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L — R NS S23R 08K 1 45 & B HEL-38, URFIEDE T, & A FAIR P41 2 (A
BRIy AN SR 91 2 (R EE R A 2t — A B LA R R RS B S R s i B A AT
55 2 [ TR SR RS TR 41) 2 R AR 8 A BORE I AL 52 07 R & i B
i

2. — P NP SR IAKE 74548 A HEL-38 MIgmigIE D, &2 F A HFRFsZ —

FPAVE A 1 IR HIRPA

SRR 1 BRE R DNA P20 BT 90% UL L RIS, H4mAdH 1] Zheg 8 (A 1 DNA
FP3

3. SAPRER 2 Prid 2k R B % R IB H AR

4. EABONER 2 ik FE D R0 3

B FTXIBURIEESR 1 ik 8 1 5 il 46 1) 25 R oR LK LIz Bt i o i s o3 it o

6. EFXTRURIER 1 prid i (AR R AL & V), Brid A & & AR T IR ) &=
FE IR P9 A s i, LA R 252 BT IR iAo

7. WRIEBCRER 1 Pk i) 8 AAEA B ARSI M A

8. MRIEBAER 1 Prik it & ALEA T AR P I

9. MRIEBMELR 2 il IR DR AE T BT IR 2 250 b IR R

10. ARIEBCRESR | Pk i) 8 e 2 B it A s I
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AEMERIABFEEER HEL-38 RERBER 5N

AR
[0001] A& TAEMBOR HE A0 A, AR B Fofr AR S2 R 0E
H1 HEL-38 K H 4 i LR 55 W

BEHEA

[0002] AN HH-20 NS IR A J T I 5 7 1 P08 () 1) R - — 7 T, Bk ON 7R SR AR, T A
2050 FHFIE R 9014 3 55— J7 i, Ptk A BAEH WA, KA 15% IR IGHFAEEARNT W@, K
EEFEAERE MR FAERIT 10 FERET, BRI AR IEE FK 0] 18 30%, L R R4 S —
oo HHEFR T AEZH LTI, PG BT TS G A 7 92 0 5% B0 IR R 0 15 I, ANt 20, AN ERER
FSE A AN 0T P g R0 I I A998 PR 5 = R o (B R PEARN T T R 5 1R AL SN = 2 FL 1) L 8 B
P, LA G 55 PR AR B A R i Ut e 2218, B B9k e T e 2Rt b1 AEYAE 2 e
Wr 5167 AN EIERA ST . HT R KB EASAGRE B ARSZ RS, T 2P A i i o 22 L
SEUGAC . FIH LA ARIKEUG A, AUESR T = St I (7] 5 %8 4, i HAFAEIR 2 52 m{g i
FYETER 2, 5 T IEH AT IR PRGN KRR & BB G AR & . AR ESH
SR T UTE RS Al I £ 55 14

[0003] A5 A OV SR IE B T EURFE S FI IR BE AL, i N R R 5 A A7 ™
e RSN O CE I 60 42, 3 T F ALV, A B B IR AT B S 1 B KN A A
15-16 14 H BTA[ it NS IE R ke 245 i IR A PR, B “ R 224 T 107 (BRI AH 22 55
6o R B2 Sl SR B E A B S, DA AN [ EE VAN [ 2 Ik i 2
H 25 AL BRI Aok B AN BEA T B AR R RS .

[0004]  Pff=2 @ AE T A E B, BRSNS T 75 Bl 5 2 RO BE A T
M A Ge3R1F 1230 52k B AN i e 1E R R 8 LB IS5 24 Dhee. B =2 KRAH
200 RFH WA E A SR TAHEAER, 2 5K 7 Sl 72, (R AT 288 G i D ge . B
o 5T VR DG ) B 52 2R I E SO A B TS 53 M AR A R A A T, O AN
BIE RIS WIRIIR YT LA BT RO Bk 2 25 B AL 0 1 23 BEAR » [R5 0] BT PR S2ER 1T 1 55
P e 2 R T 1 SELBR R SR

XAAE

[0005] A WIS — A H A2 - Bl (1 NKBH S2RAKG 1 &5 5 82 11 HEL-38,

[oo06]  — A AR SR 1A HR B HEL-38, & BA P AR PP 2 BIZFEIR 751 8k P4 2
(K B I BR SAE Fy A1) 28 1l — A B LA R R BRI (U Sk s in LR 5751 2 a5k
BRAk 5 e A A R PRI H 81 2 T AR A 2 1 el ik

