[19] PEAREMERRMR=NE

. ] KBEHRFELHIEES

[21] BRIFS

[43] AFFH 200943 H18 H

[51] Int. ClL
GOIN 33/50 (2006.01 )
GOIN 33/53 (2006.01 )
GO6F 19/00 (2006.01 )
Ci12Q 1/68 (2006.01 )
GOIN 33/68 (2006.01 )

200680052902. 3

[11] 2F S CN 101389957A

[22] iigH 2006.12.22
[21] 1i§S 200680052902.3
[30] f£5E4%

[32]2005.12.23 [33] NZ [31] 544432
[86] EfeaiE PCT/NZ2006/000343 2006. 12.22
[87] Efaa% W02007/073220 2 2007.6.28
[85] HNERKMEEH 2008.8.15
[71] BiEA IR EEARA R A

ik Fru=ikReT
[72] %A H e HR/RE T« BEERAL
B EIRKE R-THIM
A+E«HRX M-A-Afifyy
JeLeZH/K Y-H-MK
R Ce Eiko

[74] ERKENE KT ERBERREERAE
REA FE O MReRa

BUFIZERAS 2 3T G5 154 3T R 7 1T

[54] % EA&RR

&5 o E e A FU T3
[57] HE

AR W1 B ) Wi e T e 2 45 o L P e B I
WEKMBURE S, AaWnrik. BEmE, Ak
B I e TR T 7E T8 AiE U0 45 o B i f T o
RIS, HRIETERREFCHKES. EARITH,
AR Lo T — TP PN AE 58 K U773 T RE A 1Y
Jivk, — PR EREAE BB IRIT T R TT
SEREAE BB T BN 5, DARSEt BT vk
ISR A




200680052902. 3 *X *IJ E ;k :F; /25
HE

1. —fHW CRC REMTEES, ARMEZMHIZER 12 1
A,
2. IRAENK 1 FTidlfE S, HiEHERS3, 48R IZ—HHE—ES.
3. —F AW CRC HEHERE, HBHE: HEF NS M ANER,
BMI A EAERMESHERETR, SHERTRERER 1 M2 PHER.
4. RFEWAEK 3 irdE, KPR REMNERTREEER
3, 4R IZ—MTERES.
5. —ThAMT B CRC /G TS, HBHEUTSRE:
(i) PMEHHF CRC HREHEMTSHRMEZHRE TR 1 f2 1
FE BTG5 5 BRIEKFE;
(D NAMRESR, FrREf R gl E2NETFEENARE
KPR R o TS 5 )RR KPR AL 5
(i)  #EHE.
6. IR\AAEK 5 Frid Ty, HPESHEARS, 4HFXIZ—.
7RWEARER 5 Frid iz, Hop PR ikiE B £ M (linear
model), 3Z#F K E M (support vector machine), 4 4% (neural networks), 43
25 A0 [B] )3 #4 (classification and regression trees), £ 4523 ] J5 ¥ (ensemble
learning methods), Z 54 #r(discriminant analysis), i 4B{%(nearest neighbor
method) , Ul H7 B 4% (Bayesian networks), 37 ¥ % 23 # (independent
components analysis)ZH i 4H
8. IREAFNE K 5-7 E—Frid g7k, HPMNETEHESREKER S
BB TN EMERER mRNA RiEKFERIFITH .
9. IRFEMAEK 5-7 E—FriR 7, HPNEMEESEEKERE
RREE S NSFEER cDNA RiXKFRIFITH .
10.  MRI\ARIER 9 ki, HPWETERESRIEKEH SR
SR cDNA WED—E 5 EAN AL TR AT,
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11, RIFARER 8 FridimE:, HPUEMERFESREKFHIER
AR gPCR JFiERBATH, HAFTR qPCR J73ER H IE M 514900 )R 1)
519,

12, R\WAFEK 8 Frid @77, HPWETERESREKCFHNSE
fERBCRIE K 3 8¢ 4 Frid 935 B RHITH

13, WRF/ERANEK 5-7 £—FdI5E, HPUETERESREKTFER
Z BT NEMARIL N E A REKTERBITH.

14. RFEBMEX 5-7 E—Fd 5, HPNETEESREKEHR
& R B A SRR 0 B R IE KR AT .

15, MRIEBCFIESK 12 B 13 prdJrik, HABrd il B A &t
BRRICKHERIEIT.

16. RWAMENR 12-14 F—FrdFiE, PRGN BRI
5. %% Ml 7€ ¥ (sandwich-type immunoassay method)3i# 4T .

17, REBAEK 12-15 fF—Frid ik, HPFRRHEEEmRETE.

18. RF\AUMER 12-15 F£—Frd A%, HPFRRGEELwERNL
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4 i H e O TS T

FHR R

A RIEER L 2005 4F 12 A 23 BRI RIE S A 544432 BI#H 8 =i
EREIFEAMEN, HPWEIFTIARIEASE,

BRI

A % BA D B B Wi e iE DU 2 45 % B 9% (colorectal cancer) &3 1 TS K
HEMAEY. RANE, AKEWRERVCTERNEE DL B ERER
WETHRINA, IRNHEETIEES.

BERER

M EMRECRORKEEF&FELKNEELZ—, MHEHEHERIEEE
EREY K. REEHEREN R R AR BEN K EHE SHITRE
), BaFHEN T RBEES RN AEnN AR+ oER. Bl
CRC HITE MGIT —AKSE S WIS X T 5% G R R B & 3, Fn— a4 RHa
T o AERRERR 2 FIHA T BN BE WG . BiFE Rt
T AR, BATREIRT Lg% & 8 R IR A 2 (under-treating) £
&, BINEFRBTIERTBE.

ELET REMNERLURFITM CRC IEKRTEKFFIE. HIBEH
TRNEARERRRNREEARA RBRTIEEBERERBEEQR). M
FEFIRORBEIRAZER L, M ESEETSHXBAMENSRBBES. &
WN AR ZFEES, B35 CRC (3-5), BEEHE LRSS M BiF
SHE TSR ENWEE (6,7). TH, AT ARHREFRAARARREAFEEH
FEREIRIRG — SR E, & HIL T ST TS 2 5 88 /15 S 68 B4R 5E
(8)-

R FEEZNFRATNE M ERENTE. A%k HRETELHE
TRETGEHD. THREHBERETERCHTE, A8, AFamnE
B, UIHBEAERITUS FIVRIT .
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KRR

TERLSTH T AP, BET AL RNEEENARERE ERE S E
ARIEHRICER . XAERFTHAT=ES BRI RS MRE TN EE
SEHBMERBRAERNTERES.

REHERBEAERE], BMICHRESEER. BDBRCEEE
WiE s S TR T i vERe e, JLAE L R B R 7 R TR A A ANMA K
W, BREFAVNAE, WHEESHET, PEE%3, AT, MHE
FRUSETNES, ER—SHARP, BEMREPEEIUEE S HRIC
IR AE 7K 48 N A B W TS B TR B e

XL T AT, MICHREKEELMPETIR AR, EBR A
R (qPCR), BRARSE J7 VLR AL .

i P 456 B3

SR RER T XM ER#RERH, Hh:

B 1ARER, BRTRET 149 FIFH 2 (NZ) M55 #l#EE (DE)
ZmERE (CRC) HMMTUSESHH& . KL RNA #R54
HEB—ERLX XBAELOOCV)HI & 22 EFEUE S BRI SR #AT 2%
AT, BRI A 55 BB E A R EHIEAET LOOCV #4737 RAF . 4% F RNA
HREEHEZ LOOCY #I&1 19 EE{E S M Affymetrix FEFIHITRT, R
JE R A Bt =38 AT LOOCV 4T M7 B4iF .

B 2 J4 e Job 9B A e IR B AFMER P98 2 A X B 4 8 2 T 05 AT I ) 1 R e 22
-JEER45r#r (Kaplan-Meier) : a, Xt 149 #3575 24 iy 2 &6 NZ 22 £ HF
59 b, X 55 GITEEMERE M DE 19 BEES: o 55 FlEEME
BEBIENZTSEES: d B 149 FIH 7 208 25 BE DE BUSE5. |
B F R I TE (log-rank) & P {H.

B 3 Jh e R R AR AE R RS B B TO s AR TE I [ B R i 22
-IGHE 3 (Kaplan-Meier) : a, ZEHTTUE 11 A0 I HyqE R HfFA 22
ZEENZES; b, EFFUZE AR I HEESRE LA 19 £F DE £ £,
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B4 BxTEMERETETEKERSHINME. ZEESEAT 11
FE AT X IIE(11-fold cross validation)f) 10 IREFZ1T. AAFKELIER 11
BERXNBIENEGRESR; AHEEEREXEENFHE. EXXRIENTE
B, HEXXRBOEHENL <11 WEBRER (FAEXE R RBUERERF
) . REFAFABE SHEEERSE, REEEPARNERSE, A
FEEIFAN n ZE (n=2-2000 H4rRAE. Bt 11 EXXRIERNEFR
BEHNBETHERSEARARK. B 4A: ZEEREHEESHREBE (EWHy
HMERMBELED . B 4B: EFEFB/ESHFRE (ERPRHAEK
LD . B 4C: BEEHEARETHSEE (EWIENRRBLED . &
HRFFARENT: 1R 1R I AEHERE CREE) , MIVRIRR
BERRBRIV ERE.

B 5 878 T B FAS 1 ME2 AN SN (NEHRA T HER) £H 4 Kk
MESYP, BENEHERETSESTNE. B S5A: ZEHEHAETHR
BE (FRYENERMBELE)D . B 5SB: EFRHBAE SR (ERM
DEROARKIpELED . B 5C: ERBEAESHHRR (EHTREM
BB .

B6EaT “Hi% (top count) ” HIXNRKR (BANEEHIMAE “Hi-n”
FFIE g, BN, SEREf) 17 R IR AYET 10, BT 20, Y 100 FIEY 3250 , A
LR RISERER 17, EXRB THA R S E N =M AR AREL 7.
Becker HEH X T SES R XF (BLRIEFAHEM; SHMSHE# 39)
FRE “XF(pairs)” K. HHLE T, RAXNMALZLLE XRITS] LIEX B
FEZ AR VREUS, BT AEtz b5 HIE ) b & -2 EREE S .

B 7 2T RsTR (BANERHIAE “57 n” EEIIERFHKRE
BE, sCiEfl 17 SPRERAIET 10, §U 20, Y 100 FART 3250 , HRAT=MA
FREES T () IERBRERREE (Wilcoxon) (41), (b) t-
R (R B H ad-hoc BIER BB IELIERE RRI N BEENRER
ZEEREW) A (c) H Bioconductor(12, 40)A "limma"( 10, 40, 42)E$#E
HBER 22 56 DU H73% (empirical Bayes).
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RBAEFR

ERAFHRRPLE RN, HTEBRACAEERENE
X

RiE “Arid” RIESAVIAZHEREHEREBHERN—ESTF. W
L7 MR EEREER, MERSERRF B, RNA B RNA 7B; SEH
=Y, BREEKWk, FEK, B8, EBFR: BUEEMAXNAEY, B
=Y, BEAEERASF, mgEIER R, TREIAREENHRE
Bk 2 REAE R . AR BRI ISEIER T A FF % EFRRFS (30: GenBank
P51, TEEREKFY, EERREFS, FEFR HENEREAFI,
F_EREMEERTERR D,

A& “CCPM” & “4mBERETEIRIE” Bl “CCPM KK R 7 £18
S5REE (0. ZXRNREIBEKEESEXTGRE) HXxERR
EHIARIE, EAEBRIEEARAPEMNSEHERENEHEXNS . NE
R RAE CCPM AE KRS E E B RS TR, EH TR
IR (EIESEME) B CCPM HIRER] BB,

RiE “TRERES” “F5” SERE—HEHMHBZ MRS, i
CCPM, HEAMENARILR ST e A WTETUN S, Plng B MiE
MTEER. FASERMESHIRENGESITREMERBZWIFIRE
BRI . CCPM RIIFEMHIEEHITER 1, 2, ST O 3, MIERF
SHFEMREIMESEHIZER 3, 4, 8A, 8B 9 hFIH. EARKBAM LT CH,
W RAERRFEAEFFIN “2O0—F” , “BOHEMN” “‘BLOATW FLEER
SEAFT (BAERRES) MR EWERIIFCHE—BERREBAAE.

ARE “TRFE” e AER TRB TS, EE¥ET, ATEEEN
ARSI SR AR, BN A T e TS . X 7E Kk B
ARGy Pt — TR

ARTE TN 458 W T 7 2 B A B — 308 T R 18 g
FER. EARCERPISSHAIT, XRFIBHALENBERNARRER
HpEEENARRERPRERFEENEERARK, B8 NMERRSE
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(ERMRAERE) REMN. FERTAT (1) RO RREHRER
PARAERHEAR R, B (2) BRI Bl 4 SRR 0 LB 2
B4t , ERRARMBERAERBWOT M, HET X RMELD mRNA
[ RIL KSR RIAFYI LRSS E EEE RN E . XK e B FE 44 ™=
A AR FNAE R A B AR T BGR T H T 2 BT B B B 7 R E
HLH

L CRBE” ‘457 (BCEEME” D, M “HRE” BTHEM
TWERIE R, EEXWT: “RE” RoABETWH KERED HHE
PR BRSPS, &£ CRC kN4, BIRFAIHENTMNE
KHESERMBERLE . “4FRiE” B EEN” RREMN (KERED
BRI EAERE RG], &£ CRC EKAENH, BN TR T 5
REREHRERAERBLG] . 4T RO TER F #5057
BRG] Cy SR .

AXFEMN “HiiE” FRURERBRRRER S FREZEEKEH)
ST REEERS, BEFETSHRERES (RERERN) KPR
GRS, HEHEEART: ZeEbill, BruESiE, ke, B,
Fc, Fab, Fab', fl Fab, /7 Bt , 1 Fab Ri& L& . Hilh 7 FI FALAFERT 1gG,
IgM, IgA, IgE, #IgD, BN FHEFFHMELX A . HERFETE,
i 1gG1, 1gG2 FEE. BEATLUR « S M . AR R IHAERERT
BR, WAMKH, TAERETE, Gl BT —FKE GRS
ANFHD FRFHRETERAREFE. 81 camelid Hifk, Bty

(shark antibodies) ELgiKFiik.

ARIE 7 RN RREEURE NEKRERA A KRR
RIS AEERA . EBAEREESFmMEER, THESAE
AMINEE, ULRE/KPEBAREFSREE S W=, MHSEEL R ES A
R, R, AT (premalignancy), EEME, ANFEABEBKEH
FBEUMESESHXEDN . BAAEERERE, ik (u: Xg) ,
IR ERRE.
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Rig “&mBERE" AEER, B, F/EILITE, BERRE, &

AR (hn@hpR it 78 i JR 7% (cloacogenic carcinoma)) , B R, WEH,
PR . WEERENE (GEALBRRAMERERAMR) . B SFERY
MBASRKEERE, FWERERE, REE R (tubulovillous adenomas)
(n: EBRESR) , 4E Fw: IR R CREATERE) ,
AUHER, H10E, SEERER, BRMNE, BRERW, BWE, BCHEIUE
AR . L A AE 5 5K M B PRI AB < IE B0 A0 4E 44 45 6 AE (Gardner’s
syndrome) 5% 22 BT 8. P 4% & fiE (peutz-Jeghers syndrome)fio<Ek. JERIAe 518
B, FRATHIITBRK, HERR BB, T Mtk 2 A 2R Bk, 1830 IR (LB ARED
REEHE, BAFNEREMREK. R ESH, FEriEERARE, 3
R S, 7 45 FC R (extramammary Paget’s disease), JMt5E s R 09E, BB E R
TEFER .

RiE “ERRIE” “ERWRE” MRLEERBERRICEME (10:
RS RRIRIEARN TEXNRME (. Z2BER) PHRAERESR
ERBERAKY, P BERES I RFE, WahElE. ZAREIL
BEAMARENARS Y EXERARRER; Sk F Rk FHEHE R
M R HRIE RS £ B R BCERUK IR IE . ZRREMFICA DLRER
HE R EL B F R BUE S, ST Re L i BT MAR T A
FIR 2 A=), XPPZER AT LA B0 2 Ik mRNA KF, RERE,
53 W B B Rl 43 (partitioning) b HI AR AL

EZRBETLEAMEZFIFIC (Bl EREEEREY)) Rkt
b ERPTMPEZ Fidric (Blan. ERESEERFY) RERMITL; SE—
PRCHIBR A FEI I (1. BRYEEH MXt, EfEERE Mk
MBIk I8, BRFE—FBRHNAR S BRERMANERERLZE;
Bl = 7K G TE 40 AR K PSS TE AR i 2 () BRAE R AR AR R R AR 8
R&EMEMREZRRFERN. ERRACEERWNIESNRZHR H,
B A REmILHEIER PN A, BARGIEK Y1 40E $ rEE
BHRIE= YR (M B R XA E B UL EHZER .
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RiE “RX” BERGERMNSRNO4E, LHEE, hERARERFR
P24 RNA (41 mRNA) , BEFEH RNA B E B EE F BwE~=E£ S,
MEREHERMITEMYFOHR. Gln, EEVRER, FINBRTZH’E
ZMAAEERN, BETFE2RSZERMALERNSEaEBERE “RE” 1
WHEA. 5—LhREARE (MBETHEI BTG BERARLERZER
BEGER, SHREARBRNEES, MEARTIL. B, EHF5E L,
TEZATENE TN RNA ENZE _H e e B i | B BN |, BRAEEK 51 L,
BUEE PCR A AL EE BB T REBEREW I TH “RE” .

A ERERARARE “RERE” 1 T XHIREBEE” BIEFTITLHRF
KT T R R RS A B s A R T D . B
BT el im BAF 52 51 Bk i i R SR BRI 9 T 2 AL A AR Y . AR $E BT R A
RIFER, RZXBEETFRREERRAEE, SERFFE, B MRE

(BESER) . flnERBETERRMNRE, BETERBRNRBE.
FEit, WFAEASEITNELY, FRTRKMARRERFTIRERESR
BN A& B/ PMREZRKREBE. EFEOLT RIEBRE B E #P L 4 9
TARNRZFIH |

AT RKARE “KIFE” BIBEFAREERITEFEED 55,
L =D 8 &, mIWEED 10 5.

ARE “PEEF” RTEHNEAHE N A 2R T RHE, LR EZE R
BER (e HZ k. 2 LI Microarray Analysis, M. Schena, John Wiley &
Sons, 2002; Microarray Biochip Technology, M. Schena, ed., Eaton Publishing,
2000; Guide to Analysis of DNA Microarray Data, S. Knudsen, John Wiley &
Sons, 2004; #1 Protein Microarray Technology, D. Kambhampati, ed., John
Wiley & Sons, 2004

ARE “ERHR” RIE-—FMEZETR, BFE-MEHEE1Y, BFEHE
ART: REgREEEZTR, PESEEEZ TR, RNADNA Z430H#,
FIXEE DNAs. BEHZHER, WH% DNA e ERTER, BESU¥TiEE

10
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B Blani@EE LT BB B TR A B, Bl M EE T IEE
BREEIRERR, BEHABR, MEMARMAEDERHIRE.

BHEEAREHEANAE “BEEFR” , 8% 2B EMREZEZRR
RIREZIEZR, KR RLEMH RNA B DNA SRE B RNA B
DNA. SFEEANRT: REEFXNEE DNA, &7 85X EHF DNA, #
FERXUEE RNA, &0 BEERXEEX A RNA, &8 RNA M DNA KH#AT
S FHATU R B B E R XA E S B AR I X X I8 B AL FE 8 RNA
gk DNA ZF &% RNA f1 DNA M=¥XEsF. EEESFH mRNAs,
cDNAs, FfZEFZ DNAs, AEfINERRFB. AEAEEE 1S E
MBREE (NS MR, BFE) 1 DNAs 1 RNAs, WIREMEMZE .
ARAMBZERCBIERIGEFERID TS, BUEXER TS . NERER
RAEAXFE R “BERHFR” IR URENEFELEKFIIULAEHIERE,
Y, SRS,

AFTHR “ZIK” £1EFEK, K, REAFS, BHFER, MRAFE
W, BEHRM, S, BEREERNST. BXRE “SK” BEERART
RO THRERFY, “ZIK” MEUREHFARETERTIIRT
B, RANEKS FREERFY . NEBRHEAXRY R “LHK” 52k
PAENEELKFIIUREMERRE, fT4£Y, B RE.

ARTE “TE” RIGEFT S ROTNN, FlinzrsiiFngR (ki
TEHIRTEEVE) » TG, BENSR, BEER, BRAR (: M@t
KEERE, RGPt » BEETHTN: ME%D)E, SFNEgR, 8%
FIRERE (W TR , WiESE (o MERR) , SUREReErnm
i

ATE “HE” RIETEMARKDRMBHEL L IR, TEE
Zr: WEBARMEK, MEAER ML, MEER.

A& “qPCR” 8 “QPCR” ZF§7EHI 40 PCR Technique: Quantitative PCR,
J. W. Larrick, ed., Eaton Publishing, 1997, 1 A-Z of Quantitative PCR, S.
Bustin, ed., IUL Press, 2004 FEridHI € ER Sl RN

11
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RE “IE” RIGHTHEKICIL 2T a0 B A8 40 M A g5, A0
P YR8 BU AR AR P AN AL 4R

KEUFLBRARN AW E 5 E AT RN TS, BE 2R
FRETKRE, WWREE, MEREFINELRER, BE, BWKHEHIERE
= IR KRB, TSR 8 B R AR KR - 20308 H B A T2 DNA
TEEAMEL TR T 248 R RIS P K AR K BE T REERIZRATFIIZ
A FEAR ) RIVR R S, BT R AR R E R . 45 R E = AN R E
RN ZMBTEM™ K, MEREEEFELERK. RTRLRME™ R
FELZATIFBERER S F 0 Ausubel et al., Current Protocols in Molecular
Biology, Wiley Interscience Publishers, (1995).

