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AEMERIABFEEER HEL-65 R ERBER 5N

F AR G
[0001] AR H)E T AR B4, B, A % 53— R 9 A E I 2%k
KA 4R HEL-65 A Higmho it i 5 v H

BEHEA

[0002] AN HH-20 NS IR A J T I 5 7 1 P08 () 1) R - — 7 T, Bk ON 7R SR AR, T A
2050 FHFIE R 9014 3 55— J7 i, Ptk A BAEH WA, KA 15% IR IGHFAEEARNT W@, K
EEFEAERE MR FAERIT 10 FERET, BRI AR IEE FK 0] 18 30%, L R R4 S —
oo HHEFR T AEZH LTI, PG BT TS G A 7 92 0 5% B0 IR R 0 15 I, ANt 20, AN ERER
FSE A AN 0T P g R0 I I A998 PR 5 = R o (B R PEARN T T R 5 1R AL SN = 2 FL 1) L 8 B
P, LA G 55 PR AR B A R i Ut e 2218, B B9k e T e 2Rt b1 AEYAE 2 e
Wr 5167 A EIERA ST, HT R KB EASARE B RS RS, T 2 b= A i il s 22 L
SRS R ARG AR, AMUFEDR T 5 ST RET R] 5 %8 4, 1 HAFAEIR 2 52w {g i
FYETER 2, 5 T IEH AT IR PRGN KRR & BB G AR & . AR ESH
SR T UTE RS Al I £ 55 14

[0003] A5 A OV SR IE B T EURFE S FI IR BE AL, i N R R 5 A A7 ™
e RSN O CE I 60 42, 3 T F ALV, A B B IR AT B S 1 B KN A A
15-16 14 H BTA[ it NS IE R ke 245 i IR A PR, B “ R 224 T 107 (BRI AH 22 55
6o R B2 Sl SR B E A B S, DA AN [ EE VAN [ 2 Ik i 2
H 25 AL BRI Aok B AN BEA T B AR R RS .

[0004]  Pff=2 @ AE T A E B, BRSNS T 75 Bl 5 2 RO BE A T
M A Ge3R1F 1230 52k B AN i e 1E R R 8 LB IS5 24 Dhee. B =2 KRAH
200 RFH T UAE A SR TAHEAER, 5K 7 Il 72, (H2 AN IR 288 G i D ge . B
o 5T VR DG ) B 52 2R I E SO A B TS 53 M AR A R A A T, O AN
BIE RIS WIRIIR YT LA BT RO Bk 2 25 B AL 0 1 23 BEAR » [R5 0] BT PR S2ER 1T 1 55
P e 2 R T 1 SELBR R SR

ZBAE

[0005] A EI R —A B 2 f i —Riof it N 2K S22 0K 1 454 821 HEL-65.

[o006]  —Fi AR 2R IEKE T 45 & 811 HEL-65, & A PR A 74 2 (M= FER)T 51 8k
P51 2 ()2 FE TR IR IR P ) Goid — O LA 2 B IR i 2k X AR ok 2k ss o R A 5 12 571
2 [ FE PRI EE P AU AH RIS VR B P41 2 AT AR 8 B s 2 ik

[0007] AU BN B S22 Wb 8 A iy %4 A sHEL-65, H 332 M2 R ik 25 40 il - HEL-65 2R
TEAEA 1A NBHEALAL 5, 4 S N= VU GE B4 A7 s F0 13 AN BEIRAL AT £, B 46 6 MR
W 1T BERRAAT /LA 6 DN G C BERRAL AL AL, | AN 2 BRI IR AL AL 5. 3 1T
febk :L-lactatedehydrogenase WS A7 A, Protein prenyltransferases alpha subunit
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HEX .

[0008] Prokaryotic membrane lipoprotein lipid attachment {7 & .