[0007] A WA N B 52 73 Wb S A i 44 0 <HEL-38, H1 335 MR BRIk A4 . HEL-38 &
FAFAEAT 1A NBEEALAL R, 7 A4 N= DO BEBERAL AL A 11 A BEIRALAL i, B 65 4 R
FHAIE 1T SRR A LA A 7 AN N C B RRAGA A

[0008]  AKHIIIEE — A~ H (2 S (g bt NS MY 520000 7 45 5 801 HEL-38 125Kl &

3
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& PO HRITFA L — -

[0009]  JF4I)FHFEH 1 ) DNA 741, GenBank JEM5 2k :EU668321 ;

[0010]  ZwALJEAZrh SEQ 1D No. 2 & BUEHI M ZH%HEE ;

[0011]  5/FHIRPFA) 1 BRI DNA JEA)HA 90 % LA [FEYE, H4midAH R DhRe s E i
f¥) DNA 547

[0012] ¥4I SEQ ID No. 1,424 cDNA J7-4124 1310bp, & A7 T- A X Yotk I, 4ihd
335 M2 FE IR, St 8 [ 04 HEL-38, AN E A5 5 K, L SEAE 4 1008bp, A& — 58 B
D AE .

[0013] AR BHIFIEE = J7 1, $24t T R TRER AR H % A AR 2RI E ([ HEL-38
T Z KT, E RS A ER 2RI EE, DL RBOZEA AL B 3 118
Mf.

[0014] AR BHIEEIY 5, 4245 T 5 Bk AR 5230 IA K 7 454 8 1 HEL-38 e e 1t 45
EHIPUAE, BLRH T A B T B 52 DR T B AN BAE A B2 .

[0015] AN J BH (1 56 Ty 0, 4@ 48 TR DA AR th 2 AP N R 2R IENE 745 E B
HEL-38 I8 534, CALHE A IRE 5 5 20 Wb B 1 R S PR DL AR /e — e 45 1 R L [FIPE AT,
SRR RIURTUAE &Y, A HURPURE S WIE St~ A e i R

[0016] AU BHIIAE 755 1, 345t 1 A e B a R g b e ) I i o B AR R B a1 ]
BeAE WA B AE 1) 5 48 10 BUE A e TR IT AN EIE, BUE 8 T 8T 1Y ik
ZZP R Sy 5, Bk T e (2 3k AN SIS B s8R 1At 1 HEL-38 Y& MRl ), slckl H T
TEAHI NP 5218 B 1 HEL-38 3 PR IS DM, Bkl T KT S %558 o RIS A =2
KIS S A HEL-38 [ 4hd e 4 sl L 7 B, nl vk 5 ) B e+ PCR BU% IR 2% AC, 838 T
Hi 24 FE RS o Ak BB ik ] T A &4, AR 9B RO R oy s AR 7= —Fiont
U SR IR LR I8 S 56 1R 245900 o

[0017]  AREHRIE LW, 1840t T —FMAEW, b A6 Wa & ARk HTR K& .
A RRITH) ) s e, LU R 22 BRI 3k

[o018] AR BHIIE A REAEI BN R RIS, B0 TR T R LB S KRB X,
A RE SIB 3 Ko BIAE R MR E D Z 0K, v AT s A B EIER, Ak
BH B FEAmAE s AT LR BT E R IR 3R 0

i =] 154 BR

[0019] 1. HEL-38 5 FH/E NG 1 R iz 52t € fr

[0020]  ZI(A%550 Bk 1% s 4r .58t s HEL-38 S A ERS 1 LIREAL 5

[0021] A 40 :PHMEXTHR, A3 B8 HEL-75 AL S TEEAME T (XEORE) ;

[0022] B4 :[H XS,

[0023]  C 4 :HEL-38 d A&7, C3. rx HEL-38 45 & 7ER T R B S R BIX 5
[0024]  LEAIR :5mm.

