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1. Z%AT 85 40 oAk 10C3 CGMCC No. 1717

2. ZLATEAE kR 10C3 CGMCC No. 1717 bR B TE IR B HATAEY), Frdk
BT REPARIAT Y A BEEDTIA. Fab B ERE - R ER & 114

3. MRABERRIE SR 2 FriR )R mEPUIA R EATEY), HSITAET: ridRm
Mtk 10C3 CGMCC No. 1717 7y SafEPAR. HATIA R mEFANTER] Fab
ABBEA-BBRATERHEST X KEEREE T SEQ ID NO: 1 i, &
AR X )R E R A5 0 SEQ ID NO: 2 Frow.

4, WRERANE K 3 TR BT E R EATEY, AT HTRB R
PR ERA-RIRE PR RN E ERIRE 750 SEQ ID NO: 8 fiR, &
BERIR EMRE T 5 SEQ ID NO: 9 Bk

5. REMAEL 2 Frid B wETRGLEMEY, KSITET: ke
R PUAARRT A R B PR I B ZEFR SR L 7 7140 SEQ ID NO: 3 Fir.

6. AUFIER 2-5 FAE—Frid 1) B e B HUAR R HATE DR dpg e Ao

7. BEANFEK 6 FTRMERE, HSFEET: BRETEFATENA-
BRIk S PUAR R RIS E R ZEFRF 710 SEQ ID NO: 6 Fn, EfEmiISHE R
%EERF I SEQ ID NO: 7 Bion; HHFTIA 88 5o B HUARRT 4 B9 Bk H A i B 2 KT/
ZE R 7541 SEQ 1D NO: 10 FizR.

8. RUFIER 2-5 FE—Frik #8252 FE S ik S HATE W AE I & 254 RN A
TR 259 4 v6 97 B A B LT S E TS 5 RERNKZY). MIraAE
WAME R IMEIE TS50 8 & Rt R w2 sNE YT B\ B HIE AR
HF &5 Mg K259 .

9. IRIERAIE K 8 FrR RN, HAHMEET: Frd R0E R NV A MU, 45
RIER N EFEERBEMBG; ik B & REERRARRBIER TR, B,
L RYEREALAE, HE PR EAL R IRIE -

10, KFIEK 2-5 AL —Frik i 8 o PR R HATEYE R R A\ B W T
BH PN A,
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ARAER MBI BT L AEREEILEA

PR G,

AR BRE K —Fh BT LR 40 T A% 40k R 7 B s R A S N A
HREAR

BV BT A I (MIF) R EHR BRI MR T2 — . MIF §Y cDNA 4t
—AEF 1S ANEERNEAR, ZEAABTHEM - HRHETEREK, S5
S P HAR R B A R A RSR R . FrA L) MIF A (B
A KB DR ) KAH 0% MEYEYE. Y958 MIF B4R T BoR T MIF
AR EENAEYFIIEE.

TR ) B R AR MIF I E M, fEHAMARSARR . H
BERKE, REMFHARKEHLS, whit. Kk EEE. BpE. WwREHE
W, T ERIEEEML. MIF R —ANE5XARRHERE: —SN il
RGBT LUK FRIE MIF, S5 RALHMNMR N A KSR E, T .
AR, B LR

B R RS R R A Y, T MIF R AMTRIIIEE — N R R
DIREHIFE TR 9. MIF — SRR, mivT DUGERE B R B FUBERD M S B all RN
SRk, MR MGG EEER, MERE—MhiEEEBRERA LRI
BT (Bucala,R. (1996). MIF re-discovered: pituitary hormone and

glucocorticoid-induced regulator of cytokine production. Cytokine Growth
Factor Rev. 7 19-24; Donnelly,S.C. and Bucala,R. (1997). Macrophage
migration inhibitory factor: a regulator of glucocorticoid activity with
a critical role in inflammatory disease. Mol. Med. Today 3, 502-507.) .

MIF fE A — AN AREFEBRAHRERTTHEEERMEM. LPS, TNF-a,
TFN- v S50 B W40 OB A MIF, 4 MIF RS B A AE £ S8, Epas
AR SO R 7, BT BRI T 40 IR T (R [ A M ANE N S
N o

KT MIF AE A 2R R R A ER . FESHAL A, ] MIF 01EH
St FMUIAE, SR LR 4 8 RAE I MRS E AR EA B B A1 ve AR

(Calandra, T. and Bucala, R. (1995). Macrophage migration inhibitory factor:



200610078401. 4 oM P E2/1Tm

a counter-regulator of glucocorticoid action and critical mediator of
septic shock. J. Inflamm. 47, 39-51; Calandra, T., Echtenacher, B., Roy, D. L.,
Pugin, J., Metz,C.N., Hultner,L., Heumann,D., Mannel,D., Bucala,R., and
Glauser, M. P. (2000). Protection from septic shock by neutralization of
macrophage migration inhibitory factor. Nat. Med. 6, 164-170) . HT%
B RAE RV ER-ERE A SARS A BRI EEBULIRE, §iMIF JUE X RR AN
(72 IR S S g N AR B 7 R