ASCHTE XM “TERE A B CRB R AT BER: () WEHRTPX
RIREFREMRE, fln 0.015M FALH/0.0015 M s FFEERHK/0.1% +=
FEERBRMT 50°C; QERAXIREFEAZENER, WHFBE, FlE0.1%
H1M¥E HE AN 50% (viv) FBER0.1%RERE (Ficoll) /0.1%2R Z4& M e
H/& 750 mM FALH, 75 mM ITIERERH pH 6.5 B 50 mM BEERAE P T
42°C; B (3)FH 50%FHEEIE, 5X SSC (0.75 M NaCl, 0.075 M 5 E4),
50 mM BEBZEN(pH 6.8), 0.1%FEBEEREN , 5X FIHPGE ¥ ¥ (Denhardt's solution),
75 Ab T ) £ K5 DNA (50 pg/ml), 0.1% SDS, 1 10%FRERE ¥ T 42°C,
LK T 42°CH 0.2X SSC (FAMLBATERIREY) T 50% FEHET 55CUHEk, R
JEF P& 8% EDTA 1 0.1X SSC F 55 CHAT i L =A% I BE 4R «

“IEREFERESAE” AT HZ M Sambrook et al., Molecular Cloning: A
Laboratory Manual, New York: Cold Spring Harbor Press, 1989 # Bri&, H3EF%
FHET LA LB IR ™A% BRSNS (n: B, BT 3REM%SDS).
EEHRFFREORESH: 20%F B, 5X SSC (150 mM NaCl, 15 mM
FAFIR=4"), 50 mM BEEREI(pH 7.6), 5X FFPE1EVE R (Denhardt's solution) ,
10%BR R E A, 1 20 mg/ml BTV AR DNA BT 37CEE T
B, MJEH 1X SSC 4 37-50°C¥EH. HIARN RBFRIERE K EELUR
RNALEMFREE, BTHRES.

12
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BRIESBHE, EARBHRETERAEANSTEY (BEEHE
AR, WEY, BMREWHEDLERR, ZEHEARE THE R TEEE.
WRBARZE T ISP H FAER, Fli Molecular Cloning: A Laboratory
Manual, 2nd edition, Sambrook et al., 1989; Oligonucleotide Synthesis, MJ Gait,
ed., 1984; Animal Cell Culture, RJ. Freshney, ed., 1987; Methods in Enzymology,
Academic Press, Inc.; Handbook of Experimental Immunology, 4th edition, D .M.
Weir & CC. Blackwell, eds., Blackwell Science Inc., 1987; Gene Transfer
Vectors for Mammalian Cells, J.M. Miller & M.P. Calos, eds., 1987; Current
Protocols in Molecular Biology, F.M. Ausubel et al., eds., 1987; #1 PCR: The
Polymerase Chain Reaction, Mullis et al., eds., 1994,

B ARt =

EEXRTEHEREPBUERCHIAERRIM T ZRKALRITT —H
WEESIERBIRE L 1R, WELSMERETIFEMERESHIEEN SN
Mo AP ETHESWHRIEE T 4B ERETREANEES5HE2H
FERHT . BRI B AT A TR AU E B R RS = i) B8 B Rk T e v i A
&

A KR T HIWTERA TG RIFR 0, 6B 154 B B 1 e = R AT
gett. RAAKRANTE, KT REMNCESMERETUS RHERH, If
TR T IR R « XA R W B0 25 B R i 88 R i B9 TR 3 20 AT 3k 45
THRIAZIR AL, BIFRCRERST RN SREAER)E RHXH. BtAk
BIRGL T —HER (k1 MR 25D , REERNANEREHERET
REFRIEN. X 1 MK 2 AHERERET 45 BHERERE R
(CCPMs).

B 5 i EL R TUS AR IR(CCPM IR >, 015 58 IR REAR SR RIAR .
TR ENTUE . RERBREFERTEEESRTREREN, LEEER
HipfE. fHxi, HE CCPMs KIEMIER 7 — 4 EMBUE. BHEERRE
BEAE R K A REMIE N, UHESHERRE . Ri&mRED> B 0w & g 1
Rrradiaed (BEMEEG) S2EEH (WEHTUEHERIER) BT

13



200680052902. 3 WO P Z11/154m

S RAE . LH T RA—FRE Rk B AR REEBE R REASHEE
Ao

Bitn, ARETSE, B EERES (WMEES) FRREKESCSH
GROBEEDHTHE. EBAFELSHFER (AER) HMmHLERILE
—FEi 2R CCPMs RIXKFHHREAL, MEWERMAHTE, AR
BR. ERERRP ML CCPMs RIESELR (BR) MY,
MERELFHETGE, BUMBERE R EER.

S s, ok BT B R & Cn B AR DB & H PR ELZ B CCPMs
TS5 HREKFEER/AEREFRMFITHR. HEEFHRILL
CCPMs MFRIE S5 ARE K ERE & A8 th B B SR A/ a5 B R B REAE A 2,
AEsRERVMTE. HFERERLRILY CCPMs Rix 5ARE R FEIEREMHAH
Y, F/EBSEREEEMREMERRIE, NEKRELHEETE.

EA—Fig R, "RBBTENARRICE, FIER 1 MK 2 FFlR
CCPMs 4, VAF=H4—FriilisEal . HAE=E—M S WAEZ i CCPMs I
WERES.

BRItk 1 13K 2 AFFH) CCPMs 3@t T —A T~ A AW EEE,
DA B 3 S5 B AR 2 5T B 98 AR 97 75 REBUE T BN TR AS 5 Asid. Bk
Hh, FHEETUS TR T B E R EEFESRN AERKRIET . HHETH
T BE RE L I1ETT BT R R 2R (highly aggressive)Bk SER PEIRTT - BH4T,
BB AT ARYE X TS #R 10 (20 CCPMs)RIA I B MR IZFEVATT o

AR AR E SRR R AL, BEERASR, MESEHER,
M, mERES, RE, SHEMYE ST CCPMs KF, FridEiARmEHE
(B FEZERIRE, €& PCR, BEEHXIIFEHIE. FEWKZE
TR S £ 4 CCPMs MRZEMFEHMWEMERFES (WK 3,
4, 8A, 8B, FOFFIL) , BIREWENRBEMAERFM. Fik, Xk
B () & Fh bR c 1) T AW RE R TS

A RSN A A KE R AR E ST R AR SR N, Eit
ARPEESTRLH ZUHBERALRRE ., BES T/ ARMEHAZRD
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BTk, B, ZFRERSRMEHE. EFELHE, ¥ RNA AEEL
AL R A LS A P A B . 4B AL A O AN R B BOR H SCHE
o1l Gn 27 0 A 40 2R B A0 B b R 4

E—AFHE, BB RT—HINBUSHTE, WELESE AT KR
KETEERN T A, BN ER A SE MRS — MR MG ICERELER
EFEINRIEKTE, SR TEE RNA BERYEH YR RIEKF B
RNA #ZYBHEREFYNSHENRIEKFirdl. EFETE, G
i RE 1, 285 PHFIK—MEZ RS, BEREREAEAERL 2
5 FETFIRRIEH—HEBREMIEES, SHAREEAR 3, 4, 8A, 8B EL 9
FiBITEES .

EH—HHE, WETEHRIEEEREFYRIREKE, W &R 1, 2
B 5 FislMtRic, BATR 1, 285 FiAllricITERES, W: &3, 4,
8A, 8B I 9 FiSIMTUEES. &R —H, R 7BRENEL2HATERF
CEEREEY (. R 1, 2 85 FFIKARE BURR TR 1, 285 FrFl
FICHITEES (. &3, 4, 8A, 8B B9 FTAIHITE(E ) MIRIEKF.

TEHETE, ARBAEE—HEHEEPMERZ MRS (W X1, 25
FRFRIARe) R B TR 1, 2805 AR iTEE S (m: R 3, 4, 8A,
8B 1 9 FiFIMTERE5) HXHNRZEFRIES (nHbEs)D « £—5KE
FE, RMFISESEATER L, 275 FRicHTEESREmE 3,
4, 8A, 8B B 9 FTFIMTEE S RTMEKER. EH—FFETHE, ikl
FIEHSEAMRIE (W R 1, 285 FFIMRE) 5K 3, 4, 8A, 8B
5 9 FTAINTE R SRR ZER -

IXEEEF R, FTiREBAZE BRI LR cDNAs, SREZER, FAEREN
) BRI A LRG3 . REEIR AT 5 A X A8 —FELE Firic i
KT, EEREFH, HEMNPERLATFIIRL. TS ETm, —i
X% P CCPM R /K- H 38 N Bl R /s K HATEVE AT e 0o b, e BT
FEIE B R, T —FPEZF CCPM Rk 7K A 3 N 8l W R R A B R IEAE
B HATEE T e G A .
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wom B

F13/154 51

Affymetrix G 845,

P<0.05, tH BRB F4:5\ 481408 & /)

R 1: SHEBRETNFE (NEERHEHFFEZFZEZREN

HIAFRIR Affymetrix #f |Refseq BFY |ZERHEWY Unigene & | 3L EIREEH
Hwms 5 Genebank ¥ | XR (K
x5 IAER)
ME2 210154_at, |NM_002396 |3 B#(malic enzyme)2, ## |Hs233119 [M55905,  {0.74
210153 s at, NAD (+), BRAA BC000147
209397 _at
STATI} AFFX-HUMI |NM_007315, |{58#8TR#RELT 1. |Hs.470943 |NM_007315, |0.58
SGF3A/ NM_139266 |91kDa BC002704
M97935_MA
_at,
AFFX-HUMI
SGF3A/
M97935_MB
_at,
AFFX-HUMI
SGF3A/
M97935 3 at
,200887_s_at,
AFFX-HUMI
SGF3A/
M97935 5 at
209969 s at
CXCL10 204533 _at  |NM_001565 |#iLERTF (C-X-CJ ) Mik|Hs.413924 |NM_001565 [0.29
10
FAS 215719_x_at, (NM_000043, |FAS (TNF SHBRERH 6) |Hs.244139 | X83493, 0.68
216252_x_at, |NM_152871, 770519,
204780 s at, |NM_152872, AA164751,
204781 s_at |NM_152873, NM_000043
NM_152874,
NM_152875,
NM_152876,
NM_152877

16




200680052902. 3 WO P Z14/154m
EE RN Affymetrix #£|Refseq RS |[FEFLW Unigene % |} EIREER
HH5 x5 Genebank B | ER (BK
x5 IREER)D
SFRS2 200753_x_at, [NM_003016 | & K& M/ LEMINEEET |Hs.73965 |BE866585, |0.82
214882 s _at, 2 BG254869,
200754 _x_at NM_003016
GUF1 218884_s at {NM_021927 |GUFIGTP RS FIsE4CMitiRs3) | Hs.546419 |NM_021927 |0.71
CXCL9 203915_at |NM_002416 |#{LBIT (C-X-CJ #FF) B4 {Hs.77367 |NM_002416 |0.33
9
TYMS 202589 at  |NM_001071 |ffpiss o ks Hs.369762 |NM_001071 [0.53
SECI0LI1 218748_s_at |NM_006544 |SECI0 ¥ 1 (RIEEE) |Hs.365863 |NM_006544 {0.76
K4 204887 s at |NM 014264 |Polo FEiiHi 4 (48D Hs.172052 [NM_014264 |0.64
MAP2K4 203265_s_at |NM_003010 |H 45Tl G3EEMe 4 |Hs.514681 |AA810268 [0.76
EIF4E 201435 s at, {NM_001968 | ELAEHiSA 04 F 4E Hs.249718 |AW268640, |0.69
201436 at Al742789
TLK1 210379 s at |NM_012290 |%F e85 1 Hs.470586 |AF162666 |0.59
CXCL11 210163_a, |NM_005409 |#{LETF (C-X-CJ 2/%) E2fF |Hs.518814 | AF030514,A |0.15
211122 s at " F002985
PSME2 201762_s_at |NM_002818 |AEARTH, E&ARET)E|Hs 434081, |NM_002818 |0.68
{LIF 3 2 (PA28 B) Hs.512410
hCAP-D3 212789 at  |[NM_015261 |3E SMC %45 11 §44, T |Hs.438550 | AI796581  |0.83
D3
MPP5 219321_at  |NM_022474 |[E[, ##EEML S (MAGUK |Hs.509699 |NM_ 022474 |0.74
p55 BHFIERT 5)
DLGAP4 202570_s_at |NM_014902, |#R, Kk (Rig) FEMMEE | Hs.249600 |BF346592 |13
NM 183006 |24
WARS 200628_s_at, INM_004184, |5 & (RNA & il Hs.497599 |M61715, 0.66
200629 at  |NM_173701, NM_004184
NM_213645,
NM_213646
ARF6 203312_x_at |NM_001663 |ADP BELET 6 Hs.525330 {NM_001663 |0.77
PBK 219148 at |NM 018492 |PDz %4 iis Hs.104741 |[NM_018492 |0.41
GMFB 202543 s at |NM_004124 |BRMBAAETF, B Hs.151413 |BC005359 10.66
NDUFA9 208969 _at  (NM_005002 |NADH Bi4E (ZE) 1e % |Hs.75227 |AF050641 |0.77
é%r 91 39kDa

17




200680052902. 3 o P Z15/1541

HHEFR Affymetrix # |Refseq B% S | AW Unigene % |H v |REEHK
EHp A x5 Genebank ¥ |ZR (kK

x5 IRREK)

CDC40 203377_s_at |[NM_015891 |ZieABFMA G 40 Y |Hs.428147 {[NM_015891 |0.8

()

WHSC1 209053 s at, [NM_007331, |FA-KESAEM%HEE 1 |Hs.113876 |BE793789, |0.75
209054 _s_at, |[NM_014919, AF083389,
209052_s_at |NM_133330, BF111870

NM_133331,
NM 133332,
NM_133333,
NM_133334,
NM_133335,
NM_133336

CIQBP 208910 s at, |NM 001212 |#MkRisr 1, q ML A EE |Hs.555866 |L04636, 0.71
214214 s at AU151801

RBM25 212031_at |NM_021239 |RNA &A&%FEEH 25 Hs.531106 |AV757384 |0.83

SLC25A11 209003_at, |NM_003562 |wmiz@&® ARk 25 (Lkis |Hs.184877 |AF070548, [0.83
207088 _s_at Bk, BN—REA) RS 11 NM_003562

TK1 202338_at |NM_003258 | fafpme Z4r%lg |, A% |Hs.515122 |NM_003258 [0.73

ETNKI 222262 _s_at, |[NM_018638 | Z.AShziis 1 Hs.240056 |AL137750, |0.66
219017 at NM_018638

KLHL24 221985 at  |NM_017644 |Kelch #1524 CFiE) Hs.407709 |AWO006750 |1.4

AK2 212175_s_at, |NM_001625, |Mirwis 2 Hs.470907 |AL513611, |0.8
205996 s at, |[NM_013411 NM_013411,
212174_at W02312

HNRPD 221481_x_at, [NM_0010038 |5 Rtk Mu g5 E A D(E4 |Hs.480073 |D55672, 0.8
209330 s_at, [10,NM_00213 |AU 7f¥ RNA #&&S 1, D55674,

- - 37kDa) HEA
200073 _s_at |8, M94630
NM_031369,
NM_031370
GTPBP3 213835_x_at |NM_032620, |GTP &&HEME 3 (4Miikk) |Hs.334885 |AL524262 |0.87
NM_133644
PSATI 220892 s at |NM 021154, |4 S Mt Em 1 Hs.494261 |NM_021154 |0.54
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s

5 ZR16/154 1

FEPRIR Affymetrix ¥f |Refseq BF 5 | HHiEW Unigene % |} BIREGH
[Fl'gﬁ% fj&"% Genebank ﬁ %Eﬁ (E&
e IRER)
NM_058179
APIGI 203350_at  |NM_0010300 | #i#E TARXBEE LW 1, o [Hs.461253 |NM_001128 |0.89
07,NM_oo112 | * E
8
SMCHDI1 212577 at Pl ik R S b [He.8118 | AA868754 |0.74
(53300
SLC4A4 210738_s_at, [NM_003759 |W/RELT (% 4, ERHMH |Hs.5462  |AF011390, |07
203908 _at, BA%E T, iR 4 NM_003759,
211494 s_at, AF157492,
210739 x_at AF069510
RBMS3 206767 ot |NM_0010037 [RNA 444, SASHRE (LM |Hs221436 |NM_014483 |12
92,NM_o0100 | EH
3793,NM_014
483
LARP4 214155 s at |NM_052879, |La BlER EIBEIRM G 4 Hs26613 |AI743740  |0.66
NM_199188,
NM_199190
FANCA 203805_s_at |NM_000135, |l /BRME A4 A Hs.284153 |AW083279 |0.78
NM_0010181
12
SOS1 212780_at |NM_005633 |d:-L#MFREY 1 (R48) |Hs278733 |AAT00167 |0.84
IFT20 210312_s_at |[NM_174887 |pi¥EEizH 20 4Gk [Hs.4187  |BC002640 |12
NUP210 212316 at, |NM_024923 |#H.EH 210Dka Hs.475525 |AA502912, |0.78
220035_at, NM_024923,
213947 s_at AI867102
IRF8 204057 at |NM_002163 | FHERZEET 8 Hs.137427 |Al073984  |0.75
SGPP1 221268 s at |NM_030791 | Sy 1-BEmRHREG | Hs.24678 |NM_030791 |0.76
MAD2LI 203362_s at |NM_002358 |MAD2 # #4434 1tk 7R | Hs.509523, [NM_002358 [0.7
81 (R Hs.533185
PAICS 201013 _s_at, [NM_006452 | BEEB g £0knb sk (LA, BITE | Hs.518774 |AA902652, [0.71
201014_s_at B RERUREBAR RS NM_006452
B -
RPS2 217466 x_at |NM_002952 |EZsiiAE e 2 Hs.356366, | L48784 0.83
Hs.381079,
Hs.498569,
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s

5 R17/154 1

HEFHRIR Affymetrix # |Refseq B2 5 | ZEiRW Unigene % |} E(|REER
e e Genebank % |ZR (EXK
x5 IRNER)
Hs.506997,
Hs.556270
TMED5 202195_s_at |NM_016040 |#/8 emp24 & @ F15%44 |Hs.482873 |NM_016040 |0.86
5
GTSE1 204317_at, |NM 016426 |G2 S HFik1 Hs.386189, | BF305380, {0.8
204318 s at Hs.475140 |NM_016426
DCK 203302_at NM_000788 | fic S H i Hs.709 NM_000788 |0.77
DKFZp762E13 |218726_at NM_018410 |{&%E & E DKFZp762E1312 Hs.532968 [NM_018410 |0.81
12
BAZI1A 217986_s_at [NM_013448, |REMIBEAWLFIRER, 1A Hs.509140 |NM_013448 (0.8
NM_182648
HIP2 202346 _at NM_005339 |FEHFHEERED?2 Hs.50308 |NM_005339 |0.78
HNRPA3P1 206809_s_at F MR PR R B A3 % | Hs.524276 (NM_005758 (0.83
A 1
CDC42BPA 214464 at NM_003607, |CDC4245& K E¥#AY « (DMPK |Hs.35433 |NM_003607 {1.4
NM 014826 |*F
P15RS 218209_s_at [NM_018170 [fRE&HE FLI10656 Hs.464912 |NM_018170 (0.79
FLJ10534TSR |218156_s_at |NM_018128 |TSRI1,20SrRNA R4 {4x R4 [Hs.388170 (NM_018128 |0.75
1 (BRIEEEE})
RRM1 201476_s_at |NM_001033 |(E¥EERTRE M1 Bk Hs.383396 |A1692974 0.76
USP4 202682_s_at |NM_003363, |ZEirFMIKEE 4 (FUEZEK) |Hs.77500 |NM_003363 [1.2
NM_199443
ZNF304 207753 _at NM_020657 |&3EH 304 Hs.287374 |NM_020657 |1.3
CA2 209301 _at NM_000067 | BkERETES 11 Hs.155097 |M36532 0.25
LOC92249 212957 s_at iR B 8 LOC92249 Hs.31532 |AU154785 |1.1
MARCHS5 218582 _at NM_017824 |EMXHFE (C3HC4) 5 Hs.549165 |{NM_017824 0.81
TRMTS5 221952 _x_at (NM_020810 |TRMT5 tRNA %44 Es 5 5 |Hs.380159 |AB037814 |0.81
BV (EEEER)
PRDX3 201619 _at NM_006793, | €& R & @ i & 4 ¥ 8 | Hs.523302 |NM_006793 |0.73
NM 014098 (peroxiredoxin)3
RAP1GDS! 217457 _s_at [NM_021159 |RAPI1, GTP-GDP fi# B #l#E ¥ |Hs.132858 |X63465 0.82

1
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200680052902. 3 POW B 518/1541
I HARIR Affymetrix #R [Refseq BRE | HFHHY Unigene % | B REEHR
e =g Genebank B |ZR (KK
5 IRER)
NUMB 209073_s_at |NM_0010057 | Numb R4 (i) Hs.509909 | AF015040 |0.82
43,NM_00100
5744 NM_001
005745,NM_0
03744
KIF2 203087 s_at |NM_004520 | BRah (1 EE K 5 2 Hs.533222 |NM_004520 |0.72
ACADSB 205355_at NM 001609 | BEiAEE A S8, %8/ 6 |Hs.81934 NM_001609 (0.87
IBRDC3 213038 _at NM_153341 |44 IBR & 2 Hs.546478 |AL031602 0.88
TES 202719 s_at [NM_015641, |SALFAEMEFY (LIM 44 |Hs.533391 |BC001451 |13
NM_152829 |
¥DD19 37079_at YDDI19 &4 Hs.525826 |U82319 0.92
GZMB 210164 _at NM_004131 [ %@y BChI#S 2, 4uAEE T W |(Hs.1051 JO3189 0.66
A M L B RHEAE 1)
LAP3 217933 _s_at {NM_015907 |=&EREHKEE Hs.479264 |NM_015907 |0.67
Cl7orf25 209092 s_at |NM_O016080 | Z:fofk 17 FFHORMIE 25 Hs.279061 |AF061730 0.72
ZNF345 207236 _at NM_003419 |83 E 345 Hs.362324 |NM_003419 [1.1
KITLG 207029 _at, NM_000899, |KIT Btk Hs.1048 NM_000899, |0.75
211124_s_at |NM_003994 AF119835
CAMSAPIL1 |[212765 at NM_203459 |[#FEiRZEREEKEMEXRER 1|Hs.23585 AB029001 1.3
BHESI
YTHDC2 205835 s_at, [NM_022828 | &% YTH &4 2 Hs.231942 | AW975818, {0.84
205836 _s_at NM_022828
RABIF 204477 _at NM_002871 |RAB HEEAHRET Hs.90875 (U74324 1.2
SERBP1 217725 _x_at (NM_0010180 (SERBPImRNA #&%HEHB 1 Hs.369448, |[NM_015640 |0.81
67,NM_00101 Hs.519284,
8068,NM_001 Hs.530412
018069,NM_0
15640
KPNB1 208975_s_at {NM_002265 |(F&&ERB CGAKEA) Bl Hs.532793 |L38951 0.74
BRIP1 221703 _at |NM_032043 |BRCA1tBEEMAEKA C R#ufE |Hs.532799 | AF360549 | 0.86
HERE 1
IRF1 202531 _at NM_002198 | TLEREETF1 Hs.436061 |NM_002198 |0.62
TIPIN 219258 at NM_017858 |TIMELESS HHA{FRER Hs.426696 |NM_017858 |0.73
SPFHI1 202444 _s_at |NM 006459 {SPFH ZMBFIER A 1 Hs.150087 |NM_006459 |0.76