[0025] ¥ 2HEL-38 FE R4 2R ik Kl

[0026] 1 Pf=2k 2MHE(F 3R 4%2A 5.0 6/ TH 8T 98 10
X



CON 101724039 A WO P 3/9 7T

[0027] & 3. HEL-38 & (A 7E My 2 R 1L 1Y) western blot 455

[0028] M :Marker ;1 :FHPEXTHE, HEL-75 811 52 : X HE, /D BRLIMYE 53 :HEL-38 2R [
[0020] AR EIIEE OGRS T P &8 A 2 BRI A AH R s AL AR 23 PE B D RE AL S+
A, X 5 AR (EHFART) AN FRAEAMNEER TIEE T CGEFEN
1-50 4™, B4 1-30 4>, BEAEHL 1-20 A, mAER) 1-10 4> ) ZEERR IG5 Il AFEUR. 5
Gh, BTk E I (3G h0) W] RAELE C Rl / 80N Ky (IEHA 20 NLLN, B EHD
A 10 ASLAP, SEAERL A 5 4 LA I 2 BR ik S B G N ), 7R AR rh, MR B AH U sSAH BA )
ATEMR AT BRI, 18 A S TR 2 R R M D RE, $e R DN REAH L 2 IR I IR S P B R 2
AU TR N5 A% B AR B EER % - HER 6 N
W) Az R (V) ezl (L) rsezdlg (D 55 ANz R F) Bz () Oz o)
T PR M) ENERR © Wb iR R iR K VAR ) )R RA&
AR O) BRABNE (Q o HHN ZAREGARE T EE W BT Y, 002 h Brakifin &
YIRE T Py B AR T

[0030] A% BH (A% 1B /540 38 5 1] LA PCR 93k B AN T8 I 7 3k 158 . Xt
T PCR 435, AIARYE A% % B BT 23 A AL 1P IR 7 915 G G2 T I D) 1524 7 1) >R v o 5
V), AR AR N S IR 55 R 77 922 ) 4% 16) <DNA SCEEAE A AR, 37 14 T A5 28741 o
T e L v B N, R ON AN, AR S 0 Ik 0 T v IS B e R4l iy AR
EFEP SR

[0031] A BHHR, A8 FHASSURE AR N 53 SN B0 VR 6 & dm g Ak B 9 B A A%
B 7 A4 N B R, X 28 77 VA FE A R RS 41 DNA BoR, (AN B H RS

[0032] BRG] H T 4% A Bl YL il A 1) R R P B0 A% A0 e, DA B e 0% 2 3K P i 1 AR
R ER T, 1 40 M mT DU SRR 41 B, Qi B 40 e, BSOS R AN MY, G RE 4 s Bl
SR ERZ AN, B AN B S . W ORI AL G VAR E IR AR T B S SL DT
SRS B LR AN T 5.

[0033] A BH )8 70 40 M Py ZR A, G SRR 22, W] OR) FH LA B (R A A R R At R 2 ot
S TR B NAEA RIS ), XL TT 5 R AN U AR N S T NI o X 48 77 7 1491 -
FEAEAPRT A A B E LR S P TE AL 2 (3R 535 ) VB BB R
BB B O o IR E AT R E T L SR R AR E AT A &R E TR
JOXEE TR S

[0034]  AS B A FE 0 Er 1 B B HA R e 1 I 22 S LA B v FE LA, Ie RS A
A e PR PUA v BEsk S PUE, i A BPTIARES S e R IR B Rk BN B R 43
HOE7IRENS

[0035] A% BH R HTAR AT LG G AT A B AR N 5 AR 25 PR R IR AT i) 2% o 49 B 2 e
P Ak IR R = sl HL A U e B B, TR T3 LA 5 2 s E LRI 4R,
AR BIHUAREAT DR SRR AR, R B v B AR T] DUR) F 24 AS IR B AR il 4% o

[0036]  JxBH NJE It FEIE— 0 R, R EE AL T Oks + Rl i 3= Br 5 R BUX 8 (]
1), RT-PCR &5 3t B iz R F EAEM =R R E (B 2) o RIAZE KRG EFRIET A
HEL-38 A, AR /MR, K15 T HE2FiMiE. KMH A Western blot 78 S24ARZHAS I
F|—4% 35KD e 4k (1 3) s
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[0037] AU BH K 25416 P HR IR 25 il B2 ) J8e o5 BRI 2, 308 5 R R 25 0 AL -6 0 il e nT v
| I e U s SR 2 B A I 1) 0 s 1 1| B L (WA 5 s RN = A N TSR
T2, M B AL A6 7R 25 5% E T s 3R I e b, ARk B B 25 4060 mT vl s DR 4
AR RN RS PR EUR BUR IR 45 25 77 SRR = 0 08 i N 71 0 ) E AT It H
M T PR 2R, Ak B ) AR ] DL A 25 3L R