[0009] AR BHIIEE A B 230t gwhs AR 2R A 81 HEL-65 MR B2 Tl
HRITINZ — -

[0010]  JF4)F P4 1 ) DNA 741, GenBank JEM5 h :EU794632 ;

[0011] 4w )FE5) 2+ SEQ 1D No. 2 F ALK LT

[0012] 5@ HIRFA) 1 BRI DNA JEA)HA 90 % LA L [REYE, H9midAH R DhRe s E )5
f¥) DNA 547

[0013] ¥4I SEQID No. 1, 41 cDNA J¥41 24 1661bp, AL TN 9 ‘YA I, 4ihd
332 M2 LR, g B 1 HEL-65, & 15 5 IR, LI AE 24 999bp, A& — > 58 BE I 1Y
HE

[0014] AR BHIEE = J5 1, 34 T R A ZE R TREH R 4 oA N RS2 R IEK 745 A8
[ HEL-65 Ji5 1tk Z IKI 7732, 'C e HE & A iR 2% H R 7 0 8UA, DL B R A B
SHTE F4E.

[0015] AR B IY Jy i, 4245 15 Bk AR S23R 18K 454 82 1 HEL-65 FF e 45
A IPUA, BRI R T T M S2 DhRE = TS AN BE A B2 T .

[0016] AN/ B F T, $RHE TR A P 2 B AENLWEREE T4 A4 EHD
HEL-65 [ 7775, © A58 A0 I0RE 5 5 20 W B 1 R S PE DU IR AE — e 45 R SR RIPE A, W
SRR IR E &Y, A HURPURE S S~ A e i

[0017] AR EHBIEE/STTTH, 148 T AR A E O gmEFH M &, Ak & e
AR A WA B AE 1) 5 38 20 BUE A e F TR AN EIE, BUE 8 T 8T Y i
ZA R AR 7y 1, B TR R AR R N R R SRR ARG T 45 & B A HEL-65 W MR BB 771, 5L
B - 2 0 ) SIS B 5B 2R A RS 145 A B2 1 HEL-65 3 PR FE PR, slak T ke au i
Y TE . HRIE AR 2R 74548 11 HEL-65 [I4RT5 7 51 s L B B, W% i h 2 |4 sidas ket
T PCR BMZ R A4AT , o FH T & JE R0 o AR & e n] T 254l &4, I E i
RS MRy FH T AR 7 — PR B e JEU s AR A g DL R R8s (1 250

[0018] AR BHMIEE-LI7H, 3t T —FZial &y, TR & WaS A RWITARKENA .
AR 740 A B 40 i, LA R 22 BT 42 (M 3idk .

[0019] AR B H R 7E I 2 R R R IE, @ 7 TR 7 R i R B S R B X,
AT RE SRS ORI B B A DG, BN B —FP R AR I B 3 2 K, W AT AT e BA 4t
D ENE A8 B ) FEAmAE 2 i LR BT 40 R 3500

B3 & 152 BA

[0020] 1. HEL-65 25 [F14E AN T b 1 5 5 5% 6 2 AL

[0021]  ZI(A5O0 Bk 1% 4 (.58t s HEL-65 S ERS 1 LIRERL 5

[0022] A ZH :FAMEXTRE, A3 IR HEL-75 SR 456 TR 7~ (XEOKE) ;

[0023] B4 :[HMHXTIE,

[0024]  C 41 :HEL-65 &5 [ &7, C3. Eon HEL-65 T A S G0k 1 B E B SR BUIX .
[0025]  LEAI R :5mm.
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[0026]  [&] 2HEL-65 J (Rl 41 2R 3R 1k i

[0027] 1=k 2 (=2 fk 32 4 2R 5006 F7T M8 'E 9 H 10 PIPEXS |

[0028] |&| 3. HEL-65 &5 [7C My 2 R 1A 111 western blot 4558

[0029] M :Marker ;1 : [N RE, HEL-75 85 [ ;2 [ PR, /N RIS 3 :HEL-65 &5 [
[0030] A% B £ R 46 T I £ 151 22 KIS EL A AH [R] SSOREABL I A= A0 2k B DD BE 1 A% S
T, XA IR EHE (HIFART) A T RAFANAER TG AT GEFE R
1-50 4>, B A 1-30 A4, FAEHL 1-20 4>, SR 1-10 A4 ) ZERIER R AT, 7
Gh, Frids g sdim N () Wl RALE C Ruffl / 8k N R CREA 20 ANLLA, Bk
A 10 ANCAPY, BEAEREA 5 AN DL I 2 R RR SR A B N ), 7E A, Ak REAH T SR 1L
RAEFRIAT BRI, B A S UUR E B BRI Dh e, 20 D BeAH DU B IR 1 fR ~ TR B e 3K 2
AU TR . FH) 5 A% HEA R IR B E LR R HE R ) N
(M) B R (V) s (L) romd iR (D 55 RANER ) R () B W)
T FRER ) CERRERR © ik R R) Bz R K AR W) R KA
A O) HREBENE (Q o HIN EAELARE T HEA N BERTED, &2 %0 B A
YRR T s B A A .

