6) s T EMBELERITHE. TEETHERABRALL
J5/107°N HC1(20/80) &A% ¥ £ ¥ — .

b) BEFTXHE(CECRLKEE=- DRLY) BHAEKRERT 10° N
HCl/THrE#&F, R TP LG A TAHEEA 0 £ 80% Hizxrgm
BEFH LS, RMEBERERNEKR., AFT0ASAHEEHEG
% 5.

EBEHETURATIRE TR BENARITON. ZRTLEH
=T ABERAREEHATH .

%74 111 : XML ELA & AcELA R4% rP40 3t47 & & )6 #-
Melan—-A CTL &5 = 4%

A B R P4 M C57B1/6 xBDA/2 & % 45 # X B & HLA-A*
0201/Kb (A2/Kb) ( Vitiello %, 1991, ¥ E F & & (J. Exp.
Med. ) , 173, 1007). X Z4kA LA I X MHC 5 FR —FHA
45 HLA-A0201 4T (A AR SHEFHFH) 4 al 2 a2 L HER AR
AoTKW adLEMBHBRGEESST.

A2/Kb R %5 50ug ELA R4-4 300pug rP40 X5 50pg
AcELA &.4-45 300ug rP40.

a) ApmeFHaee R :

k&G 10 X, FRARGIAFBLKRETIARCEGREC T
AR A ERFATRI RS, FX ke mi (4-5x10°) A8 24-3LiR
AFH T 10mM HEPES. 10%FCS # 50pm P-2-3 A L85 DMEM + 5
2-5x10° EL-4 A2/Kb %sj& (J8 HLA-A* 0201/Kb A E# 6 X k) —

19



01808833. 3 oM P FE15/17Tm)

#3IE5R, Pk EL- 4A2/Kb @fd &4 4% 4 (10 kRads) £ 37C T A
Iy A XKR#EAT 1 DEHRAY. SA—KQGRBEF 2 25, A
By 3 o I 64 4 L K S5,

b) M FERMGR T

EHXE ELA HAG &4 TH EL-4 A2/Kb el “'Cr — &4
1ve, KREBE#HTHHIFAE ITCT L 200u] 694k 96-in b 5%
bR mE—REEZEFRIE6IH. REHHEMBEFTES
4 100pl g LFR AR BHY “Cr. THAFTESFR@ER
ey | o %

B (ZBRBH-GEABFER)/ (EHH-8KE#) <100

B Y =R RRSEAT T Bk ok 69 49 6 09 25 % & R Bk AT BR b
&9 2 e, 09 3% fR%.

A1EFTAARENES rPA0 FEGEHT, ELA (EH)F
ACELA(EZF B) R E B g me s ey £ (1. Rauly ¥, BRELE
% (Infect. Immun. ) , 1999, 67, 5547).

c)&#:

Lprik & A P40/AcELA %K )G, MEH| T H-ELA CTL #H#,
1 % M PA0/AcELA % & > AW EAHLME CTL FH. XL RE LW Y
AcELA = % & CTL RR %] X 4 & ELA Ak.

sy 4 IV : ELA, PyrELA #= AcELA Bk& CTL #&B

A2/Kb &4 %:

-5 50ug # ELA 4% 300pg rP40 ( =R & )

-5 50pg #9 ELA &4-49 300ug rP40 ( 3 3 )

-5 50pg 45 PyrELA #4435 300ug rP40 ( =R 8 )

a) HEmMEFERGER :

G 10 X, FRAEDRZFEKET AMC L3k 510
AA (AR M B, B ke mB (4-5x10°) HA—A 24-
LM AFHT 10mM HEPES. 10%FCS #» 50pum B-2-zi 2 7 5569 DMEM
4 2-5x10° EL-4 A2/Kb 416 (3 HLA-A% 0201/Kb R B & 6 L mM)
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01808833. 3 oM P FE1e/17Tm)

—A3EH, P& EL-4 A2/Kb @i c.# %4 (10 kRads) & 37CTF
A 1M A EAKRERAT 1 ARy, FA-KGHNBERIT24E, £
R B & & Jo, o bm B0, - 75 bE.

b) oA E R R L.

EHXKE ELA BAG L4 TH EL-4 A2/Kb el *'Cr —&3E%#
108, Kt 37TCTF R 200pl AR E 96-FL T 5 &-FF
wH R Eme—REER 4560, KEWhmmetiis ot
£ 100pl & Ed g PEMLHKG Cr. THEFER TR AEER
&\ 5%

EMY= (ZBRBH-ARXBEK)/ (EHFH-ALHFHK) 100

57 B %= AR BEAT T MR 7 09 40 B0 65 25 fR %~ K A AR 3L AT Bk A
9 20 J&, 09 75 %

c) B 2 BFTRAME5K ELA (=R &), ELA (m#E) X
PyrELA ( =R 2% #) R4 rP40 #47 % & )5 3-Melan-A CTL &5 =
£

d) £+

1. %P0 & A PA0/ELA (ZRLEYE) LB E, WES T H-
ELA CTL #%#, #m % A7 X8 P40/PyrELA (=R &%) LB, &
A¥w P CTL #Fh. XBERX LKW E PyrELA 4465 CTL R EMN XK
& ELA Ak.

2. AANEFRZ, A P40/ELA ( % #) 347 %% 5 A P40/ELA
(ZRT®HE) #TLEETT~ER-ELA CTL EE R H#A &L

LGV CREAERIEY X6 ELA KB ZHHEBGHL

AR HAA 0. 1%TFA KA R G LB A fo il 80%T I F 20%2
A 0. 1%TFA #9 K 48 % 65 2 BL A B @ R AR HPLC 247 Ar & k.

B3E2EFEINCTHRA2AAGLREB X8 ELA AR (3. A) &
& a8 X 69 ELA Bk (3. B) &9 EH3%.

=3
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01808833. 3 A R A VA VA

CREM XM ELA KA 3STCTHHA 2 MNABERAL EMIRL
Bk PyrELA & 9 %% 53% SARTREZ, FTEBEB X HEK
4 10%.

%H VI : EACTHRAGEREB X0 ELA KR 2 B

B4 EREHX e ELA KA t=0 65 B4 (98. 9%45 ELA
#2 0.4 45 PyrELA; B 4.A) & ACTHRAE—ARB W EH#E (98.8%
# ELA # 0.5% & PyrELA; B 4.B) .

&

AAIFEHIRE, EMEBX 6 ELA BRE 4C THREAZZ, HIH
HRKE 4 X-20CTTREHRATESEPLRA. XS TFRTES
B WM& MEK (MART 3) MIRR, EHXLAKAAL£-80CT (M
Marchand %, HFrE# 2 E (Int. J Cancer) , 1999, 80, 219).

Btde L LB LR, BREBXESIEFESHHE 4T
(K#H) X-20C (AA%AB) RAMEAZLGEBFRATH,
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01808833. 3 F % x 1/12170

<110> PIERRE FABRE MEDICAMENT

<120> g m e PTHRZHRE M REH X4
EEN-K#HSH N RBR— NSRBI B A HF

<130> 343 731 - CN

<150> FR 00/03711
<151> 2000-03-23

<150> PCT 01/70772
<151> 2001-03-22

<160> 695
<170> PatentIn Ver. 2.1

<210> 1
<211> 15
<212> PRT

213> AR KRAE

<400> 1
Glu Ala Ala Glu Trp Asp Arg Val His Pro Val His Ala Gly Pro
1 5 10 15

<210> 2
<211> 9
<212> PRT

<213> %2 A (Homo sapiens)

<400> 2
Glu Ala Asp Pro Thr Gly His Ser Tyr
1 5

<210> 3
<211> 17
<212> PRT

<213> %2 A (Homo sapiens)

<400> 3
Glu Ile Lys Ile Leu Asn Ile Phe Gly Val Ile Lys Gly Phe Val Glu
1 5 10 15

Pro

<210> 4
<211> 9
<212> PRT

<213> 5 A (Homo sapiens)

<400> 4
Glu Ile Leu Gly Phe Val Phe Thr Leu

1 5

23



01808833. 3 FoAl & F2/121m)

<210> 5
<211> 10
<212> PRT

213> A SR BB R E

<400> 5
Glu Ile Leu Lys Glu Pro Val His Gly Val
1 5 10

<210> 6
<211l> 9
<212> PRT

<213> 4¢ A (Homo sapiens)

<400> 6
Glu Ile Met Lys Trp Asn Arg Glu Arg
1 5

<210> 7
<211> 25
<212> PRT

<213> T M A & & $k & 5% &

<400> 7
Glu Ile Gln Lys Gln Gly Gln Gly Gln Trp Thr Tyr Gln Ile Tyr Gln
1 5 10 15

Glu Pro Phe Lys Asn Leu Lys Thr Gly
20 25

<210> 8

<211> 9

<212> PRT
<213>% A (Homo sapiens)

<400> 8
Glu Ile Val Asp Xaa Xaa Glu Lys Val
1 5

<210> 9
<211> 8
<212> PRT

<213> %2 A (Homo sapiens)

<400> 9
Glu Ile Tyr Lys Arg Trp Ile Ile
1 5

<210> 10
<211> 9
<212> PRT

213> A B AR R E

<400> 10

24



01808833. 3 FoAl &R E3/121m)

Glu Ile Tyr Lys Arg Trp Ile Ile Leu

1 5

<210> 11

<211> 21

<212> PRT

<213>% A (Homo sapiens)

<400> 11

Glu Lys Ala Gly Gly Ala Gln Leu Gly Val Met Gln Gly Pro Met Gly
1 5 10 15

Pro Met Gly Pro Arg
20

<210> 12
<211l> 16
<212> PRT

<213> E K /A

<400> 12
Glu Lys Asp Asp Leu Ser Val Glu Ala Glu Ile Ala His Gln Ile Ala
1 5 10 15

<210> 13
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 13
Glu Ala Asp Pro Thr Ser Asn Thr Tyr
1 5

<210> 14
<211> 17
<212> PRT

<213>= A % J& % (Plasmodium malariae)

<400> 14
Glu Lys Asp Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 15
<211> 14
<212> PRT

<213> 4% ¥ & (Streptococcus sp.)

<400> 15
Glu Lys Asp Ile Gln Phe Gly Arg Glu Val His Ala Ala Asp
1 5 10

<210> 16

25



01808833. 3 Pl & FH4/1210

<211> 17
<212> PRT

<213> 44 3K § & (Streptococcus sp.)

<400> 16
Glu Lys Asp Ile Gln Phe Gly Arg Glu Val His Ala Ala Asp Leu Leu
1 5 10 15

Arg

<210> 17
<211> 25
<212> PRT

<213> 44 3k % B (Streptococcus sp.)

<400> 17
Glu Lys Asp Ile Gln Phe Gly Arg Glu Val His Ala Ala Asp Leu Leu
1 5 10 15

Arg His Lys Gln Glu Ile Ala Glu Lys
20 25

<210> 18
<211> 14
<212> PRT

213> ARERBHE

<400> 18
Glu Lys Gly Gly Leu Glu Gly Leu Ile His Ser Gln Arg Arg
1 5 10

<210> 19
<211> 17
<212> PRT

<213> = { y& & % (Plasmodium malariae)

<400> 19
Glu Lys Gly Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn val
1 5 10 15

val

<210> 20
<211> 14
<212> PRT

<213> 45 A (Homo sapiens)

<400> 20
Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly
1 5 10

<210> 21
<211> 16
<212> PRT

26



01808833. 3 FooAl & FL/1211

<213>% A (Homo sapiens)

<400> 21
Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser
1 5 10 15

<210> 22
<211> 17
<212> PRT

<213> 45 A (Homo sapiens)

<400> 22
Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser
1 5 10 15

Ser

<210> 23

<211> 17

<212> PRT

<213>= B % & % (Plasmodium malariae)

<400> 23
Glu Lys Lys Asp Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 24

<211> 15

<212> PRT

<213> % A (Homo sapiens)

<400> 24
Glu Ala Glu Gln Leu Arg Ala Tyr Leu Asp Gly Thr Gly Val Glu
1 5 10 15

<210> 25

<211> 17

<212> PRT

<213> = B & J& % (Plasmodium malariae)

<400> 25
Glu Lys Lys Gly Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

val

<210> 26
<211> 17
<212> PRT

<213> = g € & & (Plasmodium malariae)
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01808833. 3 FoAl & FH6/1211

<400> 26
Glu Lys Lys Ile Ala Asp Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 27
<211> 17

<212> PRT

<213>= H j& & % (Plasmodium malariae)

<400> 27
Glu Lys Lys Ile Ala Phe Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 28

<211> 17

<212> PRT

<213> = { 3£ & ¥ (Plasmodium malariae)

<400> 28
Glu Lys Lys Ile Ala Gly Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 29
<211> 17
<212> PRT

<213> = g 3£ & % (Plasmodium malariae)

<400> 29
Glu Lys Lys Ile Ala Lys Asp Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 30

<211> 17

<212> PRT

<213> = B £ & % (Plasmodium malariae)

<400> 30

Glu Lys Lys Ile Ala Lys Gly Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 31
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01808833. 3 Pl &k ET/1211

<211> 17
<212> PRT

<213> Z A & J& % (Plasmodium malariae)

<400> 31
Glu Lys Lys Ile Ala Lys Lys Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 32
<211> 17

<212> PRT _ _
<213> = B 3£ /& % (Plasmodium malariae)

<400> 32
Glu Lys Lys Ile Ala Lys Met Glu Asp Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 33
<211> 17

<212> PRT

<213>= f y& J& % (Plasmodium malariae)

<400> 33
Glu Lys Lys Ile Ala Lys Met Glu Phe Ala Ser Ser Val Phe Asn Val
1 5 10 15

val

<210> 34

<211> 17

<212> PRT

<213> = g & & % (Plasmodium malariae)

<400> 34

Glu Lys Lys Ile Ala Lys Met Glu Gly Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 35

<211> 13

<212> PRT

<213> jk W, 9 # #F 8 (Mycobacterium leprae)

<400> 35

Glu Ala Phe Val Val Glu Phe Asp Leu Pro Gly Ile Lys
1 5 10
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01808833. 3 FoAl & E8/121m

<210> 36
<211> 17
<212> PRT

<213> = f y& & % (Plasmodium malariae)

<400> 36
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Glu Ser Val Phe Asn Val
1 5 10 15

Val

<2105 37

<211> 17

<212> PRT

<213> = H ¥ & % (Plasmodium malariae)

<400> 37
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Phe Ser Val Phe Asn Val
1 5 10 15

Val

<210> 38

<211> 17

<212> PRT

<213> = B 5 & % (Plasmodium malariae)

<400> 38
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Lys Ser Val Phe Asn Val
1 5 10 15

vVal

<210> 39

<211> 17

<212> PRT

<213> = H y£ /& % (Plasmodium malariae)

<400> 39
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Glu Val Phe Asn Val
1 5 10 15

Val

<210> 40

<211> 17

<212> PRT

<213> = H £ & & (Plasmodium malariae)

<400> 40
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Phe Val Phe Asn Val
1 5 10 15
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01808833. 3 FoAl & FH9/121m)

Val

<210> 41

<211> 17

<212> PRT

<213> = H % & % (Plasmodium malariae)

<400> 41
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Lys Val Phe Asn Val
1 5 10 15

Val

<210> 42
<211> 17

<212> PRT

<213> = H % /& % (Plasmodium malariae)

<400> 42
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Asp Phe Asn Val
1 5 10 15

Val

<210> 43

<211> 17

<212> PRT

<213> = B & & % (Plasmodium malariae)

<400> 43
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Gly Phe Asn Val
1 5 10 15

val

<210> 44
<211> 17
<212> PRT

<213> = { 3 J& % (Plasmodium malariae)

<400> 44
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Lys Phe Asn Val
1 5 10 15

Val

<210> 45

<211> 17

<212> PRT

<213> = B % & % (Plasmodium malariae)
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01808833. 3 Pl &K FH10/12100

<400> 45
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Asp Asn Val
1 5 10 15

Val

<210> 46
<211> 19
<212> PRT

<213> 4= A (Homo sapiens)

<400> 46
Glu Ala Gly Ala Pro Gly Leu Val Gly Pro Arg Gly Glu Arg Gly Phe
1 5 10 15

Pro Gly Glu

<210> 47

<211> 17

<212> PRT

<213> = H £ & % (Plasmodium malariae)

<400> 47
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Glu Val
1 5 10 15

val

<210> 48
<211> 17
<212> PRT

<213> = A % & % (Plasmodium malariae)

<400> 48
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Phe Val
1 5 10 15

Val

<210> 49
<211> 17
<212> PRT

<213>= B y2 & % (Plasmodium malariae)

<400> 49

Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Lys Val
1 5 10 15

val

<210> 50

32



01808833. 3 FoAl R EHL1L/1210

<211s> 17
<212> PRT

<213> = { j& J& & (Plasmodium malariae)

<400> 50
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn Asp
1 5 10 15

Val

<210> 51

<211> 17

<212> PRT

<213> = | 3 & % (Plasmodium malariae)

<400> 51
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn Gly
1 5 10 15

vVal

<210> 52

<211> 17

<212> PRT )
<213> = A 5% J& % (Plasmodium malariae)

<400> 52
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn Lys
1 5 10 15

Val

<210> 53
<211> 17
<212> PRT

<213> = H % & % (Plasmodium malariae)

<400> 53
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn val
1 5 10 15

Val

<210> 54
<211> 19
<212> PRT

<213> = { y& & ¥ (Plasmodium malariae)

<400> 54
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn val
1 5 10 15

Val Asn Ser
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01808833. 3 FoAl &K FH12/1210

<210> 55
<211> 17
<212> PRT

<213> = H % & % (Plasmodium malariae)

<400> 55
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Gly Asn Val
1 5 10 15

vVal

<210> 56

<211> 17

<212> PRT

<213> = H 3£ & % (Plasmodium malariae)

<400> 56
Glu Lys Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Lys Asn Val
1 5 10 15

Val

<210> 57

<211> 20

<212> PRT

<213> % A_(Homo sapiens)

<400> 57
Glu Ala Gly His Gln Lys Val Val Phe Tyr Ile Leu Ile Gln Arg Lys
1 5 10 15

Pro Leu Phe Tyr
20

<210> 58

<211> 17

<212> PRT

<213> = g y& & % (Plasmodium malariae)

<400> 58
Glu Lys Lys Ile Ala Lys Met Glu Lys Asp Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 59
<211> 17
<212> PRT

<213> = g ¢ B % (Plasmodium malariae)

<400> 59

34



01808833. 3 FoAl &K FH13/1210

Glu Lys Lys Ile Ala Lys Met Glu Lys Glu Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 60
<211> 17
<212> PRT

<213> = g y& J& & (Plasmodium malariae)

<400> 60
Glu Lys Lys Ile Ala Lys Met Glu Lys Val Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 61
<211> 17
<212> PRT

<213> = g y£ & % (Plasmodium malariae)

<400> 61
Glu Lys Lys Ile Ala Lys Met Glu Lys Tyr Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 62

<211> 17

<212> PRT

<213> = § % /& % (Plasmodium malariae)

<400> 62
Glu Lys Lys Ile Ala Lys Met Phe Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 63

<211> 17

<212> PRT

<213> = g &£ J& & (Plasmodium malariae)

<400> 63
Glu Lys Lys Ile Ala Lys Met Gly Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

vVal

<210> 64
<211> 17
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<212> PRT
<213> = g 3 J& % (Plasmodium malariae)

<400> 64
Glu Lys Lys Ile Ala Lys Met Lys Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 65
<211> 17
<212> PRT

<213> = B y& & % (Plasmodium malariae)

<400> 65
Glu Lys Lys Ile Ile Lys Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 66
<211> 17

<212> PRT . _
<213> = B % B % (Plasmodium malariae)

<400> 66
Glu Lys Lys Ile Lys Lys Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 67

<211> 17

<212> PRT

<213> = A J&£ & % (Plasmodium malariae)

<400> 67
Glu Lys Lys Ile Val Lys Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 68
<211> 11
<212> PRT

<213> 47 A (Homo sapiens)

<400> 68

Glu Ala Ile Ile His Val Leu His Ser Arg His
1 5 10

<210> 69
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<211> 17
<212> PRT
<213> = § y& & & (Plasmodium malariae)

<400> 69
Glu Lys Lys Ile Tyr Lys Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 70
<211> 17
<212> PRT

<213> = g # f& % (Plasmodium malariae)

<400> 70
Glu Lys Lys Lys Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 71
<211> 13
<212> PRT

<213> % A (Homo sapiens)

<400> 71
Glu Lys Lys Tyr Phe Ala Ala Thr Gln Phe Glu Pro Leu
1 5 10

<210> 72

<211> 17

<212> PRT
<213> 4% A (Homo sapiens)

<400> 72
Glu Lys Lys Tyr Phe Ala Ala Thr Gln Phe Glu Pro Leu Ala Ala Arg
1 5 10 15

Leu

<210> 73
<211> 13

<212> PRT

<213>44 3K B & (Streptococcus sp.)