[0038] [l 4 HLAR S, 13F— 2 R A e B, N B 6 S A S T BH AR S BH T AS
FH T BRAAS & B Ta ] BRAE S5 A R, A% B SE i K H o A2 2 A e B4
DNA FI P2 2 IR R AR, 3 26 5 i AU AR N 53 I ) o IR B8 ARAE T 1 SCHk A 58
AR B0 Sambrook (4r T rulESEER TR EI) 5 AR (1989) s (DNA SEFEN S [ FIEE 11 2%
(D. N. Glover %4k, 1985) ; (AL H RS R (M. J. Gait 44k, 1984) ; (B 4AT) (B. D. Hames
F1Se Jo Higgins guf. 1984) ; (ER A4l ; JRBEAISLBN S 2 it (Spring—Verlag,N. Y. ),
AR (SEB6 50 28 24 T I-IV 4% (D. C. Weir Al C. C. Blackwell Zi%E 1986) i, nJ LI ik
VA R PR R U B AT

BAXHEA

[0039]  sEjtifsl 1. SR AHZER TREH A 26 N 2R I8 8 1 HEL-38

[o040]  FE[AISERE S 741 o3 Hr

[0041] X A% 52 56 =5 440 A (1) N B 52 cDNA ST PR JE AT X BRI e 5 3%, 3 B 3R I8 TP 51 b
% (EST), M) H Unigene £y #5 [ 1E 47 W1 ¥ 5e B, 31 A HEL-38 4= K cDNA. 1 A Expasy
Translate tool (http://us. expasy. orghttp://us. expasy. org), InterProScan (http://
www. ebi.ac.uk/Tools/http://www. ebi.ac.uk/Tools/) Fl Protein #{
roteinblast (http://www. ncbi.nlm. nih. gov/BLAST/http://www.ncbi.nlm.nih. gov/
BLAST/) Z& ¥l HEL-38 Ik 7 41 S 2 Thige . SignalP (http://www. cbs. dtu. dkhttp://www.
cbs. dtu. dk) , PSORTIT FI WoLFPSORT (http://psort. nibb. ac. jp) 44 Hr PRLIN% B (A
I ZE 5k XN B 47 - ProfileScan (http://myhits. isb—sib. ch/cgi-bin/PFSCANhttp://
myhits. ish—sib. ch/cgi—bin/PFSCAN) FHll N ¥t b Bk A BE AL AT 5.

[0042] X3R4 A HEL-38 44 cDNA, AR AE 15 5 2= TN 4wt HEL-38 f 3tk ¥ 2 (R
VAR 514 :FOL 5 ~TTGGTACCGACGACGACGACAAG GGGAAGGTGAAGGTCGGA-3”, FO2
5" ~GCGGCGAATTC CTCCTTGGAGGCCAT—3", & T ¥is 5 |4 ity 4 3 5 | 12 FR 1) 1k P DTS A5 Kpn T
M EcoRT. HIWH EigA TAY TRBEARMRS AR ARG M. LLASSIE %6 2 1A\ 52
cDNA 322 A #54, PCR 714 HEL-38 JE (R Bt o PCR J W4 :94°C FiAZ P 10min, (94°C,
40s ;55°C,45s ;70°C, 30s) 30 MEH, 70°CLEM 10min, 4 CIRAF. NV ERSE, 1. 0% I IEHE
e HL VRSN 5 40 2 (R B9 B, 4 N S B 2801k pMD—18T Hh g AT Il %5 0 .