[0031] %% BH (A% HF IR 8 51 38 3 1 LA PCR B8y, B4 vE sk T4 i 7 3k . st
F PCR #3575, mIARY A% BT 2 A SR BE TR 7 515 0 L2 T I D) 1524 7 71 >R v v 5 |
V), AR AR N S IR 55 77 922 T ) 4% 1R) cDNA SCEEAE A BEA, 37 14 T A5 28741 o
T e L T N, TR ON AN M, AR S 8 Ik R T A IS B ) Rl iy AR
BFH KT

[0032] A< B A, A0 ARSI A N F2 0 04 B V2K s A R B 1 2] (1 %
B 7 A4 AN B R, X 28 77 VLA FR AR B RSN 41 DNA BoR, (AN A H RS

[0033]  FR &R n] F 4 Ah Bl uaih > ) IR A% RN FLAZ 40 B, LIS L BB R 1A Pl 5 1) AR
R ER T, 1 40 M mT DU SRR 41 B, Q4 B 40 Y, SO AR SR B R N MY, Qi REA L 5 B2
T EAZ AN, 0 B R A w] R AL G T B R E IR TR T B ER S LR
BAES  BEL RN S %

[0034] A% BH )R 70 40 i R, 0 SRR, ] R P JEC A B ) A 2 VR R E At e e i
R4y B NG R IE T, TR T 1 AU AR N R T BN IR o 3K 28 75 v (491 A,
FEEATR T M 2 A E B A DUE FAE L (CERMT 75 ) VB BB B
AR BB B Lo o JE BT R B E AT B A AT S R SGBAR R  ALE S R ST ROR
FOX LTRSS

[0035] A% BHIS AL KE X B v BCE AR 1 1 22 v B DL AR RN B v B AR, A HE
A PGP A B S PUA, W R A BPUASS SR T RO B ok B A IBTAE 5y
HIE7IRENS

[0036] A% BH (LA RT LIS I AR 4538 N BN 53 LN 88 A BOR AT 4% o 491 G S 20 e
P alib 2R R = sl L BA TR MER B, W T3l LA 3 2 s E Bk i = A,
AR ARPUAE AT DR B g BEPUAR. R H g BEPT AT LLR 24 A8 B R AR il 4%

[0037] B NIEHFFEdE— DRI, %8 e AL T g T R R B S R BIX I (K
1), RT-PCR &t R B/ iZ I R LA 52 L0 2R LU F RIS (BAEZ TRV E R
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B2 (B 2) . KEAIEREFREPRE T A HEL-65 & H, HH Az RS THZ
LG, KA Western blot 7E S ARG RI—4% 34KD ot 454 (1 3) .

[0038] <SR BH K25 AL P AR U 25 Al B2 i) J8e o5 BRI 28, 308 5 m R 25 0 AL S il e nT v
| I Y s SR 2 B I 1 ) 0 s 1 1| B O L (WA 2 5 s RN = A LN TR
T2, M Ui AL HE 7R 25 5% E T B2 3R I e b, AR Ik B B 25 46 0 mT vl B DR 4
AR RN RS PR E R SR IR 45 25 77 SRR 2 0 08 8 AN 71 050 E AT It H
H T PR R 2R, A B ) ] DL A 25 3L R

[0030] T (il 4 HLAR S, 13F— 2 R A e B, N 3 6 S 4] 3 H T BH A S B T AS
FH T BRI A R B TE L, B AR DA Rk, AR B SE ke R o AL 2 e B4
DNA F 02 2 IR R AR, 3 8 28 i A U AN 52 I ) o IR B HEORAE 1 T SCHk oA 58
FEIRAR a0 Sambrook (43 ¥ rulESEIR TR RI) 5 AR (1989) s (DNA FEFEN 5 [ FIEE 11 3%
(D. N. Glover %4k, 1985) ; (MRS ) M. J. Gait 4aiH, 1984) ; (% ZAC) (B. D. Hames
FIS. Jo Higgins . 1984) s (Al ;JRHFISL R EE 2 Mt (Spring—Verlag,N.Y.),
DL (S0 S 2 ) T-1V 2% (D. C. Weir F1 C. C. Blackwell #4E 1986) 853, 1] UL MR,
VA R PR R U B AT