MIF 52 RIBHT R, B, B REENE, BRFEE S RERREAE
EBER . BIINE R R R SRR, HTMIF HiAR LRI R K R ERE KR,
100%HAMHIFETH . BT MIF TR R BT M HUE A, U MIF JUE S50 &R
B R R, B R R MR BT REE A, FBRBE R BI1E A (Baugh, J. A. and
Donnelly,S.C. (2003). Macrophage migration inhibitory factor: a
neuroendocrine modulator of chronic inflammation. J. Endocrinol. 179
15-23; Morand, E. F. (2005). New therapeutic target in inflammatory disease:
macrophage migration inhibitory factor. Intern. Med. J. 35, 419-426) .
MIF ZERPRI A P AR BIOCRRAE R, BRFURY, R ITE 4 M = RAA MIF, 1 MIF
oF R 4 A A TS AR B I ) AR 620N (Nishihira, J., Ishibashi, T.,
Fukushima, T., Sun,B., Sato,Y., and Todo,S. (2003). Macrophage migration
inhibitory factor (MIF): Its potential role in tumor growth and
tumor—-associated angiogenesis. Ann. N. Y. Acad. Sci. 995, 171-182;
Mitchell,R. A. and Bucala,R. (2000). Tumor growth-promoting properties of
macrophage migration inhibitory factor (MIF). Semin. Cancer Biol. 10,
359-366) .

g FRTR, MIF R— e EEMAME T, X MIF iSRS T e A
FEWAERRAE, B 5 SRR AR AE R N SRR RIETTIE &
KHAAE

% % B BT B R R AR o) R SR M Ry R A A N BB A AT AR
I R F B SR BRI e R A AR

%A IR A0 B R M 2R A TR 41 g Bk 10C3 CGMCC No. 1717,

FRAZ BN kK 10C3 CGMCC No. 1717 27 2006 5 5 A 22 HARE T+ B ALY
B RS R AL E MY RO (COMCC) |, R Ok 2 o B 36 5 e
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XA —4 13 5, HAREZS B CGMCC No. 1717,

AR B BT BRI 5 — N BOR ) B R R — R Rt 455 A MIF BR80T
BEHLA, EUEATA T IXM R ETIARAEERUIR, Fab BB, Bl A-RUERES P4,

AR B BT IR AL (Y B 5T HU AR R 2T 40 Bk 10C3 CGMCC No. 1717 43 ilhHHE
WP BTd B BV RIATAEY A B, Fab A BEA- Rk &0k,

BT i 232 8 40 fE#k 10C3 CGMCC No. 1717 3 AR B Ta IR, HIFTIR B T fE
PURATA R Fab B BEEN - RS UM ER TR X BA 7R g SEQ ID NO: 1
MEEREEFY, BETEX A FHIRT SEQ ID NO: 2 HEERKIEFI.

MR B L B PUARTAE A - RIS AN ESE R B IR 7 8 KRR
REFY, EREHFIERTFY I MEEBRKETS]. HAHA ch-10C3.

i BT ik B ST B PUAART AR B BB LA R R FIR T 51 3 IR ERRR AT,
H A4 FRA 10C3scFV,

iR T R R HATE I R G A .

H T IR B T B AT AR - B R A B R R AT R ] B R R K P
%) 6 BIRERFY, ERRLERTEFFRIERTFS 7 HEERF.

BABETAR 10C3scFV B R RF PR T FI 10 MR ERFS.

S IAIT BE 2 AT RE 40 filBk 10C3 COMCC No. 1717 AMbBIBA Bk, fT4ET%
B TT LA B4R HT A 10C3scFV. A~ R k& 94k ch-10C3 B Fab J Bt A MIF ()
MRESEE K 3nM, 30nM, 3nM, 10nM. ZRACSR40BEEK 10C3 CGMCC No. 1717 43
WA BB TR UIR . T T AR TR BT 10C3scFV. A-RUER &Pk
ch-10C3 B Fab 5 BYAT LAREMT A MIF H¥ Raw264. 7 4 ™ 4= 45 Bl -1 NO Al
TNF-alpha, 7 LPS %S #/ BIBUIEB R - BARIPIEH

iR B T A R AT A M R B SR AT s e TR R A BT B A
F, RN EE, TTUUETRITIRIAE, 45 RAE RN SRRV B M i
B RRE R N, AT TR BB R, BN, ZRMEIE, FERR
CIRAR: % b A B=Rraprgas 3 P el IV b e s R w7 & & X
YR S0 B R R B A 2, BRARNE R PO R E R EIEA .

ok B sE BB A R ELAT A T A TR R AL MIF HIKF.
P ] 50 B

B 1 4 ELISA #2235 40 kR 10C3 CGMCC No. 1717 SIS m BT
A MIF BR85S il 2k
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B 2 HZLAS R0 FRE 10C3 CGMCC No. 1717 43 B84 53 B HUARIMHI A MIF #
¥ Raw264. 7 4l fu =4 NO #h%k

3 WA A HLkk 1003 COMCC No. 1717 43 Whfé) B 52 B HU 4440 A MIF )
% Raw264. 7 I HlF=4 TNF-alpha 1455

Bl 4 vk 4 LPS FVESS LPS FIZ¥AT /41 i ik 10C3 CGMCC No. 1717 7 WAHF
A RN iR U
AR TR

FiRSEIe vk, WAL, WA E M.