[0043]  FEZH HEL-38 2% [k L4tk

[0044] 7% 52 J5 HEL-38 L AI@ I KpnT Fl EcoRT 437 i 5o B 22 R IA 34K pET-32b (+) H,
L5 Bl B AR D A — 3, B4R IAEAA pET32b (+) -HEL-38 #% A\ E. coli BL21 (DE3) /&
ZASYIHL, A B PCR G e Pt 5o, TREBBRTE 1mM PTG, 32°C 454 N 5F 4h Ji7, N ¥
W H His—tag MEAE A B PP HERZENTE” S B2 HEL-38 | AT 54k, i
M, PR R ENT T T4 b B Trx-HEL-38 B & (. ARG RE & o H 47

6
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B, R A AR 2. B)n, s SR D fENT” Bl E 4 HEL-38 tr 1. 4ifb )5 E
ZH 8 A Bradford (Bradford 1976) yEHEAT & &, 8 Ja VAT 1REAT R AT

[0045]  SEjiifs)] 2. Hi HEL-38 £ oL i il &

[o046]  FHEEZH HEL-38 &5 [ %z BALB/C /N il & ZHi. fpivl, i HE R T | RiE
B 50 n g EARH 5 ERSCEME AL (CFA) o« RG0S 15,30 F1 45 RiFhf 250 g A
W EHASEE A SRR AR (IFA) InsRss. 55 60 K MAREREUM,, 7325 M3 5 A ELASA
Fl western blot 73 MrHU AR RN FIdF 1. ELISA 23 R BTk ) 1 ¢ 10000,
Westernblot S B 2H 87 M B S2 3 P A BRI R 2R HEL-38 #B R AT R AP s
[0047]  SEZjifs] 3. A HEL-38mRNA ZHZ3 %153 57

[0048] K T #fi s HEL-38 [{] £ ik K55, K F 2F 5 & RT-PCR 43 7 HEL-38 JE [A 76 A Bt 52
SKVIRL R, SR, O, B, B W, S, B EAR R R IEZESS . H TRIzol (Tiangen, Beijing,
China) fili#% 4 RNA, Lug &2 RNA FH 20UAMV 15 4% %8 (Promega) F1 0. 3ugoligod,18 (Promega)
S5 5% cDNAo BR i 5 2ul A B cDNA I ZE BRI 5 5 | 384T PCR 1 o 20ul SONVAR R B
A :2ul 10XPCR buffer(with MgCl,),2ul dNTP Mix (10mmol/L), lul &15] ul (25umol/
L), 1lul Tag DNAZRG T (2. 5U/ul) , 2ul cDNA AR BL A 11ulddH,0, PCR s B IFE A :94°C,
10min ;94°C, Imin ;54°C ( X} HEL-38) /49°C (B —actin)30s ;72°C, Imin (35 {F¥F ) ;72°C 4E
i Tmin, B -actin FWRIEMENN S, Jrf PCRY M= MH 1. 5% S IRFE Ik 0T 45 R B
INAZE AR MR RREES.

[0049]  Sjfs] 4. A HEL-38 & ATEAH LRI e 5 e fr

[0050]  HY A S B2 ZRUKEY) v, BT S 5O G, o —Hi 4 WPt rHEL-38 £41
(1 1 400), —PiA FITC- FricEPT il 1gG (1 o 200) , 4HHiZ A P1 4o, Bt )5 A Iv A
F 80 % HifiE F, ARG AL R BAEE (Leica TCS SP2 AOBS) W& 45 L. S5 [FIH DL/ R
o2 0 ME AP E A B

[0051]1  =Zjif] 5. A28 AEEEU S Western blot

[0052] 4 M AP S2 9 S B 2R 24 20ug, H 15% SDS-PAGE 43 S, SR Ja i % 21|
PVDF Ji F 3847 western blot. ¥ A HEL-38 ZHih—Ht (1 © 5000) , —#Hi A HRP- Frid
Pris TeG (1 & 500) o BRAL S AEE 5 P FH 3G 2 8 HRP-DAB JIEY) B (0155 & 73 T Western
blot 7Pt A HEL-38 ZHi ] 40 8 [ FH A PRS2 96 P I R AR HEL-38 # B AT R 4F (1R
st

[0053]  SZjififs] 6. A HEL-38 2K A 7EKS 1) 9% 9 6 72 A

[0054] W BEKS 1 H PBS BV JG iR AT T 1 % B IR B b, H AR, 2R 5 A I
[ 2 10 8. AR T I3 3% BSA FEER T E A 1 /ANeE, S8 S5 N B BT rhBD32
ZPr (1 1 200),4°CiIIR . FPEaT/N R IMIE M EX . H PBST (PBS containing 0. 1%
Tween—20) P = IIAXT N FITC- brid £ 1e6 =91 (1 1 200) . #H% ) H PBST
Ve =k, ARG 80 % Hitidt Ao FH Olympus BX-52 SiEWi8¢, HEL-38 iR A 45 & 1Eks T
[RURE - AT R B S ORBUX B, TR SRS 1IE 3 A K.