BIAKEAR

[0040]  SEjiAs) 1. SRAFEER TREF A & AN R 5258 1 5 1 HEL-65

[oo41]  EEPR ve i K 741 3 i

[0042] % AS S50 55 KA AN BAT 52 cDNA 3T JZE 1E AT R A I 7 05 126, 3K X 3R 38 Je 91 i
& (EST), | ] Unigene %4k B2 2EAT L 1 50 [, 3115 A HEL-65 42 K cDNA. {ifl H] Expasy
Translate tool (http://us. expasy. orghttp://us. expasy. org), InterProScan(http://
www. ebi.ac.uk/Tools/http://www.ebi.ac.uk/Tools/) Fl Protein #{
roteinblast (http://www. ncbi.nlm. nih. gov/BLAST/http://www.ncbi.nlm. nih. gov/
BLAST/) Z& ¥l HEL-65 Ik 741 AR 2 Thie . SignalP (http://www. cbs. dtu. dkhttp://www.
chs. dtu. dk) , PSORTTT FI WoLFPSORT (http://psort. nibb. ac. jp) 254k {7 B Pl % 5 A
I E Sk XN E A7 - ProfileScan (http://myhits. isb—sib. ch/cgi—-bin/PFSCANhttp://
myhits. ishb—sib. ch/cgi~bin/PFSCAN) Tl N st LAV AN R AL AT A

[0043]  X[FRAT I A HEL-65 42K cDNA, MR ¥ AEA15 527 BN HEL—65 4 i X, Bevh— X5 5+
514 : :FO1 :5° “TTGGTACCGACGACGACGACAAG GCAACTCTAAAGGATCAGCT-3,F02 :5” -GCGGCGA
ATTCAAATTGCAGCTCCTTTTG-3", | i 5 14 Py o 43 791 5 | 32E Bl 14 PN VT A 2 Kpn T MTHECORT
I B R T A TR A TR A T G . DAASSEI S A E ) B 52 cDNA SCIE R
F5EA , PCR 4718 HEL—65 J& (5 Bto PCR W45 A :94°C FiAZPE 10min, (94°C,40s ;55°C, 45s ;
70°C, 30s) 30 MEFS, TOCHES 10min, 4 CIRIF o SR EEAG, 1. 0% I I E BEIE FL UK A I JF
Sy BRI H R B HN S BERR pMD-18T Ak AT I e 2852 .

[0044]  EEL4] HEL-65 £ 1361k K 4tk

[0045] /7 %552 5 HEL—65 ZE[RIEE Kpnl Fl EcoRT 47 55 5o 22 R IA AR pET-32b (+) Y,
fi FC 5 Rl G R A5 D TR HE— 3. 4R 1A B4 pET32b (+) ~HEL-65 # A E. coli BL21 (DE3) &
ZASYI N, A 7 PCR G Bk s b, TRERPETE 1mM IPTG, 32°C 4/ N % 4h )5, N ¥

6
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WA His—tag MEAE ML WDHEEMENTE" X EA HEL-65 & AT /> B alith .
ML, " B ENENT H T Ak EY] Trx-HEL-65 B4 & H. REESEAHEA
1 il 2, B AR 2E . JE, s TSR RN [l 4 HEL-65 85 4 . 4k
Ja W E A A Bradford (Bradford 1976) VAT & &, 285 VA R TIEHAT R AT