<400> 73
Glu Lys Leu Ala Lys Gln Ala Glu Glu Leu Ala Lys Leu
1 5 10

<210> 74
<211> 21
<212> PRT
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<213> 44X ¥ B (Streptococcus sp.)

<400> 74
Glu Lys Gln Ile Ser Asp Ala Ser Arg Gln Gly Leu Arg Arg Asp Leu
1 5 10 15

Asp Ala Ser Arg Glu
20

<210> 75

<211> 17

<212> PRT

<213> = A 32 & % (Plasmodium malariae)

<400> 75

Glu Lys Tyr Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

vVal

<210> 76
<211> 11
<212> PRT

<213> ﬁéﬁ_ﬁ—

<400> 76
Glu Lys Tyr Val Lys Gln Asn Thr Leu Lys Ala
1 5 10

<210> 77
<211> 13
<212> PRT

<213> % A (Homo sapiens)

<400> 77
Glu Lys Tyr Val Lys Gln Asn Thr Leu Lys Leu Ala Thr
1 5 10

<210> 78
<211> 15
<212> PRT

<213> % A (Homo sapiens)

<400> 78
Glu Leu Ala Ala Ala Met Lys Arg His Gly Leu Asp Asn Tyr Arg
1 5 10 15

<210> 79
<211> 12
<212> PRT

<213> 4 A (Homo sapiens)

<400> 79
Glu Ala Ile Gln Pro Gly Cys Ile Gly Gly Pro Lys
1 5 .10
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<210> 80
<211> 10
<212> PRT

<213> A & & S 7 &

<400> 80
Glu Leu Ala Glu Asn Arg Glu Ile Leu Lys
1 5 10

<210> 81
<211> 10
<212> PRT

<213>42 A (Homo sapiens)

<400> 81
Glu Leu Ala Gly Ile Gly Ile Leu Thr Val
1 5 10

<210> 82
<211> 15
<212> PRT

<213>4% A (Homo sapiens)

<400> 82
Glu Leu Ala Gln Tyr Leu Asp Leu Val Arg Ala Leu Glu Ala Ala
1 5 10 15

<210> 83
<211> 9
<212> PRT

<213> 2 M 3= & & (Plasmodium falciparum)

<400> 83
Glu Leu Asp Val Leu Lys Lys Leu Val
1 5

<210> 84
<211> 15
<212> PRT

<213> & M 5 & & (Plasmodium falciparum)

<400> 84
Glu Leu Asp Tyr Ala Asn Asp Ile Glu Lys Lys Ile Cys Lys Met
1 5 10 15

<210> 85

<211> 15

<212> PRT
<213> #& A (Homo sapiens)

<400> 85
Glu Leu Phe Arg Lys Asp Ile Ala Ala Lys Tyr Lys Glu Gly Tyr
1 5 10 15
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<210> 86
<211> 18
<212> PRT

<213> 4% A (Homo sapiens)

<400> 86
Glu Leu Phe Arg Lys Asp Ile Ala Ala Lys Tyr Lys Glu Leu Gly Tyr
1 5 10 15

Gly Lys

<210> 87
<211> 12
<212> PRT

<213>4%5 A (Homo sapiens)

<400> 87
Glu Leu Gly Gly Trp Lys Leu Lys Leu Gln Ser Asp
1 5 10

<210> 88
<211l> 9
<212> PRT

<213-8 45 M3 & (Clostridium tetani)

<400> 88
Glu Leu Ile His Val Leu His Gly Leu
1 5

<210> 89
<211> S
<212> PRT

<213> HRB B F

<400> 89
Glu Leu Ile His Val Asn His Leu Ile
1 5

<210> 90

<211> 13

<212> PRT

<213> & A (Homo sapiens)

<400> 90
Glu Ala Ile Tyr Asp Ile Cys Arg Arg Asn Leu Asp Ile
1 5 10

<210> 91
<211> 9
<212> PRT

<213> 42 A_(Homo sapiens)

<400> 91
Glu Leu Ile Arg Val Glu Gly Asn Leu
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<210> 92
<211> 9
<212> PRT

<213> v & (Mus musculus)

<400> 92
Glu Leu Ile Arg Val Val His Gln Leu
1 5

<210> 93
<211l> 8
<212> PRT

<213>4¢ A (Homo sapiens)

<400> 93
Glu Leu Lys Glu Lys Thr Gln Leu
1 5

<210> 94

<211> 9

<212> PRT

<213> % A (Homo sapiens)

<400> 94
@lu Leu Lys Glu Lys Xaa Tyr Glu Leu
1 5

<210> 95
<211> 9
<212> PRT

<213> 4= A (Homo sapiens)

<400> 95
Glu Leu Lys Ile Lys Val Tyr Xaa Leu
1 5

<210> 96
<211> 8
<212> PRT

<213> % A (Homo sapiens)

<400> 96
Glu Leu Lys Lys Lys Thr Asn Leu
1 5

<210> 97
<211> 6
<212> PRT

<213> 48 A_(Homo -sapiens)

<400> 97
Glu Leu Lys Leu Lys Gly
1 5
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<210> 98
<211> 9
<212> PRT

<213> ‘f’?_ﬂ__ ,ﬁ,éﬁ-ﬁ-

<400> 98
Glu Leu Lys Ser Lys Tyr Trp Ala Ile
1 5

«<210> 99
<211> S
<«212> PRT

<213> ;ﬁ,é;ﬁ_ﬁ.

<400> 99
Glu Leu Lys Ser Arg Tyr Trp Ala Ile
1 5

<210> 100
<211> 9
<212> PRT

<213> ' A (Homo sapiens)

<400> 100
Glu Leu Lys Val Lys Asn Leu Glu Leu
1 5

<210> 101
<211> 17
<212> PRT

<213> 42 A (Homo sapiens)

<400> 101
Glu Ala Ile Tyr Asp Ile Cys Arg Arg Asn Leu Asp Ile Glu Arg Pro
1 5 10 15

Thr

<210> 102
<211> 12
<212> PRT

<213>/\£;§%]’§%i_

<400> 102
Glu Leu Leu Gly Ile Trp Gly Cys Ser Gly Lys Leu
1 5 10

<210> 103
<211> 9
«212> PRT

<213> 4 A (Homo sapiens)

<400> 103
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Glu Leu Asn Glu Ala Leu Glu Leu Lys
1 5

<210> 104
<21l> 9
<212> PRT

<213> EB ##

<400> 104
Glu Leu Arg Gly Arg Ala Tyr Gly Leu
1 5

<210> 105
<211> 9
<212> PRT

<213> AR B 5K KA

<400> 105
Glu Leu Arg Ser Leu Tyr Asn Thr val
1 5

<210> 106
<211> 9
<212> PRT

<213> ;ﬁ,&ﬁ_ﬁ_

<400> 106
Glu Leu Arg Ser Arg Tyr Trp Ala Ile
1 5

<210> 107
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 107
Glu Leu Val Asp Xaa Xaa Glu Lys Val
1 5

<210> 108
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 108
Glu Leu Val His Phe Leu Leu Leu Lys
1 5

<210> 109
<211> 10
<212> PRT

<213>A£;§§5$%§_

<400> 109
Glu Leu Val Asn Gln Ile Ile Glu Gln Leu
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<210> 110
<211> 9
<212> PRT

<213> %’/\ (Homo

<400> 110
Glu Leu Val Ser
1

<210> 111
<211> 9
<212> PRT

<213> 42 A (Homo

<400> 111
Glu Leu Val Ser
1

<210>
<211> 10
<212> PRT

<400> 112
Glu Ala Ala Gly
1

112

<210> 113
<211> 17
<212> PRT

<213>%;}\(H0m0

<400> 113
Glu Ala Lys Pro
1

Gly

<210> 114
<211> 9
<212> PRT

<213> 4¢ A (Homo

<400> 114
Glu Leu Val Ser
1

<210> 115
<211> 18
<212> PRT

sapiens)

Glu Phe Ser Arg Met
5

sapiens)

Glu Phe Ser Arg Val
5

sapiens)

Ile Gly Ile Leu Thr Val
5 10

sapiens)

Gly Lys Ala Gly Glu Arg Gly Pro Pro Gly Pro Gln
5 10 15

sapiens)

Glu Val Ser Lys Val
5

213> A BB BB HEFE
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<400> 115
Glu Leu Tyr Pro Leu Thr Ser Leu Arg Ser Leu Phe Gly Asn Asp Pro
1 5 10 15

Ser Ser Gln

<210> 116
<211> 9
<«212> PRT

<213> 42 A (Homo sapiens)

<400> 116
Glu Met Phe Arg Glu Leu Asn Glu Ala
1 5

<210> 117
<211> 8
<212> PRT

<213> 4 A (Homo sapiens)

<400> 117
Glu Asn Ala Ala Phe Val Leu Leu
1 5

<210> 118

<211> 15

<212> PRT

<213> %' A (Homo sapiens)

<400> 118
Glu Asn Ala Val val His Phe Phe Lys Asn Ile Val Thr Pro Arg
1 5 10 15

<210> 119

<211> 15

<212> PRT

213> B B & (Plasmodium falciparum)

<400> 119
Glu Asn Asp Ile Glu Lys Lys Ile Cys Lys Met Glu Lys Cys Ser
1 5 10 15

<210> 120

<211> 23

<212> PRT
<213> & A (Homo sapiens)

<400> 120
Glu Asn Gly Glu Trp Ala Ile Gln His Arg Pro Ala Lys Met Leu Leu
1 5 10 15

Asp Pro Ala Ala Pro Ala Gln
20
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<210> 121
<211> 12
<212> PRT

<213> % A (Homo sapiens)

<400> 121
Glu Asn Ile Glu Phe Leu Glu Asp Thr Asp Met Lys
1 5 10

<210> 122
<211> 18
<212> PRT

<213> % A (Homo sapiens)

<400> 122
Glu Asn Ile Glu Phe Leu Glu Asp Thr Asp Met Lys Ser Leu Glu Asn
1 5 10 15

Lys Ser

<210> 123
<211> 8
<212> PRT

<213> 4 A (Homo sapiens)

<400> 123
Glu Asn Ile Phe Tyr Cys Pro Ile
1 5

<210> 124
<211> 13
<212> PRT

<213> 445k ¥ & (Streptococcus sp.)

<400> 124
Glu Ala Leu Ala Lys Gln Bla Glu Glu Leu Ala Lys Leu
1 5 10

<210> 125
<211> 15
<212> PRT

<213> ¢ A_(Homo sapiens)

<400> 125
Glu Asn Pro Ala Val His Phe Phe Lys Asn Ile Val Thr Pro Arg
1 5 10 15

<210> 126
<211> 15
<212> PRT

<213> 45 A (Homo sapiens)

<400> 126
Glu Asn Pro Val Ala His Phe Phe Lys Asn Ile Val Thr Pro Arg
1 5 10 15
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<210> 127
<211> 15
<212> PRT

<213> %2 A (Homo sapiens)

<400> 127
Glu Asn Pro Val Lys His Phe Phe Lys Asn Ile val Thr Pro Arg
1 5 10 15

<210> 128
<211> 15
<212> PRT

<213> % A (Homo sapiens)

<400> 128
Glu Asn Pro Val Val Ala Phe Phe Lys Asn Ile Val Thr Pro Arg
1 5 10 i5

<210> 129
<211> 15
<212> PRT

<213> 4 A_(Homo sapiens)

<400> 129
@lu Asn Pro Val Val Asp Phe Phe Lys Asn Ile Val Thr Pro Arg
1 5 10 15

<210> 130

<211> 15

<212> PRT

<213> % A (Homo sapiens)

<400> 130
Glu Asn Pro Val Val His Ala Phe Lys Asn Ile Val Thr Pro Arg
1 5 10 15

<210> 131
<211> 15
<212> PRT

<213> 4¢ A (Homo sapiens)

<400> 131
Glu Asn Pro Val Val His Phe Ala Lys Asn Ile Val Thr Pro Arg
1 5 10 15

<210> 132
<211> 15
<212> PRT

<213>4 A (Homo sapiens)

<400> 132
Glu Asn Pro val Vval His Phe Phe Ala Asn Ile Val Thr Pro Arg
1 5 10 15
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<210> 133
<211> 15
<212> PRT

<213> 4= A (Homo sapiens)

<400> 133
Glu Asn Pro Val
1

<210> 134
<211> 15
<212> PRT

<213> %= A (Homo

<400> 134
Glu Asn Pro val
1

<210> 135
<211> 15
<212> PRT

<213>4§/‘(H0m0

<400> 135
Glu Ala Leu Ile
1

<210> 136
<211> 15
<212> PRT

<213> % A (Homo

<400> 136
Glu Asn Pro Val
1

<210> 137
<211> 15
<212> PRT

<213>%§}\(H0m0

<400> 137
Glu Asn Pro Val
1

<210> 138
<211> 15
<212> PRT

<213>$?/\(H0m0

<400> 138
Glu asn Pro Vval
1

Val His Phe Phe Lys Ala Ile Val Thr Pro Arg
5 10 15

sapiens)

val His Phe Phe Lys Aasn Ala Val Thr Pro Arg
5 10 15

sapiens)

His Gln Leu Lys Ile Asn Pro Tyr Val Leu Ser
5 10 15

sapiens)

val His Phe Phe Lys Asn Ile Ala Thr Pro Arg
5 10 15

sapiens)

Val His Phe Phe Lys Asn Ile Ala Thr Pro Arg
5 10 15

sapiens)

Val His Phe Phe Lys Asn Ile Val Ala Pro Arg
5 10 15
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<210> 139
<211> 14
<212> PRT

<213>4¢ A (Homo sapiens)

<400> 139
Glu Asn Pro Val Val His Phe Phe Lys Asn Ile Val Thr Ala
1 5 10

<210> 140
<211> 15
<212> PRT

<213> % A (Homo sapiens)

<400> 140
Glu Asn Pro Val Vval His Phe Phe Lys Asn Ile Val Thr Ala Arg
1 5 10 15

<210> 141
<211> 15
«212> PRT

<213> % A (Homo sapiens)

<400> 141
¢lu Asn Pro Val val His Phe Phe Lys Asn Ile Val Thr Pro Ala
1 5 10 15

<210> 142
<211> 15
<212> PRT

<213> 47 A (Homo sapiens)

<400> 142
Glu Asn Pro vVal Val His Phe Phe Lys Asn Ile Val Thr Pro Arg
1 5 10 15

<210> 143

<211> 19

<212> PRT

<213> %7 A (Homo sapiens)

<400> 143
Glu Asn Pro Val Val His Phe Phe Lys Asn Ile Val Thr Pro Arg Thr
1 5 10 15

Pro Pro Tyr

<210> 144
<211> 15
<212> PRT .