[0055]  SEjifdl] 7. HEL-38 41 2% [ (KT s v 1

[0056] iz H 50 I 1R 7% T SR A7 (CFU) 4r A b i iis Pk ] Sl U, i A 85 92 1Y E. cold
XL-1blue A=K A (0D600 = 0. 4-0. 5) J5H] 10mM PBS (pH 7. 4) #ike . K2y 2 X 10°CFU/

7
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ml 40 7E 5 12.5 ~ 100ug/ml [ HEL-38 J& &, 37T C 8. FEFFUAREFE 5 1Y 15, 30, 60and
120min 73 HIZEHURE » H4AE 5 A 10mM PBS (pH 7. 4) MR SRR, AW BE FE L 100ul ¥RAT T
LB EHG AR, 37 C 5 Rk 5 2 B PR B 7% B v 18 78200 DU B I T 4 i A7 96 1 3 ek
N RN Y AriE= (EEAHE/EE SRR ) Resm OB G /A SR e BEEL ) X 100,
[0057]  SEEG LA 10mM PBS (pH 7. 4) Q% 8k 1 AL FRAN = Ay [ 5T e

[0058]  SEjfifs] 8 HEL-38 Sks v i@ sl LA AR S 52K K X RIFF AT

[0059]  FH] HEL-38 ZHidf I IE W AN+, XSG AT R 18 s PERIAR SN S RE 0 #ro SEB %
M vitro life AREAF S FEALR 75T BT, K555 SpermRinse-30 F 37°C.
5% CO, B577& 1 /NDEF3REE. ARG 1 ¢ 200 I PL rHEL-38 £ 91, T 37°C.6% CO, B5F%
2 /NI REAT A o ) W S BRIRS 20 M 1 23, — 30 BN T AL B R ks 1 iis
Bk. B H G-Fert Yk 2 WK, IR R LIRAE R 1.0X 107cells/ml, A 100ug K
T T 3omm RREFRIILA, 2R 5 78 oA 5 VIO 37°C 6% CO, PR FE 35724 s o
22 G-MOPS Ab P R BN BEAR L in A\ FUSGAE 2 I I SRS o, £E 37°C 6% CO, AL FIVE FE 15
FEAA TP IR TR GGG O, B H il R B 0L LA B S8 [ FH Sz /T /) B
VR 93 PR

[0060] ¥4I

[0061]  <110> Z=7Eit

[0062]  <120> At =2RIA S HEL-38 A Hgmbd I K 5 [ H

[0063]  <160>2

[0064] <170>PatentIn version 3.5

[0065] <210>1

[o066]  <211>1310

[0067]  <212>DNA

[0068] <213>Homo sapiens

[0069] <2207

[0070]  <221>CDS

[0071]  <222>(103).. (1110)

[0072]  <400>1

[0073] aaattgagce cgcagectee cgettegete tetgetecte ctgttecgaca gtcagecgea 60
[0074] tettettttg cgtegecage cgagecacat cgetcagaca cc atg ggg aag gtg 114
[0075] Met Gly Lys Val

[0076] 1

[0077] aag gtc gga gtc aac gga ttt ggt cgt att ggg cge ctg gtc acc agg 162
[0078] Lys Val Gly Val Asn Gly Phe Gly Arg Ile Gly Arg Leu Val Thr Arg

[0079] b5 10 15 20

[0080] gct get ttt aac tct ggt aaa gtg gat att gtt gece atc aat gac ccc 210
[0081] Ala Ala Phe Asn Ser Gly Lys Val Asp Ile Val Ala Ile Asn Asp Pro

[0082] 25 30 3b

[0083] ttc att gac ctc aac tac atg gtt tac atg ttc caa tat gat tcc acc 258

8
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[0084] Phe Ile Asp Leu Asn Tyr Met Val Tyr Met Phe Gln Tyr Asp Ser Thr