SCHEG) 1. P MIF B 5w PR I & A1 E

1. ZY2S BB kE 10C3 COMCC No. 1717 43 WAH 8 55 B HUAR I &

KEPEERETFEZEHAMF EA (huMIF)  CK huMIF Fgi5 X o b 2 M
BT GST 4af5 X 1 PET-41a #fk (Novagen, USA) , FoFEf S DHS a B34,
B2 M BL2] FRiE., BEEATHE 6Xhis Tag, Fid Ni-NTA SEFIEH24L. )
9% NIB/WFL /N, (B KSAE S IRZAT) 80 445a A MIF fin MPL+TDM FLiK
WHER) (signa) BRAZE, —F—IK, F£=R. BE=ZR%EE 3 KGRI NIB/W Fl
/N BB bR B2 5 o () B R A B 5 BB BB SP2/0 AR LA 5: 1 LKBIVRE, AR R
BATREE, HAT JiiE 515 21450

Sy Ve e 45 A MITF PUARI 2SRRI . DAKIA AT H A Y GST-MIF B4 &
[ (10 E0 /2T Ok huMIF 45X e & PET-41a #i4k (Novagen, USA) ,
& [ FURIAE DHS o By 4%, B4k BL21 hRiE. MEEATHEH GST Tag, #id
BHBEERERA. AR, 2% 15E GHTHERE) h—91, HRP B
HIEPTNE, 1g6 £ 3akEHIA (R&D Systems) iy —HUiEAT ELISA A9, IRBAEE ih
%, ELISA RS 50%HHE XS R A B A4k B2 R P4 O 25 20

WHikk: FMRSIERERIELS IR TR SRR IR ISR AR, &eERE
FR RS RELR AR 10C3 CGMCC No. 1717, ELTSA il %28 78 4H B A% 10C3 CGMCC No. 1717
3 VA B4 B T R A 5 MIF R B 2R an 1B 1 BT 7R, 3R B 2828 J 40 B BR 10C3 CGMCC No.
1717 4 WbH0 A 3T PR 5 A MIF FIAEBS % 500 3nM (B 480ng/ml) . K 1 FIREAL
B R 2438 780 40 oAk 10C3 CGMCC No. 1717 433 B B2 TR BEFUAR HOMR L, P 247 2 ELISA
B ERI R E .

FUKT RIS B 5E8: LUK BERIAN GST-MIF EAE R (10 MR/ ZH) &
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W, 287508 EVE A —3, HRP ABCRI KB/ R 161, 1g62a, T IgG2b HIfEH
& (BD Pharmingen) Jj —HT#3E{T ELISA Kl . s3I B 2225 /83 40 g Ak 10C3 CGMCC
No. 1717 43hE)EA seFE HIAR N 1gG2b LAY,

FRK B3I % 7778 Balb/C /R RSEST FEAEAT 0. 5ml/ R+RJG, H22T @4
MR EMRT DRI, fREESHEMKERERK, SO . @l
HA AGENENH (Pierce) #ifuiifk, 0. 1M Glycine/HCL (pH2.5) WM.

2. ZeATH AN MUK 10C3 OGMCC No. 1717 0 WhH) B8 5w BE R AR A Mg 4 8

(1) ZLATRI 40 fkE 10C3 CGMCC No. 1717 4»hH2A v B 44 0T LARE W A MIF
)3 Raw264. 7 41 fR7= 4= NO