21




200680052902. 3 wooH B Z19/154 0
HHPRIR Affymetrix #% |Refseq BF 3 | ZEF M Unigene % |3 BIRIEER
Hwme =5 Genebank B (%% (EX
25 AR
SFPQ 201586_s at |NM_005066 | 394 B T & 4 B & M/ 1 % M | Hs.355934 |NM_005066 |0.83
(A WERE IX 44 R EH )
MGAT?2 211061_s_at |NM_00I0I58 | {88 (a-1, 6) -$if e B-1, [Hs.93338 |BC006390 |0.79
83.NM 00240 | 2N-Z BTGB G 2R
8
MCCC2 209624 s at (NM_022132 |H3EEEMMAS A B/LAs 2(B) |Hs.167531 |AB0S0049 [0.6
DDAH2 215537 x_at, [NM_013974 | — T &L H% ELRR — 4 S 36k % | Hs.247362 | AJO12008.A |1.2
214909 s_at A5 2 K026191
NP 201695_s_at |NM_000270 |m#Rifiths Hs.75514 |NM_000270 |0.79
CHEK| 205393 _s_at, (NM_001274 |CHKI 5 4 R4 (W [Hs.24529 |NM_001274 |0.7
205394_at BFE)
MYOIB 212365 at |NM_012223 | k&S IB Hs.439620 |[BF215996 |0.85
ATP5A1 213738_s_at |NM_0010019 |ATP &M, H+¥Z, Zhith|Hs.298280, | AI587323 0.82
35NM_00100 Fﬁ'ﬂfﬁ‘%' o W, FHMEL G s51908
1937,NM_004
046
IL2RB 205291 _at  |NM_000878 |@4ifefa 2 £k, 8 Hs.474787 |NM_000878 |0.73
RPL39 217665_at  |[NM_001000 |BMfEM L39 (RPL39)  |Hs.558387 |AA420614 |13
CD59 212463_at  |NM_000611, |CD59 #i/% p18-20 (& Fke#iék |Hs.278573 | BE379006 | 1.5
NM 203329, RFIHLER 16.3A5, EJl6, EJ30,
= EL32 1 G344)
NM_203330,
NM_203331
AMDI 201196_s at |NM_0010330 | e T Bk B ML 1S | Hs.159118 |M21154  |0.74
59,NM_00163
4
GGA2 210658_s_at |NM_015044, |@i/RiEtkt%, & v #4855 E |Hs.460336 |BC000284 |0.82
MCM6 201930 _at NM_005915 |MCM6 /MR kg #4562 | Hs.444118 |NM_005915 [0.75
#/H 6 (MIS5 REY, EHEH
R (BREEERD
SCC-112 213983 s_at, [NM_015200 |SCC-112 @ Hs.331431 {AW991219, (0.8
212138 _at AK021757
BCL7C 219072_at  |NM_004765 |B %M CLL/# ES 7C Hs.303197 |NM_004765 |1.2
HMGN?2 208668_x_at [NM_005517 |®i# % MM/ k& 4198 | Hs. 181163 |BC003689 0.9
2
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200680052902. 3

s

45 ZR20/154 1

FHEFRIR Affymetrix 3§ |Refseq BR5 | HEH W Unigene & |3 EIREER
S x5 Genebank ¥ |ZER (K
x5 IAER)
RBBP4 210371_s_at, |[NM_005610 | SilMgiumsa®EE 4 |Hs.555890 |BC003092,X |0.8
217301 _x_at 71810
KIAA0090 212396 s at |[NM_015047 |KIAA0090 Hs.439200 [AI143233  |0.81
SYNPO 202796 _at |NM_007286 |REH Hs.435228 [NM_007286 |1.2
GPR161 214104_at  |NM_007369, |G EB{kBZH4 161 Hs.271809 |A1703188 |1.5
NM_153832
TMEM113 (215509 s at |NM 025222 |@ e 113 Hs.194110 [AL137654 |0.72
SMC2L1 204240_s_at |NM_006444 |SMC2 Jefafh 2 4% FHRER 15 | Hs. 119023 |NM_006444 |0.65
1 ()
'CNAZ 203418_at  |NM_001237 |4IMME G A2 Hs.85137 |NM_001237 [0.6
VAPB 202549_at  |NM_004738 |VAMP CMEARXBEE) 493% |Hs.182625 |AK025720 |1.2
E@B#MC
EXOSC9 213226 _at  |NM_005033 |4h)Bsdotit 9 Hs.91728 |AI346350  |0.73
TRIM25 206911_at  |NM_005082 |&=HEH T 25 Hs.528952, [NM_005082 |0.88
Hs.551516
SCYL2 221220_s_at [NM_017988 |SCYI#%EE 2 (BiEE:E)  |Hs.506481 [NM_017988 |0.85
RYK 214172_x_at {NM_00T0058 |RYK 4R B8 5 5 A Hs.245869 |BG032035 [1.2
61,NM_00295
8
MTHFDI 202309_at  |NM_005956 |5 3 MM MR ELAE C(fk¥i|Hs.435974 | NM_005956 |0.74
NADP+) 1, ¥ FFE IS BT
KARRS, FBEIE RS R
RUNXI1 211180_x_at |NM_0010018 | 4%/ ME3e%: R E T (2 bt e | Hs. 149261, | D89788 1.1
90,NM_00175 | ¥ EHILA 1, amil SERED 1y 578446
4
KPNA2 201088 _at, |NM_002266 |##%EE a2 (RAG 4% 1, i |Hs.159557, |NM_002266, |0.77
211762_s_at AEHaD Hs252712 |BC005978
PSMEI 200814_at |NM_006263, |Befsis (fitk, EEGET) [Hs.75348 |NM_006263 |0.76
TACC3 218308_at |NM_006342 |#4k, SEAMESMIENEEE 3 |Hs.104019 [NM_006342 |0.78
FEN1 204768_s_at |NM_004111 |4ttt i%me i 185 1 Hs.409065 [NM_004111 |0.73
GTF3C4 219198_at |{NM_012204 |#@m#FETF UIC, HAk 4. |Hs.549088 [NM_012204 |0.87
90kDa
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200680052902. 3 oW P Z21/154mW
FEFRIR Affymetrix #|Refseq 2% 5 | HEE{#H Unigene % | H v REEH
s r®5 Genebank ¥ | 2R (EX
x5 2V 9
GEMIN4 217099_s_at [NM_015721 |Gem CZ4Mass) #%H 34 |Hs499620 | AF258545 |0.76
CTSS 202902 s_at |NM_004079 |42 (IAE S Hs.181301 [NM_004079 |0.74
MCM2 202107_s_at [NM_004526 |MCM2 /MR iAss i #ok 5 |Hs 477481 |NM_004526 [0.71
fa2, £R%HH (RERS)
GPHN 220773_s_at |NM_0010242 |#fiR%E Hs.208765 |NM_020806 |0.67
18,NM_02080
6
NUP50 218295_s_at (NM_007172, |#FLHEH 50kDa Hs.475103 |NM_007172 |0.78
NM_153645,
NM_153684
RANBP2L1  |210676_x_at |[NM_005054, |RAN &4 %M 2 HEA 1 Hs.469630 |U64675 0.83
NM_032260
NR5A2 208337_s_at |[NM_003822, |&SAWILS, B A, &5 2 |Hs.33446 |NM 003822 |0.77
NM_205860
PGD 201118_at  |NM_002631 |@ifsmzissiens Hs.464071 |NM_002631 |0.75
FUT4 209892_at,20 [NM_002033 | #H#HE 4 Ca (1, 3) B [Hs.390420 | AF305083,M |0.78
9893 s at Rl 57 b SRR AL M) 58596
RABGA 201048_x_at |NM_002869, |RAB6A, A5t RAS & #FE %k | Hs.503222, |NM_002869 |0.81
NM_198896 Hs.535586
CCNT2 204645_at  |NM_001241, |4ImIES T2 Hs.292754 |NM_001241 |0.87
NM_058241
TFRC 207332_s_at |[NM_003234 |4#&k&E 4k (p90, CD71) |Hs.529618 |NM_ 003234 |0.63
BIRCS 202095_s_at |[NM_0010122 | FFRA#H S IAP EE S 5 (£73% | Hs.514527 |NM_001168 |0.7
70,NM_oo101 | F°
2271,NM_001
168
PGGT1B 206288 _at  |NM_005023 |ZE &4t L4 L5 %85 [Hs.254006 | NM_005023 |0.8
(geranylgeranyltransferase)3 1,
B TE
USP14 201672_s_at |NM_005151 |2 %45 S0kl 14 (RNA 212 | Hs.464416 |NM_005151 |0.81
MR
PURA 204020_at  |[NM_005859 |E&mMTHLAEMEA Hs.443121 |BF739943 |12
LMAN]1 203293_s_at, [NM_005570 |sMNEMRSESE, HEELAEMH, |Hs.465295 | NM_005570, | 0.82
203294 s at 1 U09716