[0085] 40 45 50

[0086] cat ggc aaa ttc cat ggc acc gtc aag gct gag aac ggg aag ctt gte 306
[0087] His Gly Lys Phe His Gly Thr Val Lys Ala Glu Asn Gly Lys Leu Val

[0088] hh 60 65

[0089] atc aat gga aat ccc atc acc atc ttc cag gag cga gat ccc tce aaa 354
[0090] Ile Asn Gly Asn Pro Ile Thr Ile Phe Gln Glu Arg Asp Pro Ser Lys

[0091] 70 () 80

[0092] atc aag tgg ggc gat get gge get gag tac gte gtg gag teec act gge 402
[0093] Ile Lys Trp Gly Asp Ala Gly Ala Glu Tyr Val Val Glu Ser Thr Gly

[0094] 85 90 95 100

[0095] gtc ttc acc acc atg gag aag gct ggg get cat ttg cag ggg gga gcece 450
[0096] Val Phe Thr Thr Met Glu Lys Ala Gly Ala His Leu Gln Gly Gly Ala

[0097] 105 110 115

[0098] aaa agg gtc atc atc tct gecc cce tet get gat gee cce atg tte gte 498
[0099] Lys Arg Val Tle Tle Ser Ala Pro Ser Ala Asp Ala Pro Met Phe Val

[0100] 120 125 130

[0101] atg ggt gtg aac cat gag aag tat gac aac agc ctc aag atc atc agc 546
[0102] Met Gly Val Asn His Glu Lys Tyr Asp Asn Ser Leu Lys Ile Ile Ser

[0103] 135 140 145

[0104] aat gcc tce tge acc acc aac tge tta geca ccc ctg gec aag gte ate 594
[0105] Asn Ala Ser Cys Thr Thr Asn Cys Leu Ala Pro Leu Ala Lys Val Tle

[0106] 150 155 160

[0107] cat gac aac ttt ggt atc gtg gaa gga ctc atg acc aca gtc cat gcc 642
[0108] His Asp Asn Phe Gly Ile Val Glu Gly Leu Met Thr Thr Val His Ala

[0109] 165 170 175 180

[0110] atc act gcc acc cag aag act gtg gat ggce ccc tec ggg aaa ctg tgg 690
[0111] Ile Thr Ala Thr Gln Lys Thr Val Asp Gly Pro Ser Gly Lys Leu Trp

[0112] 185 190 195

[0113] cgt gat ggc cge ggg get cte cag aac atc atc cct gee tet ac  gge 738
[0114] Arg Asp Gly Arg Gly Ala Leu Gln Asn Ile Ile Pro Ala Ser Thr Gly

[0115] 2002 05 210

[0116] gct gec aag get gtg gge aag gtc atc cct gag ctg aac ggg aag ctc 786
[0117] Ala Ala Lys Ala Val Gly Lys Val Ile Pro Glu Leu Asn Gly Lys Leu

[0118] 215 220 225

[0119] act ggc atg gec tte cgt gte ccec act gee aac gtg tca gtg gtg gac 834
[0120] Thr Gly Met Ala Phe Arg Val Pro Thr Ala Asn Val Ser Val Val Asp

[0121] 230 23b 240

[0122] ctg acc tge cgt cta gaa aaa cct gcc aaa tat gat gac atc aag aag 882
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[0123] Leu Thr Cys Arg Leu Glu Lys Pro Ala Lys Tyr Asp Asp Ile Lys Lys

[0124] 245 250 265 260

[0125] gtg gtg aag cag gcg tcg gag gge ccc ctec aag gge atc ctg gge tac 930
[0126] Val Val Lys Gln Ala Ser Glu Gly Pro Leu Lys Gly Ile Leu Gly Tyr

[0127] 265 270 275

[0128] act gag cac cag gtg gtc tcc tet gac ttc aac age gac acc cac tcc 978
[0129] Thr Glu His Gln Val Val Ser Ser Asp Phe Asn Ser Asp Thr His Ser

[0130] 280 285 290

[0131] tcec acc ttt gac get ggg get gge att gee cte aac gac cac ttt gtc 1026
[0132] Ser Thr Phe Asp Ala Gly Ala Gly Ile Ala Leu Asn Asp His Phe Val