HEAANMF GI&HERLE) ABE 1 4ifk 384 Mak 1003 CGMCC No.
1717 S B ST FE B TR S TG M B Raw264. 7 41 A 16 /MR . SRR /SN &K
& 3ug/ml L A MIF FEIRES 100ug/ml P ER 1 4fidk ()20 4 bk 10C3
CGMCC No. 1717 MBI AT IETUIAIR A ALFE . ZIRAEEN Sug/ml EAH A MIF FIZHK
B 33, 3ug/ml WP 1 A4k 243 40 fbk 10C3 CGMCC No. 1717 S-MHI 5T
BASE ST, KIRE KN 3ug/ml A A MIF FIZREH 11, lug/ml BIPER 1 40
b 1 2238 RE 4 B BR 10C3 CGMCC No. 1717 43 B REHIAATR S ACEE .. 2R
3ug/ml FLH A\ MIF FIRIRE A 3. Tug/ml (738 1 24k [ 2% 2898 48 filAk 10C3 CGMCC
No. 1717 ZriAfBA R PTIAVE A ACEE . &URAL N 3ug/ml FELH A MIF MZIREH
1. 23ug/ml B9 IR 1 A BIZLAT B A Ha ik 10C3 CGMCC No. 1717 43-ihf B 5 BEHTIA
BAAER ., ZOREN Sug/ml B A MIF FLIREES 0. 41ug/ml FIP R 1 4ifb A4
SR AN BIAK 10C3 CGMCC No. 1717 Zr¥bIBR FREPUARTR A AR . 40 MRS IRl P 3
AR SRR Griess KA BEENE. 4R WHE 2 s, RWLPE 1 4l
() 2% A5 985 A BB 10C3 COMCC No. 1717 b B TR A (FUBERIEIRE A
100ug/ml, 3 fEFRE) L5 MIF IR A5 ft & BRI MIF R Raw264. 7 40 fu5 2 A9 NO
4y, RV I BRI B HE % B LUK PR 1 aifbid 58 7% B ) LPS 2.

2 R AL AR B 29 AT ST AN AR 10C3 COGMCC No. 1717 439 B BA 5 BE HUAR IR L
(2) ZLRTRE 0 BERE 10C3 CGMCC No. 1717 4h ) B 7 fe 41 44 o] LABH B MIF 3
B Raw264. 7 FH A IR SERE T (TNF-a)

TEAAMIF &R L) FPER 14024438 48 Btk 10C3 CGMCC No.
1717 430 B 0 FEFLAA TR 2 J5 138 Raw264. 7 4080 3 /NI R WRUE VW, Rk
1/100 3R#1)%% L929 4 j, 16h J5 I 5mg/ml MTT 20ul/fL, Zk&EE%5F 3h 535 G,
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B 150ul DMSO, B JE I Awo B IEME . FHARZLHIBEI Raw264. 7 4 _HiER M
R (8 46 22 R BUS 1 Raw264. 7 L LB S RIROGAE, B RIMX R, SR
TNF-a AnifE ek, BRI NERE, BRUFMER, 52 INFa g, Hf, &
SN MIF FIAP B8 1 SHAG R 228 B 4l PR 10C3 CGMCC No. 1717 7rWhHY B ba B4
HBENMIBES AT LREHN Oug/ml BH A MIF FILKE K Oug/ml FIBHE 1 4
TR 23S JRE 40 BBk 10C3 CGMCC No. 1717 /iAW IEHAATR S Ab T . 29RE N
3ug/ml EEH A MIF FAZ MR B A Oug/ml BI85 58 1 4l 1) 4% 38 /88 48 e Fk 10C3 CGMCC No.
1717 b SRS UARIR S AL . Z9R AL Oug/ml B4 A MIF FIER AN
100ug/ml 2B ER 1 44k 243840 ik 10C3 CGMCC No. 1717 43 Mbf 5 5e FE ST 14
BAAE, ZWREES Sug/ml EH A MIF FIZMRE S 100ug/ml KB | 4tk 2y
AT A HUEE 10C3 CGMCC No. 1717 7MWK iSRRG AL . KAy Sug/ml
A AMIF IR 33ug/ml B I8 1 4lifh i 2538 /88 40 ffE Ak 10C3 CGMCC No. 1717
SR TR R AR S AL B, AWK R Sug/ml B4 A MIF FIZIKRE N 11 ug /ml
(5B 1 AiAL B 24308 4 Uik 10C3 CGMCC No. 1717 43 ) B 50 FEHUAAVE & Ab
SR 3R, RFSE | LRI Z3 B 40 itk 10C3 CGMCC No. 1717 733 )
BT PR S MIF JB-A 5 6 B35 PRI MIF 3% Raw264. 7 40 .5 12 /T TNF-a 1953k
B 391, 10C3 Ab FTRZLASRAMIAK 10C3 CGMCC No. 1717 43-¥AHT B To B A .

SRR 2. HUMIF A-FUERA& itk ch-10C3 HIH &

ROLATE N AP E R HE R RN, B R R T3RERET, —BEAK
W PR AR S BRBT IR PP, TEAAPIRI RIS R, T iRiX—8R A,
&K AR RFAEBT T A, H& T A-RERAPiik ch-10C3, EZPUAR AT AER
FE%3k B Btk — 2230/ 40 Mukk 10C3 CGMCC No. 1717 ) WK mRETIMA, A%
KFEFRE N 1g6l. XMPUAMRRE T REFINPURS SR R, RNBEERTAEAN
HHBESHAEHERRN. H&ERETEHTRET:

MZRAT P 4 Mukk 10C3 CGMCC No. 1717 H4r B4tk mRNA, H oligo-dT & 58
—4 cDNA. Fi§ PCR J5iE4r AIH AR M ERH X, BS54 5 GAY ATT
GTG MTS ACM CAR WCT MCA 3’ F15° CTC CAG ATG TTA ACT GCT CAC 3’ ;EHET|
W%: 5 ATG SAR GIN MAG CTG SAG SAG TC 3’ #15’ GGT CAA GGT CAC TGG CTC
AGG3’ . HF, R=GEKA, Y=THC, M=ABC, S=GEC, W=T 8 A, N=G 5§
AELC B T. K PCRP=# B2 T Akl 7. 45 RR A FATB 4 Mgk 10C3
CGMCC No. 1717 43¥lhf 2 ST LA B v B X HIgRAS IR R A R EF 75 4
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MRS, SIDEAEFSIE S SEQ IDNO: 1 MEEBREFFI M ER I EX;
LRSI A0 IRk 10C3 CGMCC No. 1717 43 F B 50 FE LA A 32 8 1T AR X 1) 4 S A5 A
BEHFHERFFY 5 MEFRT, %Wi5EHFF5ES SEQ ID NO: 2 A&
HF 5 R EE AR .

W AAE TR 4l MU BR 10C3 COMCC No. 1717 43 H B8R 58 R HUAK I 2 B R0 A T A
XER DS NP FEMEEA T X ERERE, WEATRGIKE P ch-10C3 1
REXER, ZREEBENREEREAFFIRTFI 6 MZTRFH, #WiY
BB FFIRFTIFF) 8 MEERIREFFIN ch-10C3 BHE: Zk&TUAEERERIRIY
HEBEARVIRTFS 7 WERFPS, REAFFFERTITH 9 MR ERLE
JE ] ch-10C3 B4 .

KA SN RIESERBA G GRS L (SER BRI EE S,
gpt) FMEFERIEFEEX (CMV B3IF, &ibT) FIREEAF pCl-gpt (LA promega
Hotk pCT MR ME, B SIERBIRZE BRI RIDER AN pCI ML WAL
BB3RIEH A pCl-gpt) H, BEZREPEBRFHEREBA pCl-gpt-10C3L. #
ZIR A EENREERBA DT EEEFC (CAMRICIREE DHFR) FIZH
FRILRIERX (MV B3hT, &LibF) FRES & pCI-DHFR (LA promega #if4k pCl
MR AR, K E MR R gRADE R pCl % TR AL RAR B R A
pCI-DHFR) i, BE|ix#k &P A E R A% (& pCI-DHFR-10C3H.

PR B Qe VMG & A DA R R R 1A B4k pCI-gpt-10C3L
pCI-DHFR-10C3H — R S A ZI I P40 ML NS/0 (B ECACC) 1. HEMIRES
(Mycophenolate) 7E & HMEM  (Xanthine) MIREFEFEFIFIEH MM, FERE
FEYLI AR, SRR STHE] 1 BT VE ELISA £ ik, 4R EREEIR
ch-10C3 FoALREE T 3578 40 Ak 10C3 COMCC No. 1717 43 i) 88 5o B 44 4
YRR Sy, ch—-10C3 Hifk 5 MIF (IR B 5 508 3nM.

SEME] 3. i MIF BREEHTK 10C3 scFV Bl

PCR 777843 Bl 8 4 35 988 40 U bk 10C3 COMCC No. 1717 43 f) B8 T BE PR ) 3
SR EMA AR ERE, G A PCR FKEMMEEITEX HE & HERMALE
Bt 15 SR B B Sk, $R8 5T MIF BeEHU1E 10C3 scFV Mg R 75 (7
7| 10> o ¥ 10C3 scFV FI4mis 2 [ ) o b 21 Rk Bk pET-26b (Novagen, USA)
d, 7 B FORIZE DHS o B4 38, F4 B BL21 thRik. & E AP HHE 6 X his Tag,
Bt Ni-NTA SEREMr4lifh . R 10C3 scFV EFIFFIRFFF] 3 FEERZE
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FFo o

1R SEEME) 1 771 ELISA K2 5T MIF S8t Hi 4k 10C3scFV, 458 Bt MIF
FEEHTIA 10C3scFV R B T 2438/ 41 ik 10C3 CGMCC No. 1717 43-UAH 5 5 LA
4 S RISERD 7, $0MIF B45H04k 10C3scFV 5 MIF M 855 #0h 30nM.

S 4. BLMIF i) Fab FEX 10C3Fab K414

F|F ImmunoPure®Fab #|&RF & (Pierce) T HIE BAE LB L2
T 40 Bk 10C3 CGMCC No. 1717 )RS SEFEFIMA, HR2KPUIARREMN Fab A1
Fc k. BEM YRR EPRENEEMED A H408 3] Fab FPiiE
Bt. 1RMESCIAEG) 1 M55 A ELISA %5 24 A0 8 41 Bl Fk 10C3 CGMCC No. 1717 43 ik
M # SR PR Fab f Bt 10C3Fab, %553 BIRZ%A0 B 40 Mgk 10C3 CGMCC No. 1717
S ¥ B SR RE BT Fab Bt 10C3Fab R BE T 238/ 41 g ik 10C3 CGMCC No. 1717
S B ST RE BRI 4 RIS R0 7, T MIF /9 Fab Bt 10C3Fab 5 MIF [ 5
HE N 10nM.,

SCHf] 5. T MIF FiAd e MU RE /) FRAR B A i 3.