<213> 4¢ A (Homo sapiens)

<400> 144
Glu Asn Pro Val Vval His Phe Phe Arg Asn Ile Val Thr Pro Arg
1 5 10 15
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<210> 145
<211> 15
<212> PRT

<213> 4 A (Homo sapiens)

<400> 145
Glu Asn Pro Val Val His Tyr Phe Lys Asn Ile Val Thr Pro Arg
1 5 10 15

<210> 146
<211> 12
<212> PRT

<213> 42 A_(Homo sapiens)

<400> 146
Glu Ala Leu Val Arg Gln Gly Leu Ala Lys Val Ala
1 5 10

<210> 147
<211> 15
<212> PRT

<213> 42 A (Homo sapiens)

<400> 147
@lu Asn Pro Vval Val Lys Phe Phe Lys Asn Ile val Thr Pro Arg
1 5 10 15

<210> 148
<211> 9
<212> PRT

<213> % bk 9 & & (Plasmodium falciparum)

<400> 148
Glu Pro Ala Pro Phe Asp Glu Thr Leu
1 5

<210> 149

<211> 14

<212> PRT .
<213> 4 A (Homo sapiens)

<400> 149
Glu Pro Asp His Tyr Val Val val Gly Ala Gln Arg Asp Ala
1 5 10

<210> 150
<211> 20
<212> PRT

<213> 4¢ A (Homo sapiens)

<400> 150
Glu Pro Glu Ala Ser Pro Ser Leu Trp Glu Ile Glu Phe Ala Lys Gln
1 5 10 15
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Leu Ala Ser Val
20

<210> 151
<211> 14
<212> PRT

<213> % A (Homo sapiens)

<400> 151
Glu Pro Glu Ile Thr Ile Leu Asn Val Lys Leu Gln Pro Ala
1 5 10 '

<210> 152
<211> 9
<212> PRT

213> A R e A E

<400> 152
Glu Pro Glu Pro Hisg Ile Leu Leu Phe
1 5

<210> 153
<211> 11
<212> PRT

213> AR R # A

<400> 153
Glu Pro Phe Lys Asn Leu Lys Thr Gly Lys Tyr
1 5 10

<210> 154

<211> 16

<212> PRT
<213> % A (Homo sapiens)

<400> 154
Glu Pro Phe Leu Tyr Ile Leu Gly Lys Ser Arg Val Leu Glu Ala Gln
1 5 10 15

<210> 155
<211> 11
<212> PRT

Q23> A S BBBEH

<400> 155
Glu Pro Phe Arg Asp Tyr Val Asp Arg Phe Tyr
1 5 10

<210> 156
<211> 9
<212> PRT

<213> 47 A (Homo sapiens)

<400> 156
Glu Pro Gly Pro Val Thr Ala Gln Val
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<210> 157
<211> 20
<212> PRT

<213> # ¥k ¥ & (Staphylococcus sp. )

<400> 157
Glu Ala Leu Val Arg Gln Gly Leu Ala Lys Val Ala Tyr Val Tyr Lys
1 5 10 15

Pro Asn Asn Thr
20

<210> 158

<211> 10

<212> PRT

<213> %5 A (Homo sapiens)

<400> 158
Glu Pro Ile Asp Lys Glu Ile Tyr Pro Leu
1 5 10

<210> 159
<211> 8
<212> PRT

<213> A fo, 7 8 R 5

<400> 159
Glu Pro Ile Asp Lys Glu Leu Tyr
1 5

<210> 160
<211> 9
<212> PRT

<213> 42 A (Homo sapiens)

<400> 160 ;
Glu Pro Ile Leu Arg Ser Leu Ala Tyr
1 5

<210> 161
<211> 9
<212> PRT

213> A LR B F

<400> 161
Glu Pro Ile Val Gly Ala Glu Thr Phe
1 5

<210> 162
<211> 10
<212> PRT

213> AR R 5k K 5% &
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<400> 162
Glu Pro Ile Val Gly Ala Glu Thr Phe Tyr
1 5 10

<210> 163

- <211> 9

<212> PRT
<213>% A (Homo sapiens)

<400> 163
Glu Pro Ile Val Gly Ala Glu Thr Ile
1 5

<210> 164
<211> 17
<212> PRT

<213> % A (Homo sapiens)

<400> 164
Glu Pro Lys Asp Phe Val Tyr Ala Leu Asn Leu Thr Gln Thr Leu Asn
1 5 10 15

Pro

<210> 165

<211> 26

<212> PRT
<213> % A (Homo sapiens)

<400> 165
Glu Pro Lys Ser Gln Asp Ile Tyr Leu Arg Leu Leu Val Lys Leu Tyr
1 5 10 15

Arg Phe Leu Ala Arg Arg Thr Asn Ser Thr
20 25

<210> 166

<211> 8

<212> PRT
<213> % A (Homo sapiens)

<400> 166
Glu Pro Lys Tyr Lys Thr Gln Leu
1 5

<210> 167

<211> 9

<212> PRT .
<213> & A (Homo sapiens)

<400> 167
Glu Pro Leu Asp Leu Pro Gln Ile Ile
1 5
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<210> 168
<211> 20
<212> PRT

<213>% A (Homo sapiens)

<400> 168
Glu Ala Leu Val Arg Gln Gly Leu Ala Arg Vval Ala Tyr Val Tyr Lys
1 5 10 15

Pro Asn Asn Thr
20

<210> 169
«211> 17
<212> PRT

<213> /v & (Mus musculus)

<400> 169
@lu Pro Leu Val Pro Leu Asp Asn His Ile Pro Glu Asn Ala Gln Pro
1 5 10 15

Gly

<210> 170
<211> 9
<212> PRT

213> AL RBRBEE

<400> 170
Glu Pro Pro Phe Leu Trp Met Gly Tyr
1 5

<210> 171

<211> 15

<212> PRT
<213> % A (Homo sapiens)

<400> 171
@lu Pro Arg Ala Pro Trp Ile Glu Gln Glu Gly Pro Glu Tyr Trp
1 5 10 15

<210> 172
<211> 17
<212> PRT

<213> B W % & % (Plasmodium falciparum),

<400> 172
Glu Pro Ser Asp Lys His Ile Glu Gln Tyr Leu Lys Lys Ile Lys Asn
1 5 10 15

Ser

<210> 173
<211> 8
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<212> PRT

<213>/\k‘;igtrgﬁ_§_

<400> 173
Glu Pro Val His Glu Val Tyr Tyr
1 5

<210> 174
<211> 10
<212> PRT

<213> % A (Homo sapiens)

<400> 174
Glu Pro Val Pro Leu Gln Leu Pro Pro Leu
1 5 10

<210> 175
<211> 10
<212> PRT

<213> A;L;;aﬁ,ﬁi-

<400> 175
Glu Pro Tyr Gly Asp Ser Leu Phe Phe Tyr
1 5 10

<210> 176
<211> 10
<212> PRT

<213> 4 A (Homo sapiens)

<400> 176
Glu Gln Ala Arg Ala Ala Val Asp Thr Tyr
1 5 10

<210> 177
<211> 11
<212> PRT

<213> ¥ 3% (Sus scrofa)

<400> 177
Glu Gln Cys Cys Thr Ser Ile Cys Ser Leu Tyr
1 5 10

<210> 178
C<211> 17
<212> PRT

<213> % A (Homo sapiens)

<400> 178
Glu Gln Asp Phe Leu Thr Lys His Ala Ser His Thr Gly Ser Trp Ile
1 5 10 15

Gly
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<210> 179
<211> 20
<212> PRT

<213> 23 & ¥ & % ¥ (Staphylococcus aureus)

<400> 179
Glu Ala Leu Val Arg Gln Gly Leu Ala Arg Val Ala Tyr Val Tyr Arg
1 5 10 15

Pro Asn Asn Thry
20

<210> 180

<211> 31

<212> PRT

<213> B 45 W #H #A (Clostridium tetani)

<400> 180
Glu Gln Asp Pro Ser Gly Ala Thr Thr Lys Ser Ala Met Leu Thr Asn
1 5 10 15

Leu Ile Ile Phe Gly Pro Gly Pro Val Leu Asn Lys Asn Glu Val
20 25 30

<210> 181
<211> 13
<212> PRT

<213> 4 5k # & (Streptococcus sp.)

<400> 181
Glu Gln Leu Ala Lys Gln Ala Glu Glu Leu Ala Lys Leu
1 5 10

<210> 182
<211> 20
<212> PRT

<213> 44 %k # & (Streptococcus sp.)

<400> 182
Glu Gln Leu Ala Lys Gln Ala Glu Glu Leu Ala Lys Leu Arg Ala Gly
1 5 10 15

Lys Ala Ser Asp
20

<210> 183
<211> 16
<212> PRT

213> AL BRF
<400> 183

Glu Gln Met Phe Val Arg His Leu Phe Asn Arg Ala Gly Thr Val Gly
1 5 10 15

<210> 184
<211> 15
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<212> PRT

<213> /\ﬁﬁ&@ﬁ_ﬁ_

<400> 184
Glu Gln Met His Glu Bsp Ile Ile Ser Leu Trp Asp Gln Ser Leu
1 5 10 15

<210> 185
<211> 15

<212> PRT
<213> % A (Homo sapiens)

<400> 185
Glu Gln Asn Gln Glu Gln Arg Arg Ala Ala Gln Arg Ala Ala Gly
1 5 10 15

<210> 186
<211> 15
<212> PRT

<213> AR KSR

<400> 186
Glu Gln Arg Gly Pro Gly Arg Ala Phe Val Thr Ile Gly Lys Ile
1- 5 10 15

<210> 187
<211> 14
<212> PRT

<213> % A (Homo sapiens)

<400> 187
Glu Gln Ser Leu Ile Thr Val Glu Gly Asp Lys Ala Ser Met
1 5 10

<210> 188
<211> 16
<212> PRT

<2135 J» & (Mus musculus)

<400> 188
Glu Gln Thr Gln Gln Ile Arg Leu Gln Ala Glu Ile Phe Gln Ala Arg
1 5 10 15

<210> 189
<211> 21
<212> PRT

<213> ,ﬁ,%;ﬁ,ﬁ_ ;
<400> 189

Glu Gln Thr Ser Leu Tyr Val Gln Ala Ser Gly Arg Vval Thr Val Ser
1 5 10 15

Thr Arg Arg Ser Gln
20
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<210> 190
<211> 9

<212> PRT
<213> 4 A (Homo sapiens)

<400> 190
Glu Ala Pro Gly Asn Tyr Pro Ala Leu
1 5

<210> 191
<211> 10

<212> PRT

<213> Z M % & % (Plasmodium falciparum)

<400> 191
Glu Gln Tyr Leu Lys Lys Ile Lys Asn Ser
1 5 10

<210> 192
<211> 15
<212> PRT

<213> % A (Homo sapiens)

<400> 192
Glu Arg Ala Asp Leu Ile Ala Tyr Leu Lys Gln Ala Thr Ala Lys
1 5 10 15

<210> 193
<211> 9
<212> PRT

<213> 4 A (Homo sapiens)

<400> 193
Glu Arg Ala Lys Ile Arg Gly Ser Leu
1 5

<210> 194
<211> 20

<212> PRT

<213> #& A (Homo sapiens)-

<400> 194
Glu Arg Glu Glu Ala Leu Thr Thr Asn Val Trp Ile Glu Met Gln Trp
1 5 10 15

Cys Asp Tyr Arg
20

<210> 1985
<211> 9
<212> PRT

<213> 7B A F

<400> 195
Glu Arg Glu Leu Val Arg Lys Thr Arg
1 5
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<210> 196
<211> 16
<212> PRT

<213> A% B4 Fe 78 &

<400> 196
Glu Arg Phe Ala Val Asn Pro Gly Leu Leu Glu Thr Ser Glu Gly Cys
1 5 10 15

<210> 197
<211> 8
<212> PRT

<213> 4 A (Homo sapiens)

<400> 197
Glu Arg Phe Thr Xaa Ile Xaa Gly
1 5

<210> 198
<211> 16
<212> PRT

<213> % A (Homo sapiens)

<400> 198
Glu Arg Gly Pro Pro Gly Pro Gln Gly Ala Arg Gly Phe Pro Gly Thr
1 5 10 15

<210> 199
<211l> 25
<212> PRT

<213> . & (Mus musculus)

<400> 199
Glu Arg Ile Thr Gln Ile Ala Lys Gly Gln Glu Gln Trp Phe Arg Val
1 5 10 15

Asn Leu Arg Thr Leu Leu Gly Tyr Tyr
20 25

<210> 200
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 200
Glu Arg Leu Ala Ile Arg Gly Ser Leu
1 5

<210> 201
<211l> 15
<212> PRT

<213> 4% A (Homo sapiens)

<400> 201
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Glu Ala Pro Val Val His Phe Phe Lys Asn Ile Val Thr Pro Arg

1 5 10 15
<210> 202
<211> 14
<212> PRT
<213> R W 45 H A 8 (Mycobacterium leprae)
<400> 202
Glu Arg Leu Ala Lys Leu Ala Gly Gly Val Ala Val Ile Lys
1 5 10
<210> 203
<211> 28
<212> PRT
<213> R W, 5 H A (Mycobacterium leprae)
<400> 203
Glu Arg Leu Ala Lys Leu Ala Gly Gly Val Ala Val Ile Lys Ala Gly
1 5 10 15

Ala Ala Thr Glu Val Glu Leu Lys Glu Arg Lys His
20 25

<210> 204

<211> 9

<212> PRT

<213> # A (Homo sapiens)

<400> 204
Glu Arg Leu Lys Ala Arg Gly Ser Leu
1 5

<210> 205
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 205
Glu Arg Leu Lys Ile Ala Gly Ser Leu
1 5

<210> 206

<211> 9

<212> PRT ;
<213> 4 A (Homo sapiens)

<400> 206
Glu Arg Leu Lys Ile Arg Ala Ser Leu
1 5

«210> 207
<211> 9
<212> PRT

<213> 4 A (Homo sapiens)
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<400> 207
Glu Arg Leu Lys Ile Arg Gly Ala Leu
1 5

<210> 208
<211> 9
<212> PRT

<213>42 A (Homo sapiens)

<400> 208
Glu Arg Leu Lys Ile Arg Gly Ser Ala
1 5

<210> 209

<211> 9

<212> PRT

<213> # A (Homo sapiens)

<400> 209
Glu Arg Leu Lys Ile Arg Gly Ser Leu
1 5

<210> 210
<211> 16
<212> PRT

<213> X %% % (Drosophila)

<400> 210
Glu Arg Leu Asn Ser Gln Asp Gln Gln Glu Asp Ser Ser Leu Val Glu
1 5 10 . 15

<210> 211
<211> 18
<212> PRT

<213> & A (Homo sapiens)

<400> 211
Glu Arg Pro Thr Tyr Thr Asn Leu Asn Arg Leu Ile Gly Gln Ile Val
1 5 10 15

Ser Ser

<210> 212
<211> 11
<212> PRT
<213>4% A (Homo sapiens)

<400> 212

Glu Ala Val His Ala Ala His Ala Glu Ile Asn
1 5 10

<210> 213

<211> 9
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<212> PRT
<213> % A (Homo sapiens)

<400> 213
Glu Arg Thr Leu His Leu Val Glu Leu
1 5

<210> 214
<211> 9
<212> PRT

<213> A %, 5% 5 B 3% &

<400> 214
Glu Arg Tyr Leu Lys Asp Gln Gln Leu
1 5

<210> 215
<211> 9
<212> PRT

<213> 47 A (Homo sapiens)

<400> 215
Glu Arg Tyr Leu Lys Asp Gln Gln Leu
1 5

<210> 216
<211> 10
<212> PRT

<213> % A_(Homo sapiens)

<400> 216
Glu Arg Tyr Leu Lys Asp Gln Gln Leu Leu
1 5 10

<210> 217
<211l> 10
<212> PRT

213> A R BB &

<400> 217
Glu Arg Tyr Leu Lys Asp Gln Gln Leu Leu
1 5 10

<210> 218
<211> 11
<212> PRT

<213>/\££#&%ﬁ-§-

<400> 218
Glu Arg Tyr Leu Lys Asp Gln Gln Leu Leu Gly
1 5 10

<210> 219
<211> 11
<212> PRT
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<213>42 A (Homo sapiens)

<400> 219

Glu Arg Tyr Leu Lys Asp Gln Gln Leu Leu Gly
1 5 10

<210> 220

<211> 13

<212> PRT

<2213>A &R R E

<400> 220

Glu Arg Tyr Leu Lys Asp Gln Gln Leu Leu Gly Ile Trp
1 5 10

<210> 221

<211> 13

<212> PRT

<213>4¢ A (Homo sapiens)

<400> 221

Glu Arg Tyr Leu Lys Asp Gln Gln Leu Leu Gly Ile Trp
1 5 10

<210> 222

<211> 22

<212> PRT

213> A f R BRE

<400> 222

Glu Arg Tyr Leu Lys Asp Gln Gln Leu Leu Gly Ile Trp Gly Cys Ser
1 5 10 15

Gly Lys Leu Ile Cys Gly
20

<210> 223

<211> 10

<212> PRT
<213> % A (Homo sapiens)

<400> 223
Glu Ala Ala Gly Thr Gly Ile Leu Thr Val
1 5 10

<210> 224

<211> 8

<212> PRT

<213> 4 A (Homo sapiens)

<400> 224

Glu Ala Tyr Leu Gly Lys Lys Val
1 5

<210> 225
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<211> 11
<212> PRT

<213> 4¢ A (Homo sapiens)

<400> 225
@Glu Arg Tyr Leu Arg Asp Gln Gln Leu Leu Gly
1 5 10

<210> 226

<211> 9

<212> PRT
<213> 45 A (Homo sapiens)

<400> 226
Glu Arg Tyr Pro Arg Tyr Asn Gln Leu
1 5

<210> 227

<211> 9

<212> PRT
<213> 48 A (Homo sapiens)

<400> 227
Glu Arg Tyr Gln Lys Ser Thr Glu Leu
1 5

<210> 228
<211> 11
<212> PRT

<213> 4§ A (Homo sapiens)

<400> 228
Glu Ser Phe Leu Xaa Tyr Lys Lys Gly Ile Tyr
1 5 10

<210> 229
<211> 15
<212> PRT

<213> A %, 5 1 5%

<400> 229
Glu Ser Phe Arg Ser Gly Val Glu Thr Thr Thr Pro Pro Gln Lys
1 5 10 15

<210> 230

<211> 9

<212> PRT
<213> 4¢ A (Homo sapiens)

<400> 230

Glu Ser Gly Pro Ser Ile Val His Arg
1 5

<210> 231

<211> 10
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<212> PRT
<213> 4g A (Homo sapiens)

<400> 231
Glu Ser Gly Pro Ser Ile Val His Arg Lys
1 S 10

<210> 232
<211> 10
<212> PRT

<213> % A (Homo sapiens)

<400> 232
Glu Ser Leu Phe Arg Ala Val Ile Thr Lys
1 5 10

<210> 233
<211> 11
<212> PRT

<213> @ 3 (Gallus gallus)

<400> 233
Glu Ser Asn Phe Asn Thr Gln Ala Thr Asn Arg
1 5 10

<210> 234
<211> 12
<212> PRT

<213> Wﬁ,ﬁ,%ﬁ_ﬁ.