24




200680052902. 3 o P ZE22/154m
HPFRIA Affymetrix ¥ |Refseq BRS | SEHH MW Unigene % | 3 BRI
Lag A x5 Genebank B | EZR (Bk
e IRERD
WDR45L 209076 s at |NM_019613 | WDR45 #4143 Hs.201390 {BC000974 |0.82
SGCD 213543_at  |NM_000337, |WLESE, & (35kDa$ill24iR |Hs.387207 | AAS70453 1.2
NM_ 172244 | SHREEED
LRPS 205282_at  (NM_0010180 |{E#AISHIILAMFKEE S, |Hs.444637 |[NM 004631 |0.78
54,NM_00463 | RIFHE e Zb
1,
NM_017522,
NM_033300
ITGA4 205885_s at |NM_000885 |¥4&7K13, a4 (HiE CD49D, |Hs.555880 |L12002 0.74
VLA4 ka4 TED
BUB3 201458 s_at |NM_0010077 | BUB3 #3:Pkm 3 i 3304414 | Hs.418533 |NM_004725 |0.79
93,NM_00472 | B (R
5
KIF18A 221258 s at |[NM 031217 |WaBAKRERS 18A Hs.301052 [NM_031217 |0.83
FKBP9 212169 at  [NM_007270 |FKs506 &% 9, 63kDa Hs.103934 |AL050187 [1.2
ATF6 217550_at  |NM 007348 |EHEZETF 6 Hs.492740 | AAS76497 |14
TNFRSFITA  1207037_at  |NM_003839 | /i % 3 5 B¥l T 5% 4 48 & b J% | Hs.204044 |NM_003839 |0.68
11a, NFKB i&{LF
KIAA0841 213054 _at KIAA0841 Hs.7426  |AA845355 |09
TGFB2 209909 s at |NM_003238 |#BHkBEF, B2 Hs.133379 {M19154 1.1
ITGBS 201125 s at, |[NM_002213 |#&%EfH, BS Hs.13155 |NM 002213, 1.2
201124 _at, AL048423.A
214021 x_at 1335208
RABGEFI 218310_at  |NM_014504 |RAB & WE W % B % # B T [Hs.530053 |NM_014504 [1.2
(GEF) 1
PBX1 205253_at,21 INM_002585 |3y B M S B RHET Hs.493096 [NM_002585, (1.2
2148 _at AL049381
ZNF148 203318_s_at |NM_021964 |45 148 (pHZ-52) Hs.380334 |NM_021964 |1.2
ZWINT 204026 s at |NM_0010054 |zw10 {FET Hs.42650 |NM_007057 |0.66
13,NM_00100
5414 NM_007
057,
NM_032997
ZDHHC3 213675_at  |NM_016598 |4¥#%, &4 DHHC 23 Hs.61430 |W61005 1.3
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200680052902. 3 WO P ZE23/1541
HFERFIR Affymetrix I |Refseq BRE | HEHW Unigene % |} B REEYR
B =8 Genebank ¥ |XR (BEK
%5 IRER)
CDCAS 221520_s at |[NM_O18101 |4IMuARi/AM%E S 8 Hs.524571 |BC001651 |0.76
CUTLI1 214743 _at  |NM_001913, |#Witf 1, CCAAT #4XE 1 (R |Hs.438974 |BE046521 |1.3
NM_181500, |*
NM_181552
C180rfo 219311 _at  |[NM_024899 |Ze{nk 18 FFAIRILAE 9 Hs.236940 |NM_024899 |0.73
TXNDC 209476 _at  [NM_030755 |&@heuEE Mg Hs.125221 |AL080080 [0.75
POLE2 205909 at |NM_002692 |H##§ (4H%f DNAY , €2 (59p |Hs. 162777 |NM_002692 |0.73
T
SPCS3 218817_at |NM_021928 |{Z2£MEAHTE 3 FEY |Hs42194 |NM_021928 (0.7
(ERIS IR B
CANDI 208839 s at {NM_ 018448 |#% & & [ 48 3= F1|Hs.546407 |AL136810 [0.84
NEDDYLATION i #5 % |
U2AF2 218381 s at |[NM_0010124 | U2(RNU2)/MZRNA 3B K F 2 |Hs.528007 |NM_007279 |0.83
78,NM_00727
9
WDHDI1 204728 s_at |[NM_0010083 | wD EH# HMG & DNA %44 |Hs.385998 |NM_007086 (0.73
96,NM_00708 | EE 1
6
HEMI 209734 at [NM_ 005337 |mmEA1 Hs.182014 [BC001604 |09
RABEPI 214552_s_at |[NM_004703 |Rab At S, RABGTP A% & |Hs.551518 |AF098638 [0.84
EmMEFELSI
SYDE1 44702_at NM_033025 | zefbta#l 1, Rho GTP BRI ¥ | Hs.528701 |R77097 1.1
1 (&4
WFEDCI 219478 at  |NM 021197 |WAP DBt 1 Hs.36688 |NM_021197 |1.2
thz 40560 _at NM_005994 |T#&2 Hs.531085 |U28049 1.1
GART 210005_at |NM_000819, |BifeizE B AL F BL %588, |Hs.473648 |D32051 0.84
B 12 PE H EBk S BB, BER
NM 175085
- B R RS i,
H2AFZ 213911 _s_at, [NM_002106 |H2A ZiBEFERR Z Hs.119192 |BF718636, |0.8
200853 _at NM_002106
CcD7 214551 s at |[NM 006137 |CD7#E (P41) Hs.36972 |NM 006137 |0.8
ELOVL6 210868 s at [NM_024090 |ELOVL KK R 6, ¥Rl |Hs.412939 [BC001305 [0.81
B 8 i # ( FEN1/Elo2 ,
SUR4/Elo3 ¥, EERp)
CACNB3 34726 _at NM_000725 (g, dBEfkEdE, B3 Wik |Hs.250712 [U07139 1.2
TAPI1 202307_s_at [NM_000593 |ATP &4 &#%ETF 1, LK B|Hs.352018 |[NM_000593 |0.68
(ADR/TAP)
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200680052902. 3 WO P ZE24/1541
FERIRIR Affymetrix ¥ |Refseq BF S | HEILH Unigene & | X B REEH
HiRE =5 Genebank % | ZR (EX
x5 IAER)
NUP98 210793_s_at (NM_005387, |#&fL&EE 98kDa Hs.524750 |U41815 0.75
NM_016320,
NM_139131,
NM_139132
CHAFIA 214426 _x_at, [NM_005483 | s mEF 1, Wi A|Hs.79018 |BF062223, |0.83
203976 _s_at (p150) NM_005483
EPASI 200878 at |NM_001430 | g% PAS L5851 1 Hs.468410 | AF052094 [1.3
RNGTT 204207_s_at |NM_003800 |RNA ¥4 )L 349585 5 BrfoRs | Hs. 127219 |ABO12142  [0.8
KLF7 204334 at  |NM_003709 |Kuppel BET 7 GREEM) Hs.471221 |AA488672 1.1
Cdorfl6 219023 at |NM 018569 | %k 4 FrRUEIDIE 16 Hs.435991 |NM_018569 |0.77
YBX2 219704 at  |NM 015982 |y &B&Z&EE?2 Hs.380691 |NM_015982 |0.75
IVD 216958_s_at |[NM_002225 |R/RBE:ES A E2E Hs.513646 |AK022777 |[0.81
PEG3 209242 at  |NM 006210 |$EAR%3 Hs.201776 |AL042588 |[1.2
FBXL14 213145_at  [NM_152441 |FARESZEMESTESD 14 |Hs.367956 |BF001666 |0.83
TMEPAI 217875_s_at |NM_020182, |#5[8, MUl %S RNA [Hs.517155 |NM_020182 [1.4
NM_199169,
NM_199170,
NM_199171
RNF138 218738_s_at |NM_016271, |4##&EE 138 Hs.302408, [NM_016271 |0.82
NM_198128 Hs.501040
DNMIL 203105_s_at {NM_005690, |zhhEE 1 #ES Hs.550499 |NM_012062 {0.87
NM_012062,
NM_012063
LHCGR 215306_at  (NM_000233 |{Z#ik4REAL TR |Hs468490 |AL049443 |13
%%k )
SOCS6 214462_at, |NM_004232 |MBETES#SMHET 6 |Hs.591068 |NM_004232, | 0.85
206020_at (80CS6) NM_016387
CEP350 213956_at  |NM_014810 |tk [ 350kDa Hs.413045 |AW299294 (1.3
PTGER3 210374_x_at, [NM_000957, |RU5Uf% E 52143 (MK EP3) |Hs.445000 |D38300, 1.1
210831 s at |NM_198712, 127489
NM_198713,
NM_198714,
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200680052902. 3 oo Z25/154W
H AR Affymetrix 1 |Refseq BR% | REHMN Unigene & |} BRAER
g #2 Genebank B [£R (EK
xg IRER)D
NM_198715,
NM_198716,
NM_198717,
NM_198718,
NM_198719,
NM_198720
M1181 200723 s at |NM_005898, |miaifk, ffafk 11, Ri4zFic 1|Hs.471818 |[NM_005898 (0.9
NM_203364
RFCS 203210 s_at |[NM_007370, | #IH T CGELETF 1)5, |Hs.506989 |NM_007370 0.79
NM_181578 |36.5kDa
INDO 210029 at  |NM_002164 |[WiRRE-ntis 2, 3 XUlAE  |Hs.840  |M34455 0.74
KIAA0286  [212619 at |[NM 015257 [NA Hs.533787 |AW205215 [0.77
MOBKIB 201298 s at |NM_018221 |MOBI,Mps & % & B(8§iE (L | Hs.196437 |BC003398 | 0.84
FHES IB (B8
FLJ20273 218035 s at (NM_019027 |RNA #AEH Hs.518727 |[NM_019027 |0.73
HADHSC 211569 s at |NM_005327 |L-3-MRBtWE6 A BREiEs, j8% |Hs.438289 |AF001903 [0.62
SSPN 204964_s at |NM_005086 |Wl# (Kras fEREHEEMA) |Hs.183428 |NM_005086 |1.6
AP2BI 200615_s_at |NM_0010300 |#i#:E TARXEAE &M 2, B |Hs.514819 |AL567295 {0.77
06,;NM_o0o128 | ! YEE
2
EIF4A1 201530_x_at, [NM_001416 |E&AMEHEHET 4A, 7 (Hs.129673 [NM_001416, |0.79
214805 _at LG U79273
EPDC[ 220295 x_at [NM_017779 |&7% DEP &#g5 1 Hs.445098 |NM_017779 |0.66
AGPATS 218096 at |NM 018361 |1-Hhs-3-BE-O-BE 24658 | Hs.490899 |NM_018361 |0.68
5 (LB ARRLEEHAEE, ¢ )
HNRPDL 201993 _x_at |NM_005463, |SRMMEEMEZEE D #& |Hs.527105 |NM_005463 |0.86
NM_031372 | B
GBP1 202270_at  |NM_002053 |FHhEHSHSEFMLLEA|Hs.62661, |NM_002053 |0.61
1, 67kDa Hs.443527
AMIGO2 222108 at  [{NM_181847 |# 1g BEL MMM F 2 |Hs.121520 |AC004010 |1.6
XPO7 208459 s at |NM_015024 |%iti&E 7 Hs.172685 |NM_015024 |0.78
PAWR 204005 s at |NM_002583 |PRKC, #T-, WT1, ##&ET |Hs.406074 |NM_002583 |0.71
NARS 200027 at  |NM_004539 | RABERZ-RNA & Ml Hs.465224 |NM_004539 |0.84
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200680052902. 3 WO B ZE26/1540
EEFRIR Affymetrix # |Refseq B3x S | HEEHIRY Unigene % | J¢ EIREEER
HaEme x5 Genebank B |ZR (Ek
x5 IREERD
CENPA 204962_s_at |[NM_001809 |« 49 A, 17kDa Hs.1594 |NM_001809 |0.69
KIF15 219306 _at NM 020242 |EahHEEBEERR 15 Hs.307529 | NM_020242 |0.78
ZNF518 204291 at |NM_014803 |#Hs45H TG 518 Hs.147895 |NM_014803 [0.88
LPP 202821_s_at |NM_005578 |4 LIM &pymitik IS5 | Hs.444362 |AL044018 |1.3
PR EL A
BRRN] 212949 at  |NM 015341 |AZFEFEY (R Hs.308045 |D38553 0.76
C5orf4 48031 r at |NM_016348, |#Z(afk 5 FFEILIBAE 4 Hs.519694 |H93077 1.2
NM_032385
UBAPI 46270 _at NM 016525 |ZZEMWXEE1 Hs.268963 |AL039447 1.1
| SH3GLBI 209090 _s_at |NM_016009 |SH3 £i#gi GRB2 B &EEE [Hs.136309 |AL049597 |12
Bl
CDKNIC 213182_x_at |NM_000076 | 4k#/E % & #AIHIEF 1C | Hs. 106070 |R78668 14
(p57, Kip2)
MCM10 220651_s_at |NM_018518, |MCMI10 /Mg 4G HILEHFG % [Hs.198363 |NM_018518 [0.74
KIAA0265 209254 at  [NM_014997 |KIAA0265 & Hs.520710 |AI808625 |[1.2
BUBL1 209642 at NM_004336 |BUBI1 ZIFBRM: 1 ZFMAIMEER | Hs. 469649 | AF043294 [ 0.68
AEY (B8
LGALS3BP  [200923_at  |NM 005567 |sMERER, LIMHES, % |Hs.514535 |[NM_005567 |0.8
R, 3&&6%EA
NCAPD2 201774_s_at {NM_014865 |3k SMC W48 1 £4&4%, L# [Hs.5719 |AK022511  [0.73
D2
CD86 205686_s_at |NM_006889, |CD86 #LE (CD28 # B4 2, [Hs. 171182 |NM_006889 |0.88
NM_175862 |B7-2#R)
Cl160rf30 219315 _s_at |NM_024600 |¥vfafk 16 FFHULMAE 30 Hs.459652 |NM_024600 |1.2
RBBPS 203344_s_at |NM_002894, |mATME4n % &EE 8 Hs.546282 |NM_002894 |0.79
NM_203291,
NM_203292
FEM1C 213341_at  |NM_020177 |Fem-1 R4 C(%& ) Hs.47367 |AI862658 |[0.82
NUP160 214962 s at |NM_ 015231 |#7LEH 160kDa Hs.372099 |AK026236 [0.84
VAMP4 213480_at NM_003762, |MEtEXBEE4 Hs.6651 AF052100 |1.1
NM_201994
C9orf76 218979 at |NM_024945 |3fatk 9 FFHULMAE 76 Hs.284137 [NM_024945 {0.8
DHX15 201386_s_at |NM_001358 |DEAH(Asp-Glu-Ala-His)& % ik |Hs.5683  |AF279891 [0.83
15
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200680052902. 3 WO P ZE27/154m
HERIR Affymetrix ## |Refseq BF % R UMW Unigene % |1 B REGFE
e x5 Genebank %R (HE
x5 AER)
RIG 221127 s_at BT R 80 W 4 Hs.292156 |NM_006394 |1.2
HBPI1 209102 s _at |[NM_012257 |HMG ZiRET 1 Hs.162032 |AF019214 |12
ABCEI 201873_s_at, [NM_002940 |ATP #4#, Wik E (OABP) , |Hs.12013  |NM_002940, | 0.79
201872 s at B A1002002
PPA2 220741 s _at |[NM_006903, |#mifeibhg (Hl) 2 Hs.480452 |NM_006903 |0.81
NM_176866,
NM_176867,
NM_176869
CPD 201942_s_at |[NM_001304 |¥Jk#s D Hs.446079 |D85390 0.68
KIAA0828 215672_s_at |NM_015328 | Rk bk ARG 3 Hs.195058 |AK025372 [0.73
K-ALPHA-1 |211058 x_at |NM_006082 | a &% E Hs.524390 |BC006379 |0.85
RNMT 202684 s_at |NM_003799 |RNA (MEm.7) FI3Lttisas |Hs.8086 |AB020966 |0.9
MIS12 221559 s at |NM_ 024039 |MIS12 A (B8 Hs.267194 |BC000229 0.8
AURKB 209464 at  |NM_004217 |Aurora % B Hs.442658 |ABO11446 |0.71
FAMG64A 221591 _s_at |[NM_019013 |FsIREHRME 64, AR A  |Hs.404323 |BC0O0S004 0.8
TAP2 204770_at  |NM_000544, |##ETF 2, ATP &&&, Wik |Hs.502  |NM_000544 |0.82
NM 018833 |B(MDR/TAP)
PCDHGC3 205717_x_at |NM_002588, |Bi4SHES v Wik C3 Hs.368160 [NM_002588 [1.2
NM_032402,
NM_032403
AVEN 219366_at  |NM_020371 |, FMEME SEELINHE |Hs.555966 |NM_020371 |1.1
EF
HMGB?2 208808 s at |NM 002129 |msiB®EE 2 Hs.434953 |BC000903  |0.76
CDC2 203214_x_at |NM_001786, |4nfufis /A 2, Gl = S 71 G2 | Hs.334562 [NM_001786 |0.72
NM 033379 |EM
RIF1 214700_x_at {NM_018151 |RAP1 #B2:/5FI B FRIEY (B |Hs.536537 |AK000323 |0.84
)
TCF7L2 216511_s_at |[NM_030756 |#FHAT 7 #F M2 (T M4 |Hs.501080 |AJ270770 |08
S, HMG &)
KIF11 204444 at  |NM 004523 |maHEAFERER 11 Hs.8878 |NM_004523 |0.68
TTC19 217964_at  |NM_ 017775 |=mIER LS, 19 Hs.462316 [NM_017775 |0.67
MDS032 221706_s_at |NM_018467 |k s f9 i i F /38 41 fe % & | Hs. 16187 |BC006005 [1.2
MDS032
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200680052902. 3 oo P ZE28/1541
FRRIR Affymetrix #§ |Refseq B8RS | #HEiM Unigene % {H E|REMEE
s x5 Genebank % (ZR(EXK
x5 IAER)
PSMA3 201532_at  |NM_002788, |&GAsH (iftk, EHEET) |Hs.531089 |[NM_002788 [0.76
NM_ 152132 |, a3, 3
PDGFA 205463 _s_at MR E T o £ Hs.376032, |[NM_002607 |1.3
Hs.521331
GTF2H2 221540_x_at [NM_001515 |%@% 3 HET UH, ZHk 2, |Hs.191356, |AF078847 |0.86
44kDa Hs.398348
CXCL13 205242_at  |NM_006419 |#{bIRF (C-X-C #/7) E4A|Hs.100431 |NM_006419 |0.36
13 (B MfBds1HERD
FOXMI 202580 x_at [NM 021953, | X3k4E M1 Hs.239 NM_021953 {0.7
NM_202002,
NM_202003
YARS 212048 s at |NM_003680 |@AZA-tRNA & % Hs.213264 [AW245400 |0.87
SE57-1 220180 at  [NM_025214 |4 % dhiR % fh 4t #45 68 Hs.120790 |NM_025214 |0.77
CLCA4 220026_at  |NM_O0I12128 |4GiELMSUEIE, FIEAR 4 |Hs.546343 |NM_012128 |0.64
MCAM 211340 s at [NM_006500 |2 5541 ks B 4 7 Hs.511397 [M28882 1.2
PBXIP1 214177_s_at |[NM_020524 |7 B 408 &3 E 740 E | Hs.505806 [A1935162 |1.2
1EREA 1
PPMID 204566 _at NM_003620 |{Rk#eec B QiR {LEE 1D, & |Hs.286073 |NM_003620 |0.88
Sk
FLJ22471 218175 at  |NM 025140 |Na Hs.114111 {NM_025140 |12
ZBTB20 205383 s_at [NM_015642 | 444551 BTB &5k 20 Hs.122417 {NM_015642 |1.4
RRM2 209773_s at |[NM_001034 |#@mit Bl M2 £k Hs.226390 |BC001886 |0.69
K2 HREENFE 22 ERMFREAXBIRL
FHEFRIR Affymetrix 5 [Refseq BR 5 |ZE#HH Unigene % |H# V| Rk fEHE
Hmes xS Genebank & | R (B X/
x5 TER)
CCL5 1405_i at, |NM_002985 Hs.514821 (M21121, 0.69
204655_at RUETF (CCEFF) B S NM_002985
SFRS10 200893 at | NM_ 004593 Hs.533122 {NM_004593 |0.96
BEERER/LEBNERTF
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200680052902. 3 P B 5529/154W
HEHRIR Affymetrix £ |Refseq ¥F % |EE Y Unigene % |H B | RikfEEHE
RS 5 Genebank & |H (E K/
x5 ~ER)
10 CELTREEY, R
HLA-E 200904 at |NM_005516 Hs.381008 | X56841 1
FENARBELEEY, L E
%
K-ALPHA-1 201090_x_at |NM_006082 Hs.524390 |NM_006082 [0.87
o EEREA
PSMAS 201274 at  |NM_002790 Hs.485246 |NM_002790 (0.95
HaE ik, ERORF)
WH, a2, 5
TOP2A 201292_at  [NM_001067 Hs.156346 |AL561834 |0.77
R B8 (DNA)I @ , 170kDa
EBNA1BP2 201323 _at  |NM_006824 Hs.346868 |NM_006824 (0.98
EBNAl &&4&18 2
SNRPC 201342_at  [NM_003093 Hs.1063 NM_003093 |1
IEEERFEESKC
UBE2L6 201649 at  |NM_004223, Hs.425777 |NM_004223 (0.75
NM_198183 T H LIS E2L 6
LAPTMS5 201720_s_at ({NM_006762 Hs.371021 | AI589086 0.89
WBEAMREBBEED S
CTSL 202087 s at [NM_001912, Hs.418123 |NM_001912 | 0.97
4R
NM_145918 RO L
GBP1 202269 _x_at |NM_002053 Hs.62661, (BC002666 |0.69
- ga
FTHREBSNEHBREESES Hs.443527
1, 67kDa
TNFAIP2 202510 s at |NM_ 006291 Hs.525607 |NM_006291 |0.91
HHEFEHET « FHEE 2
CCNB2 202705_at  |NM_004701 Hs.194698 | NM_004701 }0.83
4 A& S B2
GBP2 202748 at NM 004120 Hs.386567 | NM_004120 | 0.87
FTHRERINEHFREEGES
2
CDC20 202870 _s_at |[NM_001255 Hs.524947 |NM_001255 {0.78
CDC20 41 B fiF 75 & 1A 20 [R5
(BRIEEEED)
HAT1 203138 _at NM_0010330 Hs.470611 |NM_003642 |0.95
$5.NM_00364 HEQLBEEBE
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200680052902. 3 o P ZE30/1541
HBEFIR Affymetrix 3 |Refseq x5 |HEW) Unigene % |3 T | Rk E
& x5 Genebank % (% (B K/
x5 AER)
2
SPAGS 203145_at  |NM_006461 Hs.514033 {NM_006461 |0.87
MFHATHE 5
RFCS 203209 at |{NM_007370, Hs.506989 |BC001866 |0.79
w A7 ¥ vl ’
NM_181578 BHET C GELETF DS
36.5kDa
MYCBP 203360_s_at |NM_012333 Hs.370040 |D50692 ]
C-myc &&&EAE
BUBIB 203755 at  |NM_001211 Hs.36708 [NM_001211 |0.85
BUB1 Z3FBEME 1 H 35 IMAEIAR 5%
FEwe (B8
LA 203761_at |NM_006748 Hs.75367 |NM_006748 |0.97
Src HHFRIA T
VRK] 203856 _at |NM_003384 Hs.422662 |NM_003384 |0.72
S FA S IR EE 1
PIK3CD 203879 at  |NM_005026 Hs.518451 |U86453 0.99
WEEBERS 3 ¥R, fE{k, 6 Ak
HLA-DMB 203932 at  |NM_002118 Hs.1162 [NM_002118 {0.82
FTENELAHBEUEELSY, 1
2%, DMB
TRIP13 204033_at | NM_004237 Hs.436187 |NM_004237 |0.78
FRIRSEEZHERARET 13
RARRES3 204070 at  |NM_004585 Hs.17466 |NM_004585 |0.96
LR R & 4k (b3, BT %
5 3
tKS2 204170 s at [NM_001827 Hs.83758 |{NM_001827 |0.8
CDC28 EE WA AT 2
APOBEC3G  [204205 at |NM_021822 Hs.474853 |NM_021822 [0.74
#HBE A BmRNA $i8Es, 4L
LREEE 3G
PSMB9 204279 _at | NM_002800, Hs.381081 |NM_002800 |0.63
NM_148954 FAmlk i, EEART)
TR, B, 9 (KBS
2)
FUSIP1 204299 at |NM_054016 Hs.3530 |NM_021993 |0.9
FUS #HE/ERER (ES448
BRIREERE) |
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HF PR iR Affymetrix #|Refseq %379 |ZHHM Unigene % |3 T | REFHE
Hims x5 Genebank | R (H R/
x5 ~ER)
SELL 204563 at  |NM_000655 Hs.82848 |NM_000655 |0.88
G LA o T
1
DKK1 204602 at  |NM_012242 Hs.40499 |NM 012242 [0.95
Dickkopf RI¥E4 1 ClESH U
KIF23 204709 s at |NM_004856, Hs.270845 |NM_004856 |0.9
NM_138555 WA REE R 23
TTK 204822 at  |NM_003318 Hs.169840 {NM_003318 |0.8
TTK & 55 AE
ECGF1 204858 s at |[NM_001953 Hs.546251 |NM_001953 |0.85
PIRAIMAREF 1 (/MR
D)
LCP2 205269 at, |NM_005565 Hs.304475 |A1123251.N |0.91
205270_s_at ABAMMMHES 2 (& SH2 M_005565
R g T A 76kDa)
BTN2A2 205298 s_at [NM_006995, Hs.373938 | W58757 0.94
ENIEED, & ,
NM_18153] EANEED, BFIK 2, WA
A2
BMP5 205431_s_at |NM_021073 Hs.296648 |[NM_021073 [0.9
BREREEAS
GZMA 205488 at  |NM_006144 Hs.90708 |NM_006144 |0.68
Il ACKIEE 1, IR T #HE
A M L E B ERER 1)
SMURF2 205596 _s_at |NM_022739 Hs.515011 |AY014180 |1
SMAD %4 E3 R EE A EE
&5 2
CD3SA 205758 at |NM_001768, Hs.85258 |AWO006735 |0.78
NM_171827 CD8 i, a %Mk (p32)
CD2 205831 _at  |NM_001767 Hs.523500 |NM_001767 (0.87
CD2 HiilR (p50) , #BE4r Bk
PR
JAK2 205842_s_at |NM_004972 Hs.434374 |AF001362 |0.86
AT 2 (—HEABRER
Bl
UBD 205890 s at |NM_006398 Hs.44532 |NM_006398 |0.41
ZED
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HEHF R Affymetrix ¥ |Refseq BT T | EEHNA Unigene % |3% v | RIEEBHRE
Hme x5 Genebank ® (R (HE K/
x5 ~ER)
ADHIC 206262 _at NM_000669 Hs.2523 NM_000669 |0.33
MgREEE 1C Q%) , v &k
AIM2 206513 _at  |NM_004833 Hs.281898 |NM_004833 |0.91
BOEEFRZET2
S 206664 at  |NM_001041 Hs.429596 |NM 001041 |0.39
TEVERG- R AZ RN (o T%IHE
HED
NAT2 206797 _at  {NM_000015 Hs.2 NM_000015 |0.82
NZEBREB 2G5 HENL
SP110 208012 _x_at |NM_004509, Hs.145150 |NM_004509 |0.95
NM_004510, SPH10 #ZAEE
NM_080424
PRDX1 208680_at  |NM_002574, Hs.180909 |L19184 1
NM._ 181696, RECFRHREELAILYE 1
NM_181697
PSMAG6 208805 at  |NM_002791 Hs.446260 |BC002979 |0.87
HEME Gk, BEREE P
W, a2k, 6
IF116 208966 x_at |NM 005531 Hs.380250 |AF208043 |[1.2
FHREYHRESL 16
PPIG 208995_s_at |NM_004792 Hs.470544 | U40763 0.98
RERER RN GCERTEA
G)
KIF2C 209408 _at, |NM_006845 Hs.69360 | U63743, 0.75
211519 s at TWAEERIBRALS 2C AY(026505
APOLL1 209546 s at |NM_003661, Hs.114309 |AF323540 |0.98
;=3
NM_145343, | BBEEALI
NM_145344
CD74 209619 at |NM_0010251 Hs.436568 |K01144 0.76
o SR 2
58,NM_00102 CD4 HFE (FELRMEHE
5159,NM_004 | apigie e s, 1 2A8RHED
355
HMMR 209709 s at |NM_012484, Hs.72550 |U29343 0.84
. s iE
NM_ 012485 FEWHEREYKIEZEZZ K
(RHAMM)
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s

45 ZR33/164 1

FRARIR Affymetrix ¥ |Refseq B3R5 | HHRY Unigene & |3 v | REBHE
s x5 Genebank B |R% (R K/
x5 TEE)
CDKN3 209714 _s_at |NM_005192 Hs.84113 |AF213033 0.71
41 Ho R SR B I AR T 3
(CDK2 #H3304% L a1k
9
BUB3 209974 s at |[NM 0010077 Hs.418533 |AF047473 0.84
93,NM_00472 BUB3 ZFFmkmd 3 (15 0l Bk
5 REY (B
SOCS1 210001 _s at |NM_003745 Hs.50640 (ABO005043 ]0.93
MR TE 55 FWHIE T 1
CD3Z 210031 _at NM_000734, Hs.156445 1104132 0.87
NM_ 198053 CD3Z #ilit, & ZJk (TiT3 B&
o
CACYBP 210691 _s_at |NM_0010072 Hs.508524 | AF275803 0.97
14,NM_01441 4 E IS EA
2
HLA-DRA 210982 _s_at [NM_019111 Hs.520048 | M60333 0.74
FTEARHEEEETSY I X,
DR a
NEK2 211080_s_at |NM_002497 Hs.153704 | 225425 0.77
NIMA GREFL5RER a)
FE A 2
NF2 211091 _s_at |NM_000268, Hs.187898 [AF122828 |(0.96
NM_016418, MEHER 2 CRMTNLE)
NM_181825,
NM_181826,
NM 181827,
NM_181828,
NM 181829,
NM_181830,
NM_181831,
NM 181832,
NM_181833,
NM_181834,
NM_181835
FYB 211795 _s_at |NM_001465, Hs.370503 | AF198052 |0.83
FYNZ&&EA (FYBI20/130)
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FEFRIR Affymetrix 1 |Refseq XS |HEHEM Unigene & |3 v | REEHRE
Hms 5 Genebank & |H (HE R/
x48 AERD
NM_199335
HLA-DPA1 211991 s at |NM_033554 Hs.347270 |M27487 0.75
FEMLNELESH, 113,
DPal
PTPRC 212587 s _at, |NM_002838, Hs.192039 | AI809341,Y |0.77
£, S e T 7048 3
212588 _at  |NM_080921, EOMEMMARAA, Rk, 00062
NM_080922, |c
NM_080923
SP3 213168_at  |NM_0010173 Hs.531587 |AU145005 [0.98
f = o= 0
71,NM_0031 | 5P HRET
1
ITGAL 213475_s_at |NM_002209 Hs.174103 |AC002310 ]0.85
¥&EE, oL (JE CDI1IA
(p180) , KEAN I EEA KR
B1, «a
RAC2 213603 s at [NM 002872 Hs.517601 |BE138888 [0.92
Ras XM ABEEREY 2 (tho
ik, /D GTP L4 EH Rac2)
DNA2L 213647 at Hs.532446 |D42046 0.87
DNA2DNA S4I#FHElE 2 #E
B (B
TRAF3IP3 213888 s at [NM_025228 Hs.147434 |AL022398 [0.86
TRAF3 #EE{EAEA 3
NKG7 213915 at  |NM_005601 Hs.10306 |NM_005601 {0.72
BRI 7 B3
SFRS7 214141_x_at |NM_0010316 Hs.309090 |BF033354 |0.88
—_ V3 QQ 1
84.NM 00627 | B S H BB L BRI EAT
6 7, 35kDa
ZG16 214142_at  |NM_152338 Hs.184507 |AI732905 [0.18
BRI EE 16
PRF1 214617_at  |NM_005041 Hs.2200 |Al445650 [0.81
FHLE (RILEA)
CCNBI 214710_s_at |NM_031966 Hs.23960 |BE407516 [0.63
A AER Bl
KIAA0907 214995 s at [NM_014949 Hs.24656 |BF508948 |0.82
KIIAA0907
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HEFRIA Affymetrix 1§ |Refseq BER T | ZEEH B Unigene % |3 v | FEESE
HmS x5 Genebank || R (" K/
x5 AER)
GTSE1 215942 s at |NM_016426 Hs.386189, | BF973178 | 0.86
G2 il S IRE 1 Hs.475140
HMGB3 216548 x_at [NM_005342 Hs.19114 |AL049709 |0.97
R RAR 3
HLA-DMA 217478 s at |[NM_006120 Hs.351279 | X76775 0.8
FHALSHAEIT Y, 113,
DMa
C200rf45 217851 s at |NM_016045 Hs.3945  |[NM_016045 1.1
Befa 4k 20 FRREIE 45
MRPL42 217919 s at [NM_014050, Hs.199579 |BE782148 |0.79
NM_172177, SRR SERE R L42
NM_172178
NUSAPI 218039 at, |NM_016359, Hs.511093 |NM_016359,|0.92
219978 s at |[NM 018454 BESTRERREA 1 NM_018454
TMEM48 218073 s at |NM_018087 Hs.476525 |NM_018087 [0.71
BEEEA 48
DHX40 218277 s_at |[NM_024612 Hs.29403 |NM_024612 [1.1
DEAH(Asp-Glu-Ala-His) & % ik
40
NFS1 218455 at  |NM_021100, Hs.194692 |NM_021100 |1
NM_181679 NFS1 REAEAET 1 (HRiNEE
)
C10orf3 218542_at  |NM_018131 Hs.14559 |NM_ 018131 [0.77
R 10 FRGEEAE 3
NCAPG 218663 at [NM_022346 Hs.446201, |NM_022346 (0.73
3 x A 1
FESMCKREE I EEY, T Hs.479270
G
FBXO5 218875_s at |NM_012177 Hs.520506 {NM_012177 [0.89
FEFAS
SLAMF8 219385_at  |NM_020125 Hs.438683 |NM_020125 [0.94
SLAM Kk 8
CENPN 219555 s at {NM_018455 Hs.283532 |NM_018455 |0.81
FLOEEEN
ATPI13A3 219558 at Hs.529609 |NM_024524 10.75
ATP B3 13A3
ECT2 219787 s_at |NM_018098 Hs.518299 |NM_018098 |0.75
LEMBREEFS 2 EEEHE
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B E RN Affymetrix $7 |Refseq BF S | RH LW Unigene ¥ |} B | RIEBRE
Hwms x5 Genebank H | R (H K/
5 AER)
ASPM 219918 s at |NM_018136 Hs.121028 |NM_018123 [0.89
Asp (REOIHRMA) £, k/DIg
FEHRE T (Rid)
ZC3HAV1 220104 _at  |NM_020119, Hs.133512 |NM_020119 [0.93
s ey 342- e ks e
NM_024625 18 CCCH 2%, i#i®E 1
CLEC2D 220132_s_at |NM_0010044 Hs.268326 (NM_013269 |0.91
S SR B SR 3 1
19.NM_00100 C EINFAEFEBE N 2 K5
4420,NM_013 |p
269
MS4A12 220834 _at  |NM_017716 Hs.272789 |NM_017716 [0.5
B 4 GER, KB A, KR
12
Clorfl12 220840 s at |NM 018186 Hs.443551 |NM_018186 |0.96
et 1 FFRGERSAE 112
TPRT 220865 s at [NM_014317 Hs.555924 |NM_014317 {0.92
APOL3 221087 s_at |NM_014349, Hs.474737 |NM_014349 |0.84
NM_030644, |BIHEEL3
NM_145639,
NM_145640,
NM_145641,
NM_145642
Cl4orf156 221434_s_at |NM_031210 Hs.324521 |NM 031210 {0.9
Ltk 14 FFBGEIBIE 156
YTHDF3 221749 at |NM_152758 Hs.491861 |AU157915 |0.95
YTH &M, MR 3
LOC146909  |222039 at Hs.135094 | AA292789 |{0.83
BEE QA LOC146909
TRAFDI 35254 at NM_006700 Hs.5148 |AB007447 |0.98
& TRAF ZEE35 45048 1
ESPL1 38158 _at NM_012291 Hs.153479 {D79987 0.87
SYEERERS | (REE
)
BTN3A3 38241 at NM_006994, Hs.167741 {U90548 0.9
1= 5 3 s 5
NM_197974 EIRES., BFEE 3, KA
A3
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s ir el K E g

UTRZERAHATRMNEHE CCPM ikl iR M8 TE A~ 1 K 3R F 77
B FIFN CCPM Frik i R H BRI E MFREDI 77 i%: FIH CCPM Hr Rt
5 MANERE IR R I SERT SE B PCR; FJA CCPM #5341 3 | MIANERET 1Y
WESS, MK, MmiE, HMY), BURBHES KR E B PCR; B S & b
% (ELISA) ; FIAIURCHAM B L%, MEFIEUE & PCR iR
HTHE T .