8 JEI#% C57BL/6 MEME/NER 20 H, | 17.5g—18.5g , IRAREILE LS AP
LPS #45 (LPS) F¥ifk4H (LPS+Hanti-MIF) . SZEGRTAE SPF &zh¥ 5 T R 4E 48 /)
i, B B Rk VSR 2 /NI 2R LPS A RIHUARA /N AR A E LS P LPS (Sigma
0111:B4) 22.5mg/kg. PUAEALEL LPS 5, 4 T2AT/M4H Mtk 10C3 CGMCC No. 1717
S EIRTIREDLAE 100ug/ R PIF 24 JCEE PBS AR B4 444H 200ul, FEfE
WIS BRA S ERTE, MBAHEEN. & 12hr 5, HHIARLIEE, &
EHV, WAMFRIBEABURE. 16 /NG, LPS ARHIALATFRE /DRIET:
60 /N, PUARHIIFIFER N 40%, LPS HMIFIERN 20% (E4) . PHRATH
0 i B 10C3 CGMCC No. 1717 Z3wh )8R FEREHTIATE LPS 555 H /) R AR AR 2 o
BERPERA

10
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FFyIR
<160> 10
210> 1
211> 121
<212> PRT
213> ANIFF
<400> 1
Gln Val Gln Leu Glu Glu Ser Gly Gly Ala Leu Val Lys Pro Gly Gly
1 5 10 15
Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr
20 25 30
Ala Met Ser Trp Val Arg Gln Thr Pro Glu Lys Arg Leu Glu Trp Val
35 40 45
Ala Thr Ile Ser Ser Gly Gly Asp Tyr Thr His Tyr Pro Asp Ser Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Arg Asn Thr Leu Tyr
65 70 75 80
Leu Gln Met Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Phe Tyr Cys
85 90 95
Ala Arg Pro Tyr Tyr Gly Ser Ser Tyr Trp Phe Tyr Asp Val Trp Gly
100 105 110
Ala Gly Thr Thr Val Thr Val Ser Ser
115 120
210> 2
211> 109
<212> PRT
213> AIF5

11
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i

i

T %10/175

<400> 2

Asp Ile
1
Glu Lys

Tyr Leu

Ile Tyr
50

Gly Ser

65

Asp Glu

Leu Thr

<210>

211>

<2125

<213>

<400>

Val

Val

His

35

Arg

Gly

Val

Phe

3

245
PRT

Leu

Thr
20

Trp

Thr

Ser

Ala

Gly
100

NILF3)