<400> 234
Glu Ser Thr Gly Asn Leu Ile Ala Pro Glu Tyr Gly
1 5 10

<210> 235
<211> 18
<212> PRT

<213> 4 A (Homo sapiens)

<400> 235 v

Glu Asp Glu Asn Leu Tyr Glu Gly Leu Asn Leu Asp Asp Xaa Ser Met
1 5 10 15

Tyr Glu

<210> 236

<211> 6

<212> PRT

213> A SRS BEE

<400> 236

Glu Ser Val Gln Ile Asn
1 5
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<210> 237
<211> 20
<212> PRT

<213>% A (Homo sapiens)

<400> 237
Glu Ser Trp Gly Ala Val Trp Arg Ile Asp Thr Pro Asp Lys Leu Thr
1 5 10 15

Gly Pro Phe Thr
20

<210> 238
<211> 11
<212> PRT
<213> % A (Homo sapiens)

<400> 238
Glu Thr Asp Ile Ile Ile Asp Arg Ser Glu Tyr
1 5 10

<210> 239
<211> 11
<212> PRT

<213> % A (Homo sapiens)

<400> 239
Glu Thr Asp Ile Ile Leu Asp Arg Ser Glu Tyr
1 5 10

<210> 240
<211> 11
<212> PRT

<213> %2 A (Homo sapiens)

<400> 240 '
Glu Thr Asp Ile Leu Ile Asp Arg Ser Glu Tyr
1 -5 10

<210> 241
<211> 11
<212> PRT

<213> 4r A (Homo sapiens)

<400> 241

Glu Thr Asp Ile Leu Leu Asp Arg Ser Glu Tyr
1 5 10

<210> 242

<211> 11

<212> PRT

<213> &5 A (Homo sapiens)

<400> 242

Glu Thr Asp Leu Ile Ile Asp Arg Ser Glu Tyr
1 5 10
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<210> 243
<211> 11
<212> PRT

<213> 45 A (Homo sapiens)

<400> 243
Glu Thr Asp Leu Ile Leu Asp Arg Ser Glu Tyrx
1 5 10

<210> 244
<211> 11
<212> PRT

<213>4%¢ A (Homo sapiens)

<400> 244
Glu Thr Asp Leu Leu Ile Asp Arg Ser Glu Tyr
1 5 10

<210> 245
<«211> 11
<212> PRT

<213> % A (Homo sapiens)

<400> 245
Glu Thr Asp Leu Leu Leu Asp Arg Ser Glu Tyr
1 5 10

<210> 246

<211> 17

<212> PRT

<213>= g % /& % (Plasmodium malariae)

<400> 246
@Glu Asp Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asgn Val
1 5 10 15

Val

<210> 247
<211> 11
<212> PRT

<213> 4 A (Homo sapiens)

<400> 247
Glu Thr Asp Xaa Xaa Xaa Asp Arg Ser Glu Tyr
1 5 10

<210> 248

<211> 10

<212> PRT
<213> % A (Homo sapiens)

<400> 248
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Glu Thr Phe Asn Thr Pro Ala His Tyr Val
1 5 10

<210> 249
<211> 11
<212> PRT

<213> AR BB R &

<400> 249
Glu Thr Phe Tyr Val Asp Gly Ala Ala Asn Arg
1 5 10

<210> 250
<211> 9
<212> PRT

<213> 4§ A (Homo sapiens)

<400> 250
Glu Thr Ile Ile Pro Asp Trp Ser Tyr
1 5

<210> 251
<211> 9
<212> PRT

<213> %4 A (Homo sapiens)

<400> 251
Glu Thr Ile Leu Pro Asp Trp Ser Tyr
1 5

<210> 252
<211> 10
<212> PRT

<213> /\i,&@tféﬁvﬁ-

<400> 252
Glu Thr Ile Asn Glu Glu Ala Ala Glu Trp
1 5 10

<210> 253

<211> 13

<212> PRT

<213> 4 X ¥ B (Streptococcus sp.)

<400> 253
Glu Thr Leu Ala Lys Gln Ala Glu Glu Leu Ala Lys Leu
1 5 10

<210> 254
<211> 9

<212> PRT
<213> 4 A (Homo sapiens)

<400> 254
Glu Thr Leu Ile Pro Asp Trp Ser Tyr
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<210> 255

<211> 9

<212> PRT
<213>% A (Homo sapiens)

<400> 255
Glu Thr Leu Leu Pro Asp Trp Ser Tyr
1 5

<210> 256
<211> 12
<212> PRT

<213> % A (Homo sapiens)

<400> 256
Glu Thr Leu Leu Arg Ala Val Glu Ser Tyr Leu Leu
1 5 10

<210> 257
<211> 9
<212> PRT

<213> B HHF

<400> 257
Glu Asp Leu Arg Val Leu Ser Phe Ile
1 5

<210> 258
<211> 14
<212> PRT

<213>% A (Homo sapiens)

<400> 258
@lu Thr Leu Leu Arg Ala Val Glu Ser Tyr Leu Leu Ala His
1 5 10

<210> 259
<211> 16
<212> PRT

<213> 4g A (Homo sapiens)

<400> 259
Glu Thr Leu Leu Arg Ala Val Glu Ser Tyr Leu Leu Ala His Ser Asp
1 5 10 15

<210> 260
<211> 8
<212> PRT

213> ALEBRHF

<400> 260
Glu Thr Thr Asp Leu Tyr Cys Tyr
1 5
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<210> 261
<211> 13
<212> PRT

<213> 4% A (Homo sapiens)

<400> 261
Glu Thr Thr Glu Glu Ser Leu Arg Asn Tyr Tyr Glu Gly
1 5 10

<210> 262
<211> 13

<212> PRT
<213> ¥ A (Homo sapiens)

<400> 262
Glu Thr Thr Glu Glu Ser Leu Arg Asn Tyr Tyr Glu Gln
1 5 10

<210> 263
<211> 11
<212> PRT

<213>4% A_(Homo sapiens)

<400> 263
@Glu Thr Val Ala val Gly Vval Ile Lys Ala Val
1 5 10

.<210> 264

<211> 9

<212> PRT
<213> % A (Homo sapiens)

<400> 264
Glu Thr Xaa Xaa Pro Asp Trp Ser Tyr
1 5
<210> 265
<211> 16
<212> PRT
<213> 42 A_(Homo sapiens)
<400> 265
Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gln Glu Pro Glu
1 5 10 15
<210> 266
<211> 11
<212> PRT
213> A BRI AF
<400> 266
Glu Thr Tyr Tyr Val Asn Gly Ala Ala Asn Arg
1 5 10
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<210> 267

<211> 20

<212> PRT
<213>% A (Homo sapiens)

<400> 267
Glu val Ala Leu Cys Leu Pro Arg Ser Glu Leu Leu Phe Gln Gln Trp
1 5 10 15

Gln Arg Gln Gly
20

<210> 268
<211> 11
<212> PRT
<213> Plasmodium yoelii

<400> 268
Glu Asp Ser Tyr Val Pro Ser Ala Glu Gln Ile
1 5 10

<210> 2695

<211> 9

<212> PRT

<213> % A (Homo sapiens)

<400> 269
Glu Val Ala Pro Pro Glu Tyr His Arg
1 5

<210> 270
<211> 10
<212> PRT

<213> ' A (Homo sapiens)

<400> 270
Glu Vval Ala Pro Pro Glu Tyr His Arg Lys
1 5 10

<210> 271

<211l> 9

<212> PRT
<213> % A (Homo sapiens)

<400> 271
Glu Val Ala Pro Pro Leu Leu Phe Val
1 5

<210> 272
<211> 13
<212> PRT

<213> & K, f & % (Schistosoma mansoni)

<400> 272
Glu Val Cys Val Arg Gln Leu Lys Ala Ile Ala Asn Lys
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<210> 273

<211> 9

<212> PRT
<213> ¥ A (Homo

<400> 273
Glu Vval Asp Pro
1

<210> 274
<211> 9
<212> PRT

<213> %’A (Homo

<400> 274
Glu val Asp Pro
1

<210> 275
<211> 9
<212> PRT

<213> AB R A

<400> 275
Glu val Asp Pro
1

<210> 276
<211> 9
<212> PRT

<213>$¥1~(H0mo

<400> 276
Glu val Asp Pro
1

<210> 277
<211> 10
<212> PRT

<400> 277
Glu Val Ile Leu
1

<210> 278
<211> 9
<212> PRT

sapiens)

Ile Gly His Leu Tyr
5

sapiens)

Ile Gly His Ser Tyr
5

Ile Gly His Val Tyr
5

sapiens)

Thr Ser Asn Thr Tyr
5

sapiens)

Ile Asp Pro Phe His Lys
5 10

213> AR B R FAH

<400> 278
Glu val Ile Pro
1

Met Phe Ser Ala Leu
5
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<210> 279
<211l> 17
<212> PRT

<213> % A (Homo sapiens)

<400> 279
Glu Asp Val Ile Pro Glu Gly Trp Lys Ala Asp Thr Ser Tyr Ser Ala
1 5 10 15

Lys

<210> 280

<211> 17

<212> PRT

<213> = B 3£ & % (Plasmodium malariae)

<400> 280
Glu Val Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 281
<211> 11
<212> PRT

<213> AL R BF

<400> 281
Glu Val Leu Val Trp Arg Phe Asp Ser Lys Leu
1 5 10

<210> 282
<211l> 15
<212> PRT

<213> AR R H

<400> 282
Glu Val Val Ile Arg Ser Ala Asn Phe Thr Asp Asn Ala Lys Thr
1 5 10 15

<210> 283

<211> 9

<212> PRT

<213> % A (Homo sapiens)

<400> 283
Glu Val Val Pro Ile Ser His Leu Tyr
1 5

<210> 284
<211> 11
<212> PRT
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<213> 4 A (Homo sapiens)

<400> 284
Glu Val Trp Arg Glu Glu Ala Tyr His Ala Ala
1 5 10

<210> 285
<211l> 15
<212> PRT

<213> 5 A (Homo sapiens)

<400> 285
Glu Val Trp Arg Glu Glu Ala Tyr His Ala Ala Asp Ile Lys Asp
1 5 10 15

<210> 286
<211> 11
<212> PR

T
<213> ﬂj}ﬁ_ﬁ_

<400> 286
Glu Val Trp Val Thr Pro Val Ile Gly Ser Ala
1 5 10

<210> 287
<211> 18
<212> PRT

<213> [ BH &

<400> 287
Glu Val Trp Val Thr Pro Val Ile Gly Ser Ala Arg Lys Cys Gly Leu
1 5 10 15

His Ile

<210> 288
<211> 12
<212> PRT

<213> R B+

<400> 288
Glu Val Trp Val Thr Pro Val Ile Gly Sex Gln Ala
1 5 10

<210> 289
<211> 12
<212> PRT

<213> ﬁ‘%ﬁ_ﬁ_

<400> 289
Glu Val Trp Val Thr Pro Val Ile Gly Thr Gln Ala
1 5 10

<210> 290
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<211> 16
<212> PRT

<213> 42 A (Homo sapiens)

<400> 290
Glu Glu Asp Phe His Val Asp Gln Ala Thr Thr Val Lys Val Pro Met
1 5 10 15

<210> 291
<211> 10
<212> PRT

<213> /\?L%;Eﬁ,ﬁ‘

<400> 291
Glu Val Tyr Asp Phe Ala Phe Arg Asp Leu
1 5 10

<210> 292
«<211> 25
<212> PRT

<213> A %, 5% 8 IS 55 &

<400> 292
Glu Trp Arg Phe Asp Ser Arg Leu Ala Phe His His Vval Ala Arg Glu
1 5 10 15

His Pro Glu Tyr Phe Asn Lys Asn Lys
20 25

<210> 293
<211> 17
<212> PRT

<213>A£ﬁ&r&ﬁ_§_

<400> 293
Glu Trp Arg Phe Asp Ser Arg Leu Ala Phe His His Val Ala Arg Glu
1 5 10 15

Leu

<210> 294
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 294
Glu Trp Thr Ser Ser Asn Val Met Glu
1 5

<210> 295
<211> 10
<212> PRT

<213> 4% A (Homo sapiens)

<400> 295
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Glu Trp Thr Ser Ser Asn Val Met Glu Glu
1 5 10

<210> 296
<211> 9
«<212> PRT

<213> % A (Homo sapiens)

<400> 296
Glu Trp Val Ser Leu Phe Arg Met Gln
1 5

<210> 297
<211l> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 297
Glu Trp Trp Gly Leu Gly Arg Trp Arg
1 5

<«210> 298
<211> 9
<212> PRT

<213> w8 i A0 5 H

<400> 298
Glu Tyr Ala Leu Gly Val Val Gly Val
1 5

<210> 299
<211> 17
<212> PRT

<213> % A (Homo sapiens)

<400> 299
Glu Tyr Ile Leu Tyr Asn Lys Gly Ile Met Gly Glu Asp Ser Tyr Pro
1 5 10 15

Tyr

<210> 300
<211> S
<212> PRT

<213> % A (Homo sapiens)

<400> 300
Glu Tyr Ile Val Leu Leu Phe Leu Leu
1 5

<210> 301
<211> 16
<212> PRT

<213> % A (Homo sapiens)
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<400> 301
Glu Glu Asp Phe His Val Asp Gln Val Thr Thr val Lys Val Pro Met
1 5 10 15

<210> 302

<211> 18

<212> PRT
<213>% A (Homo sapiens)

<400> 302
Glu Tyr Lys Leu Val Vval Val Gly Ala Ala Gly Val Gly Lys Ser Ala
1 5 10 15

Leu Thr

<210> 303
<211> 18
<212> PRT

<213> & A (Homo sapiens)

<400> 303
Glu Tyr Lys Leu Val Val Val Gly Ala Asp Gly Val Gly Lys Ser Ala
1 5 10 15

Leu Thr

<210> 304
<211> 18
<212> PRT

<213> % A (Homo sapiens)

<400> 304
Glu Tyr Lys Leu Val Val val Gly Ala Gly Asp Val Gly Lys Ser Ala
1 5 10 15

Leu Thr

<210> 305
<211> 18
<212> PRT

<213> 4 A (Homo sapiens)

<400> 305

Glu Tyr Lys Leu Val Val Val Gly Ala Arg Gly Val Gly Lys Ser Ala
1 5 10 15

Leu Thr

<210> 306
<211> 18
<212> PRT
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<213> 45 A (Homo sapiens)

<400> 306
Glu Tyr Lys Leu Val Vval Val Gly Ala Ser Gly Val Gly Lys Ser Ala
1 5 10 15

Leu Thr

<210> 307
<211> 10
<212> PRT

<213> ,s & (Mus musculus)

<400> 307
Glu Tyr Lys Leu Val Val Val Gly Ala Val
1 5 10

<210> 308
<211> 18
<212> PRT

<213> % A (Homo sapiens)

<400> 308
Glu Tyr Lys Leu Val val Val Gly Ala Val Gly Val Gly Lys Ser Ala
1 5 10 15

Leu Thr

<210> 309
<211> 15
<212> PRT

<213> 4 A (Homo sapiens)

<400> 309
Glu Tyr Leu Glu Asn Pro Lys Lys Tyr Ile Pro Gly Thr Lys Met
1 5 10 15

<210> 310
<211> 15

<212> PRT

<213> ) & (Mus musculus)

<400> 310

Glu Tyr Leu Ile Asn Val Ile His Ala Phe Gln Tyr Val Ile Gly
1 5 10 15

<210> 311

<211> 10

<212> PRT

<213> &M 9 R & (Plasmodium falciparum)

<400> 311

Glu Tyr Leu Asn Lys Ile Gln Asn Ser Leu
1 5 10
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<210> 312
<211> 8
<212> PRT

<213> 4 A (Homo sapiens)

<400> 312
Glu Glu Asp Pro Val Lys Lys Val
1 5

<210> 313
<211> 9
<212> PRT

<213> ASL A A&

<400> 313
Glu Tyr Arg His Tyr Cys Tyr Ser Leu
1 5

<210> 314
<211> 9
<212> PRT

<213> A THEHHFARE

<400> 314
Glu Tyr Thr Asn Ile Pro Ile Ser Leu
1 5

<210> 315
<211> S
<212> PRT

<213> 4 A (Homo sapiens)

<400> 315
Glu Tyr Val Leu Leu Leu Phe Leu Leu
1 5

<210> 316

<211> 9

<212> PRT

<213> 47 A (Homo sapiens)

<400> 316
Glu Tyr Val Asn Ala Arg His Cys Leu
1 5 :

<210> 317
<211> 16
<212> PRT

<213> 4§ A (Homo sapiens)

<400> 317
Glu Tyr Val Arg Phe Asp Ser Phe Val Gly Glu Tyr Arg Ala vVal Thr
1 5 10 15
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<210> 318

<211> 14

<212> PRT
<213> 47 A (Homo sapiens)

<400> 318
Glu Tyr Trp Asp Gly Glu Thr Arg Lys Val Lys Ala Gln Ser
1 5 10

<210> 319
<211> 14
<212> PRT

<213> %7 A (Homo sapiens)

<400> 319
Glu Tyr Trp Asp Gly Glu Thr Arg Asn Met Lys Ala Ser Ala
1 5 10

<210> 320
<«211> 11
<212> PRT

<213> 4§ A (Homo sapiens)

<400> 320
Glu Tyr Trp Gln Ala Thr Trp Ile Pro Glu Trp
1 5 10

<210> 321

<211> 20

<212> PRT
<213> 4 A (Homo sapiens)

<400> 321
Gln Ala Ala Pro Ala Ile Gln Ala Cys Val Glu Ala Cys Asn Leu Ile
1 5 10 15

Ala Cys Ala Arg
20

<210> 322

<211> 11

<212> PRT
<213> % A (Homo sapiens)

<400> 322
Gln Ala Asp His Ala Ala His Ala Glu Ile Asn
1 5 10

<210> 323
<211> 20
<212> PRT

<LI>ALBRBKRE

<400> 323
Glu Glu Glu Glu Val Gly Phe Pro Val Thr Pro Gln Val Pro Leu Arg
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1 5 10 15

Pro Met Thr Tyr
20

<210> 324
<211> 9
<212> PRT

<213> 16 WAL L E A A

<400> 324
Gln Ala Glu Pro Asp Arg Ala His Tyr
1 5

<210> 325
<211> 10
<212> PRT

QLR EBE

<400> 325
Gln Ala Phe Thr Phe Ser Pro Thr Tyr Lys
1 5 10

<210> 326
«<211> 10
<212> PRT

<213> ) & (Mus musculus)

<400> 326
Gln Ala His Arg Ala Leu Asp Leu Val Ala
1 5 10

<210> 327
<211> 20
<212> PRT

<213> 47 A (Homo sapiens)

<400> 327
Gln Ala His Ser Leu Glu Arg Val Cys His Cys Leu Gly Lys Trp Leu
1 5 10 15

Gly His Pro Asp
20

<210> 328

<211> 11

<212> PRT
<213> 4 A (Homo sapiens)

<400> 328

Gln Ala Ile His Ala Ala His BAla Glu Ile Asn
1 ’ 5 10

<210> 329

<211> 14
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<212> PRT
<213> % A (Homo sapiens)

<400> 329
Gln Ala Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 330
<211> 6
<212> PRT

<213> Aﬁ;ﬁ;&l@ﬁi

<400> 330
Gln Ala Ile Ser Pro Arg
1 5

<210> 331
<211> 11
<212> PRT

23> AR EBRBHF

<400> 331
Gln Ala Ile Ser Pro Arg Thr Leu Asn Ala Trp
1 5 10

<210> 332

<211> 19

<212> PRT

<213> % A (Homo sapiens)

<400> 332
Gln Ala Lys Phe Phe Ala Cys Ile Lys Arg Ser Asp Gly Ser Cys Ala
1 5 10 15

Trp Tyr Arg

<210> 333
<211> 28
<212> PRT

<213> % A (Homo sapiens)

<400> 333
Gln Ala Lys Phe Phe Ala Cys Ile Lys Arg Ser Asp Gly Ser Cys Ala
1 5 10 15

Trp Tyr Arg Gly Ala Ala Pro Pro Lys Gln Glu Phe
20 25

<210> 334

<211> 9

<212> PRT
<213> % A (Homo sapiens)

<400> 334
Glu Ala Asp Ala Thr Gly His Ser Tyr
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1 5

<210> 335

<211> 8

<212> PRT

<213> 4 A (Homo sapiens)

<400> 335

Glu Glu Glu Pro Val Lys Lys Ile
1 5

<210> 336

<211> 24

<212> PRT

<213> 4 3% % & (Streptococcus sp.)