[o046]  SEiifsl 2. Hi HEL-65 £ solE i ia il &

[0047]  FHEE4H HEL-65 &5 [ % BALB/C /N il ZHi. fptivl, i HE RT3 | RiE
550 u g EA R 5FHEM MR (CFA) « SRIGAES 15,30 F1 45 RiFEH 25 1 g B4l
B RIS B AN S AR AT (TFA) s ez, 25 60 R MHRERE ML, 43 &5 M35 f5 H ELASA
Fl western blot 7 M BRI BN FIHF . ELISA 23 & B PTARh& 3] 1 ¢ 10000,
Westernblot S #4025 A PRS2 Al BRI R 2R HEL-65 #f B R IFRRE M.
[0048]  Szjififs] 3. A HEL-65mRNA £H 23 KA HT5T

[0049] & T s HEL-65 [¥] £ ik 455X, K FH 2F 5 & RT-PCR 43 7 HEL-65 JE [A 76 A i 52
SKVIRL R, AL, O, B R W, S, B SRR RIEZESS . A TRIzol (Tiangen, Beijing,
China) Fli4& 50 RNA, Lug &4 RNA FH 20UAMV 7% % (Promega) 1 0. 3ugoligodT18 (Promega)
S i3 it cDNAe SR, 2ul A G cDNA ) 38 ERIRE 7 5 1) 10EAT PCR 10 20ul WK R
EA :2ul10 XPCR buffer (with MgCl,),2ul dNTP Mix (10mmol/L), lul £1~5] ul (25umol/
L), lul TagDNA A7 (2. 5U/ul) , 2ul cDNA B4R L A& 11ulddH,0. PCR R NIRRT A :94°C,
10min ;94°C, Imin ;54°C ( %} HEL-65) /49°C (B —actin)30s ;72°C, Imin (35 {FFF ) ;72°C 4L
fiff Tmin, B -actin WEREAEANHNZ . A PCRY G 1. 5% B fiahl vk 7341 RT-PCR
iR BRI F AR S OB 2R AR RIE, HAESEI VB R IE 2B
[0050] S5 4. A HEL-65 2% A7E L4 55 9 ' e A

[0051]  HU A SEHL B S ZRUKE YD) v, BT S 5O G o, Ko —Hi 4 Pt rHEL-65 £ 51
(1 : 400), —Hi A FITC- brid EPiid 1gG (1 ¢ 200) , 40 iz A PT Jett. P faira bl
F80% HitiEr v, AR5 LR B (LeicaTCSSP2 AOBS) M%¢ s B, SEIG[A]IN LA/ BR 4
P BT IE AR — BRI

[0052]  SEjiifs] 5. APHSEEEEIEH S Western blot

[0053] 4 M AP 52 S B S BR324 20ug, H 15% SDS-PAGE 43 S, SR Ja i % 21|
PVDF Jii& I 4T western blot. T A HEL-65 ZHi H—Hi (1 © 5000), —Hi A HRP- §x
WFEPUR Ig6 (1 500) o BN ik S A0 B 1) 3 11 FH 1 58 Y HRP-DAB JEC 4 & €4 X 7 & 73 7
Westernblot /rHL A HEL-65 ZHUA H AL HT A1 N B 529 P il B R AR HEL-65 #f HA
R AR e 1

[0054]  SEjifs] 6. A HEL-65 % (A 7EAS 1 F S 5 9 e Aor

[0055] WK+ HI PBS YRR JGvRAn T 1 % IR0 4k 148 v b, B 2RI, SR )5 A PR B[]
TE 10 A Bh e SRS T RIEB A F 3% BSA ZEEIR NEAT L/, 2R 5 AN i LT HEL-65 £ 51
(1 2 200),4°CIitE o TR/ B A B 24 %) B A PBST (PBScontaining0. 1% Tween—20)
PRI =K IOANIT NI FITC- brid 39T Tg6 =90 (1 & 200) o 3 v A PBST ¥h¥k =%, 2R
Ji 80 % HihE o H Olympus BX-52 45 W %%, HEL-65 &5 145 5 7Ek TR ERY
KB, 7] RE S HE IR s 5 A2k K.