3

Gln Val Gln Leu

1

Ser Leu Lys Leu

20

Ala Met Ser Trp

30

Ala Thr Ile Ser

50

Thr
5
Ile

Tyr

Ser

Glu

Ala

85
Ala

Glu

Ser

Val

Ser

Gln

Thr

Gln

Ile

Thr

70

Thr

Gly

Glu

Cys

Arg

Gly

Thr Pro
Cys Arg
Gln Lys
40
Leu Ala

5hs)
Ser Asp

Tyr Tyr

Thr Lys

Ser Gly

Ala Ala

Gln Thr

40
Gly Asp
o5

Val

Ala

25

Pro

Ser

Thr

Cys

Leu

105

Gly
Ser
25

Pro

Tyr

Ser

10

Arg

Gly

Gly

Leu

Gln
90
Glu

Ala
10
Gly

Glu

Thr

12

Tle

Ser

Ser

Val

Thr

75

Gln

Leu

Leu

Phe

Lys

His

Ile

Ser

Ser

Leu

60

Ile

Gly

Lys

Val

Thr

Arg

Tyr
60

Ala

Ile

Pro

45

Asp

Ser

Ser

Arg

Lys

Phe

Leu
45

Pro

Ser

Ser

30

Lys

Ser

Cys

Ser

Pro

Ser

30
Glu

Asp

Arg

15

Ser

Leu

Phe

Met

Ser

95

Gly
15
Thr

Trp

Ser

Gly

Thr

Leu

Ser

Gln

80

Pro

Gly

Tyr

Val

Val
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Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Arg Asn Thr Leu Tyr
65 70 75 80
Leu Gln Met Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Phe Tyr Cys
85 90 95
Ala Arg Pro Tyr Tyr Gly Ser Ser Tyr Trp Phe Tyr Asp Val Trp Gly
100 105 110
Ala Gly Thr Thr Val Thr Val Ser Ser Gly Ser Ser Gly Ser Gly Ser
115 120 125
Ser Gly Ser Gly Ser Ser Gly Ser Asp Ile Val Leu Thr Gln Thr Pro
130 135 140
Val Ser Ile Ile Ala Ser Arg Gly Glu Lys Val Thr Ile Thr Cys Arg
145 150 155 160
Ala Arg Ser Ser Ile Ser Ser Thr Tyr Leu His Trp Tyr Gln Gln Lys
165 170 175
Pro Gly Ser Ser Pro Lys Leu Leu Ile Tyr Arg Thr Ser Ile Leu Ala
180 185 190
Ser Gly Val Leu Asp Ser Phe Ser Gly Ser Gly Ser Glu Thr Ser Asp
195 200 205
Thr Leu Thr Ile Ser Cys Met Gln Asp Glu Val Ala Ala Thr Tyr Tyr
210 215 220
Cys Gln Gln Gly Ser Ser Ser Pro Leu Thr Phe Gly Ala Gly Thr Lys
225 230 235 240
Leu Glu Leu Lys Arg
245

210> 4
211> 363

<212> DNA
213> AL

<400> 4

13
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caagtacagc tggaggagtc tgggggagee ttagtgaage ctggagggtc cctgaaacte 60
tcctgtgeag cctetggatt cactttcagt acctatgeca tgtettgggt tegecagact 120
ccagagaaga ggctggagtg ggtcgecaacce attagtagtg gtggtgatta cacccactat 180
ccagacagtg tgaagggtcg attcaccatc tccagagaca atgecaggaa caccctatac 240
ctgcaaatga gcagtctgag gtctgaggac acggecatgt tttactgtge aagaccectac 300
tacggcagta gttactggtt ctacgatgtc tggggcgeag ggaccacggt caccgtetee 360
tca 363
210> 5

211> 327

<212> DNA

213> ANIFF)

<400> o

gatattgtgc tgacccaaac tccagtgtcec ataattgett ctcgagggga gaaggtcacce 60
atcacctgcce gtgccagatc aagtataagt tccacttact tacactggta ccagcagaag 120
ccaggatcet ccectaaact tttgatttat aggacatcca teetggeate tggagtecta 180
gacagcttca gtggcagtgg gtctgagacce tectgacacte tgacaatcag ctgecatgeag 240
gacgaagttg ctgccactta ctattgtcag caggggagta gtageeeget cacgtteggt 300
gctgggacca agetggaget gaaacgg 327
210> 6

<211> 645

<212> DNA

213> ANTFF

<400> 6

gatattgtge tgacccaaac tccagtgtcc ataattgett ctcgagggga gaaggtcacc 60
atcacctgece gtgecagatc aagtataagt tccacttact tacactggta ccagcagaag 120
ccaggatcct cccctaaact tttgatttat aggacatcca tectggeatce tggagtecta 180
gacagcttca gtggeagtgg gtetgagace tectgacacte tgacaatcag ctgeatgeag 240

14
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gacgaagttg ctgccactta ctattgtcag caggggagta gtageeccget cacgtteggt 300
gctgggacca agetggaget gaaacggact gtggetgeac catectgtett catcttcececeg 360
ccatctgatg agcagttgaa atctggaact gectetgttg tgtgeectget gaataactte 420
tatcccagag aggccaaagt acagtggaag gtggataacg cccteccaate gggtaactcece 480
caggagagtg tcacagagca ggacagcaag gacagcacct acagcctcag cagcaccectg 540
acgctgagca aagcagacta cgagaaacac aaagtctacg cctgegaagt cacccatcag 600
ggcctgaget cgecegtecac aaagagettc aacaggggag agtgt 645
210> 7

<211> 1359

<212> DNA

213> ALF7

400> 7

atgcaagtac agctggagga gtetggggga gecttagtga ageectggagg gtecctgaaa 60
ctctecectgtg cageectetgg attcactttc agtacctatg ccatgtecttg ggticgecag 120
actccagaga agaggctgga gtgggtcgea accattagta gtggtggtga ttacacccac 180
tatccagaca gtgtgaaggg tcgattcacc atctccagag acaatgecag gaacacccta 240
tacctgcaaa tgagcagtct gaggtctgag gacacggeca tgttttactg tgcaagaccc 300
tactacggca gtagttactg gttctacgat gtctggggeg cagggaccac ggtcaccgte 360
tcctecagegt cgaccaaggg cccateggte ttececctgg caccectecte caagageace 420
tctgggggea cageggeeet gggetgectg gtcaaggact acttccecga accggtgacg 480
gtgtcgtgga actcaggege cctgaccage ggegtgecaca ccttecegge tgtectacag 540
tcctcaggac tctactcect cagecagegtg gtgaccgtge ccteccageag cttgggeacce 600
cagacctaca tctgcaacgt gaatcacaag cccagcaaca ccaaggtgga caagaaagtt 660
gagcccaaat cttgtgacaa aactcacaca tgecccaccgt geccageacce tgaacteetg 720
gggggaccgt cagtcttect cttececccca aaacccaagg acacccteat gatctecegg 780
acccctgagg tcacatgegt ggtggtggac gtgageccacg aagaccctga ggtcaagtte 840
aactggtacg tggacggegt ggaggtgcat aatgccaaga caaagecgeg ggaggageag 900
tacaacagca cgtaccgtgt ggtcagegtc ctcaccgtee tgecaccagga ctggetgaat 960
ggcaaggagt acaagtgcaa ggtctccaac aaagccctee cagececcat cgagaaaace 1020