Hea] H 5B RNA ENZERI R A7 2%38 (Parker and Bames, Methods in
Molecular Biology 106: 247-283 (1999)); RNA B {# 3% (Hod, BioTechniques
13: 852-854 (1992)); W#eREgHEN RN (RT-PCR; Weis et al, Trends in
Genetics 8: 263-264 (1992)); FEFERIAM RT3 HT(SAGE; Velculescu et.al.,
Science 270: 484-487 (1995)#1 Velculescu et al., Cell 88: 243-51 (1997)), KJ[g]
KATRIEA SR RAEF AR (MassARRAY technology) (Sequenom, San
Diego, CA), FlEid KM FATE SMFHEARKIEE 28T (MPSS; Brenner et
al., Nature Biotechnology 18: 630- 634 (2000)). AJi%&#H:, &% GIRRI4 &
EEYHIHLE, B3 DNA XUEHE, RNA XUEE, F1 DNA-RNA F238 SR E
2 DNA-% KX -

ISR IR IR HOIE AT BN A, Blan, Tt b e A LR AN E
FBEA R PIRCRIEKF; BN B R A B R MR & R iR e Rk
K TEIE XS LL R B AR B R P A AR iR RIE K GBI X EE AR
[0 955 33 B 98 o U 18 O AR IR R IE /K 5 BRE I T B A [R) 3 58 7K S 48 i = i 45
RIFR IR RIE KT . FARIE X L4 R A W R BT R BTG . MyBARIC 2R
KRS — P T EE LRI B RANEHRCBIREE 205 B
B RIA AT LR LR LTS .

B S 222 1 0 B RIEL 2 ERRE B PR DA B V. FH P S TR AR AR B vk s
M. BEER REANTREBESRBEMEREULABRKRIRER, HiRE
15 IR OL & B AR AL . PTEE 2 0T 2 8 K A BE 5 IR B TR R i
St AR E S EBEF BT FAEMMEMNERKIRTES
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HFE. AIEERTHERSROLBHRE. EEFRNEEMIEEE
B 5 I f 1 0 F AT 4R P S R ik i s D Bl B L B B L BME
OB

EFTHE 0 R PN AT Bl iP5, FTREME B . 7RI ety
W, WL BME N R BTN R A B 2 R, A7 R T T A
FRD ¥ AR TR U PR B ¥ e RO R B (E P

— ELRAB IR B S P TS B iR IR A E BRI R B S H B, A T
M B & T B

LR L —FEE AR e N E 2 F TG S HFREKFE, KETHIR
KRS E — M S CCPMs WIE ST ATHERENTUS. &
1 Eb At BB B L TP B —FFER 2 Fh CCPMs FIE A FF TGS S B E XK E,
AR EBAE B R I TT et . A B SLTUS TS S S A& /K F XS L AT 8 5 AT
TR B TR Y R 5E o

WERIER KR TR TEERFERNE. aRNERTRER
DkE NS TEKRERFBHET, FNnEEH TERNEEERES
RN . HERETRE N BE B RA RN . WERERNMII4EIE, KE,
AR —BIERA RGBT, URERRRMEZEFE AN RE. Hit, &9A
R T — R T BB R R R PR IE R 5 R 15 5 3 1 34T IS D T A
E BTG 4 AR B ST VAT T R T

NiZEK P IEREFERTIEE S WEBEAERBHITAILER 1, 2,
8% 5 FETA TR CCPMs, Ei3 3, 4, 8A, 8B fl 9 FRIAFMIWEIES, B
AU BEFHEERA—MRZMHRETEATFHESTH CCPMs, SFMAEEETFE
AFFFRIEFIRPE) CCPMs BIYLFES . EREAESER S ERILIE
B R AT LA B E ST TR Z B0 YR97 .

4% PCR(RT-PCR)

FEUL BB RS, BREMERIENEESTER RT-PCR, BT HTF
STHEEARFRE AR, ZEERASMPREHR, SHWETRARLEYIAIT
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BHFH RNA K, DR REHER, APPHIEVIAERE RNAs, Fo7
T RNA 54,

%+F RT-PCR, BE—FRMNEHRFEST S E RNA. REETZ2HMAA
ik 988 B P8 4 PR RR RNRE S 0 IE F AR s A kR 4 B IS RNA. RNA A
EFEERTLE, WRETAR, W, B (wKEz e » GEHE &
/I8, A0, B, wi5iRR, W, B, B, BRER, B, MR, SR, DR,
FESKEER, RATEREREERE, SAMEABKRNHLSR, kBT
FRIBMGEE MR SR . R RNA JEREMIE, v NG ke F A ks a1
MEE (: W/RSHRERE) AR MR RNA.

B RT-PCR SRBEFRRIEILENE— SR RNA BRI KA cDNA,
#EET PCR RAHITIREY 8. FiREANTEREERELNBENMN
ARBEEYIEEZFHAMVRDAES ERB ALKR S EE R
(MMLV-RT). {RIFEAEMREENBEIR, BEXPRPEE EEGTHER
W54, BEHLNERAE, 5K oligo-dT 514, i, $REUH RNA 7] F A GeneAmp
RNA PCR i&#) & (Perkin Elmer, CA, EE)ZMENEMRHAEITERZ. T
RIS cDNA AJ{E R f54E PCR RN HIAEAR

RE PCR ST RA L Fi AR T DNA #) DNA R0, BEF
¥F Taq DNA &8, ©RA S3ZRREFEEERKRE 3 -SREZRAVIEE
W& . B, TagMan (EE) PCR Bl # F|H Taq 5K Tth REEE N SHZIREE TS
WK RSE & 1E Biry HF T HRET, BRARAEMEE SN SER
BEE T R

WEREZERS YA Tro4 PCR RNAMAEY 7. FZBE%LE
R R SR TUAL TR L PCR B2 MR ERRIFH . W —AEE
# Taq DNA REFEITEME, FEIR0 EIRETOCTEMBE RIS CLEH
HERE ERIPIFh R e B RIE R, ETIRE SR B BOC T SN AT AR K
Qepl BB K . ZEY 1 RN AR, Taq DNA 2 & B UK TR 10 7 R YT EIER
. UIBHIRE i B BUEEVR, RE RRLBEBRE S A 5O ER T
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EHK. EESIMFSTHER BBRT —4FRMRERE, RllRERH
R ok o $9E & BRI A T &

TaqMan RT-PCR 7] F 7 MV AT 4 A % %R SC i, 40 ABI PRISM 7700 f7
IR M RS (Perkin-Elmer- Applied Biosystems, Foster City, CA, %), =\
Lightcycler (Roche Molecular Biochemicals, Mannheim, #2H). 7E—{L¥E3EHE
R F, TELHEE PCR 2 E @ ABI PRISM 7700tam /FFHe I RAE BT
SHRREFEF . REmPEIFL, #OesE, BAAaR (CCD) , B,
Mt EHAR. REARFERCPH 96 FLIREY G . Y =D,
B AT 4 e G SR SR A 96 FL A BIOG I BG5S, FFTE CCD .
RET AR TIEBTREMEBIE T

SHREHRBEIRBVILL Ct BIBREEAR R, W Lk, ZEMEH D
R RBERR T AT BRNPT 2 ZANYHE. SR AGESITR
BHTHE S B L R BT 8 SR TEFR A

HFREFEMEERE R, B RT-PCR PEH AR HEK
AR RTEAR RIHR P UHEEKFRIEN, HAZERAHENEMH. ZREHT
WL E R RIEE N RNAs REXER 3-BHR HWEEREME (GAPDH)
A B -Hl3)E HH) mRNAs.,

szt 52 & PCR (qPCR)

—F# RT-PCR BJEHT AL 42 LR %€ & PCR, il id XU ic B S04 R
& (40 TagMan ¥4 KM E PCR =Y R . LA PCR 58 &5 % PCR M
ERILE PCR 22— M. siFFART —MHTHRMELHEADN BIFFIIHA
HESTF, MEEMAHT —NMEEEELANOFECER, —1HT
RT-PCR HIEFEF . IX7E Held et al., Genome Research 6: 986-994 (1996)F
EEZHULH.

B R FE RNA TR [E 52 A IS A8 4 PR 8 Rk K. ARIEA KA
B—ANJ7H, TREFETHY WERFBIAEFFIIRERIT PCR 514)F
e . FERXANER T R, SRR B — S R MLERPHAES FF

H), XOEA TR BEMHRSER, WHE Kent, W. J., Genome Res. 12 (4):
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656-64 (2002)7F &% i) DNA BLAT #¥f+, BE(EIEH AR {AH BLAST Bif. ZJ5
W e 4P R R LS E Y PCR 5 RIEREH & 7.

NEBEIEFREFS, ERTTIPHRENERAETFPREEFFIR
Bl XATHA NBEFBHIFEL T Repeat Masker F2/FK ek, HiT
XY E R FH AR DNA FHIHREI—ANER T EEFINERTFS. M
REFFIB AT AT W5 e, HARE ML s e AR TTANGY
/RET W 1T BL, W0 Primer Express (Applied Biosystems); MGB assay-by- design
(Applied Biosystems); Primer3 (Steve Rozen and Helen J. Skaletsky (2000) ;
72 BB T x5 Bl A A ) AR AR ;A 1Y) Primer3 : Krawetz S, Misener
S (eds) Bioinformatics Methods and Protocols: Methods in Molecular Biology.
Humana Press, Totowa, NJ, pp 365-386).

£ PCR 3|t FWNARBEEZENEZAEIIDKE, BHREE
(Tw)» MG/CHE, FRME, TASWFEF, FM3IRWFTF . BF, HEM
i) PCR 519 — A2 17-30 MHERIKE, FHE&H 20-80% 11 50-60% [ G+C
B . BH LSRN 50-80°CHN4T 50-70°C. XF PCR S| &
WHEZRWAZN.: U Dieffenbach, C. W. et al., General Concepts for PCR
Primer Design in: PCR Primer, A Laboratory Manual, Cold Spring Harbor

Laboratory Press, New York, 1995, pp. 133-155; Innis and Gelfand, Optimization
of PCRs in: PCR Protocols, A Guide to Methods and Applications, CRC Press,
London, 1994, pp. 5-11; 1 Plasterer, T. N. Primerselect: Primer and probe design.
Methods Mol. Biol. 70: 520-527 (1997), iR TEREIAFFHBEREIALTE S
2%,

WS 1T

ARSI SOR KR Sl e Z R RaE . BT, AR M EEZH AN
TE TE e B A S B B 4 43 CCPMs FIRIZIE . ZEXANFEEF, 3R
BHEZERTS] (BIE -DNAs MEZHER) EEE, WEFIEMSHE
A E. RIEREIIKFS CGniEREE) 5k 8 TREMEB AL (B,
i) FERZERAZ. B RT-PCR 5+, RNA HIREEREZMA
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1A £F £ B e 88 4 PR RR F0ORR BB IE W AR AR S4Bk P 4 BB 2 RNA. BT
RNA 7] &b J R 1 Frp g B0 88 48 PR bk b 2 B8 - 20 2R RNA VR 2 R X E R
A MBI N e H 8 W PR S R AP HR & A AR TE 0¥ R EUE R AR R D R [E 52
A S A E(FFPE)AH 43R S FNE 2 (ln: 48/R SAK[E RE ) 443K i 3R EX RNA.

e 2 BIEFIFE A L 7 K F, PCR § 85 (1) cDNA e E3RA 7 BL
EmBIER L ERTREEEIEX 2,5, 10,15, 20,25, 30, 35, 40, 45, 50, K 75
MEERFS. EHETH, BRAATEEZED 10000 MEEFRFS . FEEE
WS RS R E & T & T3 T30 HE LT,
FE B\ B &5 50 AT LLR 2= 2> 50, 100, 200, 400, 500, 1000, EY 2000 MK
&, X 50-100, 100-200, 100- 500, 100-1000, 100-2000,5% 500-5000 ME&FEE
. L2 2, MRS R R ERE AT RLE 2 2D 10, 15, 20, 25, 50, 75, 80,
g% 100 MREKE,; =X 10-15, 10-20, 10-25, 10-50, 10-75, 10-80, Y 20-80
EKE.

KICFRIEH) cDNA B4R % 7] £ il i BB SR 4R EXET RNA
H W R SR T RO IR « KA 12 ) cDNA R4 Hin 2.6 i LI 5 R 51
H5E1 DNA R TRERMRAT. 1M E Z% e R4 4 5
AMAREROL BHERE RN I CCD RAENB# G . 845t
A E BV AN B mRNA F5, LIRS 6 2 BIARC B s
B RNA VR4 ) cDNA BREE R 5 FEF ind 2838« F R B 2 48 N T4 AN
€ Z: R P AP R IR e R RIAERY R B . SR 4 AR T et £

PRI AT ] 7 R M PP R BERREER . XM AEERED
HR& e R DUEE NBRENRE R L TFHRBE, MERH
M ERIE KT LW E /DA FEZ R (Schena et al., Proc. Natl. Acad. Sci.
USA 93 (2): 106-149 (1996)). B3 4317 AT 388 i 7 Ml o £k ) 5% % 4% 4L RV 7 19
77 ZR e, Wi KA Affymetrix ZES A AR, Tuumina $FEFIE A,
Incyte's FEFIEIAR . WPEFIITER BB KRR ZE R RE ST LR
Gt A8 RAE 2 P iR S8 2 b B AE 2 SRR TUS T 4> F AR

RNA KI5, 2idk, Fud i
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mRNA 2 E 18 M5 52 AU BT A A 3 A FFE o T AW F bR
#HEHB L, B35 Ausubel et al., Current Protocols of Molecular Biology, John
Wiley and Sons (1997). \ f i G 4H R 3R EL RNA B 52 FF 261 Wl Rupp
and Locker, Lab Invest. 56: A67 (1987), #1 De Sandres et al., BioTechniques 18:
42044 (1995). JUEE, wFIAHBEALELN W Qiagen RALHIAEMAFN &,
ZrPVE, FERBEHRESEN AN BERSERE RNA 75, Flwm, "TFH
Qiagen A RNA BRI EEFY P MAME RNA. K emb el f#tr
RNA 4 B iR K & B MasterPure f74 DNA F1 RNA LA F &
(EPICENTRE (D, Madison, WI), A 53 ] RNA 73 B A5 & (Ambion, Inc.).
AJ{# F RNA Stat-60(Tel-Test)53 B 41 234 /7 192 RNA. AIIE i ) 4n S AL o
TR L R BB R RNA.

DLEE A AIBALRIEN RNA IENERRE HIL R 5 ZP PR,
B mRNA 78, 4itk, SIEEBAYE, 112752 A FFREETI S
F AT (Fln: T. E. Godfrey et al. J. Molec. Diagnostics 2: 84-91 (2000); K.
Specht et al., Am. J. Pathol. 158: 419-29 (2001)) . fRj#T =, HAIMAIEIET
MNA SRR R AL RYIT 1oum DA . RSIRERNA, HEREAM
DNA. 7T RNA FEZ G, WRTEETHIT RNA BEF/ESY #P R,
FHRHZERSFE B3 71T RNA B8 %, AR5 RT-PCR. &/5, FHEE
FEAR PRI b g 1 R O B R R AR SRR LA B A Y TR E AT H
HIVRIT .

GBEASENEBRA

FBEH P F T EWE R TR A R B 8T fR g W RIE K F . T,
PUEEHIILE, MMELHERLE, BNEESMRLRER R TR,
AT RRE . JiE TR HERCHEAR SRR, o, B s,
FIGFRE, EPURRC AN R, SRE MR S SR R RS, W]
WML, RIFCHRBPUE AR E — vk, BERNE, 27%
PUMEBRIGPUA RS R B R E . R AR N T BRI &R A
WA FNRFN R ML AT SR .
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BARATATAONERENAAFETHESLT (n: AR, FE, =K
AREEFTRY) MBI, THE, EARAHEARTHFIM RSP ESHRREN
2RTh (BHRAREEAFRA) . EEARASTEREERE: (1) BdNA
BB YK (2-D PAGE)S B RGP BB AN AR (Q)WEd Bk 31 N oK 3 il /5
R Bl NS BRI AN 2 K, FI3) FIR AR RF#TEEST. &
B TTiER R EERREIE T ENH AR, Il RE S KA T B E
i A DAL U A ke B o bR 10 3G 58 RO =)

— BYFAG B IR P — M E S PR TRUE AR R BIRIA KR, R H S R
ERWTENY. ARPAACDENTREEAEREMERENEREMER
BEREYIEAPERRENIFIC. XERCEUTERANE 1, 2, F1 9
FFIH .

ERRIREF ML

BHRA N EZEEFNNEFERRABENERAFRANBENBAL AL E
HER “BHREL” . ZERINGTHRLEEFEREUREZNERE, ZEE
EGHENAAWMRER (FREKT) EER (ERMES|ER P2 % T
HED , PRTIRERET HBERBRIEHETIL.

A B 3 ()4 R B SE 3658 = R B e AN R B EST R
A EZERERREKFE (BIMERMAE KR , STFEEFHTS /S
% (Bt BAERN. XEENEHTALRNOES S (EibE
PMEEMR—A “ER” ), BO—NLRATIFE RIS E AT
REEA—HY, EEEHRRT, BE AN “TERE” BEHOER. &
SHHHANBELT, FFREXFIHAZABREER. EHITHRBREBHER
BB T HLHE GEER 0.0550.01) , FLARNATEEZHRRMES
MHEFERERZRNRIR. B2, EXHMRE S, M55 ERBRA T
% 1720 (BK 1/100) o 7EEFEFIFRA t BB SREERUN B EH/ ST
BRERE, BmEEESOEMAE (1848 .
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EXFERT, NMARMKE T ELIERF, 0 Bonferroni ¥ (43)FIAf
B2 TBE. EXFHREXNTREEMMEFILRT S AIRT, FEARE
BEAYE (1 EER) .

BIERREEMFREANAHE RN L BEEHME, BITRFNER
ERTY, UEFTRER (BEREIME, 47) BTURLLE .. FARF
18 it 25 PR HE R F iXFhig 4%, BISE A 7 BRB Array Tools (48), 1 Bioconductor
ff) limma (11,42) & (FA T R 41H3R3%E; 10, 39)977 1.

BRZEPERTE: MERFESH&E

BIEZEAZRT “MiR” BATHIRE, BFRA “EBRNAM”, 3 GE
) REBTAREEHIE (BIE4) WmleE . ©RAHA PR E
TEE SR, EAMRS “ERUEE” s B4 e MERRENE
PR EY (FEAEL 38 % b ik HESS O30 E A FEH) “1§57 RUEH
T TS B e

AR BT AT R TESS G 17-20 R HE#R. BR2, (L
Bl Bk B FNBL b ik ) AR RIS 48 75 VA B A AR T &

BARIZIE () TR EBHLBRF T @O R—TE IR, EEMNE K —ME
SMEATHENRAR () KWEEES. FRRE—FHEFEANN, B
HINRERF T IEMK G, MATETSR T MA T IRAME RIS IEE AR B
AR MR ARE ERERER. AR ZAETHIEZEMAEHE N <R
B WABERERESR. XR2WAEIREE R AL (XK
Z TR BORHIUIRD il % w0 BRI MGt vk . Bl M4
M FFREBHLERT RIS & PATHLHAE L U 2 A P 3BV A T3
ITHRREY “HN” o FTEH—TTH, k-RITEBHEFNLME A 52 A3 H
J B SR 3R 7 B B R SRR T

BRRATHEZENERZ:. BERTAREBREZ. £HEREP, 5
HFARAENFE RO, MAREIE (WERNAEEME) « IERK
AR MEBMRY (MERNAER) SMANTERRERMNESN. X
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N gZER, MAERMERBARNKSZE, MBEZETEEE TRAEE
H B9 20 9 ) 2 SR ER A

FEARSTHEE PR T a8 T B %2, ENERNEBREE
EERAR.

BT RAE TSR

® HE RN X R BRI & 7 fe 5 TG BIR S I BRI SRR B K
Mo, LAMBIER BTN, WAHA PRI RNBIER RN ER
FIEKF, XRMALFERN. WREEP R TXHEEE (HSAHHEL
B E KA R WREEY R T AR R E RAREN R+
ANRIBEMBIEE, RIS EAEUHRERFERER/ M. RERER/D
W (MEFTERESR, IBER, BESEARNEETIHERRERIRE)
RTEILALHERR A “AReE” IR,

o FHEEH. BRPEHACF/HFZ L THEEMPATNENEIET
E, WA RAETNERAFE BRWNFZTE. — MR
REFAMERRAIRFEETEAELENELTE. XEEHILIEASR
BEEMNWH (B « ASCETICIMEEFIEEE, SIRANESH0R B HE
o WWALRTR R IEIE R B M LR “ERRIK” MWER. BALERSY

EREREETFLEEEMETHE R IA, BIERMAN— A H A
*%iii(ﬁ%ﬁ)WM$jEijﬁoﬁﬁ%ﬁE%%ETﬁﬁi§
FHRE (BREH) . FIERFHINATEEAKEBT BT KSR 25
Tk, W RREBEREBAFEERNIR. EAKAS, BEHERMRLS
EERIEK (NZ 33K38) HRBRERFERE S TRIEERE. 1o,
BHEE IR TE (M EEMES R TN A THRIE4A.