[0056]  SiZiifdl 7. HEL—65 541 2 [ fRIH0 i v 1k

7
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[0057] iz Al 5e I W V& T2 B A7 (CFU) 73 B Bt B 1t o ] B0 M i, 1 O R Y E. cold
XL-1blue £ K FIXFE ] (0D600 = 0. 4-0. 5) J5 Fil 10mM PBS (pH 7. 4) Fké. K25 2X 10°CFU/
ml 4B 7E 5 12. 5 ~ 100ug/ml ] HEL-65 J& &, 37 C#5 5. fEHURIE 77 )5 1 15,30, 60 Fl
120min 73 A AEBCRE o KA S0 H 10mMPBS (pH7. 4) i 3R 7%, B BB FE X 100ul ¥R AT T
LB BEIE T4, 37 CRE TRl 2 T LB BV o G vk B 7580 PR T F 40 B 705 B B Jr ek
o AN - e AEiE = CREASHE A B/ RGBS /708 B oS0 X100,
SEE LA 10mM PBS (pH 7. 4) AU A AL BRA0 R 1 4y B PEXS R

[0058]  SEjfifs] SHEL-65 ‘5kG 11zl M LA S ARSI 324 B 52 R 9E

[0059] A HEL-65 ZJidsf A1 iE 5 AKG 1, AR S BEAT RS T ia sh MEAIAR SN 205 70 M o SR 4%
W vitro life dr#Eil @R Bt EREAT . S, K5 125 Ml SpermRinse—30 J- 37°C.
5% CO, B57E 1 /NIF3REE. ARG 1 ¢ 200 I PT rHEL-65 £ 91, T 37°C.6% CO, B5F%
2 /NI IEAT B P o B DA RS 5 2 P B 23, — BB LA LV AL B R G ks T [ is
sk J—#0 H GFert ¥E¥k 2 WK, JF R R 2R E H 1. 0X107cells/ml. A 100ul ¥
TR T 35mm RS IR, AR5 A8 i A7 N 37°C 1696 CO, M AN B B JR A0 A5 H o
8 G-MOPS AL P I jse 384 O BEAH 0 A\ PIUSGHE A U (1 52 K5 T 5 4 37°C 16 % CO, AT AIE B2 1%
IR IR M RGO, B R R B 0. LB 25 (R S /iy /s B
R R B PEXS A

[o060]  JFHIFK

[0061]  <110> ZsFRi

[0062]  <120> NI =2RIAKS 1456 B HEL-65 J H 4 5L 5 i

[0063] <160>2

[0064] <170>Patentln version 3.5

[0065] <210>1

[0066] <211>1661

[0067] <212>DNA

[0068] <213>Homo sapiens

[0069] <220>

[0070]  <221>CDS

[0071]  <222>(98).. (1096)

[0072]  <400>1

[0073] tgctgecagee getgecgeeg attecggate tcattgecac gegeccccega cgaccgecceg 60
[0074] acgtgcattc ccgattcctt ttggttccaa gtccaat atg gca act cta aag gat 115

[0075] Met Ala Thr Leu Lys Asp
[0076] 1 5)

[0077] cag ctg att tat aat ctt cta aag gaa gaa cag acc ccc cag aat aag 163
[0078] Gln Leu Tle Tyr Asn Leu Leu Lys Glu Glu Gln Thr Pro Gln Asn Lys