<400> 336

Gln Ala Lys Lys Ala Thr Glu Ala Glu Leu Asn Asn Leu Lys Ala Glu
1 5 10 15

Leu Ala Lys Val Thr Glu Gln Lys
20

<210> 337
<211> 9
<212> PRT

<213> EB 3 &

<400> 337
Gln Ala Lys Trp Arg Leu Gln Thr Leu
1 5

<210> 338
<211> 11
<212> PRT

<213> 48 A (Homo sapiens)

<400> 338
Gln Ala Leu His Ala Ala His Ala Glu Ile Asn
1 5 10

<210> 339
<211> 7
<212> PRT

<213> % & (Equus sp.)

<400> 339
Gln Ala Pro Gly Phe Thr Tyr
1 5

<210> 340
<211> 9
<212> PRT

<213> %¢ A_(Homo sapiens)
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<400> 340
Gln Ala Pro Gly Asn Tyr Pro Ala Leu
1 5

<210> 341
<211> 11
<212> PRT

<213> & A (Homo sapiens)

<400> 341
Gln Ala Arg His Ala Ala His Ala Glu Ile Asn
1 5 10

<210> 342
<211> 14

<212> PRT
<213> 4 A (Homo sapiens)

<400> 342
Gln Ala Arg Ile Leu Ala Val Glu Arg Tyr Leu Lys Asp Gln
1 5 10

<210> 343
<211> 9
<212> PRT

2> A G RBRHF

<400> 343
Gln Ala Ser Gln Glu Val Lys Asn Trp
1 5

<210> 344

<211> 10

<212> PRT
<213> 4 A (Homo sapiens)

<400> 344
Gln Ala Ser Gln Glu Val Lys Asn Trp Met
1 5 10

<210> 345
<211> 13
<212> PRT

<213> %7 A (Homo sapiens)

<400> 345
Gln Ala Ser Gln Glu Val Lys Asn Trp Met Thr Glu Thr
1 5 10

<210> 346
<211> 11
<212> PRT

<213> A%Kﬁ%%_ﬁ_

<400> 346
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Glu Glu Glu val Gly Phe Pro Val Arg Pro Gln
1 5 10

<210> 347
<211> 11
<212> PRT

<213> % A (Homo sapiens)

<400> 347
Gln Ala Thr His Ala Ala His Ala Glu Ile Asn
1 5 10

<210> 348

<211> 28

<212> PRT
<213> % A (Homo sapiens)

<400> 348
Gln Ala Thr Asn Arg Asn Thr Asp Gly Ser Thr Asp Tyr Gly Ile Leu
1 5 10 15

Gln Ile Asn Ser Arg Trp Trp Cys Asn Asp Gly Arg
20 25

<210> 349
<211> 11
<212> PRT

<213> 45 A (Homo sapiens)

<400> 349
Gln Ala Val Glu Ala Ala His Ala Glu Ile Asn
1 5 10

<210> 350
<211> 11
<212> PRT
<213> & A (Homo sapiens)

<400> 350
Gln Ala Val His Ala Ala Glu Ala Glu Ile Asn
1 5 10

<210> 351
<211> 11
<212> PRT

<213> # A (Homo sapiens)

<400> 351
Gln Ala Val His Ala Ala His Ala Asp Ile Asn
1 5 10

<210> 352
<211> 11
<212> PRT

<213> % A (Homo sapiens)
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<400> 352
Gln Ala Val His Ala Ala His Ala Glu Asp Asn
1 5 10

<210> 353
<211> 11
<212> PRT

<213> % A (Homo sapiens)

<400> 353
Gln Ala Val His Ala Ala His Ala Glu Ile Asp
1 5 10

<210> 354
<211> 11
<212> PRT

<213> 42 A (Homo sapiens)

<400> 354
Gln Ala Val His Ala Ala His Ala Glu Ile Ile
1 5 10

<210> 355
<211> 11
<212> PRT

<213> # A (Homo sapiens)

<400> 355
Gln Ala Val His Ala Ala His Ala Glu Ile Asn
1 5 10

<210> 356
<211> 15
<212> PRT

<213> % A (Homo sapiens)

<400> 356
Gln Ala Val His Ala Ala His Ala Glu Ile Asn Glu Ala Gly Arg
1 5 10 15

<210> 357
<211> 13
<212> PRT

<213> fR W, 5 B AF % (Mycobacterium leprae)

<400> 357
Glu Glu Phe Ala Val Glu Phe Asp Leu Pro Gly Ile Lys
1 5 10

<210> 358

<211> 11

<212> PRT
<213> 4 A (Homo sapiens)
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<400> 358
Gln Ala Val His Ala Ala His Ala Glu Ile Gln
1 5 10

<210> 359
<211> 11

<212> PRT
<213>% A (Homo sapiens)

<400> 359
Gln Ala Val His Ala Ala His Ala Glu Ile Thr
1 5 10

<210> 360
<211> 11
<212> PRT

<213> # A (Homo sapiens)

<400> 360
Gln Ala Val His Ala Ala His Ala Glu Ile Tyr
1 5 10

<210> 361
<211> 11
<212> PRT

<213> 4% A (Homo sapiens)

<400> 361
Gln Ala Val His Ala Ala His Ala Glu Leu Asn
1 5 10

<210> 362
<211> 11
<212> PRT
<213> 45 A (Homo sapiens)

<400> 362
Gln Ala Val His Ala Ala His Ala Glu Arg Asn
1 5 10

<210> 363
<211> 11
<212> PRT

<213> 45 A (Homo sapiens)

<400> 363
Gln Ala Val His Ala Ala His Ala Glu Thr Asn
1 5 10

<210> 364

<211> 11

<212> PRT
<213> & A (Homo sapiens)

<400> 364
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Gln Ala Val His Ala Ala His Ala Glu Tyr Asn
1 5 10

<210> 365
<211> 11
<212> PRT

<213> 42 A (Homo sapiens)

<400> 365
Gln Ala Val His Ala Ala His Ala Ile Ile Asn
1 5 10

<210> 366
<211> 11
<212> PRT

<213> % A (Homo sapiens)

<400> 366
Gln Ala Val His Ala Ala His Ala Gln Ile Asn
1 5 10

<210> 367

<211> 11

<212> PRT ]
<213> % A (Homo sapiens)

<400> 367
Gln Ala Val His Ala Ala His Ala Arg Ile Asn
1 5 10

<210> 368

<211l> S

<212> PRT

<213> & A (Homo sapiens)

<400> 368
Glu Glu Phe Gln Phe Ile Lys Lys Ala
1 5

<210> 369
<211> 11
<212> PRT

<213> 47 A (Homo sapiens)

<400> 369
Gln Ala Val His Ala Ala His Ala Tyr Ile Asn
1 5 10

<210> 370
<211> 11
<212> PRT

<213> 4¢ A (Homo sapiens)

<400> 370
Gln Ala Val His Ala Ala His Gly Glu Ile Asn
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<210> 371

<211> 11

<212> PRT

<213> % A (Homo sapiens)

<400> 371
Gln Ala Val His Ala Ala His Ser Glu Ile Asn
1 5 10

<210> 372
<211> 11
<212> PRT

<213> 42 A_(Homo sapiens)

<400> 372
Gln Ala Val His Ala Ala His Val Glu Ile Asn
1 5 10

<210> 373
<211> 11
<212> PRT

<213> ¥ A (Homo sapiens)

<400> 373
Gln Ala Val His Ala Ala Lys Ala Glu Ile Asn
1 5 10

<210> 374
<211> 11
<212> PRT
<213> & A (Homo sapiens)

<400> 374
Gln Ala Val His Ala Ala Leu Ala Glu Ile Asn
1 5 10

<210> 375
<211> 11
<212> PRT

<213> % A (Homo sapiens)

<400> 375

Gln Ala Val His Ala Ala Gln Ala Glu Ile Asn
1 5 10

<210> 376

<211> 11

<212> PRT

<213> 4 A (Homo sapiens)

<400> 376

Gln Ala Val His Ala Ala Arg Ala Glu Ile Asn
1 5 10
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<210> 377

<211> 11

<212> PRT
<213> % A (Homo sapiens)

<400> 377
Gln Ala Val His Ala Gly His Ala Glu Ile Asn
1 5 10

<210> 378
<211> 11
<212> PRT

<213> # A (Homo sapiens)

<400> 378
Gln Ala Val His Ala Arg Hig Ala Glu Ile Asn
1 5 10

<210> 379
<211> 13
<212> PRT

<213> gk W, 4 B #F 8 (Mycobacterium leprae)

<400> 379
Glu Glu Phe Val Ala Glu Phe Asp Leu Pro Gly Ile Lys
1 5 10

<210> 380
<211> 11
<212> PRT

<213> 4 A (Homo sapiens)

<400> 380
Gln Ala Val His Ala Ser His Ala Glu Ile Asn
1 S 10

<210> 381

<211> 11

<212> PRT
<213> % A (Homo sapiens)

<400> 381
Gln Ala Val His Ala Val His Ala Glu Ile Asn
1 5 10

<210> 382
<211> 11
<212> PRT

<213> % A (Homo sapiens)

<400> 382
Gln Ala Val His Ala Tyr His Ala Glu Ile Asn
1 5 10
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<210> 383
<211> 11
<212> PRT

<213> -%’/\ (Homo

<400> 383
Gln Ala Val His
1

<210> 384
<211> 11
<212> PRT

<213>%’/\ (Homo

<400> 384
Gln Ala Val His
i

<210> 385

<211> 11

<212> PRT
<213> %5 A (Homo

<400> 385
Gln Ala Val His
1

<210> 386
<211> 11
<212> PRT

<213> % A (Homo

<400> 386
Gln Ala Val His
1

<210> 387
<211> 11
<212> PRT

<213>i§}\(Homo

<400> 387
Gln Ala Val Lys
1

<210> 388
<211> 11
<212> PRT

<213> %A (Homo

<400> 388
Gln Ala vVal Leu
1

sapiens)

Gly Ala His Ala Glu Ile Asn
5 10

sapiens)

Ser Ala His Ala Glu Ile Asn
5 10

sapiens)

val Ala His Ala Glu Ile Asn
5 10

sapiens)

Tyr Ala His Ala Glu Ile Asn
5 10

sapiens)

Ala Ala His Ala Glu Ile Asn
5 10

sapiens)

Ala Ala His Ala Glu Ile Asn
5 10

91



01808833. 3

FFosl &

F70/121 00

<210> 389

<211> 11

<212> PRT
<213> & A (Homo

<400> 389
Gln Ala vVal Gln
1

<210> 390
<211> 13
<212> PRT

sapiens)

Ala Ala His Ala Glu Ile Asn
5 10

<213> jk W, 4 B A (Mycobacterium leprae)

<400> 390
Glu Glu Phe Vval
1

<210> 391
<211> 11
<212> PRT

<213> ‘%’A (Homo

<400> 391
Gln Ala Val Arg
1

<210> 392
<211> 16
<212> PRT

<400> 392
Gln Asp Phe Leu
1

<210> 393

<211> 15

<212> PRT
<213> % A (Homo

<400> 393
Gln Asp Ile Leu
1

<210> 394
<211> 13
<212> PRT

<213> %’/\ (Homo
<400> 394

Gln Asp Leu Glu
1

<210> 395

Val Ala Phe Asp Leu Pro Gly Ile Lys
5 10

sapiens)

Ala Ala His Ala Glu Ile Asn
5 10

sapiens)

Thr Lys His Ala Ser His Thr Gly Ser Trp Ile Gly
5 10 ’ 15

sapiens)

Ile Arg Leu Phe Lys Ser His Pro Glu Thr Leu
5 10 15

sapiens)

Leu Ser Trp Asn Leu Asn Gly Leu Gln
5 10
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<211> 14
<212> PRT

<213>% A (Homo sapiens)

<400> 395
Gln Asp Leu Glu Leu Ser Trp Asn Leu Asn Gly Leu Gln Ala
1 5 10

<210> 396

<211> 16

<212> PRT

<213> & A (Homo sapiens)

<400> 396
Gln Asp Leu Glu Leu Ser Trp Asn Leu Asn Gly Leu Gln Ala Asp Leu
1 5 10 15

<210> 397

<211> 15

<212> PRT

<213> 4% A (Homo sapiens)

<400> 397
Gln Asp Val Asp Tyr Phe Arg His Pro Pro Glu Val Ser Leu Leu
1 5 10 15

<210> 398
<211> 15
<212> PRT

<213> ) & (Mus musculus)

<400> 398
Gln Asp Tyr Glu Tyr Leu Ile Asn Val Ile His Ala Phe Gln Tyr
1 5 10 15

<210> 399
<211> 9
<212> PRT

<213>% A (Homo sapiens)

<400> 399
Gln Glu Glu Glu Gly Pro Ser Thr Phe
1 5

<210> 400
<211> 14
<212> PRT

<213> K 4 MM & (Clostridium tetani)

<400> 400
Gln Glu Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 401
<211> 13
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<212> PRT

<213> g }, 4 H 4 & (Mycobacterium leprae)

<400> 401
Glu Glu Phe Val Val Glu Ala Asp Leu Pro Gly Ile Lys
1 5 10

<210> 402
<211> 12
<212> PRT

<213> 8 4 MR #H (Clostridium tetani)

<400> 402
Gln Glu Ile Tyr Met Gln His Thr Tyr Pro Ile Ser
1 5 10

<210> 403
<211> 17
<212> PRT

<213> 47 A (Homo sapiens)

<400> 403
Gln Glu Leu Lys Asn Lys Tyr Tyr Gln Val Pro Arg Lys Gly Ile Gln
1 5 10 15

Ala

<210> 404
<211> 8
<212> PRT

213> AAAE

<400> 404
Gln Glu Ser Thr Gly Asn Leu Ile
1 5

<210> 405
<211> 13

<212> PRT

<213>44 % B & (Streptococcus sp.)

<400> 405

Gln Phe Gly Lys Glu Val His Ala Ala Asp Leu Leu Arg
1 5 10

<210> 406

<211> 10

<212> PRT

<213> % A (Homo sapiens)

<400> 406

Gln Phe Gly Asn Asn Lys Thr Ile Val Phe
1 5 10
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<210> 407

<211> 13

<212> PRT

<213>46 K B & (Streptococcus sp.)

<400> 407
Gln Phe Gly Arg Glu Vval His Ala Ala Asp Leu Leu Arg
1 5 10

<210> 408
<211> 14
<212> PRT

<213> 8 4 W 4R & (Clostridium tetani)

<400> 408
Gln Phe Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 409
<211> 189
<212> PRT

<213> 4% A (Homo sapiens)

<400> 409
Gln Phe Leu Gly Gln Gln Gln Pro Phe Pro Pro Gln Gln Pro Tyr Pro
1 5 10 15

Gln Pro Gln

<210> 410
<211> 10
<212> PRT

<213> AL BHEH

<400> 410
Gln Phe Leu Arg His Gln Asn Ile Glu Phe
1 5 10

<210> 411
<211> 11
«212> PRT

<213> % A (Homo sapiens)

<400> 411

Gln Phe Gln Pro Phe Xaa Tyr Phe Thr Asn Thr
1 5 10

<210> 412

<211> 13

<212> PRT

<213> gx W 45 H A ¥ (Mycobacterium leprae)

<400> 412

Glu Glu Phe Val val Glu Phe Ala Leu Pro Gly Ile Lys
1 5 10
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<210> 413
<211> 14
<212> PRT

<213>% A (Homo sapiens)

<400> 413
Gln Phe Val Ile Ala Asn Ala Ser Ser Val Ala Lys Thr Asp
1 5 10

<210> 414
<211> 17
<212> PRT

<213> % A (Homo sapiens)

<400> 414
Gln Gly Ala Leu Ala Asn Ile Ala Val Bsp Lys Ala Asn Leu Glu Ile
1 5 10 15

Met

<210> 415
<211> 13
<212> PRT

<213> %4 A (Homo sapiens)

<400> 415
Gln Gly Ala Arg Gly Gln Pro Gly Val Met Gly Phe Pro
1 5 10

<210> 416
<211> 15
<212> PRT

<213> /\ﬁ,ﬁ#&%ﬁ_ﬁ-

<400> 416
@Gln Gly Ala Tyr Arg ARla Ile Arg His Ile Pro Arg Arg Ile Arg
1 5 10 15

<210> 417
<211> 15
<212> PRT

<213> ﬁﬁﬁsﬁ‘é‘

<400> 417
Gln Gly Phe Asn Asn Leu Asp Asn Leu Arg Asp Tyr Leu Asp Gly
1 5 10 15

<210> 418

<211> 13

<212> PRT

<213>% A (Homo sapiens)

<400> 418
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Gln Gly Phe Gln Gly Asn Pro Gly Glu Pro Gly Glu Pro
1 5 10

<210> 419
<211> 15
<212> PRT

<213> BB B F

<400> 419
Gln Gly Ile Asn Asn Leu Asp Ile Leu Arg Asp Tyr Leu Asp Gly
1 5 10 15

<210> 420
<211> 9
<212> PRT

<213> BB A&

<400> 420
Gln Gly Ile Asn Asn Leu Asp Asn Leu
1 5

<210> 421
<211> 15
<212> PRT

213> KA E

<400> 421
Gln Gly Ile Asn Asn Leu Asp Asn Leu Arg Asp Tyr Leu Asp Gly
1 5 10 15

<210> 422

<211l> 24

<212> PRT

<213> Plasmodium yoelii

<400> 422
Gln Gly Pro Gly Ala Pro Gln Gly Pro Gly Ala Pro Gln Gly Pro Gly
1 5 10 15

Ala Pro Gln Gly Pro Gly Ala Pro
20

<210> 423
<211> 13
<212> PRT

<213> £, A4 A 8 (Mycobacterium lactis)

<400> 423
Glu Glu Phe val Val Glu Phe Ala Leu Pro Gly Ile Lys
1 5 10

<210> 424
<211> 11
<212> PRT

<213> % A (Homo sapiens)
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<400> 424
Gln Gly Val His Ala Ala His Ala Glu Ile Asn
1 : 5 10