15
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atctccaaag ccaaagggca gccccgagaa ccacaggtgt acaccetgee cecatecegg 1080
gatgagctga ccaagaacca ggtcagcctg acctgectgg tcaaaggett ctatcccage 1140
gacatcgccg tggagtggga gagcaatggg cageecggaga acaactacaa gaccacgect 1200
cccgtgetgg acteegacgg ctecttette ctetacagea agetcaccegt ggacaagage 1260
aggtggcage aggggaacgt cttectecatge teegtgatge atgaggetet gecacaaccac 1320
tacacgcaga agagcctctc cctgteteeg ggtaaatga 1359

210> 8
211> 215
<212> PRT

213> ANILFF%

<400> 8
Asp Ile Val Leu Thr Gln Thr Pro Val Ser Ile Ile Ala Ser Arg Gly
1 5 10 15
Glu Lys Val Thr Ile Thr Cys Arg Ala Arg Ser Ser Ile Ser Ser Thr
20 25 30
Tyr Leu His Trp Tyr Gln Gln Lys Pro Gly Ser Ser Pro Lys Leu Leu
35 40 45
Ile Tyr Arg Thr Ser Ile Leu Ala Ser Gly Val Leu Asp Ser Phe Ser
50 55 60
Gly Ser Gly Ser Glu Thr Ser Asp Thr Leu Thr Ile Ser Cys Met Gln
65 70 75 80
Asp Glu Val Ala Ala Thr Tyr Tyr Cys Gln Gln Gly Ser Ser Ser Pro
85 90 95
Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Thr Val Ala
100 105 110
Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser
115 120 125
Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140
Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser

16
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145 150 155 160
GIn Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu
165 170 175
Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val
180 185 190
Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys
195 200 205
Ser Phe Asn Arg Gly Glu Cys
210 215
210> 9
211> 452
<212> PRT

213> ANIF3

<400> 9

Met Gln Val Gln Leu Glu Glu Ser Gly Gly Ala Leu Val Lys Pro Gly
1 5 10 15

Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr

20 25 30
Tyr Ala Met Ser Trp Val Arg Gln Thr Pro Glu Lys Arg Leu Glu Trp
35 40 45
Val Ala Thr Ile Ser Ser Gly Gly Asp Tyr Thr His Tyr Pro Asp Ser
50 5h 60
Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Arg Asn Thr Leu
65 70 75 80
Tyr Leu Gln Met Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Phe Tyr
85 90 95
Cys Ala Arg Pro Tyr Tyr Gly Ser Ser Tyr Trp Phe Tyr Asp Val Trp
100 105 110
Gly Ala Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro
115 120 125
Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr
130 135 140
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr

145 150 155 160

17
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Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro
165 170 175
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr
180 185 190
Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn
195 200 205
His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser
210 215 220
Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu
225 230 235 240
Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
245 250 255
Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser
260 265 270
His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu
275 280 285
Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr
290 295 300
Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn
305 310 315 320
Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro
325 330 335
Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln
340 345 350
Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val
355 360 365
Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val
370 375 380
Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro
385 390 395 400
Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr
405 410 415
Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val
420 425 430
Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu
435 440 445
Ser Pro Gly Lys
450

<210> 10

18
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211> 735
<212> DNA

213> ANTJF%

<400> 10

caagtacagc tggaggagtc tgggggagee ttagtgaage ctggagggtce cetgaaacte 60
tcetgtgeag cctetggatt cactttcagt acctatgeca tgtettgggt tegecagact 120
ccagagaaga ggctggagtg ggtegeaacce attagtagtg gtggtgatta cacccactat 180
ccagacagtg tgaagggtcg attcaccatc tccagagaca atgeccaggaa caccctatac 240
ctgcaaatga gcagtctgag gtctgaggac acggccatgt tttactgtge aagaccctac 300
tacggcagta gttactggtt ctacgatgtc tggggcgeag ggaccacggt caccgtetee 360
agecggeagea geggeagegg cageagegge ageggeagea geggeagega tattgtgetg 420
acccaaactc cagtgtccat aattgcttct cgaggggaga aggtcaccat cacctgeegt 480
gccagatcaa gtataagttc cacttactta cactggtacc agcagaagcc aggatcctcee 540
cctaaacttt tgatttatag gacatccatc ctggcatctg gagtcctaga cagecttcagt 600
ggcagtgggt ctgagacctc tgacactctg acaatcaget gcatgcagga cgaagttget 660

gccacttact attgtcageca ggggagtagt agecegetca cgtteggtge tgggaccaag 720
ctggagctga aacgg 735
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