® %, —BENTHRAMSE (MBR/AER) T, BiERT
ABREERMATEZEN, TR EREGEA (LS E#AR) NAT
TN B . ZEXHMAEE S EHTFRANER FRARE) ,
HAHER (—MOIAREH NN « EINGHREFF, BETEEIEHRA
AR, BARKIREIAN REARMMEMEE) S BARmN (3N L
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IJFE R B AR MR HBER, KR AT, ZRHREVD - EREELT (A
k-BITARTVE) HIBA (RAFEEFREHRBHIBIEANLE) F5 5 EE
M. EWimitwn, SdF A S REaX P ENNSH T IR ST R
Al REIRB LI R BRTE e iF, v RS R F RO ERL
AR

® K. XEFIBIZI T R RBIMAT S, BRI E SN AEESIE
RE. HOEEAGEIE, UAFES NG F 458, AT RE I
R DI, FHob, BRAESS R MR R EERIIZ, MENET
ISR AT TSR BT — B IRIE . 10 R IR AN A% b 37 #5420 ) AT
RETEILSEE AP R . BRI FIRELLT ¥R,

o M. —EHAMBRERFAZRIE, O KR ESERKT
ANEf. FEELRBETEEREAMBENERNETFRERF, %4
RIS, BB E BRI RA EMAERLRET.

2 HERNR GRS R:

- BT RIEHEMY, AETRERSE.

- REUHBE,

- Bk E . MatLab, S-plus, SAS, SPSS, STATA.

- STk I BIREIS R 40 Octave (— MatLab 52 %)

- WEMMAZR CH+E, KA TERLK, HAFEEEEPIESTHMN
Bt

B T R L6 .

ZE A EHEEEIZIELE (LR MPR, RENAESHE
RIS TF S0 AT 10 58 55 A 7E VF 2 BB R TG MO SRR (49) 7 3%
A LD

« SHEARTY(49, 50): HUEIRAHRITEBMMALEE, MK ES IR
ZRMNEE R, T REE, DREERRBE GEFRBED .
T XA T, 9B ANEE EIIA S 5HMANEIE N2 %A
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5%, [BRATFA “EERH HTHR. BEREAREEEN X&HEE
xR

o« RHEFIRIDITA9, 51, 52). MEHIERLLMET SR (B HIEAIHR
KT HEREN n Y BRETHSE) , AIXAZXMEAR. ZENHAEGHT
SEER, MAZEEZERHZK, MANTREREZ/D. EHEI@mETR
FR BT TE R o 12 K0 00 B T R %0 28 0l B0 R ot P SE IS o o 2R 1) A 72 ) T B
. SeMEAIF AR o B E AR BOE BTG 4ETE (nearest shrunken
centroids) ZHZMNHI. |

s XFREN 53): " HXBES—HEEWNWFRFHAUREERIZ AE
BERE S EHE AR KRN T & ) BT A BRE B 2R LR R R
{7 R BT .

o LML (52): BIBEMAREME T sk, HA KLY
Z, RSB THETARANAIEENIT/LA, FERAERRBSEE.
—fgH, EMEFIH TN ZREENE KRB T ZEEERA T AR
AN RBE—R Y. — M AR —ESE - M HRRIET SR B
TRHERE. MY EURBJIMHET SRBIENENRAN, RLHH
TEAEERESARTEME. WANKENT SRR TERR TP
1, DASREER AT BELLH B i 4 MR A SR M 2 K88 1. BB A Y
LM LR Z RIS,

o PRAENAW(54): EXE, TEHHTENTEAHE T A R# & =+
an B2 501 P BTG A AU 55 2% . A1 D v R A3 — T SE IS e 2R B K
BT B AN BEH B AR BRI . 432K B I SEB R IZATIN RIS B RN -

MEEFRA>xFHY>xHFHZ=z2

|

AR

BN RER A=q

]

B 2%
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o BIAARITIE (51,52). BT LB CREIZRS)D MEEERHFR (2
5N FH AR B BRE R FERBAT A 53 3 . W] RESE A2 AR
FEE R, B AR %SGR Euclidean FEE (5§ Pythagorean FE B HIHES,
ZANES, n 4, FMHHEXER (BFE Pearson tHXRH) . WA
BEFEXNEREEARIE T LAAEZRRNEIE SR euclidean %5 [A]HY
HHR R, DMEZEMA Euclidean JEE (41 Mahalanobis 28) . RERE
FEWRIFFEER, Brk-REMENERTRLEFFEAN, FH LR —F
“HRHBRRBPTREMAR Kk BIERE, BHENFIXNNZES, FRHEKR
EINET AR WER.

o HAth 7%

- NrtrMsg . —FERIEHETHTRA—ATESEMINEREMER
DA, RIERTHERE MBI,

- JRSLRESY AT, HAMAES (e KRG RN —HATEFH4E
(FEARS) Y. XL vT T A Bl 280 Bl 53 5 R B 43 2K B Tl .

- BEFEITNE, Hph—HWN G ES & e SRR R Ak R E S
RELTRPA S

FHEGZXEFERITFREIEE9), FEAEMENMERB TS
Tk HREBRNEARB—NTEZNLE R, 78X 5 BT —Fh.
DR B R RE LB R id G, REEmNKITE T RHERE S R

IS

FERTEN A EFBEAZ R sk B FIRRREEIE) , Bk
AT T 07 15 0 N AR HE Y SR AE IR AIE (43, 55) » VISR BIEEE B
MEBIRAN FE (WRETEERMENERZTEINER) , LUESESE
BIESARN AL (MERMAE R o ZINGER T AR TR
(I EFrEXH) , HAEREFKWEE RNE .

BARMMERE SR U ERRETREFFLERETREN. B2, X0
AE-F RIS HPRIL, AT A T I SR 4088 A B A A TR SN BE
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o NRPEEA B, AT TRIERF. — RN EEREWRAE, 8
—F (RERIE) SFEEEEASSIR=4: R, g, MEIE. XH%
WEEAMANGEIRF, B ERSH0 R BB S b U e il 22 8
AR (MARRIESE) » FoMEERBELTXEIE, ErEEE A
B H LR R 77 K

AXWUEH M EEM TR, K ERXXRUEMN P —E3E XRIE.

K ERXXKAE: BRAFETEK ADTHE, B THERESRERRXY
FEFIEFIA KL, ZEBRKIET, K MFHMZ—HRE, FIARR%
AN . ZRESEE BB RE AN 2R ERERRER. %
B ESR KX, FHEEXT L TRINSAIA O R385 >R i e ARG 2

BB XAE: —MEHN K EXXRIEMERME, K=n, HPn 2
HmEE.

R 1A 2 Pk py AR CCPMS HI4-& 7] H-T M TS A TR Y .

BERFS

BAMES RN ICHNTEE S TELE AREFESH—MERS
MIMMRA MR THRERENSGR. THE, WKRELSSRFAETNE
ST —MEEMIFCHNERRE (. WMEWEASRE) , NI
M, FRETMAEIUE, MEERRERNTREE, RTEFEBHETE
HIRTREYE (RREEHMZERE) .

EFR—ANERES. B, BEAERHEEH ST X3 LR Ee 7 7
KTPMES: BEEESRERESFMNMESERE, MOEHTHEf
m RIS SEIn R (SEREG) 6 FTiTiRi) « )5, BT T BT E 4R
ARRUESHFTESETER (RS 17 Fritiesd .

WLLTF L] 6 ik, H—AERERHERERRCERLT —ME
H 19N ERENTERFESCR4). ChFHZRESEMMERERELT 51—
8 2 AMERNTVERE TR 3). BEREEESEL (MEER , 5
PR R — PR MR L IIRIE K 5 Z R REIEHATILE, "THERESR
H AT e
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45 ZR51/154 1

x3: HAEZTERES

WDR44 WD ER LK 44 0.81 Hs.98510 NM_019045

RBMSI Rna §&-&&F, BHHELIE | 1.27 Hs.470412 NM_016836
K1, B8Ed

SACMIL Ras-GTP B§ii{b & E SH3 | 0.84 Hs.156509 NM 014016
SHEgEEER 2

SOATI B o BEREHBESBIEM | 1.21 Hs.496383 NM_003101
B a: HEREBEEEH RS 1

PBK Pdz 45 & #EE 0.76 Hs.104741 NM_018492

G3BP2 Ras-GTP E§#E4LEE SH3 | 0.86 Hs.303676 NM_012297
SHREEER 2

ZBTB20 TRIEM BTB #9820 | 1.2 Hs.477166 NM_015642

ZNF410 BHRE A 410 0.84 Hs.270869 NM_ 021188

COMMD2 | & COMM £ #yi 2 1.09 Hs.591315 NM_016094

PSMCH EaEG Girg, EEGR |0.79 Hs.356654 NM_002802
¥ 26s LE, atp fif 1

COX10 COXI10 R, HMitazE ¢ | 0.9 Hs.462278 NM_001303
FUEBREER, THma
R A EREEBE (B

GTF3C5 YR FETF iiic, B 5|0.84 Hs.495417 NM_012087

(63kDa)
HMMR ERRRIAY HEZE3 24 | 0.78 Hs.72550 NM_012485
(rhamm)

UBE2L3 2R IREKE e213 0.83 Hs.108104 NM_003347

GNAS gnas B &AL A 1.26 Hs.125898 NM_000516

PPP2R2A | EABHRILEE 2 (AT{K 22), | 0.91 Hs.146339 NM_002717
WETEE b (pr52) , o7
¥k
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RNASE2 K ERTRES, RNA B a 5% | 0.83 Hs.728 NM_002934
e, 2 (BF, WERRYERIAN MY
TEMERR)
SCOC HEREMERD 0.78 Hs.480815 NM_032547
PSMD9 HABA (Mk, EEAR | 0.89 Hs.131151 NM_002813
F) 26s WE, atp B9
EIF3S7 HZAMRBERGET 3, | 0.85 Hs.55682 NM_003753
WH7 (¢, 66/67kDa)
ATP2B4 ATP B, Ca*'iz#i, &8 | 1.11 Hs.343522 NM_001001396
FHE (plasma membrane) 4
NM_001684
ABCC9 ATP4&&, WxKlKc, | 0.9 Hs.446050 NM_020298
3R 9, FAGUEEE 2a-6-14
x4 EEWERES
EFARIR B[R 45A RixfEHER (F | Unigene 2 | Genebank
RINER) BRE
CXCL10 BULEF (C-X-C #F) |0.87 Hs.413924 | NM_001565
Ao fE 10
FAS FAS (TNF ZAREBEEMK | 0.9 Hs.244139 NM_000043
i 6)
NM_152871
NM_152872
NM_152873
NM_152874
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NM_152875
NM_152876
NM_152877
CXCL9 #“ibRF (C-X-C ) | 0.87 Hs.77367 NM_002416
ficik 9
TLKI HBEFE 1 0.91 Hs.470586 NM_012290
CXCL11 #ILETF (C-X-C #EF) |0.75 Hs.518814 NM_005409
B 11
PBK T-LAK fAMEREHE | 0.86 Hs.104741 NM_018492
PSATI MRLEFREAEELTE 1 | 091 Hs.494261 NM_021154
MAD2LI MAD2 H 73 bk | 0.89 Hs.533185 NM_002358
BEEA 1 (B
CA2 B BR K8 11 0.84 Hs. 155097 NM_000067
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s

B 45 ZR54/154 1

GZMB FiEE B(HES 2, 41RE T | 0.9 Hs.1051 NM 004131
I E2 40 PR AE X 2 TR R
H

SLC4A4 BRESERKK 4, E | 0.86 Hs.5462 NM_003759
BB EEET, BR
4

DLG7 R KEWHED 7 CGRE8) | 0.89 Hs.77695 NM_014750

TNFRSF11A AR ER T ZEBE |09 Hs.204044 | NM_003839
¥, KR 1la, NFKB %
WHEF

KITLG KIT fief%k 0.91 Hs.1048 NM_000899

INDO NG| E N 2, 3 XUAN% | 0.91 Hs.840 NM_002164
i

GBPI FREFIMHRELEEE | 09 Hs.62661 NM_002053
B 1, 67kDa

CXCL13 #ILEF (C-X-C #F) | 0.86 Hs.100431 NM_006419

Aifk 13 (B R Hfaits]i
Zilp)
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wowm

5 H555/154 0

CLCA4 PIENFEE, FKERRA | 0.84 Hs.546343 NM_012128
4
PCP4 Purkinje MR A 4 1.14 Hs.80296 NM_006198
E RN - SRl RIEFHER (HK | Unigene T Genebank &
INE R x5

BALEF(C-X-C #F)

CXCL9 B4k 9 0.87 Hs.77367 | NM_002416
BILEF(C-X-C EF)

CXCL10 FE{A 10 0.87 Hs.413924 | NM_001565
B EF(C-X-CERF)

CXCL11 BCAEk 11 0.75 Hs.518814 | AF030514
BILET(C-X-C #F)
BifE 13 (B A fR#aiLs!

CXCL13 FERD 0.86 Hs.100431 | NM_006419
T-LAK 4IMEEAR

PBK B 0.86 Hs.104741 | NM_018492
NG| BZ-E g 2, 3 XN

INDO g 0.91 Hs.840 M34455
THEFZIHNHBEE

GBP1 A£EE 1, 67kDa 0.9 Hs.62661 | NM_002053
KilE BORIEE 2, A

GZMB T #RE AR X 2 5 0.9 Hs.1051 JO3189
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EFHRIA B[Nt 9 REEHER (XK | Unigene KK Genebank %
IR x5
HERE 1)
KITLG KIT Btk 0.91 Hs.1048 | NM_000899
MR T Z B

Kk, A 11a, NFKB
TNFRSFIIA | =1y mo7 0.9 Hs.204044 | NM_003839

FAS (TNF ZAKHBERIE

FAS R 6) 0.9 Hs.244139 | Z70519

ERELETH, ARHARET —FAMEERERITE, i) "R
FEfh (b) WPTREE RS CCPM FKIRR 5 BIRIEKE; Hi(c) HWiReiER)
ffa. £— N, BELEHERE.

HEHETE, XPEERN CCPM mRNA RiEKFHSE. #EEH
M, RAGERN CCPM ZIARIEKFHMP TR, Ei—J7H, KABFERN
CCPM MEREKFHLSR. £EL T H, RPAGFERMNERRERTHNEZ T
— 7 CCPM FKIREL R REKFHLZ T, EEL7H, CCPM 22— Mk
RN ARER. E#—5H, CCPMIEETXR 3, 4, 8A, 8B, T 9 Fidlf)
frid. EEZHH, CCPM HESTIELBE 3, 4, 8A, 8B, B 9 FiFIHIfE
S,

EELZHM, RPSHETRN WDR44, RBMSI, SACMIL, SOATI,
PBK, G3BP2, ZBTB20, ZNF410, COMMD2, PSMC1, COX10, GTF3C5,
HMMR, UBE2L3, GNAS, PPP2R2A, RNASE2, SCOC, PSMD9, EIF3S7,
ATP2B4, #1 ABCCY WIZRik/K¥. FEELZ 7, KPAGHET Il CXCL10,
FAS, CXCLO, TLK1, CXCLIl1, PBK, PSAT1, MAD2L1, CA2, GZMB,
SLC4A4, DLG7, TNFRSFI1A, KITLG, INDO, GBP1, CXCL13, CLCA4,
F1 PCP4 KIFRIEK
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HEELZHE, RPEHET —MABEREHRT HFENTE, BiE: () &
HLERE S, (b) MMBTRRER B CCPM FIKE R MFRIEKT; Fic) RIE
CCPM FKJ& R R IR IE /K FHIBHEERTUS ; B (DRIETEHERIT TR

EELHE, RPASET —FEN CCPM M3 E, 8% X EAH CCPM
WRAGEF; MEEAERSNE, Bl s v AR S5 /3R AR
CCPM. MinpHEFERNENANE, B HEH: CCPM HIEF: ME
FAULBE . K B3 £ 5 T3S FI A qPCR #&£9ll CCPM K751k, B¥E: Fid CCPM
R REIER 519: Fid CCPM IR MR M51#); PCR M RNHH;
A AR

25 % BRI B I 5 T FEAE I CCPM L RRB MM EEMRAFIE, . BB
Firid CCPM % RELRK I IRFIMIE 5 BTid CCPM £ FREBK 4 B H s
AI7EFTR CCPM £ RRERFK IO 45 & Huik Entbn2 iR 7 R 3iee .

TELZTH, ARASE—MAMSEHBERETENITE, BFUTEH
R REE—FkB TRUEREREEEWMMEERS; FIH ELISA 7N
EHTHFER CCPM £ k. A KA ETE, KPR CCPM 2EER
1, 2, SE9 FrFIMtRId. EE L /7T, CCPM B EEZEE TR 3, 4, 8A,
8B, BL 9 FAINESHIBERESF.

S

2530 Pt ik B SE ) 2 AR TR K AR SE T 2. 4 Fie Wi @
BEARNGFMAEEEESR, FENSER T T A ERER . K450
Y6 Bl Y B S 7 A A A B AN R B — 364

SCHEB 1. BT E

EHARATAERAEE, —HRXETFHAZNZ)ME AKX TFER
(DE). NZ BEROFERERAIARE B A7, ™ DE R 2%
BT MEE. ERERWR 6 i, ME 1 kT LB &t

SEHERY 2. PEAER
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BT 149 5l NA BER RN L EREAESZE 1995-2000 (7]

7E Dunedin EBEF1 Auckland EZ5H#HITFE AR ESE .

PR MR AT EE. HENMREZERMHE-SY) W THENFERE
A, FHETHHAEHEFY SKUIIMEMME. 78 149 %l CRC &+, 12 HifF
B, 35 BICEREE, 102 BIFEREZR D 5 FEEM.

Sk BF DE BERREMELEERERESEIE 1995-2001 FEESE
BRI KFWIEIBRFIT RN EE . NEFVWBFRZEPINEFZBERE
G ERER T —4 55 IEMmERERER. HERIET 11 61 BHREiER
HR 44 B 11 BAEIERE . B 29 BIBEBERFEKM 26 FIBEEREED S
FRERTEE. MEEEEEE 70-100% 208, F 87%.

xR 6: HUH=FEE S B IFE R RAFE

1P EE IR

61

v = HAE

AER 2k
$ %ﬁ H 102 47
J0N
fﬁﬁé’\ 68.5 (SD: 15.1) 69.8 (SD: 8.7)
7
% 48 (47%) 22 (47%)
4 54 (53%) 25 (53%)
HAGLE
E %H;J 41(40%) 18(38%)
E%% 12(12%) 4(9%)
ZJ%%% 31(30%) 17(36%)
1 18(18%) 8(17%)
J e 4 3
1 ﬁﬁ 16 0
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IV 3 0 12
B P E/A 72 (FEF: 60-80) 15 (FER: 0-59)
HERIMPE (B)
1 [
NER gk
,%%i‘iﬁ 29 26
LA 64.3 (SD: 12.8) 61.8 (SD:10.7)
% 51
[ 17 (59%) 16 (62%)
4 12 (41%) 10 (38%)
MEAL B
yat e 8 (28%) 4 (15%)
yt A 7 (24%) 5 (19%)
ZIRE 6 (21%) 7 (27%)
A 8 (28%) 10 (38%)
e 4338
I ﬁﬂ 5 6
BREFEAR P E/A 83.1 ( & H 27.4 (5[ 3-60)
BEREEPE (B) |64-99)

SEHER 3: RNA BU3REUHD B ARARD
NZ e : B3 R R A Tri-id5 (Progenz, Auckland, #7178 =)3iRE
RNA. ZR/5FIH RNeasy EVR#E(Qiagen, Victoria, 8 KF| )ik — F 4k
RNA. #Z A E R B H N E cDNA #Ric R A Cy5 dUTP #5712 10 T3 RNA,
kBT 12 SRR MR H) S B RNA A Cys dUTP #5i2 . FIA QiaQuick PCR
A4k 857 & (Qiagen, Victoria, 8T )%t M 7 B 77 SR AL KOG R 7T )

cDNA.
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DE Jib8g. $5 PR fi 3+ I B RNeasy 2E/RiAF & (Qiagen, Hilden, 1)
4388 RNA ., 32 B BT iR $% cRNA(9), F7E RNeasy 1 F 24E4L(Qiagen, Hilden,
), F 55 pl KPR K 15 $H5T cRNA 7 95 CHERE 35 201 FF1 oligo-dT-T7
5|4)(Eurogentec, Kéln, {EE)& W% cDNA, £H|H Promega RiboMax T7-
& # & (Promega, Madison, WI) 14 # £ -NTP 2 B &% (Loxo,
Dossenheim, {E [E )4 H 3% .

SCHEB 4: THRESISER

NZ . ) ENEEH E (epoxy) BT 7 L) MWG Human 30K Array
B E B SEMERRIE 10 B4R cDNA & B A 1 %BSA &8, EWRRE
PR TF 42°CHRLE D 12 MR FBAT R YRR . H GenePix 55
I HEH A F+ F GenePix Pro 4.1 fFEFI IR A M 0B A+ (Axon, CA)
T EE.

DE 98 : ¥ cRNA 5 B2 Xt B E T FR(Affymetrix, Santa Clara, H1ZE
K), B ZeAT 5t BB (Affymetrix, Santa Clara, J1EX), f ff(Promega, Madison,
WI), WA BSA BEERLMAI 300 w, HT 45CTRATBNHEIEH
16 /NEF (Affymetrix, Santa Clara, JAEK) . HEENHTRAE Affymetrix
WA T LR SR, 5B EFNERoche, Mannheim, EEH). 4
Y& EA B E DB EMEDiK(Serva, Heidelberg, fEE). ¥ IgG (Sigma,
Taufkirchen, 1% E)F14EE E 2 #E4J  H(Molecular Probes, Leiden, fi7=)
BE. REH HP EF FEOLHEEMBEARESIFAA Affymetrix®
Microarray Suite 5.0 {44038 H0hE & 5 HdfE .

SCiR 5. HyETUCE

NZ $#E: 7 R FEIEQ0) P HATHIE AL B AR HELL . K log, Fe i
N T 8T 4T 5 B B B 3 ' %5 (foreground intensity) b . & & B3
RSN EY) L LUEH Bioconductor 3 #1 T B A 4H(12)R) limma B(11) #
T B REET 3k (print-tip) REEFRMELL . SRS FIBAREAL (13 T FEFUIA] log J6
% ELAE 4 Fa R MEAL . ARVEAL BRI B R M BIE P A ERNZER A1
SRR (print-run) BN . ZRSTANOVAWTHEW A TIFA M EBREA
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HE SRR R S AEALE (print-run) R, 149 MRS AT ERFESIH
ER 46 . BESEARESTEREEHRELERIFOMRERETIRN
B 51 & (array platform) IR — B, RAFEER, EERZRAERE
K (EHZBTEY log, ZR|AT 05 , FABEAPERT RUNER.
S REMRELERE, &F 10318 M ERNTFEMATHE—S 2.