[0079] 10 15 20

[0080] att aca gtt gtt ggg gtt ggt get gtt gge atg gee tgt gee ate agt 211

[0081] TIle Thr Val Val Gly Val Gly Ala Val Gly Met Ala Cys Ala Ile Ser

8
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[0082] 25 30 3b

[0083] atc tta atg aag gac ttg gca gat gaa ctt gct ctt gtt gat gtc ate
259

[0084] Tle Leu Met Lys Asp Leu Ala Asp Glu Leu Ala Leu Val Asp Val Ile

[0085] 40 45 50

[0086] gaa gac aaa ttg aag gga gag atg atg gat ctc caa cat ggc agec ctt
307

[0087] Glu Asp Lys Leu Lys Gly Glu Met Met Asp Leu Gln His Gly Ser Leu

[0088] 55 60 65 70

[0089] ttc ctt aga aca cca aag att gtc tct ggc aaa gac tat aat gta act
355

[0090] Phe Leu Arg Thr Pro Lys Ile Val Ser Gly Lys Asp Tyr Asn Val Thr

[0091] 75 80 85

[0092] gca aac tcc aag ctg gtc att atc acg gct ggg gca cgt cag caa gag
403

[0093] Ala Asn Ser Lys Leu Val Tle Ile Thr Ala Gly Ala Arg Gln Gln Glu

[0094] 90 95 100

[0095] gga gaa agc cgt ctt aat ttg gtc cag cgt aac gtg aac ata ttt aaa
451

[0096] Gly Glu Ser Arg Leu Asn Leu Val GIln Arg Asn Val Asn Ile Phe Lys

[0097] 105 110 115

[0098] ttc atc att cct aat gtt gta aaa tac agc ccg aac tgc aag ttg ctt
499

[0099] Phe Ile Ile Pro Asn Val Val Lys Tyr Ser Pro Asn Cys Lys Leu Leu

[0100] 120 125 130

[0101] att gtt tca aat cca gtg gat atc ttg acc tac gtg gct tgg aag ata 547
[0102] Ile Val Ser Asn Pro Val Asp Ile Leu Thr Tyr Val Ala Trp Lys Ille

[0103] 135 140 145 150

[0104] agt ggt ttt ccc aaa aac cgt gtt att gga agt ggt tge aat ctg gat 595
[0105] Ser Gly Phe Pro Lys Asn Arg Val Ile Gly Ser Gly Cys Asn Leu Asp

[0106] 155 160 165

[0107] tca gce cga tte cgt tac ctg atg ggg gaa agg ctg gga gtt cac cca 643
[0108] Ser Ala Arg Phe Arg Tyr Leu Met Gly Glu Arg Leu Gly Val His Pro

[0109] 170 175 180

[0110] tta age tgt cat ggg tgg gtc ctt ggg gaa cat gga gat tcc agt gtg 691
[0111] Leu Ser Cys His Gly Trp Val Leu Gly Glu His Gly Asp Ser Ser Val

[0112] 185 190 195

[0113] cct gta tgg agt gga atg aat gtt get ggt gtc tet ctg aag act ctg 739
[0114] Pro Val Trp Ser Gly Met Asn Val Ala Gly Val Ser Leu Lys Thr Leu
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[0115] 200 205 210

[0116] cac cca gat tta ggg act gat aaa gat aag gaa cag tgg aaa gag gtt 787
[0117] His Pro Asp Leu Gly Thr Asp Lys Asp Lys Glu Gln Trp Lys Glu Val

[0118] 215 220 225 230

[0119] cac aag cag gtg gtt gag agt gct tat gag gtg atc aaa ctc aaa ggc 835
[0120] His Lys Gln Val Val Glu Ser Ala Tyr Glu Val Ile Lys Leu Lys Gly

[0121] 23h 240 245

[0122] tac aca tcc tgg gct att gga ctc tct gta gca gat ttg geca gag agt 883
[0123] Tyr Thr Ser Trp Ala Ile Gly Leu Ser Val Ala Asp Leu Ala Glu Ser