<210> 425
<211l> 9
<212> PRT

<213> 4 A (Homo sapiens)

<400> 425
Gln Gly Trp Lys Gly Ser Pro Ala Ile
1 5

<210> 426
<211> 10
<212> PRT

213> AR K W 5% &

<400> 426
Gln Gly Tyr Phe Pro Asp Trp Gln Asn Tyr
1 5 10

<210> 427
<21l1> 11
<212> PRT

<213> %45 M ¥ (Clostridium tetani)

<400> 427
Gln Ile Gly Asn Asp Pro Asn Arg Asp Ile Leu
1 5 10

<210> 428
<211> 12
<212> PRT

<213> ki A, & B AF ¥ (Mycobacterium leprae)

<400> 428
Gln Ile Gln Val Tyr Gln Gly Glu Arg Glu Ile Ala
1 5 10

<210> 429
<211> 9
<212> PRT

<213> 4¢ A (Homo sapiens)

<400> 429
Gln Ile Arg Gly Arg Glu Arg Phe Glu
1 5

<210> 430
<211> 20
<212> PRT

<213> % A (Homo sapiens)
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<400> 430
Gln Ile Thr Gln Arg Lys Trp Glu Ala Ala Arg Val Ala Glu Gln Asp
1 5 10 15

Arg Ala Tyr Leu
20

<210> 431
<211> 14
<212> PRT

<213> AL R 88 5% A

<400> 431
Gln Ile Val Lys Lys Leu Arg Glu Gln Phe Gly Asn Asn Lys
1 5 10

<210> 432
<211> 26
<212> PRT

<213>4% A (Homo sapiens)

<400> 432
Gln Ile Tyr Pro Pro Asn Ala Asn Lys Ile Arg Glu Ala Leu Ala Gln
1 5 10 15

Thr His Ser Ala Ile Ala His Tyr Trp Thr
20 25

<210> 433
<211> 10
<212> PRT

213> A BB KA F

<400> 433
Gln Ile Tyr Gln Glu Pro Phe Lys Asn Leu
1 5 10

<210> 434
<211> 13
<212> PRT

<213> fk W, 5 B A4F 8 (Mycobacterium leprae)

<400> 434
Glu Glu Phe Val Val Glu Phe Asp Ala Pro Gly Ile Lys
1 5 10

<210> 435
<211> 11
<212> PRT

213> AL F BB E

<400> 435
Gln Ile Tyr Gln Glu Pro Phe Lys Asn Leu Lys
1 5 10
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<210> 436
<211> 13
<212> PRT

<213> A 4 R 5 K% &

<400> 436
Gln Ile Tyr Gln Glu Pro Phe Lys Asn Leu Lys Thr Gly
1 5 10

<210> 437
<211> 13
<212> PRT

<213> % A (Homo sapiens)

<400> 437

Gln Lys Phe Thr Gly Gly Ile Gly Asn Lys Leu Ala Ala
1 5 10

<210> 438

<211> 10

<212> PRT

<213> 47 A (Homo sapiens)

<400> 438

Gln Lys Phe Val Ala Cys Val Pro Gly Arg
1 5 10

<210> 439

<211> 20

<212> PRT

213> AR B E8KBmE

<400> 439

Gln Lys Gly Arg Gly Ser Arg Gly Gln His Gln Ala His Ser Leu Glu
1 5 10 15

Arg Val Cys His
20

<210> 440
<211> 10
<212> PRT

213> A % F $ B 5B HF

<400> 440
Gln Lys Leu Val Gly Lys Leu Asn Trp Ala
1 5 10

<210> 441
<211> 15
<212> PRT

<213>/\£;§g”g;g§_

<400> 441
Gln Lys Leu Trp Gly Lys Leu Asn Trp Ala Ser Gln Ile Tyr Pro
1 5 10 15

100



01808833. 3 FoAl &K FHT9/1210

<210> 442
<211> 16
<212> PRT

<213>/\£;§&F§%_§‘

<400> 442
Gln Lys Gln Glu Pro Ile Asp Lys Glu Leu Tyr Pro Leu Thr Ser Leu
1 5 10 15

<210> 443
<211> 15
<212> PRT

<213> 4 A (Homo sapiens)

<400> 443
Gln Lys Arg Ala Ala Val Asp Thr Tyr Cys Arg His Asn Tyr Gly
1 5 10 15

<210> 444
<211> 15
<212> PRT

<213> 4 A (Homo sapiens)

<400> 444
Gln Lys Arg Ala Ala Tyr Asp Gln Tyr Gly His Ala Ala Phe Glu
1 5 10 15

<210> 445
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 445
Glu Ala Asp Pro Ala Gly His Ser Tyr
1 5

<210> 446
<211> 13
<212> PRT

<213> B R 4 H A % (Mycobacterium leprae)

<400> 446
Glu Glu Phe Val Val Glu Phe Asp Leu Ala Gly Ile Lys
1 5 10

<210> 447
<211> 16
<212> PRT

<213> % A (Homo sapiens)

<400> 447
Gln Lys Arg Ala Ala Tyr Asp Gln Tyr Gly His Ala Ala Phe Glu Cys
1 5 10 15
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<210> 448
<211> 12
<212> PRT

<213> 4k % ¥ & (Streptococcus sp.)

<400> 448
Gln Leu Ala Lys Gln Ala Glu Glu Leu Ala Lys Leu
1 5 10

<210> 449
<211> 9
<212> PRT

<213>4# A (Homo sapiens)

<400> 449
Gln Leu Ala Lys Thr Cys Pro Val Gln
1 5

<210> 450
<211> 10
<212> PRT

<213> fe A (Homo sapiens)

<400> 450
Gln Leu Ala Lys Thr Cys Pro Val Gln Leu
1 5 10

<210> 451
<211> 10
<212> PRT

213> A R KK RE

<400> 451
Gln Leu Cys Lys Leu Leu Arg Gly Thr Lys
1 5 10

<210> 452
<211> 10
<212> PRT

<213> AR Z S5+

<400> 452
Gln Leu Asp Cys Thr His Leu Glu Gly Lys
1 5 10

<210> 453
<211> 9
<212> PRT

213> ZWH X H &

<400> 453
Gln Leu Phe His Leu Cys Leu Ile Ile
1 5
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<210> 454
<211> 9
<212> PRT

213> 78R AE

<400> 454
Gln Leu Phe Thr Phe Ser Pro Arg Arg
1 5

<210> 455
<211> 10
<212> PRT

213> A R RENRE

<400> 455
Gln Leu Gly Ile Pro His Pro Ala Gly Leu
1 5 10

<210> 456
<211> 11
<212> PRT

<213> %7 A (Homo sapiens)

<400> 456
Gln Leu Ile Ala Tyr Leu Lys Gln Ala Thr Lys
1 5 10

<210> 457
<211> 13
<212> PRT

<213> jx ® 45 A 8 (Mycobacterium leprae)

<400> 457
Glu Glu Phe Val Val Glu Phe Asp Leu Pro Ala Ile Lys
1 5 10

<210> 458
<211> 10
<212> PRT

<213> A% B E K%+

<400> 458
Gln Leu Ile Lys Lys Glu Lys Val Tyr Leu
1 5 10

<210> 459
<211> 15
<212> PRT

<213> A Rk B A &

<400> 459
Gln Leu Leu Phe Ile His Phe Arg Ile Gly Cys Arg His Ser Arg
1 5 10 15

<210> 460
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<211> 10
<212> PRT

<213> Z,ﬂﬁf}iﬁé

<400> 460
Gln Leu Leu Trp Phe His Ile Ser Cys Leu
1 5 10

<210> 461

<211> 13

<212> PRT

<213> ¥ 3 (Sus scrofa)

<400> 461

Gln Leu Asn Pro Glu Met Gly Thr Asp Asn Asp Ser Glu
1 5 10

<210> 462

<211> 9

<212> PRT

<213> AR BB S

<400> 462

Gln Leu Gln Ala Arg Ile Leu Ala Val
1 5

<210> 463

<211> 25

<212> PRT

213> A BB RH

<400> 463

Gln Leu Gln Ala Arg Ile Leu Ala Val Glu Arg Tyr Leu Lys Asp Gln
1 5 10 15

Gln Leu Leu Gly Ile Trp Gly Cys Ser
20 25

<210> 464
<211> 10
<212> PRT

213> AV X HHE

<400> 464
Gln Leu Arg Arg His Ile Asp Leu Leu Val
1 5 10

<210> 465
<211> 20
<212> PRT

<213> EB %_ﬁ_

<400> 465
Gln Leu Ser Asp Thr Pro Leu Ile Pro Leu Thr Ile Phe Val Gly Glu
1 S 10 15
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Asn Thr Gly Val
20

<210> 466
<211> 9
<212> PRT

<213> 4¢ A (Homo sapiens)

<400> 466
Gln Leu Ser Leu Leu Met Trp Ile Thr
1 5

<210> 467
<211> 9
<212> PRT

<213> ) & (Mus musculus)

<400> 467
Gln Leu Ser Pro Phe Pro Phe Asp Leu
1 5

<210> 468
<211> 13
<212> PRT

<213> JK J, 5B A 8§ (Mycobacterium leprae)

<400> 468
Glu Glu Phe Val Val Glu Phe Asp Leu Pro Gly Ala Lys
1 5 10

<210> 469
<211> 10
<212> PRT

<213> A &, B S W &

<400> 469
Gln Leu Thr Glu Ala Val Gln Lys Ile Thr
1 5 10

<210> 470
<211> 9
<212> PRT

<213> 4 A (Homo sapiens)

<400> 470
Gln Met Phe Cys Gln Leu Ala Lys Thr
1 5

<210> 471
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 471
Gln Met Leu Leu Ala Ile Ala Arg Leu
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<210> 472
<211> 11
<212> PRT

<213> A %, K S K 5%

<400> 472
Gln Met Val His Gln Ala Ile Ser Pro Arg Thr
1 5 10

<210> 473
<211> 10
<212> PRT

<213> % A (Homo sapiens)

<400> 473
Gln Met Val Arg Thr Ala Ala Glu Val Ala
1 5 10

<210> 474
<211> 13

<212> PRT

<213> # A (Homo sapiens)

<400> 474
Gln Met Val Arg Thr Ala Ala Glu Vval Ala Gly Gln Leu
1 5 10

<210> 475
<211> 9
<212> PRT

<213> AR H

<400> 475
Gln Met Val Thr Thr Thr Asn Pro Leu
1 5

<210> 476
<211> 9
<212> PRT

<213> 42 A (Homo sapiens)

<400> 476
Gln Met val Thr Thr Thr Asn Pro Leu
1 5

<210> 477
<211> 10
<212> PRT

<213> REARKHF
<400> 477

Gln Met val Thr Thr Thr Asn Pro Leu Ile
1 5 10
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<210> 478
<211> 9
<212> PRT

<213> 42 A (Homo sapiens)

<400> 478
Gln Met Trp Gln Ala Arg Leu Thr Val
1 5

<210> 479
<211> 13
<212> PRT

<213> jx W, 4 B A 8 (Mycobacterium leprae)

<400> 479
Glu Glu Phe Val Val Glu Phe Asp Leu Pro Gly Ile Ala
1 5 10

<210> 480
<211> 10

<212> PRT

<213> ) &, (Mus musculus)

<400> 480

Gln Asn Ala Arg Ala Leu Asp Leu Val Ala
1 5 10

<210> 481

<211> 15

<212> PRT

<213> %= A (Homo sapiens)

<400> 481

Gln Asn Phe Leu Leu Ser Asn Ala Pro Leu Gly Pro Gln Phe Pro
1 5 10 15

<210> 482

<211> 16

<212> PRT

<213> 4= A (Homo sapiens)

<400> 482

Gln Asn Phe Thr Val Ile Phe Asp Thr Gly Ser Ser Asn Leu Trp Val
1 5 10 15

<210> 483

<211> 24

<212> PRT

<213> 4% A (Homo sapiens)

<400> 483

Gln Asn Phe Thr Val Ile Phe Asp Thr Gly Ser Ser Asn Leu Trp Val
1 5 10 15
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Pro Ser Val Tyr Cys Thr Ser Pro
20

<210> 484
<211> 10
<212> PRT

<213>. & (Mus musculus)

<400> 484
Gln Asn His Ala Ala Leu Asp Leu Val Ala
1 5 10

<210> 485
<211> 10
<212> PRT

<213> /s & (Mus musculus)

<400> 485
Gln Asn His Arg Ala Ala Asp Leu Val Ala
1 5 10

<210> 486

<211> 10

<212> PRT

<2135 s & (Mus musculus)

<400> 486
Gln Asn His Arg Ala Leu Asp Ala Val Ala
1 5 10

<210> 487
<211> 8
<212> PRT

<213> +)» & (Mus musculus)

<400> 487
Gln Asn His Arg Ala Leu Asp Leu
1 5

<210> 488

<211> 10

<212> PRT

<2135 Jr &, (Mus musculus)

<400> 488
Gln Asn His Arg Ala Leu Asp Leu Ala Ala
1 5 10

<210> 489

<211> 10

<212> PRT

<213> v & (Mus musculus)

<400> 489
Gln Asn His Arg Ala Leu Asp Leu Val Ala
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<210> 490
<211> 13
<212> PRT

<213> BB 4 H A 8 (Mycobacterium leprae)

<400> 490
Glu Glu Phe val Val Glu Phe Asp Leu Pro Gly Ile Lys
1 5 10

<210> 491
<211> 10
<212> PRT

<213> s & (Mus musculus)

<400> 491
Gln Asn His Arg Ala Leu Asp Leu Val Ile
1 5 10

<210> 492
<211> 15
<212> PRT

<213> % A (Homo sapiens)

<400> 492

Gln Asn Ile Phe Leu Ser Asn Ala Pro Leu Gly Pro Gln Phe Pro
1 5 10 15

<210> 493

<211> 15

<212> PRT

<213> 4= A (Homo sapiens)

<400> 493

Gln Asn Ile Ile Leu Ser Asn Ala Pro Leu Gly Pro Gln Phe Pro
1 5 10 15

<210> 494

<211> 15

<212> PRT

<213> & A (Homo sapiens)

<400> 494

Gln Asn Ile Leu Phe Ser Asn Ala Pro Leu Gly Pro Gln Phe Pro
1 5 10 15

<210> 495

<211> 15

<212> PRT

<213> 4§ A (Homo sapiens)

<400> 495

Gln Asn Ile Leu Leu Ser Asn Ala Pro Leu Gly Pro Gln Phe Pro
1 5 10 15
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<210> 496
<211> 15
<212> PRT

<213> 42 A (Homo sapiens)

<400> 496
Gln Asn Ile Leu Leu Ser Asn Ala Pro Gln Gly Pro Gln Phe Pro
1 5 10 15

<210> 497
<211> 15
<212> PRT

<213> 4 A (Homo sapiens)

<400> 497
Gln Asn Ile Leu Leu Ser Asn Ala Pro Val Gly Pro Gln Phe Pro
1 5 10 15

<210> 498
<211> 15
<212> PRT

<213> 47 A (Homo sapiens)

<400> 498
Gln Asn Ile Leu Leu Ser Asn Ala Gln Leu Gly Pro Gln Phe Pro
1 5 10 15

<210> 499
<211> 15
<212> PRT

<213> 4= A (Homo sapiens)

<400> 499
Gln Asn Ile Leu Leu Ser Asn Ala Val Leu Gly Pro Gln Phe Pro
1 5 10 15

<210> 500
<211l> 15
<212> PRT

<213> % A (Homo sapiens)

<400> 500

Gln Asn Ile Leu Leu Ser Asn Val Pro Leu Gly Pro Gln Phe Pro
1 5 10 15

<210> 501

<211> 9

<212> PRT

<213> 45 A (Homo sapiens)

<400> 501

Glu Glu Phe Tyr Val Asp Leu Glu Arg
1 5
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<210>
<211>
<212>
<213>

502
15
PRT

<400> 502
Gln Asn Ile Leu
1

<210> 503
<211> 15
<212> PRT

<400> 503
Gln Asn Ile Leu
1

<210> 504
<211> 15
<212> PRT

<213>1?}>(H0m0

<400> 504
Gln Asn Ile Gln
1

<210> 505
<211> 15
<212> PRT

<213> %f}\(Homo

<400> 505
Gln Asn Ile Val
1

<210> 506
<211> 15
<212> PRT

<213> %’/\ (Homo

<400> 506
Gln Asn Val Leu
1

<210> 507
<211> 12
<212> PRT

<213> % A (Homo

<400> 507
Gln Pro Asp Leu
1

% A (Homo sapiens)

Gln Ser Asn Ala Pro Leu Gly Pro Gln Phe Pro
5 10 15

sapiens)

Val Ser Asn Ala Pro Leu Gly Pro Gln Phe Pro
5 10 15

sapiens)

Leu Ser Asn Ala Pro Leu Gly Pro Gln Phe Pro
5 10 15

sapiens)

Leu Ser Asn Ala Pro Leu Gly Pro Gln Phe Pro
5 10 15

sapiens)

Leu Ser Asn Ala Pro Leu Gly Pro Gln Phe Pro
5 10 15

sapiens)

Arg Tyr Leu Phe Leu Asn Gly Asn
5 10
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<210> 508
<211> 9
<212> PRT

213> A gL KA A

<400> 508
Gln Pro Phe Ile Leu Tyr Ala His Ile
1 5

<210> 509
<211> 9
<212> PRT

<213> %2 A (Homo sapiens)

<400> 509
Gln Pro Phe Pro Ser Gln Gln Pro Tyr
1 5

<210> 510
<211> 11
<212> PRT

<213> EB % &

<400> 510
Gln Pro Ile Ser His Glu Glu Gln Pro Arg Tyr
1 5 10

<210> 511
<211> 9
<212> PRT

213> AL LBRAEF

<400> 511
Gln Pro Lys Lys Val Lys Arg Arg Leu
1 5

«210> 512
<211> S
<212> PRT

<213> ;ﬁé;’é_ﬁ_

<400> 512
Glu Glu Gly Ala Ile val Gly Glu Ile
1 5

<210> 513
<211> 11
<212> PRT

<213> EB /&

<400> 513
Gln Pro Leu Gly Thr Gln Asp Gln Ser Leu Tyr
1 5 10

<210> 514
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<211l> 9
<212> PRT

<213>/\§L%9§%-§- !