[0133] 295 300 305

[0134] aag ctc att tcc tgg tat gac aac gaa ttt gge tac age aac agg gtg 1074
[0135] Lys Leu Ile Ser Trp Tyr Asp Asn Glu Phe Gly Tyr Ser Asn Arg Val

[0136] 310 315 320

[0137] gtg gac ctc atg gce cac atg gee tecec aag gag taa gacccctgga 1120
[0138] Val Asp Leu Met Ala His Met Ala Ser Lys Glu

[0139] 325 330 335

[0140] ccaccagccce cagcaagage acaagaggaa gagagagacc ctcactgetg gggagtcecct 1180
[0141] gccacactca gtcccccace acactgaate teccectecte acagttgeca tgtagacccee 1240
[0142] ttgaagaggg gaggggecta gggagecgea cettgtcatg taccatcaat aaagtaccet 1300
[0143] gtgctcaace 1310
[0144]  <210>2

[0145] <211>335

[0146]  <212>PRT

[0147] <213>Homo sapiens

[0148]  <400>2

[0149] Met Gly Lys Val Lys Val Gly Val Asn Gly Phe Gly Arg Ile Gly Arg

[0150] 1 5 10 15

[0151] Leu Val Thr Arg Ala Ala Phe Asn Ser Gly Lys Val Asp Ile Val Ala

[0152] 20 25 30

[0153] Ile Asn Asp Pro Phe Ile Asp Leu Asn Tyr Met Val Tyr Met Phe Gln

[0154] 35 40 45

[0155] Tyr Asp Ser Thr His Gly Lys Phe His Gly Thr Val Lys Ala Glu Asn

[0156] 50 55 60

[0157] Gly Lys Leu Val Ile Asn Gly Asn Pro Ile Thr Ile Phe Gln Glu Arg

[0158] 65 70 75 80

[0159] Asp Pro Ser Lys Ile Lys Trp Gly Asp Ala Gly Ala Glu Tyr Val Val

[0160] 85 90 95

[0161] Glu Ser Thr Gly Val Phe Thr Thr Met Glu Lys Ala Gly Ala His Leu
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[0162] 100 105 110

[0163] GIn Gly Gly Ala Lys Arg Val Ile Ile Ser Ala Pro Ser Ala Asp Ala
[0164] 115 120 125

[0165] Pro Met Phe Val Met Gly Val Asn His Glu Lys Tyr Asp Asn Ser Leu
[0166] 130 135 140

[0167] Lys Ile Ile Ser Asn Ala Ser Cys Thr Thr Asn Cys Leu Ala Pro Leu
[0168] 145 150 155 160
[0169] Ala Lys Val Ile His Asp Asn Phe Gly Ile Val Glu Gly Leu Met Thr
[0170] 165 170 175
[0171] Thr Val His Ala Ile Thr Ala Thr Gln Lys Thr Val Asp Gly Pro Ser
[0172] 180 185 190

[0173] Gly Lys Leu Trp Arg Asp Gly Arg Gly Ala Leu Gln Asn Ile Ile Pro
[0174] 195 200 205

[0175] Ala Ser Thr Gly Ala Ala Lys Ala Val Gly Lys Val Ile Pro Glu Leu
[0176] 210 215 220

[0177] Asn Gly Lys Leu Thr Gly Met Ala Phe Arg Val Pro Thr Ala Asn Val
[0178] 225 230 235 240
[0179] Ser Val Val Asp Leu Thr Cys Arg Leu Glu Lys Pro Ala Lys Tyr Asp
[0180] 245 250 255
[0181] Asp Ile Lys Lys Val Val Lys Gln Ala Ser Glu Gly Pro Leu Lys Gly
[0182] 260 265 270

[0183] 1Ile Leu Gly Tyr Thr Glu His Gln Val Val Ser Ser Asp Phe Asn Ser
[0184] 275 280 285

[0185] Asp Thr His Ser Ser Thr Phe Asp Ala Gly Ala Gly Ile Ala Leu Asn
[0186] 290 295 300

[0187] Asp His Phe Val Lys Leu Ile Ser Trp Tyr Asp Asn Glu Phe Gly Tyr
[0188] 305 310 315 320

[0189] Ser Asn Arg Val Val Asp Leu Met Ala His Met Ala Ser Lys Glu
[0190] 325 330 335
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