DE ¥3E: F1E I Affymetrix U133A ZEFGH #@ i REERILUERR A
REBENARE, ENERFEEREENZIESTCE, sERBLRENE, &
SEGE, HHEARXTHERE, FETHERE. & R HEIFHEA0, 40)FiE
1T B 118 IEFFRHEAL . FIFZE B K Bioconductor B HIE1THIARE % FE51F
PR E (robust multi-array average function) (14)3REUK B TH#REH K
(cel U HI S 848 IE PR UEIL RIX T EE

LBl 6: TE{E 5 M XKAE

#/H BRB [%) TEGGEIXAHNITSE: /linus.ncinih.gov/BRB-Array
Tools. htm)BHATHIE 7. FIFABIERER f R HTHERNLEE. 7 DE
HED, YRABZEHBEME0.01 RN IS ANERERFRE. BT REHE
[RIEPEREERE ERIHARXS /NI, DE BIEMEREEREF T
T BB EEHE AT log, HAEXRET 1.1 HIF&M. FIH NZ [
DE $EA P SN RN E R XRIE(LOOCVYA R T & TERF TG
155, R ilanE, £89 LOOCV Rk BT REENESHE.
£ LOOCV ZJ&, B4 ER TR R iR b S 2R, 28 Tk AT R
SRE R R TI AEE, BRE SO RFERR T RABILERERE A
Bt IR EME: a8t TRAIEB(CCP), fHALEMERBI 2T (DLD), 3-%
4RI (3-NN), 1-BiEATVE(I-NN), HiEF/ONC), FZFREI(SVM).

AHEE NZ M DE W/E{s SWIERMME, #1477 48 B % ik (reciprocal
validation), B[] DE B4 R1E NZ {5 5T R [ RE. Akl NZ BH,
7t DE $4E T T AX NZ (55 22 MEREMBEES, 7K H LOOCV ¥
DE #£ 5 H0E 5 T X EmEr i tEae. B0, £ NZ BiEhaE 7Y
DE {559 19 MERREE, KA LOOCV 4 NZ # mHIE SR BE.
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fE_ L IRFRIE L T ARA T B BE 0.999 LIRS IR LOOCV REAF
FHFRBENER. FE(platform)Z MFIZER JLHE, log-thkREIEX log-
B EHIR) RTINS IR AP ERNHR T . (RERE
7 A A2 B PR T 00 6 &5 SR 3 A R — AR ) o I B A i SRR SR
P LOOCV Tl 45 1) 35 1 7 skt B R A5 | iy LOOCV T =
LA B B EESRE T R UG . TR BT BRE ARG RTINS
FEAARER BRI/ P {ER 2000 IR E #r .

LR 7. FEE ST

FIAZE R HERETHEET R ELRIE#T R =-1G8RFE 2.
FERECHFEREN “TRFE" « T8N, HWETFENE, I
KFIBT P (the log-rank test) (15) I EHFAET EHIT B HIPIAH £ 2 8]
MEEMER. FEX NZ 1 DE HIEHHFH#TRE. XN TILRAEEIE,
IERMEBRERAFE TSR AERESE, RERITNRKRERERRE
FENTFHEN. XA RIEBSH epitools B4 L E LA EF X 4],

SEifl 8: HRiETERARRIENRCHIRA

M DE #IEF % BESFETAERANTNEPHEMELEFRZED
— M Pearson fHRXRRE =T 0.75 HEFRBATA4E 7. KA DAVID 24T
AAK 3 HTE A AL T7 K2 //apps 1.niaid.nih.gov/david/).

Ll 9. SRS

HIRHREBHTUSE S U CRC MRBE K, RAXR BT NZ # DE
FIPANMALRE MARRAE SR B T B4 I s LA B B Ilm R BR BRI JR & 1%
B RFIREIRIEEEEA . LfriE)E, RRAMRNGET TE e 5
WALIAETERFES, AREBRRNBERIIPRIEE. ®RINITE, £ NZ
H4E 41 90 DE Tif515 5 X7E DE A RAE NZ TS5 5.

SEHEf] 10 ZFREF DR IRA

DE $#E41: BRB Fe3I THEEFILLEREF A TRIUAE T ERERKMAN
BREBZEREESEERNSG T BEHERE . 5H RVM (BEVLE
AER) £ RBIEATENEER PE. EE 2T, RAEEEENRBE
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0.05 RIIL 325 MEAERARRATEEZRRE. EEEREHFRNAE
MASHBEHBRE, MEXAT 0.05 HEEHBILE, FAAREHEE 6 P
KFE 0.001 BI{H. EAERBRE (p=0.05 & p=0.001) WEKETIEL
FLMERHATERESHWE (S RLHA 17) . XL RS 270 434
MER (R1HMFED

AEM, EEMHRE GENEFER BF TSR ABMEREK
—AMERGE R, BT EBDK TR RERT EEWRAE A F 2R
HEHFERMED, EXFFIRENFARS « RR@S)ZMAR, REFHZ
SAFHSE 2 B b (HERURREIREFED LIERL THEH 7T £
H (BFTFI ,

(1 — 2)s° pooted + 2b”"

2= (n-2)+2a

Hep s* REHTENFME: $° poocd BEHTTERIRHEM-EAS), n 2
BEREE, MafbEFHH GONSH. ETHENtS5iF, AIXAHER
B -2) + 22t 3 A URBEANEEN PE. ARHBEZEREKRE, X
F Benjamini 1 Hochberg (7)f45 % KIZE (False Discovery Rate) ¥ HIEF
DAERIEEEHENEEN P E. wRAESH P EADT 0.05 WAL ZE
EABERZERRIE.

LR 11: FERFREHIRT

A REI A AETIUE Bl ) B e 2R, FIA R vt B3 TR
Mo iZ TR TH 167 ANGEFH Pearson FER RS (40, 44, 45) 204 0.8,
XS, SIDMBT 325 NERREHEAH, MBS 116 MO AR
e B Z M R A BI{E 0.05 9 FDR, B “f5i% K IL#E (False Discovery Rate) ”
PEITEF, RVM, ERENLERMERD . % 116 MR AERT 111 M ERER

(%2) .

SHiB 12: MERFESHARE

F R BEZERWES AR NZ BiEH. ME T AMARES, P
KEH (SVM)FH 0.0008 FIE:FIEHBE £ &REP LOOCV TR,

(7]
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B 45 ZR64/154 1

FEHE—AN22EFES (7T7%TMER, 3% REE, 88%iFHE; P=0.002,

K7, SBAFISB) . XT3 8A 8B, HEF AR 3I M4,

x1: WMERE

SHE

ZEEHERRN 22 EENZES

B g REBYAE il P{* | Hkiitk
NZ ### (Y%, SVM) | 077 (0.66, | 0.53 (0.33,]0.88  (0.77,|0.002 |84 (3.5,
0.86)§ 0.73) 0.95) 21.4)
WE 4 DAREEEREE | 072 0.38 0.87 0.011
FRILHERR NZ
# U, SVMD
= B HIE GNZ, SVMD | 0.71 0.51, | 0.62 (0.32,]0.79  (0.52, | 0.002 59 (1.6,
0.86) 0.86) 0.95) 24.5)
ZNZBERRN 19 EFEERS
BiEA T = RYE R PfE* | ER¥tt
EEHAE (Y, 3-NN) | 0.84  (0.65, | 0.85 0.83 <0.0001 | 24.1 (5.3,
0.95) 144.7)
% 5 R NZ #4E | 0.67 0.65 0.66 0,046
TR IR R R R E 4
#& (IR, 3-NND
NZ % GMNEE, 3-NN) | 0.67  (0.55, ] 042 (0.22,]0.78  (0.65, | 0.045 26 (1.2,
0.78) 0.64) ] 0.89) 6.0)
SVM: ZIFFXEYIES: 3-NN: 3 BIELWEE.
S S%EEIX/E
® P {E: M 2000 T B KEFE I ETF
K 8A: NZHiE(ES
HHZ 22 BAWERES
P{H ZERIRIR GeneBank &3 | - #TH R7EE
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5 HHE PRI
W2 H

2.30E-05 WDR44 NM_019045 *
3.30E-05 RBMSI NM_016836
4.60E-05 SACMIL NM_014016
6.80E-05 SOATI NM_003101
7.90E-05 PBK NM_018492
0.00014 G3BP2 NM_012297
0.000163 ZBTB20 NM_015642
0.000214 ZNF410 NM_021188 *
0.00022 COMMD?2 NM_016094 *
0.000293 PSMCI NM_002802
0.000321 COX10 NM_001303
0.000334 GTF3C5 NM_012087
0.000367 HMMR NM_012485
0.000405 UBE2L3 NM_003347
0.000417 GNAS NM_000516
0.000467 PPP2R2A NM_002717
0.000493 RNASE?2 NM_002934
0.000532 sCoC NM 032547 | *
0.000578 PSMD9 NM_002813
0.000593 EIF3S7 NM_003753
0.000649 ATP2B4 NM_001001396

NM_001684
0.000737 ABCC9 NM_020298

#X 8B: DETIEIES
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HE 19 EEWERES

PE EERR GeneBank & 3% | ST ARTE NZ
5 PRI
=
3.00E-06 CXCL10 NM_001565
NM_000043
4.00E-06 FAS NM_152871
NM_152872
NM_152873
NM_152874
NM_152875
NM_152876
NM_152877
8.00E-06 CXCL9 NM 002416 *
1.20E-05 TLK1 NM 012290
1.30E-05 CXCL11 NM 005409
2.10E-05 PBK NM 018492
4.20E-05 PSATI1 NM 021154
7.60E-05 MAD2LI1 NM 002358
9.80E-05 CA2 NM. 000067
0.000128 GZMB NM 004131 *
0.000177 SLC4A4 NM 003759
0.000215 DLG7 NM 014750 *
0.000376 TNFRSF11A NM 003839
0.00038 KITLG NM 000899
0.000579 INDO NM 002164
0.000634 GBPI NM 002053
0.000919 CXCL13 NM 006419 *
0.000942 CLCA4 NM 012128 *
0.001636 PCP4 NM 006198

NZ 55 BB NZ BE P HRE KB ELELL 8.4(95% CI13.5-21.4).
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FIH Affymetrix BFEFI4E L DE 3B 4782 19 EH (22 #EH) M 3 Kk
4F(3-NN) {55 GEFEBIME 0.002, log, EHEE>LL, FRE 84%, REE
85%, 455 83%, P<0.0001, 3, 4, 7) . DEfFSEFHEDE B&F&K
8 R EIELEE 24.1 (95% CI 5.3-144.7). £ 2= -1 BR 43 #fr (Kaplan-Meier)
d1, NZ 1 DE BE L RAEHEXHFIAZERBRARENESE (NZ
€%, P<0.0001, B 2A; DE{ES, P<0.0001, & 2B).

SEH#Ef) 13: NZ F1 DE US55 BSMBRAE

SHISUE NZ {55, iid LOOCV A 22 NMEFEWME T DE HiE4 ) SVM
5. RET NI%HTNER, H2EFEEXH(P=0.002, & 7). FH NZ
{ZS 3B DE BEE K L 5.9 (95% CI 1.6-24.5). FAFFRTM R M
NZ &M 77% /% DE BEM 71% (£ 7) 28T DE HEFEE NZ
FEFH 4 NERE. B\ NZES, NHEKRR DE BENLHAFEHE
T T A A B R B H TR A (=0.0049, B 2C).

RGBT LooCV FIA 19 ANEFME NZ HIEAR 3-NN /55 REIE
DE {5 5.4 DE {5 S %L T #E B TR 2 67 % X 2F E XK (p=0.046; Table
7). #)H DE 15 S 3KB 1 NZ BE T RKIHLEEL R 2.6 (95% CI 1.2-6.0). FAl
WHFBME RS — BT NZ 35+ &% DEF5+H 5 13 H . XM DE
BB FERRI 5 MEFEBEET LOOCV TR M 84 %>R 67% 15 E|
iEsE (R7) . #RIEDE 55, WIAE KK DE BEWLREAEHERT
T A AR R BB E LR AFE@E=0.029, & 2D).

LB 14: BERTHIERILE NZ F1 DE W/EHES

E AR [7) 549 1 B0 B 43 A th WL 83 3 7 48 Tl O B R BTN O A B K Y
BEZELTHREENEEER (B 3) . HIR\RF 2 1% 55 T & &6t
NZ {557 LLREBIZE 1T #(p=0.0013, K& 3A)F 11 # (p=0.0295, & 3A)WAH
hEAREE KBS . ¥ DEESHNAT NZ HURAR RILE E/NUTEE,
I Ab R 7E I 8 B b I 82 3122 7 (p=0.0491, & 3B). DE {5 ST HERZEN
TR AR T HE NZ B B i K LOOCV Tl R/ 5 P2

SHip 15: 5595 CRCEREBE XNER
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EIRS, EENZET (R 3D FHFZEREFE G3BP2 (16), RBMSI1(17),
HMMR (18), UBE2L3 (19), GNAS (20), RNASE2 (21)#1 ABCC9 (22)#f %
5TRAERKE, T RBMSI (23), EIF3S7 (24)f1 GTF3CS5 (252 5 T # 58
MF. PBK B—MEAEMSE, ©25THLHRNTEE (26), FHEENZH
DE 59— EFER. £DERFS (R4 M I9ANERATH 11 NS
5T %ERN, B 4 B0 EFE4CXCLY, CXCL10,CXCL11, CXCL12;
(27)), PBK (28), INDO (29), GBP1 (30), GZMB (31), KITLG (32), FRR3E
B F i F BB 24 (TNFRSFI 1A, FAS; 33)).

R 86 1 FE 5 DE B3+ 4 MBREMWETFERAEFHEDL—NEEM
X (Pearson tHXRE> 0.75) . EERES T RIX 65 NEEFHI 39 MET
SRR NKERN(p< 107°), XANERRAE FAERNAEHE CRC ERF
RERER.

SLHEBY 16: NZ 1 DE BUSE SRS

CERIUMMARNTEESTHTRSENEMERERBUE.

XIF DEES, S AEFMIAAR TR VI B RTTH T 11 3§14
K. ELNFFHERFZERRERMBANER S RBERNEX. oERN
EAFPELLR CRC BETH THEAREZENRBIREEE/FREERR
UFHITHE (36-38). 280 11 M RNERE (RS ZAERBETEHTH, X
RET B EYH S TR 8

R FRHARELER, EBFT 4+ MNBUETFHITE—S 0. BLE
TEREAMIRNAERGEEENNFOARBELS S THLINS, Ak
fyFizsh, MIEBRG6). AFRAERNERKMIER, £57T 86 M5k
WHTRAFRFENER. XEERPWLF—LEH “RERN” 25)H
HIZERAGESE, XRPXLERETERXIEFHEIEDREERTAER
. TH, %IWT CD4+H1 CD8+ T 4 fEHi/E(CDSA, CD3, PRP1, TRA@,
TRB@) BiIhReMEXHLIR, WMEEALEHAENRS T, TRE v ESEAQRN
IL2RB 7L RAFTIR P IR R4 CD4+ T 4188 CD8+ T 41 51k &
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B T 2E/NRG B E R R HE R (37). FEFIMh, XL IR B A
KRS S5 5 T BRI T B B/ MU B R £ RN

LB 17: HRMBUETE S HESE

SEEFANSABE PR XRIE, ERFEATEESHERERITR. JT
BT H—SWR, MREARNSETRETRTRITRZINNERES, €Al
BRI EEE ARG . ZHRNET Bz —HEH R TR
MET 3R (Fale £ TR EY) (robust multi-array average) ) HIJFETEE
EEFE P A=A LM

B4 BoRT BARKERESHENSEE. SREREMKERITIE
el (LU BTRMME S o) BIIEMASREERRELE. MR 11 EX
YIIEHE SRR, WFXMT XK, FEREEEFZA, AFTEHEEE
BRI SREES (Bl HERRNERUAERIWE FHRIEH, HH
AR R FARIR S0 MERINGHE) . REBAXNRIFER 10 RUEE
55 MERAEIESKBIEE D, %11 EXXRIELEER 10 K,
ZRERER 45 F. MEEBBRERE @)REEERNIRE, UG
HESNATR /AN TR SRR, NZANSTF, THEEENES
HRENSER, Wi, SHRMEHNESBBEPHERNDTES TERF
J)(discriminatory power)il & ZIE T EE IR 1. FAS M1 ME2. X7EH
5 hRIEEYE, RERTIERAPEZHRAANERE FAS M ME2 GE5
. EZHATSLE s R

BT AR GE PSR 1000 AN 43 R IEAE i vh AR R R 5113 DA 38 23 Wt
SUBEEIEAREAL I, FHFEIRAEERA T £ 5 M (RS A EHEY
1/11) « GX5 11 EXXBIEHEME. O Hiric TN 2R EIAEREET
% “Hin” (BORT 10, U 20, A7 100 FORT 325) HIREL. %EFRA “AIEL” -
¥ F = F AR B AL 5 R @0) (B YA =F A RIBT sEGE T (B 7) A RET
. BB AT s AL BT EE S TH(41, 42)Z (MR E VIR . R,
BRI AL BT R RN, Fr5 2 o iiF S ZEEAMKE T
ERT BT ET ARSI RS . X R FSREAL T ER IR TR T8
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BEENERNER/MIEH. RIHTERETENS B LT REE
B RAMAE KRB MEFEERRENRIBIER.

B FEM BRI AERTIE (BALE 1R PRERERES. B
HEETRERE TRk, R RMEREZERNG. FIHE 2-55
Z A8 Affymetrix BREHE B A TE S FIH =R 288 k=1 B k HILLFX,
k=3 i k BEARGE, FIHRR RS FREN, HRAE A RIE
R ESEESB0%TME T

TS, XTFNFHERATERITE S (B4 FE S , BKAM
EESMTRENES., EEFAS FAME2 HEEEN (EXEWTR) - B
EXHAHEE, URAEHE FAS BLME2 HREFESHREENSEE, Kik
BERETER PIEERES. ABENARPESHET) FHE—ERTX
IF SRR P EPE S KR>30 % HIfE S (RIA=M4 K% k=1 k R4
%, k=3 1k RIELRE, FRFRHEZRBIISHFRENLD .

ok, EHEEREKES C10 NERAES) HieamELE, Al
MNE 30 AREZHAHENMEBHESHPERS 20 REZMER/ESH
ES. REE4NE S BRNER, IITHXEES (R 100 NATHREHR
EAREEIN LA 0% KRR FBRIAFUEH T REXRNESHET
ME2, FHF—MsMEREH FAS, X T]HER B T Lok BRI 7E R AL TS TR b /Y
EEM., NiZEENRE, EEEEEAPRHZIMITIETEATEEATRE
B RRFAR—E R XLEE S HER 12 FIFIESRAEF. FiE
LB, BMESE—RIGES, PEEZONGRES HEATRER
‘. EFEMERESTHFZIER 9 R,

*9: WINTERES GEBREERTN S SVM=3ZFFKENL, 3NN=3 &
TARYE, INN=1 ZiF4FiE, Sens=REEFE, Spec=firiH)
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1—%— (==} SVM 3NN INN

TlEe s (EREEAR

}?‘%’ Sens |Spec |Sens |Spec |Sens |[Spec

WARS, STAT1, EIF4E, PRDX3, PSME2, GMFB,
DLGAP4, TYMS, CTSS, MAD2L1, CXCLI10,
1 CIQBP, NDUFA9, SLC25A11, HNRPD, ME2, {81% }86% [73% |90% [77% |83%
CXCL11, RBM25, CAMSAPIL1, hCAP-D3,
BRRNI, ATP5A1, FAS, FL113220, PBK, BRIP1

WARS, SFRS2, EIF4E, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, LMANI, CDC40,
2 CXCL10, NDUFA9, SLC25Al11, CA2, ME2,|77% |86% |85% |79% |81% |86%
IFT20, TLK1, CXCL11, RBM25, AK2, FAS,
FLJ13220, PBK, PSAT1, STAT]

WARS, SFRS2, PRDX3, GMFB, DLGAP4,
TYMS, LMANI, CDC40, CXCL10, NDUFA9,
3 KPNBI1, SLC25A11, CA2, ME2, FUT4, CXCLI11,|85% |86% [92% |76% |85% |79%
GZMB, RBM25, ATPS5Al, CDC42BPA, FAS,
RBBP4, HNRPD, BRIP1, STAT1

WARS, PRDX3, MTHFD2, PSME2, TES, DCK,

CDC40, CXCL10, PLK4, NDUFA9, SLC25A11,
4 WHSC1, ME2, CXCL1]l, SLC4A4, RBM25,181% |79% |77% {69% |77% |[79%
ATP5A1, CDC42BPA, FAS, BAZIA, AGPATS,
FLJ13220, HNRPD, KLHL24, STAT1

HNRPD, WARS, MTHFD2, GMFB, DLGAP4,
TYMS, CXCL9, IRF8, GTSE1, RABIF, CXCLI0,
5 FAS, TRIM25, KITLG CI1QBP, SLC25A11,|88% |83% [88% |83% |88% |76%
Cl7orf25, CA2, ME2, SLC4A4, CXCL11, RBM25,
KLHL24, STAT1

HNRPD, WARS, STAT1, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, CXCL9,
6 73% |83% |[81% [79% (65% |66%
PLK4, KITLG, NDUFA9, ME2, CXCL11, SLC4A4,

AK2, FAS, AGPATS, FL113220, PBK, ETNK1

WARS, EIF4E, PRDX3, TK1, GMFB, DLGAP4,
TYMS, LMANI1, ARF6, FAS, CHEK]1, NDUFA9,
7 SLC25A11, WHSCI, CA2, ME2, CXCLI11, IFT20,[88% {90% 88% |90% |85% |[86%
SLC4A4, RBM25, hCAP-D3, CDC42BPA,
FLJ13220, HNRPD, STAT1

74



200680052902. 3 WO P ZET2/1541

SVM 3NN INN

WARS, EPAS1, EIF4E, PRDX3, PSME2, TKI,
GMFB, DLGAP4, TYMS, DCK, CDC40, CXCL9,
8 CXCL10, C1QBP, NDUFAY, SLC25A11, WHSC1,|77% |86% [85% [79% |77% |79%
ME2, TLK1l, RBM25, BRRNI, FAS, BRIPI,
TRMTS5, KLHL24, STATI

HNRPD, WARS, PRDX3, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, TES, CDC40, IRFS,
9 CXCL10, FAS, CHEKI1, KITLG WHSCI1, CA2,/69% |79% [85% |83% |77% |79%
ME2, TLK1, RBM25, AK2, NUP210, ATP5AIl,
BRIP1, STAT1