<400> 514
Gln Pro Leu Thr Asp Ala Lys Val Ala
1 5

<210> 515
<211> 11
<212> PRT

<213> EB # #

<400> 515
Gln Pro Leu Thr Ser Pro Thr Thr Ser Gln Leu
1 5 10

<210> 516
<211> 17
<212> PRT

<213> 4l é‘ )ﬁ-ﬁ‘

<400> 516
Gln Pro Met Leu Phe Lys Thr Ser Ile Pro Lys Leu Cys Lys Ala Glu
1 5 10 15

Gly

<210> 517
<211> 8
<212> PRT

<213> 4= A (Homo sapiens)

<400> 517
Gln Pro Gln Asn Gly Gln Phe Ile
1 5

<210> 518
<211> 15
<212> PRT

<213> RO Gy il b AR 55 Bh B R K R A

<400> 518
Gln Pro Gln Asn Gly Gln Phe Ile His Phe Tyr Arg Glu Pro Thr
1 5 10 15

<210> 519

<211> 9

<212> PRT

<213> Staphylococcus erythraeus

<400> 519
Gln Pro Gln Arg Gly Arg Glu Asn Phe
1 5
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<210> 520
<211> 9
<212> PRT

<213> EB ,ﬁ_i_

<400> 520
Gln Pro Arg Ala Pro Ile Arg Pro Ile
1 5

<210> 521
<211> 11
<212> PRT

<213> EB % &

<400> 521
Gln Pro Arg Ala Pro Ile Arg Pro Ile Pro Thr
1 5 10

<210> 522
<211> 9

<212> PRT

<213> B ¥ JE R & (Plasmodium falciparum)

<400> 522
Gln Pro Arg Pro Arg Gly Asp Asn Phe
1 5

<210> 523
<211> 9
<212> PRT

<213> B X A&

<400> 523
Glu Glu Lys Leu Ile Val Val Leu Phe
1 5

<210> 524
<211> 15
<212> PRT

213> AL R mE

<400> 524
Gln Gln His Leu Leu Gln Leu Thr Val Trp Gly Ile Lys Gln Leu
1 5 10 15

<210> 525
<211> 9
<212> PRT

<213> 16 WAL LB R F
<400> 525

Gln Gln Leu Leu Arg Arg Glu Val Tyr
1 5
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<210> 526
<211> 9
<212> PRT

<213> 47 A (Homo sapiens)

<400> 526
Gln Gln Leu Tyr Trp Ser His Pro Arg
1 5

<210> 527
<211> 16
<212> PRT

<213> ,ﬁ,%ﬁ_ﬁ.

<400> 527
Gln Gln Arg Ala Ser Ala Gly Gln Ile Ser val Gln Pro Ala Phe Ser
1 5 10 15

<210> 528
<211> 14
<212> PRT

<213> 45 A (Homo sapiens)

<400> 528
Gln Gln Arg Ser Lys Ile Leu Asp Ser Ile Gly Arg Phe Phe
1 5 10

<210> 528
<211> 20
<212> PRT

<213> ;ﬁ‘éﬁg_ﬁ.

<400> 529
Gln Gln Thr Ile Ile Pro Asn Ile Gly Ser Arg Pro Trp Val Arg Gly
1 5 10 15

Leu Ser Ser Arg
20

<210> 530
<211> 15
<212> PRT

<213> EB & &

<400> 530
Gln Gln Thr Asn Gln Ala Gly Gly Glu Ala Pro Gln Pro Gly Asp
1 5 10 15

<210> 531

<211> 16

<212> PRT

<213> 8 A (Homo sapiens)

<400> 531
Gln Arg Ala Arg Tyr Gln Trp Val Arg Cys Asn Pro Asp Ser Asn Ser
1 5 10 15
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<210> 532
<211> 9
<212> PRT

<213> & (Mus musculus)

<400> 532
Gln Arg Gly Pro Gly Arg Ala Phe Val
1 5

<210> 533

<211> 11

<212> PRT

<213> / & (Mus musculus)

<400> 533
Gln Arg Gly Pro Gly Arg Ala Phe Val Thr Ile
1 5 10

<210> 534
<211> 13
<212> PRT

<213> 4 % ¥ & (Streptococcus sp.)

<400> 534
Glu Glu Leu Ala Lys Gln Ala Glu Glu Leu Ala Lys Leu
1 5 10

<210> 535
<211> 12
<212> PRT

<213> % A (Homo sapiens)

<400> 535

Gln Arg Gly Pro Gly Arg Ala Phe Val Thr Ile Gly
1 5 10

<210> 536

<211> 13

<212> PRT

213> ALFBEHEE

<400> 536

Gln Arg Gly Pro Gly Arg Ala Phe Val Thr Ile Gly Lys
1 5 10

<210> 537

<211> 9

<212> PRT

<213> 4 A (Homo sapiens)

<400> 537

Gln Arg His Gly Ser Lys Tyr Leu Ala
1 5
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<210> 538
<211> 10
<212> PRT

<213> Aﬂ%ﬁﬁ‘ﬁ_

<400> 538
Gln Arg His Leu Asp Lys Lys Gln Arg Phe
1 5 10

<210> 539
<211> 16
<212> PRT

<213> 47 A (Homo sapiens)

<400> 539
Gln Arg Lys Thr Val Lys Cys Phe Asn Cys Gly Lys Glu Gly His Ile
1 5 10 15

<210> 540
<211> 9
<212> PRT

<213> 3§ & &4k (Chlamydia trachomatis)

<400> 540
Gln Arg Leu Gly Gly Gly Gly Gly Lys
1 5

<210> 541
<211> 9
<212> PRT

<213> X B3 # K, 8 (Escherichia coli)

<400> 541
Gln Arg Leu Lys Glu Ala Ala Glu Lys
1 5

<210> 542
<211> 9
<212> PRT

<213> 4 A (Homo sapiens)

<400> 542
Gln Arg Pro Gly Phe Gly Tyr Gly Gly
1 5

<210> 543
<211> 11
<212> PRT

<213> 42 A (Homo sapiens)

<400> 543
Gln Arg Val His Ala Ala His Ala Glu Ile Asn
1 5 10
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<210> 544
<211> 9
<212> PRT

<213> 47 A (Homo sapiens)

<400> 544
Gln Arg Tyr Asn Ala Met Arg Ala Ala
1 5

<210> 545

<211> 9

<212> PRT
<213> % A (Homo sapiens)

<400> 545
Glu Glu Leu Ser Val Leu Glu Val Phe
1 5

<210> 546
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 546
Gln Arg Tyr Gln Lys Ser Thr Glu Leu
1 5

<210> 547
<211> 16
<212> PRT

<213> 42 A (Homo sapiens)

<400> 547
Gln Ser Glu Ala Gly Ser His Thr Ile Gln Arg Met Tyr Gly Cys Asp
1 5 10 15

<210> 548
<211> 16
<212> PRT

<213> % A (Homo sapiens)

<400> 548
Gln Ser Glu Ala Gly Ser His Thr val Gln Arg Met Tyr Gly Cys Asp
1 5 10 15

<210> 549
<211> 13
<212> PRT

<213> % A (Homo sapiens)

<400> 549
Gln Ser Glu Asp Gly Ser His Thr Ile Gln Ile Met Tyr
1 5 10

<210> 550
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<211> 14
<212> PRT

<213> g4 R # (Clostridium tetani)

<400> 550
Gln Ser Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 551
<211> 9
<212> PRT

<213>4r A (Homo sapiens)

<400> 551
Gln Ser Thr Ser Arg His Lys Lys Leu
1 5

<210> 552
<211> 11
<212> PRT

<213> %5 A (Homo sapiens)

<400> 552
Gln Ser Val His Ala Ala His Ala Glu Ile Asn
1 5 10

<210> 553
<211> 25
<212> PRT

213> AL BBRBEE

<400> 553
Gln Thr Gly Ser Glu Glu Leu Arg Ser Leu Tyr Asn Thr Val Ala Thr
1 5 10 15

Leu Tyr Cys Val His Gln Arg Ile Glu
20 25

<210> 554
<211> 9
<212> PRT

<213> 2 M 5 & % (Plasmodium falciparum)

<400> 554
Gln Thr Asn Phe Lys Ser Leu Leu Arg
1 5

<210> 555
<211> 24
<212> PRT

<213> WA % &

<400> 555
Gln Thr Pro Ala Pro Lys Pro Ser Arg Ala Pro Pro Gln Gln Pro Gln
1 5 10 15

119



01808833. 3 FoA o®

#98/121 1

Pro Pro Arg Met Gln Thr Gly Arg
20

<210> 556
<211> 10
<212> PRT

<213> 4 A (Homo sapiens)

<400> 556
Glu Ala Asp Pro Pro Thr Gly His Ser Tyr
1 5 10

<210> 557
<211> 9
<212> PRT

<213> EB & &%

<400> 557
Glu Glu Asn Leu Leu Asp Phe Val Axg
1 5

<210> 558

<211> 15

<212> PRT

<213> /) & (Mus musculus)

<400> 558
Gln Thr Gln Gln Ile Arg Leu Gln Ala Glu Ile Phe Gln Ala Arg
1 5 10 15

<210> 559

<211> 20

<212> PRT
<213> % A (Homo sapiens)

<400> 559
Gln Thr Thr Lys His Lys Trp Glu Ala Ala His val Ala Glu Gln Trp
1 5 10 15

Arg Ala Tyr Leu
20

<210> 560

<211> 9

«212> PRT
<213> % A (Homo sapiens)

<400> 560
Gln Val Cys Glu Arg Ile Pro Thr Ile
1 5

<210> 561
<211> 9
<«212> PRT

<213> 4 A (Homo sapiens)
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<400> 561
Gln Val Gly Lys Tyr Leu Gly Leu Gly
1 5

<210> 562
<211> 8
<212> PRT

<213> B REKEH B (Yersinia sp.)

<400> 562
Gln Val Gly Asn Thr Arg Thr Ile
1 5

<210> 563
<211> 11
<212> PRT

<23>ZRF X BHEF

<400> 563
Gln Val Gly Val Gly Ala Phe Gly Pro Arg Leu
1 5 10

<210> 564
<211> 10
<212> PRT

<2213>A R R K% A

<400> 564
Gln Val Pro Leu Arg Pro His Thr Tyr Lys
1 5 10

<210> 565
<211> 10
<212> PRT

213> A BBBREE

<400> 565
Gln Val Pro Leu Arg Pro Met Thr Phe Lys
1 5 10

<210> 566
<211> 10
<212> PRT

<213> /\ﬁ&&{éﬁi

<400> 566
Gln Val Pro Leu Arg Pro Met Thr Ser Lys
1 5 10

<210> 567
<211> 10
<212> PRT

<213>A£;§;4;Ué;;§§-
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<400> 567
Gln Val Pro Leu Arg Pro Met Thr Tyr Lys
1 5 10

<210> 568
<211> 10
<212> PRT

<213> EB A #

<400> 568
Glu Glu Asn Leu Leu Asp Phe Val Arg Phe
1 5 10

<210> 569
<211> 10
<212> PRT

<213> Aﬁﬁ&r@;ﬁ.ﬁ.

<400> 569
Gln Val Arg Asp Gln Ala Glu His Leu Lys
1 5 10

<210> 570
<211> 13
<212> PRT

<213> % A (Homo sapiens)

<400> 570
Gln Val Vval Ala Leu Lys Pro Ala Ile Ala Ala Ala Ala
1 5 10

<210> 571
<211> 11
<212> PRT

<213> 47 A (Homo sapiens)

<400> 571
Gln Val Vval His Ala Ala His Ala Glu Ile Asn
1 5 10

<210> 572
<211> 15
<212> PRT

<213> A %, & 5k F5 9% A

<400> 572
Gln Trp Gln Asn Tyr Thr Pro Gly Pro Gly Val Arg Tyr Pro Leu
1 5 10 15

<210> 573
<211> 14

<212> PRT

<213> # A (Homo sapiens)

<400> 573
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Gln Tyr Ala Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 574
<211> 9
<212> PRT

<213> 42 A (Homo sapiens)

<400> 574
Gln Tyr Asp Ala Ala Val Tyr Lys Leu
1 5

<210> 575
<211l> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 575
Gln Tyr Asp Asp Ala Gly Tyr Lys Leu
1 5

<210> 576
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 576
Gln Tyr Asp Asp Ala Val Ala Lys Leu
1 5

<210> 577
<211> 9
<212> PRT

<213> 42 A (Homo sapiens)

<400> 577
Gln Tyr Asp Asp Ala Val Glu Lys Leu
1 5

<210> 578
<211> 9
<212> PRT

<213> A (Homo sapiens)

<400> 578
Gln Tyr Asp Asp Ala Val Tyr Asp Leu
1 5

<210> 579
<211> 20
<212> PRT

<213> EB & &

<400> 579
Glu Glu Asn Leu Leu Asp Phe Val Arg Phe Met Gly Val Met Ser Ser
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1 5 10 15

Cys Asn Asn Pro
20

<210> 580
<211> 9
<212> PRT

<213>4% A (Homo sapiens)

<400> 580
Gln Tyr Asp Asp Ala Val Tyr Glu Leu
1 5

<210> 581
<211> S
<212> PRT

<213> 4 A (Homo sapiens)

<400> 581
Gln Tyr Asp Asp Ala Val Tyr Phe Leu
1 5

<210> 582
<211> 9
<212> PRT

<213> 4 A (Homo sapiens)

<400> 582
Gln Tyr Asp Asp Ala Val Tyr His Leu
1 5

<210> 583
<211> 9
<212> PRT i

<213> %¢ A (Homo sapiens)

<400> 583
Gln Tyr Asp Asp Ala Val Tyr Lys Phe
1 5

<210> 584
<211> 9
<212> PRT

<213>4e A (Homo sapiens)

<400> 584
Gln Tyr Asp Asp Ala Val Tyr Lys Leu
1 5

<210> 585
<211> 9
<212> PRT

<213> 42 A (Homo sapiens)
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<400> 585
Gln Tyr Asp Asp Ala Val Tyr Arg Leu
1 5

<210> 586
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 586
Gln Tyr Asp Asp Ala Val Tyr Ser Leu
1 5

<210> 587
<211> 9
<212> PRT

<213> 45 A (Homo sapiens)

<400> 587
Gln Tyr Asp Asp Arg Val Tyr Lys Leu
1 5

<210> 588
<211> 9
<212> PRT

<213> 4% A (Homo sapiens)

<400> 588
Gln Tyr Asp Glu Ala Val Ala Gln Phe
1 5

<210> 589
<211> 11
<212> PRT

<213> 4 £ B & (Plasmodium falciparum)

<400> 589
Gln Tyr Asp Leu Phe Ile Tyr Asn Lys Gln Leu
1 5 10

<210> 590
<211> 16
<212> PRT

<213> % A (Homo sapiens)

<400> 590
Glu Glu Asn Leu Arg Phe Asp Ser Asp Val Gly Glu Phe Arg Ala Val
1 5 10 15

<210> 591
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 591
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Gln Tyr Asp Gln Ile Pro Val Glu Ile
1 5

<210> 592
<211> 14
<212> PRT

<213>"gk 5 MK ¥ (Clostridium tetani)

<400> 592
Gln Tyr Ile Ala Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 593
<211> 14
<212> PRT

<213> gk 4% RAR ¥ (Clostridium tetani)

<400> 593
Gln Tyr Ile Ile Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 594
<211> 14
<212> PRT

<213> e s M4 ¥ (Clostridium tetani)

<400> 594
Gln Tyr Ile Lys Ala Ala Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 595
<211> 15
<212> PRT

<213> g 4 WAk #H (Clostridium tetani)

<400> 595
Gln Tyr Ile Lys Ala Ala Ser Lys Phe Ile Gly Ile Thr Glu Leu
1 5 10 15

<210> 596
<211> 14
<212> PRT

<213> 845 B 8 (Clostridium tetani)

<400> 596
Gln Tyr Ile Lys Ala Leu Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 597
<211> 14
<212> PRT

<213>8 4 AR ¥ (Clostridium tetani)

<400> 597
Gln Tyr Ile Lys Ala Asn Ala Lys Phe Ile Gly Ile Thr Glu
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<210> 598
<211> 14
<212> PRT

<213> gk 45 WAk & (Clostridium tetani)

<400> 598
Gln Tyr Ile Lys Ala Asn Gln Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 599

<211> 14

<212> PRT

<213> g 4 M B (Clostridium tetani)

<400> 599
Gln Tyr Ile Lys Ala Asn Ser Ala Phe Ile Gly Ile Thr Glu
1 5 10

<210> 600
<211> 14
<212> PRT

<213> gk 45 M 8 (Clostridium tetani)

<400> 600
Gln Tyr Ile Lys Ala Asn Ser Glu Phe Ile Gly Ile Thr Glu
1 5 10

<210> 601

<211> 16

<212> PRT

<213> % A (Homo sapiens)

<400> 601
Glu Glu Asn Val Glu His Asp Ala Glu Glu Asn Val Glu His Asp Ala
1 5 10 i5
<210> 602
<211> 13
<212> PRT
<213> 45 RAR B (Clostridium tetani)
<400> 602
Gln Tyr Ile Lys Ala Asn Ser Phe Ile Gly Ile Thr Glu
1 5 10
<210> 603
<211> 14
<212> PRT
<213> B 45 RM ¥ (Clostridium tetani)
<400> 603
Gln Tyr Ile Lys Ala Asn Ser Lys Ala Ile Gly Ile Thr Glu
1 5 10
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<210> 604
<21l1l> 14
<212> PRT

213> 45 AR B (Clostridium tetani)

<400> 604
Gln Tyr Ile Lys Ala Asn Ser Lys Glu Ile Gly Ile Thr Glu
1 5 10

<210> 605
<211> 14
<212> PRT

<213> B4 MK & (Clostridium tetani)

<400> 605
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ala Gly Ile Thr Glu
1 5 10

<210> 606
<211> 14
<212> PRT

<213> 24 WA % (Clostridium tetani)

<400> 606
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Ala Ile Thr Glu
1 5 10

<210> 607
<211> 14
<212> PRT

<213> B 4 ﬂ.&ﬁ (Clostridium tetani)

<400> 607
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ala Thr Glu
1 5 10

<210> 608
<211> 12
<212> PRT

<213> 5 R4 # (Clostridium tetani)

<400> 608
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile
1 5 10

<210> 609
<211> 14
<212> PRT

<213> B 45 WA ¥ (Clostridium tetani)

<400> 609
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Ala Glu
1 5 10
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<210> 610
<211> 14
<212> PRT

<213> B 45 MR 8 (Clostridium tetani)

<400> 610
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Phe Glu
1 5 10

<210> 611
<211i> 14
<212> PRT

<213> gh 4 W4 ¥ (Clostridium tetani)

<400> 611
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Lys Glu
1 5 10

<210> 612

<211> 11

<212> PRT

<213> s & (Mus musculus)

<400> 612

Glu Glu Gln Thr Gln Gln Ile Arg Leu Gln Ala
1 5 10

<210> 613

<211> 14

<212> PRT )