[0124] 250 25b 260

[0125] ata atg aag aat ctt agg cgg gtg cac cca gtt tcc acc atg att aag
931

[0126] Tle Met Lys Asn Leu Arg Arg Val His Pro Val Ser Thr Met Ile Lys

[0127] 265 270 275

[0128] ggt ctt tac gga ata aag gat gat gtc ttc ctt agt gtt cct tge att
979

[0129] Gly Leu Tyr Gly Ile Lys Asp Asp Val Phe Leu Ser Val Pro Cys Ile

[0130] 280 28b 290

[0131] ttg gga cag aat gga atc tca gac ctt gtg aag gtg act ctg act tct
1027

[0132] Leu Gly Gln Asn Gly Ile Ser Asp Leu Val Lys Val Thr Leu Thr Ser

[0133] 295 300 305 310

[0134] gag gaa gag gcc cgt ttg aag aag agt gca gat aca ctt tgg ggg atc
1075

[0135] Glu Glu Glu Ala Arg Leu Lys Lys Ser Ala Asp Thr Leu Trp Gly Ile

[0136] 315 320 325

[0137] caa aag gag ctg caa ttt taa agtcttctga tgtcatatca tttcactgtce
1126

[0138] GIn Lys Glu Leu Gln Phe

[0139] 330

[0140] taggctacaa caggattcta ggtggaggtt gtgcatgttg tcctttttat ctgatctgtg 1186
[0141] attaaagcag taatatttta agatggactg ggaaaaacat caactcctga agttagaaat 1246
[0142] aagaatggtt tgtaaaatcc acagctatat cctgatgctg gatggtatta atcttgtgta 1306
[0143] gtcttcaact ggttagtgtg aaatagttct gccacctctg acgecaccact geccaatgetg 1366
[0144] tacgtactge atttgecceet tgageccaggt ggatgtttac cgtgtgttat ataacttect 1426
[0145] ggctecttea ctgaacatge ctagtccaac attttttcce agtgagtcac atcctgggat 1486
[0146] ccagtgtata aatccaatat catgtcttgt gcataattct tccaaaggat cttattttgt 1546
[0147] gaactatatc agtagtgtac attaccatat aatgtaaaaa gatctacata caaacaatgc 1606
[0148] aaccaactat ccaagtgtta taccaactaa aacccccaat aaaccttgaa cagtg 1661
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[0149] <210>2

[0150]  <211>332

[0151]  <212>PRT

[0152] <213>Homo sapiens

[0153]  <400>2

[0154] Met Ala Thr Leu Lys Asp Gln Leu Ile Tyr Asn Leu Leu Lys Glu Glu
[0155] 1 5 10 15
[0156] GIn Thr Pro Gln Asn Lys Ile Thr Val Val Gly Val Gly Ala Val Gly
[0157] 20 25 30

[0158] Met Ala Cys Ala Ile Ser Ile Leu Met Lys Asp Leu Ala Asp Glu Leu
[0159] 35 40 45

[0160] Ala Leu Val Asp Val Ile Glu Asp Lys Leu Lys Gly Glu Met Met Asp
[0161] 50 55 60

[0162] Leu Gln His Gly Ser Leu Phe Leu Arg Thr Pro Lys Ile Val Ser Gly
[0163] 65 70 75 80
[0164] Lys Asp Tyr Asn Val Thr Ala Asn Ser Lys Leu Val Ile Ile Thr Ala
[0165] 85 90 95
[0166] Gly Ala Arg Gln Gln Glu Gly Glu Ser Arg Leu Asn Leu Val Gln Arg
[0167] 100 105 110

[0168] Asn Val Asn Ile Phe Lys Phe Tle Ile Pro Asn Val Val Lys Tyr Ser
[0169] 115 120 125

[0170] Pro Asn Cys Lys Leu Leu Ile Val Ser Asn Pro Val Asp Ile Leu Thr
[0171] 130 135 140

[0172] Tyr Val Ala Trp Lys Ile Ser Gly Phe Pro Lys Asn Arg Val Ile Gly
[0173] 145 150 155 160
[0174] Ser Gly Cys Asn Leu Asp Ser Ala Arg Phe Arg Tyr Leu Met Gly Glu
[0175] 165 170 175
[0176] Arg Leu Gly Val His Pro Leu Ser Cys His Gly Trp Val Leu Gly Glu
[0177] 180 185 190

[0178] His Gly Asp Ser Ser Val Pro Val Trp Ser Gly Met Asn Val Ala Gly
[0179] 195 200 205

[0180] Val Ser Leu Lys Thr Leu His Pro Asp Leu Gly Thr Asp Lys Asp Lys
[0181] 210 215 220

[0182] Glu Gln Trp Lys Glu Val His Lys Gln Val Val Glu Ser Ala Tyr Glu
[0183] 225 230 235 240
[0184] Val Ile Lys Leu Lys Gly Tyr Thr Ser Trp Ala Ile Gly Leu Ser Val
[0185] 245 250 255
[0186] Ala Asp Leu Ala Glu Ser Ile Met Lys Asn Leu Arg Arg Val His Pro
[0187] 260 265 270
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[0188] Val Ser Thr Met Ile Lys Gly Leu Tyr Gly Ile Lys Asp Asp Val Phe

[0189] 275 280 285

[0190] Leu Ser Val Pro Cys Ile Leu Gly Gln Asn Gly Ile Ser Asp Leu Val
[0191] 290 295 300

[0192] Lys Val Thr Leu Thr Ser Glu Glu Glu Ala Arg Leu Lys Lys Ser Ala
[0193] 305 310 315 320

[0194] Asp Thr Leu Trp Gly Ile Gln Lys Glu Leu Gln Phe
[0195] 325 330
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