<213> gk 4 WM B (Clostridium tetani)

<400> 613

Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Ser Glu
1 5 10

<210> 614

<211> 13

<212> PRT

<213> Bt MK (Clostridium tetani)

<400> 614

Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr
1 5 10

<210> 615

<211> 14

<212> PRT

<213> gk 45 MK @ (Clostridium tetani)

<400> 615

Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Ala
1 5 10
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<210> 616

<211> 14

<212> PRT

<213> 4 W AR #E (Clostridium tetani)

<400> 616
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Asp
1 5 10

<210> 617
<211> 14
<212> PRT

<213> #4 KR B (Clostridium tetani)

<400> 617
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 618
<211> 15
<212> PRT

<213> g 45 R4 # (Clostridium tetani)

<400> 618
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu Leu
1 5 10 15

<210> 619
<211> 17
<212> PRT

<213>8 4 B4 8 (Clostridium tetani)

<400> 619
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu Leu Lys
1 5 10 15

Lys

<210> 620
<211> 19
<212> PRT

<213> B 45 WK B (Clostridium tetani)

<400> 620
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu Leu Lys
1 5 10 15

Lys Leu Glu

<210> 621
<211> 14
<212> PRT

<213> B4 AR ¥ (Clostridium tetani)
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<400> 621
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Lys
1 5 10

<210> 622
<211> 14
<212> PRT |

<213> g 45 MR ¥ (Clostridium tetani)

<400> 622
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Lys
1 5 10

<210> 623

<211> 13

<212> PRT

<213> sy &, (Mus musculus)

<400> 623
Glu Glu Gln Thr Gln Gln Ile Arg Leu Gln Ala Glu Ile
1 5 10

<210> 624
<211> 14
<212> PRT

<213> g 45 MM # (Clostridium tetani)

<400> 624 .
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Vval
1 5 10

<210> 625
<211> 14
<212> PRT

<213> B WH# ¥ (Clostridium tetani)

<400> 625
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Lys Thr Glu
1 5 10

<210> 626
<211> 14
<212> PRT

<213> B Y WM ¥ (Clostridium tetani)

<400> 626
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Leu Thr Glu
1 5 10

<210> 627
<211> 14
<212> PRT

<213> g 4 AR ¥ (Clostridium tetani)

<400> 627
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Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly Gln Thr Glu
1 5 10

<210> 628
<211l> 14
<212> PRT

<213> gt WAk & (Clostridium tetani)

<400> 628
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gln Ile Thr Glu
1 5 10

<210> 629
<211> 14
<212> PRT

<213> gk 4 WM 8 (Clostridium tetani)

<400> 629
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gln Ile Thr Glu
1 5 10

<210> 630
<211> 14
<212> PRT

<213> B 4 W% # (Clostridium tetani)

<400> 630
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Ile Tyr Ile Thr Glu
1 5 10

<210> 631
<211> 14
<212> PRT

<213> g 5 B4R (Clostridium tetani)

<400> 631
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Lys Gly Ile Thr Glu
1 5 10

<210> 632
<211> 14
<212> PRT

<213> g 45 WA # (Clostridium tetani)

<400> 632
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Gln Gly Ile Thr Glu
1 5 10

<210> 633
<211> 14
<212> PRT

<213> B4 WK B (Clostridium tetani)

<400> 633
Gln Tyr Ile Lys Ala Asn Ser Lys Phe Val Gly Ile Thr Glu
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<210> 634
<211> 14
<212> PRT

<213>,\ & (Mus musculus)

<400> 634
Glu Glu Gln Thr Gln Gln Ile Arg Leu Gln Ala Glu Ile Phe
1 5 10

<210> 635
<211> 14
<212> PRT

<213> gh 5 WA ¥ (Clostridium tetani)

<400> 635
Gln Tyr Ile Lys Ala Asn Ser Lys Ser Ile Gly Ile Thr Glu
1 5 10

<210> 636
<211> 14
<212> PRT

<213> gk 45 W42 # (Clostridium tetani)

<400> 636
Gln Tyr Ile Lys Ala Asn Ser Lys Tyr Ile Gly Ile Thr Glu
1 5 10

<210> 637
<211> 14
<212> PRT

213> gk 4 WAL & (Clostridium tetani)

<400> 637
Gln Tyr Ile Lys Ala Asn Ser Arg Phe Ile Gly Ile Thr Glu
1 5 10

<210> 638

<211> 14

<212> PRT

<213> g4 M4k B (Clostridium tetani)

<400> 638

Gln Tyr Ile Lys Ala Asn Ser Ser Phe Ile Gly Ile Thr Glu
1 5 10

<210> 639

<211> 14

<212> PRT

<213> B4 R @ (Clostridium tetani)

<400> 639
Gln Tyr Ile Lys Ala Asn Tyr Lys Phe Ile Gly Ile Thr Glu
1 5 10
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<210> 640
<211> 14

<212> PRT .
<213> gk 4 WA 8 (Clostridium tetani)

<400> 640
Gln Tyr Ile Lys Ala Gln Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 641
<211> 14
<212> PRT

<213> g 5 W4k 8 (Clostridium tetani)

<400> 641
Gln Tyr Ile Lys Phe Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 642
<211> 14
<212> PRT

<213> Z 4 WA # (Clostridium tetani)

<400> 642
Gln Tyr Ile Lys Lys Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 643
<211> 14
<212> PRT

213> g 5 R & (Clostridium tetani)

<400> 643
Gln Tyr Ile Lys Ser Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 644
<211> 14
<212> PRT

<213> gk 5 MR ¥ (Clostridium tetani)

<400> 644
Gln Tyr Ile Arg Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 ) 10

<210> 645
<211> 15
<212> PRT

<213> & (Mus musculus)
<400> 645

Glu Glu Gln Thr Gln Gln Ile Arg Leu Gln Ala Glu Ile Phe Gln
1 5 10 15
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<210> 646
<211> 14
<212> PRT

<213> k45 A # ¥ (Clostridium tetani)

<400> 646
Gln Tyr Ile Ser Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 647
<211> 14
<212> PRT

<213> B4 B4 # (Clostridium tetani)

<400> 647
Gln Tyr Lys Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 648
<211> 9
<212> PRT

<213> 4 A (Homo sapiens)

<400> 648
Gln Tyr Leu Ala Gly Leu Ser Thr Leu
1 5

<210> 649
<211> 9
<212> PRT

<213> 42 A (Homo sapiens)

<400> 649
Gln Tyr Leu Ala Leu Ala Ala Leu Ile
1 S

<210> 650
<211> 9
<212> PRT

<213> B M % & % (Plasmodium falciparum)

<400> 650
Gln Tyr Leu Lys Lys Ile Lys Asn Ser
1 5

<210> 651
<211> 20
<212> PRT

<213> % J& & % (Plasmodium falciparum)

<400> 651
Gln Tyr Leu Lys Lys Ile Lys Asn Ser Ile Ser Thr Glu Trp Ser Pro
1 5 10 15

Cys Ser Val Thr
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20

<210> 652
<211> 10
<212> PRT

<213> B p g B & (Plasmodium falciparum)

<400> 652
Gln Tyr Leu Lys Lys Ile Lys Asn Ser Leu
1 5 10

<210> 653
<211> 13
<212> PRT

<213> %' A (Homo sapiens)

<400> 653
Gln Tyr Met Arg Ala Asp Gln Ala Ala Gly Gly Leu Arg
1 5 10

<210> 654
<211> 10
<212> PRT

<213> /\ﬂ%ﬁﬁ_ﬁ_

<400> 654
Gln Tyr Asn Lys Pro Leu Cys Asp Asp Leu
1 5 10

<210> 655
<211> S
<212> PRT

<213> %e A (Homo sapiens)

<400> 655
Gln Tyr Asn Val Leu Pro Gln Gly Trp
1 5

<210> 656
<211> 17
<212> PRT

<213> ) & (Mus musculus)

<400> 656
Glu Glu Gln Thr Gln Gln Ile Arg Leu Gln Ala Glu Ile Phe Gln Ala
1 5 10 15

Arg

<210> 657

<211> 14

<212> PRT

<213> 4 A H B (Clostridium tetani)
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<400> 657
Gln Tyr Gln Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 658
<211> 11
<212> PRT

<213> 4 A (Homo sapiens)

<400> 658
Gln Tyr Arg Arg Ala Leu Asp Leu Val Ala Ala
1 5 10

<210> 659
<211> 11
<212> PRT

<213> % A (Homo sapiens)

<400> 658
Gln Tyr Val His Ala Ala His Ala Glu Ile Asn
1 5 10

<210> 660
<211> 14
<212> PRT

<213> k45 W4 & (Clostridium tetani)

<400> 660 )
Gln Tyr Val Lys Ala Asn Ser Lys Phe Ile Gly Ile Thr Glu
1 5 10

<210> 661

<211> 10

<212> PRT

<213> % A (Homo sapiens)

<400> 661
Gln Tyr val Lys Gln Asn Thr Leu Lys Leu
1 5 10

<210> 662
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 662
Glu Ala Asp Pro Thr Ala His Ser Tyr
1 5

<210> 663
<211l> 15
<212> PRT

<213> AL BB A H

<400> 663
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Glu Glu Ser Gln Asn Gln Gln Glu Lys Asn Glu Gln Glu Leu Leu
1 5 10 15

<210> 664
<211l> 8
<212> PRT

<213> ﬁ}%ﬁ%_&

<400> 664
Glu Glu Ser Thr Gly Asn Leu Ile
1 5

<210> 665
<211> 15
<212> PRT

<213> % A (Homo sapiens)

<400> 665
Glu Glu Val Asp Met Thr Pro Ala Asp Ala Leu Asp Asp Phe Asp
1 5 10 15

<210> 666
<211l> 11
<212> PRT

<213> AR R E R HH

<400> 666
Glu Glu Val Gly Phe Pro Val Arg Pro Gln Val
1 5 10

<210> 667
<211> 15
<212> PRT

<213> A fb 5 6k G 7 &

<400> 667
Glu Phe Phe Tyr Cys Asn Thr Thr Gln Leu Phe Asn Asn Thr Trp
1 5 10 15

<210> 668
<211> 11
<212> PRT

<213> % A (Homo sapiens)

<400> 668
Glu Phe Ile Ser Glu Ala Ile Ile His Val Leu
1 5 10

<210> 669
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 669
Glu Phe Gln Ala Ala Ile Ser Arg Lys
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<210> 670
<211> 8
<212> PRT

<213> 4= A (Homo sapiens)

<400> 670
Glu Phe val Asn Thr Pro Pro Leu
1 5

<210> 671
<211> 12
<212> PRT

<213> 4 A (Homo sapiens)

<400> 671
Glu Phe Trp Glu Phe Asp Leu Pro Gly Ile Lys Ala
1 5 10

<210> 672
<211> 8
<212> PRT

<213> %E&%—ﬁ-

<400> 672
Glu Gly Ala Ile Val Gly Glu Ile
1 5

<210> 673
<211> 9
<212> PRT

<213> 42 A (Homo sapiens)

<400> 673
Glu Ala Asp Pro Thr Gly Ala Ser Tyr
1 5

<210> 674
<211> 15
<212> PRT

<213> 4 A (Homo sapiens)

<400> 674
Glu Gly Phe Ser Tyr Thr Asp Ala Asn Lys Asn Lys Gly Ile Val
1 5 10 15

<210> 675
<211> 8
<212> PRT

<213> ‘Fﬁ‘}ﬁ‘éﬁﬁé i
<400> 675

Glu Gly Gly Trp Thr Gly Met Ile
1 5
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<210> 676
<211> 12
<212> PRT

<213> A B A

<400> 676
Glu Gly Ile Leu Gly Phe val Phe Thr Leu Thr Val
1 5 10

<210> 677

<211> 17

<212> PRT

<213> = B % & % (Plasmodium malariae)

<400> 677
Glu Gly Lys Ile Ala Lys Met Glu Lys Ala Ser Ser Val Phe Asn Val
1 5 10 15

Val

<210> 678
<211> 13
<212> PRT

<213> 45 A (Homo sapiens)

<400> 678
Glu Gly Met Arg Phe Asp Lys Gly Tyr Ile Ser Gly Tyr
1 5 10

<210> 679

<211> 20

<212> PRT

<213> 4 A (Homo sapiens)

<400> 679
Glu Gly Gln Leu Val Ser Ile His Ser Pro Glu Glu Gln Asp Phe Leu
1 5 10 15

Thr Lys His Ala
20

<210> 680
<211> 9
<212> PRT

<213> 4 A (Homo sapiens)

<400> 680
Glu Gly Gln Arg Pro Gly Phe Gly Tyr
1 5

<210> 681
<211> S
<212> PRT
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<213> 42 A (Homo sapiens)

<400> 681

Glu His Ala Gly Val Ile Ser Val Leu
1 5

<210> 682

<211> 23

<212> PRT

<213> 47 A (Homo sapiens)

<400> 682

Glu His His Ile Phe Leu Gly Ala Thr Asn Tyr Ile Tyr Val Leu Asn
1 5 10 15

Glu Glu Asp Leu Gln Lys Val
20

<210> 683
<211> 17
<212> PRT

<213> % A (Homo sapiens)

<400> 683
Glu His Pro Ser Leu Gln Ser Pro Ile Thr Val Glu Trp Arg Leu Leu
1 5 10 15

His

<210> 684
<211> 9
<212> PRT

<213> % A (Homo sapiens)

<400> 684
Glu Ala Asp Pro Thr Gly His Ala Tyr
1 5

<210> 685
<211> 15
<212> PRT

213> £ 4 4 H # 3 (Mycobacterium tuberculosis)

<400> 685

Glu His Arg vVal Lys Arg Gly Leu Thr val Ala Val Ala Gly Ala
1 5 10 15

<210> 686

<211> 13

<212> PRT

<213> % A (Homo sapiens),

<400> 686

Glu Ile Ala Tyr Asp Ile Cys Arg Arg Asn Leu Asp Ile
1 5 10
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<210> 687
<211> 17
<212> PRT

<213> 4¢ A (Homo sapiens)

<400> 687
Glu Ile Ala Tyr Asp Ile Cys Arg Arg Asn Leu Asp Ile Glu Arg Pro
1 5 10 15

Thr

<210> 688
<211> 17
<212> PRT

<213> 1B A LR 5 W 5 &

<400> 688
@Glu Ile Cys Thr Glu Met Glu Lys Glu Gly Lys Ile Ser Lys Ile Gly
1 5 10 15

Pro

<210> 689
<211> 9
<212> PRT

<213> 16 B ALK& H A

<400> 689
Glu Ile Asp Gly Pro Ala Gly Gln Ala
1 5

<210> 690
<211> 16
<212> PRT

213> AR K KBRARF

<400> 690
Glu Ile Asp Asn Tyr Thr Asn Thr Ile Tyr Thr Leu Leu Glu Glu Cys
1 5 10 15

<210> 691
<211> 10
<212> PRT

<213> 4¢ A (Homo sapiens)

<400> 691
Glu Ile Lys Ala Asn Ser Lys Phe Ile Gly
1 5 10

<210> 692
<211> 9
<212> PRT
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2QIB>ALEBREREE

<400> 692

Glu Ile Lys Asp Thr Lys Glu Ala Leu
1 5

<210> 693

<211> 15

<212> PRT

23> AL KBRBEE !

<400> 693

Glu Ile Lys Asp Thr Lys Glu Ala Leu Asp Lys Ile Glu Glu Glu
1 5 10 15

<210> 694

<211> 16

<212> PRT

<213> A K 8 % &

<400> 694

Glu Ile Lys Ile Leu Asn Ile Phe Gly Val Ile Lys Gly Phe Val Glu
1 5 10 15

<210> 695

<211> 25

<212> PRT

<213> A& B3 K5 4

<220>

<223> Xaa= # 4 Palm-NH, B4 £ 445 Lys

<400> 695

Glu Trp Arg Phe Asp Ser Arg Leu Ala Phe His His Val Ala Arg Glu
1 5 10 15

His Pro Glu Tyr Phe Asn Lys Asn Xaa
20 25

143



01808833. 3

i

A B M E

/40

1.0

&1

000

R 20 0/ Fe 4 0 L 4]

144

100,00

Earoman




01808833. 3 L L H2/40

r 8
g
o
8 8 8 ® o o
e
E ®
A3
! Erd
;?—ﬁ
O
g ~
T @ R
&
<9 A
8 8 8 © ¢ °6;;g
F8
i
2
f
M A RS RS A | ’;' d

& 8 R @2 g 4w

(%) 225 T4 44

145



H3/4H

LI VA

i

01808833. 3

BEF 02~ VBig ~—=

20T G}~ VR =

¥

IR ER RN

soreL-7 By 3% 4
o1 W 3%

%08} - ¥ 1R~z

]

sswa-T /34 [

AR RN RN

146



Ha/4m

LI VA

i

01808833. 3

Ne1z-vEkdt[

uoet [

1324 138 2+

g

wre-tt

REEEEENENERREN

88802~V 1B

veer- T Y3 4t

s

€908 « VT3 =T

e H.ﬁui..wb.

R R R

A 4

147



B
[FR] B8 (% FURR) A (i%)
i (% FIR) A (%)

L 5 BB i (B R A (F)

[FRI& B A

KRN

IPCH %S

CPCHES
R A(F)
LR
NS

BWE(R)

REBESRAEE ETEINBRMELEXFENEEN - RiR2HE—
MRERI-—NAEBRRNGAS 7 R RTEALARUEEHE
(MHO)Btk , AR SR XMHF —MEANZE,

snap

£EE FAESNERIRBEFEANEEN - REEFE - MAERIA—MAERBENEAS 7

CN1449407A ATF (A %) B 2003-10-15
CN01808833.3 BRiE B 2001-03-22
BREMGIZAE

BRIREBHZ T 7]

BRIRE B G 7

NA E AL

ANl%

Lt
C-mMER-IBIRR
N-B B 7L
ANl%

L&A1t

GO01N33/53 A61K38/00 A61K39/00 A61K39/39 A61P31/00 A61P35/00 CO7K1/06 CO7K7/06 CO7K7/08
GO01N33/566 C07K14/00 A61K38/10 A61K38/16 GO1N33/68

CO7K7/08 A61K38/00 A61K39/00 A61P31/00 A61P35/00

THRE

2000003711 2000-03-23 FR

Espacenet  SIPO

o w o 160

WHE I/ Je Ik 4]


https://share-analytics.zhihuiya.com/view/141b9bc9-39bb-4da2-9830-9c80c7ed9bee
https://worldwide.espacenet.com/patent/search/family/008848421/publication/CN1449407A?q=CN1449407A
http://epub.sipo.gov.cn/tdcdesc.action?strWhere=CN1449407