HNRPD, EPAS], EIF4E, PRDX3, DLGAP4, TES,
CTSS, DCK, CXCL9, CXCL10, FAS, PLK4,

10 HNRPA3P1, SLC25A11, C1QBP, Cl70rf25, CA2,{85% (79% [85% (79% |77% |72%
ME2, RBM25, AK2, SECIOL1, FLJ13220,
TRMTS, STAT1

HNRPD, WARS, EIF4E, PRDX3, PSME2, GBPI,
GMFB, DLGAP4, TYMS, TES, RABIF, CXCL10,
11 CIQBP, NDUFA9, SLC25A11, Cl7orf25, ME2,{85% [83% [92% |76% |85% |76%
FUT4, CXCL11, RBM25, AK2, hCAP-D3, FAS,
AGPATS, SECI0L1, PBK, STAT1

HNRPD, MTHFD2, PSME2, GMFB, DLGAP4,

TYMS, DCK, IRF8, NDUFA9, SLC25All,
12 Cl7orf25, CA2, ME2, CXCLI11, GZMB, RBM25,|88% [79% [92% |69% |92% |(83%
NUP210, SOCS6, DDAH2, FAS, RBBP4,
MARCHS, SEC10L1, KLHL24, STAT1

WARS, EPAS1, STAT1, MTHFD2, MCM6, GBP1,
GMFB, DLGAP4, TYMS, ARF6, CXCL10, FAS,
13 88% [90% (88% |76% |77% |69%
KITLG NDUFA9, CA2, ME2, GZMB, CXCLI11,

RBM25, RBBP4, PBK, PSAT1, HNRPD

WARS, EPASI], EIF4E, PRDX3, PSME2, GBP1,
TK1, GMFB, TYMS, CXCL9, FAS, CHEKI,
14 SLC25A11, NDUFA9, WHSC1, CA2, ME2, FUT4, |85% (83% |92% |76% {92% |79%
CXCL11, RBM25, CAMSAPILI1, SFRS2, DDAH2,
AGPATS5, HNRPD, BRIP1, ETNK1

SFRS2, EIF4E, PRDX3, MTHFD2, MCMS6, TK1,
GMFB, TYMS, TES, CTSS, ARF6, CXCL9,
15 81% [83% [81% |83% |77% }79%
RABIF, CXCL10, FAS, KITLG, SLC25A11, ME2,

IFT20, SLC4A4, CXCL11, RBM25, PSATI,
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HNRPD, TRMTS5, STAT1

WARS, SFRS2, EPAS], EIF4E, PRDX3, TYMS,
LMANI], CDC40, CXCL9, CXCL10, PLKA4,
16 CHEKI1, SLC25A11, C1QBP, NDUFA9, MEZ2,|92% |93% (81% [83% |81% [83%
IFT20, SLC4A4, CXCL11, RBM25, DDAH2, FAS,
HNRPD, BRIP1, STAT1

WARS, EIF4E, GMFB, DLGAP4, TYMS, CTSS,
MAD2L1, SLC4A4, CXCL9, IRF8, CXCL10, FAS,
17 TRIM25, KPNBI1, SLC25A11, HNRPD, ME2,|92% [90% |85% [79% (81% [76%
CXCL1l, RBM25, AK2, hCAP-D3, DDAH2,
SECI10L1, ETNKI1, STAT1

HNRPD, WARS, SFRS2, MTHFD2, PSMEZ2,
TK1, GMFB, DLGAP4, ARF6, CXCL10, TRIM25,
18 NDUFA9, SLC25A11, WHSC1, ME2, CXCLI11,|81% |79% |85% |90% |81% [93%
TLKI, RBM25, CAMSAPIL], hCAP-D3,
CDC42BPA, FAS, AGPATS, STAT]

HNRPD, WARS, SFRS2, STAT 1, EIF4E, PSMEZ2,
TYMS, USP4, DCK, ARF6, CXCL9, RABIF,

19 CXCL10, Cl1QBP, SLC25A11, ME2, IFT20,|96% (86% |73% [76% |73% |66%
SLC4A4, CXCLI11, RBM25, AK2, SOCS6, FAS,
ETNKI1

WARS, EPASI, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, TES, ARF6, CXCL10, FAS,
20 KITLG, CIQBP, SLC25A11, Cl70rf25, ME2,|77% |79% |73% [83% [81% [86%
FUT4, CXCL11, RBM25, ATP5Al1, FLJ13220,
PSATI, HNRPD, STAT]

WARS, PSME2, GMFB, DLGAP4, USP4, ARF6,
CDC40, CXCL9, IRF8, RABIF, CXCL10, PLK4,
KITLG C1QBP, NDUFA9, SLC25A11, WHSCI,
21 7% |72% |85% |83% |85% |(79%
Cl7orf25, ME2, TLKI, SLC4A4, RBM2S,
hCAP-D3, SOCS6, FAS, AGPAT5, SECIOLI,

KLHL24, STAT1

WARS, MTHFD2, PSME2, GBP1, TK1, GMFB,

DLGAP4, CXCL9, CXCL10, CHEKI1, TRIM25,
22 SLC25A11, Cl7orf25, HNRPD, ME2, SLC4A4,|77% (79% (77% |76% [81% [72%
RBM25, AK2, BRRN1, FAS, DKFZp762E1312,
SECI10L1, PBK, TRMTS, STAT1

23 HNRPD, WARS, STAT1, EIF4E, PRDX3,(85% |83% [92% |90% |85% |[76%
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DLGAP4, TYMS, ARF6, CXCL9, CXCL10, FAS,
HNRPA3P1, CI1QBP, NDUFA9, SLC25All,
WHSC1, ME2, CXCL1l, RBM25, MARCHS,
SEC10L1, BRIP1

WARS, PRDX3, PSME2, GMFB, DLGAP4,
CTSS, LMANI, CXCL9, CXCL10, HNRPA3P1,
24 SLC25A11, NDUFA9, Cl7orf25, ME2, FUT4,|85% [83% |77% |69% |81% |69%
SLC4A4, RBM25, AK2, FAS, MARCHS, PBK,
HNRPD, KLHL24, ETNK1, STAT1

WARS, PRDX3, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, USP4, CDC40, CXCL9,
25 CXCL10, TRIM25, NDUFA9, CA2, ME2, TLKI1,[81% |83% [77% |83% |81% [72%
CXCL11, SLC4A4, RBM25, AK2, ATP5Al,
SOCS6, DDAH2, FAS, MARCHS, PBK, STATI

WARS, EIF4E, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, ARF6, CXCL10, PLK4, CHEK]I,
26 HNRPA3PI, CIQBP, NDUFAY9, SLC25A11,(81% |83% (92% [86% |81% (79%
WHSC1, CA2, ME2, CXCLIl, RBM25,
CAMSAPILI, FAS, SECI0L1, FLJ13220, STAT1

WARS, SFRS2, EIF4E, MTHFD2, PSME2, TK1,

TYMS, LMAN1, CDC40, CXCL10, CIQBP,
27 NDUFA9, KPNB1, CA2, ME2, GZMB, TLK],|85% [90% |85% |86% |[81% [|79%
SLC4A4, RBM25, ATP5Al1, FAS, AGPATS,
SEC10L1, FLJ13220, HNRPD, STAT1

HNRPD, WARS, EPAS1, MTHFD2, PSME2,
TK1, TYMS, CXCL9, CXCL10, FAS, TRIM25,
28 KITLG, C1QBP, NDUFA9, CA2, ME2, CXCLI11,|88% [86% |81% |86% |81% |76%
RBM25, AK2, BRRN1, FLJ10534, SEC10L1, PBK,
ETNK1, STAT1

EIF4E, PRDX3, PSME2, DLGAP4, CTSS,
CXCL9, GTSE1l, CXCLI10, FAS, PLK4, KITLG,

29 SLC25A11, CA2, ME2, GZMB, CXCLI11, RBM25,(88% |86% [88% [76% |77% |69%
AK2, AGPAT5, MARCHS5, FLJ13220, PBK,
HNRPD, STAT1

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, DLGAP4, TYMS, CTSS, CDC40, CXCL9,
30 77% |79% (81% |79% {65% [69%
CXCL10, FAS, PLK4, NDUFA9, ME2, CXCLI11,

RBM25, AK2, BRRNI, RBBP4, HNRPD,

77



200680052902. 3

s

45 ZR75/154 1

SVM

3NN

INN

KLHL24, ETNKI1, STAT1

31

WARS, SFRS2, EIF4E, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, ARF6, CDC40, CXCL9,
TRIM2S, SLC25A11, CA2, ME2, IFT20, CXCLI11,
RBM25, BRRNI, CDC42BPA, FAS, AGPATS,
FLJ10534, HNRPD, TRMTS, STAT

85% |83%

92% |76%

92% {72%

32

HNRPD, WARS, SFRS2, EPASI, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
CTSS, DCK, CXCL9, CXCL10, FAS, KITLG
NDUFA9, ME2, CXCL11, RBM25, ATP5A1, PBK,
ETNK1, STAT1

85% |79%

7% |83%

77% |72%

33

WARS, SFRS2, MTHFD2, PSME2, MCMS,
GMFB, DLGAP4, TYMS, LMANI1, CDCA40,
SLC4A4, CXCL10, FAS, CHEKI1, SLC25A11,
C1QBP, WHSC1, Cl7orf25, CA2, ME2, RBM25,
SOCS6, AGPATS, HNRPD, STAT1

73% [79%

92% |90%

88% |(79%

34

HNRPD, WARS, MTHFD2, PSME2, GMFB,
DLGAP4, RABIF, CXCL10, TRIM25, KITLG
C1QBP, KPNBI1, SLC25A11, WHSCI1, ME2,
RBM25, CAMSAPILI, BRRN1, CDC42BPA, FAS,
AGPATS, SEC10L1, ETNK]1, STAT1

85% |[86%

92% (90%

81% |86%

35

HNRPD, WARS, SFRS2, SFPQ, MTHFD2,
DLGAP4, TYMS, USP4, LMAN1, ARF6, CDCA40,
CIQBP, C170rf25, CA2, ME2, CXCL11, SLC4A4,
RBM25, AK2, ATP5AI1, FAS, SEC10L1, FLJ13220,
ETNK]1, STAT1

81% |83%

85% 179%

73% |79%

36

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, LMANI], ARFé,
MAD2L1, GTSEl, CXCL10, FAS, KITLG
SLC25A11, WHSCI1, ME2, FUT4, IFT20, RBM25,
AGPATS5, HNRPD, STAT1

85% [83%

85% |90%

88% (90%

37

WARS, SFRS2, EIFAE, MTHFD2, TK1, GMFB,
DLGAP4, TYMS, LMANI1, CXCL10, CHEKI,
HNRPA3P1, C1QBP, NDUFA9, SLC25A11, ME2,
CXCL11, RBM25, BRRN1, CDC42BPA, FAS,
SEC10L1, PSAT1, HNRPD, KLHL24, STAT1

73% |79%

92% |83%

85% |[86%

38

WARS, EPAS1, EIF4E, PRDX3, MTHFD2,
GMFB, DLGAP4, TYMS, CTSS, LMANI1, DCK,

85% |86%

77% |90%

85% |90%
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CDC40, RABIF, CXCL10, HNRPA3P1, C1QBP,
Cl70rf25, ME2, CXCL11, TLK1, RBM2S, FAS,
FLJ13220, HNRPD, KLHL24, STAT1

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
GMFB, DLGAP4, TYMS, CTSS, SLC4A4,
39 CXCL10, SLC25A11, Cl7orf25, HNRPD, ME2,[88% |83% (88% {79% |85% |72%
CXCL11, RBM2S5, AK2, CDC42BPA, FAS,
AGPATS, SECI0L1, TRMTS, STAT1

SFRS2, EIF4E, PRDX3, PSME2, GMFB,
DLGAP4, TYMS, CXCL9, IRF8, RABIF,
40 CXCLI10, FAS, TRIM25, SLC25A11, NDUFA9, |85% |93% |88% [83% |81% [69%
ME2, CXCL11, RBM25, AGPAT5, FLIJ13220,
HNRPD, BRIP1, ETNK1, STAT1

HNRPD, WARS, EIF4E, PRDX3, TK1, DLGAPA4,
TYMS, CDC40, CXCL9, GTSE1, CXCL10, FAS,
41 KITLG SLC25A11, NDUFA9, ME2, IFT20,(85% [83% [96% [79% |92% [(72%
SLC4A4, RBM25, NUP210, BAZ1A, SECIOLI,
TRMTS, KLHL24, STAT1

WARS, SFRS2, EIF4E, PRDX3, PSME2,
DLGAP4, TYMS, CTSS, CXCLS9, IRF8, CXCLI10,
42 FAS, C1QBP, NDUFA9, KPNB1, SLC25A11, ME2,|81% |79% [85% |83% [92% [69%
SLC4A4, RBM25, SOCS6, MARCHS, SECIOL],
HNRPD, BRIP], STAT1

WARS, EPAS], PRDX3, PSME2, TK1, GMFB,
DLGAP4, TYMS, CTSS, CDC40, CXCL9,
43 CXCL10, SLC25A11, CIQBP, WHSCl, ME2,{77% (83% [88% [62% {92% [72%
GZMB, RBM25, SFRS2, FAS, AGPATS, SECI0LI,
PSAT1, KLHL24, ETNK1, STAT1

WARS, PSME2, GMFB, DLGAP4, TYMS,
CDC40, CXCL10, FAS, PLK4, C1QBP, NDUFA9,

44 SLC25A11, CA2, ME2, CXCL11, IFT20, TLK1,|85% |86% [96% |79% |[81% |83%
RBM25, NUP210, BAZ1A, MARCHS, PSATI,
TRMTS, STAT1

WARS, PRDX3, MTHFD2, PSME2, TYMS,
CXCL10, FAS, CHEKI1, TRIM25, CI1QBP,
45 NDUFAO9, Cl7orf25, CA2, ME2, CXCL11, IFT20,|88% [90% |85% |79% |88% |66%
RBBP4, RBM25, AK2, CDC42BPA, AGPATS,
DKFZp762E1312, HNRPD, STAT1
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46

WARS, SFRS2, EIF4E, SFPQ, PRDX3, MTHFD2,

PSME2, DLGAP4, TYMS, USP4, CDCA40,
CXCL10, FAS, HNRPA3P1, KITLG NDUFA9,
KPNBI1, SLC25A11, WHSC1, CA2, ME2Z,
CXCLI1, SLC4A4, RBM25, hCAP-D3, BRRNI,
CDC42BPA, AGPAT5, MARCHS5, SECIOLI,
FLJ13220, BRIP1, ETNKI, STAT1

81%

79%

81%

79%

77% [72%

47

HNRPD, WARS, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, CTSS,
MAD2L1, CDC40, CXCL9, CXCL10, KITLG,
NDUFA9, SLC25A11, WHSCI1, Cl7orf25, CA2,
ME2, SLC4A4, CXCL11, RBM25, AK2, ATP5A1,
CDC42BPA, FAS, BAZ1A, AGPATS, SECIOLI,
BRIP1, TRMTS, STATI

81%

83%

88%

86%

88% [69%

48

WARS, EIF4E, SFPQ, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, ARF6,
CXCL9, CXCL10, FAS, HNRPA3P1, CIQBP,
NDUFA9, KPNBI1, SLC25A11, ME2, CXCLI1l,
IFT20, TLK1, RBM25, RBBP4, AGPATS,
MARCHS, SECI0L1, PBK, PSAT1, HNRPD,
BRIP1, STATI

77%

83%

81%

79%

73% [69%

49

HNRPD, WARS, SFRS2, EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, TES, DCK, ARF6, CXCL9, CXCL10,
HNRPA3P1, C1QBP, NDUFA9, SLC25A11, ME2,
CXCLI1, IFT20, TLK1, RBM25, AK2, hCAP-D3,
ATP5A1, FAS, MARCHS, KLHL24, STAT1

77%

83%

77%

79%

81% {83%

50

WARS, STAT1, EIF4E, SFPQ, PRDX3, MTHFD2,
TK1, GMFB, DLGAP4, TYMS, CTSS, CXCLS,
IRF8, CXCL10, PLK4, TRIM25, C1QBP,
NDUFA9, SL.C25A11, Cl7orf25, ME2, SLC4A4,
AK2, CAMSAPIL], FAS, BAZIA, MARCHS,
FLJ13220, PBK, BRIP1, KLHL24, ETNK1

81%

79%

85%

83%

77% |66%

51

HNRPD, WARS, EIFAE, PRDX3, MTHFD2,
GMFB, DLGAP4, TYMS, TES, ARF6, CXCLY,
CXCL10, TRIM25, SLC25A11, NDUFAS,
WHSC1, CA2, ME2, SLC4A4, CXCL11, RBM25,
hCAP-D3, ATPS5Al, FAS, RBBP4, SECIOLI,

7%

79%

85%

79%

85% |[72%
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FLJ13220, PBK, BRIP1, KLHL24, ETNKI, STAT1

WARS, EPASI1, STAT1, EIF4E, MTHFD2,
PSME2, GBP1, GMFB, DLGAP4, TYMS, DCK,
CDC40, CXCL9, CXCLI10, FAS, HNRPA3PI,
52 SLC25A11, CIQBP, ME2, FUT4, CXCLI11,[77% |83% |81% |86% |69% [76%
SLC4A4, RBM25, AK2, CAMSAPILI, SFRS2,
DDAH2, RBBP4, AGPATS, FLJ10534,
DKFZp762E1312, PSAT1, HNRPD

HNRPD, WARS, SFRS2, SFPQ, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMAN1, CDC40, CXCL9, GTSEl, FAS,
53 HNRPA3P1, SLC25A11, NDUFA9, KPNB1, CA2,|88% |83% [92% [79% |92% |72%
ME2, CXCLI11, SLC4A4, RBM25, BRRNI,
CDC42BPA, RBBP4, BAZ1A, SECIOL1, BRIPI,
KLHL24, STAT1

HNRPD, WARS, EPASI1, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, GMFB, DLGAP4,
TYMS, USP4, LMANI, MAD2LI, CDCA40,
54 77% (79% |85% (83% |85% [79%
SLC4A4, CXCL9, CXCL10, FAS, KITLG, C10QBP,
SLC25A11, ME2, CXCLI11, RBM25, AK2,

CDC42BPA, SFRS2, SEC10L1, STAT1

WARS, EPASI, STAT1, EIF4E, SFPQ, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, TES,
CXCL9, IRF8, CXCL10, FAS, NDUFAS9,
55 88% [90% |88% (76% |88% [79%
Cl7orf25, CA2, HNRPD, ME2, CXCL!1, IFT20,
RBM25, CDC42BPA, FLJ10534, SEC10L1, PBK,

BRIP1, TRMTS

SFRS2, PAICS, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, TES, LMANI,
SLC4A4, CXCL9, CXCL10, FAS, PLK4, TRIM25,
56 SLC25A11, NDUFA9, WHSCI, Cl70rf25, ME2,|85% |79% |85% |79% |81% |86%
FUT4, CXCL1I, IFT20, RBM2S, ATP5Al,
CDC42BPA, FLJ10534, SECIOL1, HNRPD,
KLHL24, STAT1

SFRS2, PAICS, EIF4E, SFPQ, PRDX3, MTHFD2,
PSME2, MCM6, GMFB, DLGAP4, TYMS, CTSS,
57 81% |86% |85% |79% |85% |83%
LMANI1, SLC4A4, CXCL9, IRF8, CXCLI10,

TRIM25, NDUFA9, Cl7orf25, CA2, HNRPD,
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ME2, CXCL11, IFT20, RBM25, AK2, ATP5Al,
FAS, PBK, BRIP1, TRMTS5, ETNKI, STAT1

HNRPD, WARS, SFRS2, STATI1, EIF4E,
MTHFD2, PSME2, DLGAP4, TYMS, DCK,
CDC40, CXCL9, IRF8, CXCL10, PLK4,
58 SLC25A11, NDUFA9, KPNB1, WHSCI1, C170rf25,|81% |76% |92% |(79% (88% |72%
CA2, ME2, NUP210, SOCS6, CDC42BPA, FAS,
AGPATS, SEC10LI, FLJ13220, BRIP1, KLHL24,
ETNKI1

WARS, SFRS2, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, CDC40, CXCL9, GTSEI,
CXCL10, FAS, PLK4, TRIM25, SLC25All,
59 C1QBP, NDUFA9, KPNB1, WHSCI1, Cl70rf25,{81% {79% |88% |86% |(85% |83%
CA2, ME2, CXCLI11, TLK1, RBM25, BRRNI,
AGPATS, MARCHS, HNRPD, BRIP1, TRMTS,
KLHL24, STATI

HNRPD, WARS, SFRS2, EIF4E, SFPQ,
MTHFD2, PSME2, MCM6, TKI, GMFB,
DLGAP4, TYMS, LMANI, CDC40, CXCL9,
60 CXCL10, FAS, CHEKI, CIQBP, NDUFA9,|92% |79% {77% |86% |69% |76%
SLC25A11, WHSC1, ME2, TLKI, CXCLII,
RBM25, CDC42BPA, AGPATS5, FLJ10534,
FL113220, PSAT1, STATI

WARS, EPAS1, EIF4E, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, TES, LMANI1, ARF6,
CDC40, CXCL9, CXCL10, FAS, PLK4, TRIM2S,
61 CIQBP, Cl70rf25, CA2, ME2, CXCL11, SLC4A4,{77% |83% (85% |72% |85% |69%
RBM25, AK2, ATP5A1, CDC42BPA, AGPATS,
FLJ10534, DKFZp762E1312, SECIOL1, PBK,
PSAT1, STAT1

HNRPD, WARS, STAT1, EIF4E, SFPQ, PSME2,

TK1, GMFB, DLGAP4, TYMS, TES, CXCL9,
GTSE1l, CXCL10, FAS, CHEKI, CI1QBP,
62 NDUFA9, SLC25A11, WHSCI1, Cl7orf25, CA2,185% |76% |[88% (83% |77% |6%%
ME2, CXCL11, SLC4A4, RBM25, CDC42BPA,
DDAH2, AGPATS5, FLJ13220, PBK, TRMTS,
KLHL24, ETNKI1

63 WARS, EIF4E, PRDX3, PSME2, TK1, GMFB,|81% [83% (65% |83% [73% |72%
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DLGAP4, TYMS, USP4, DCK, MAD2LI,
CXCL10, TRIM25, C1QBP, NDUFA9, SLC25All,
Cl7orf25, HNRPD, ME2, CXCLII, IFT20,
RBBP4, TLKI1, SLC4A4, RBM2S5, AK2,
CAMSAPIL1, SOCS6, FAS, FLJ10534, FLJ13220,
PBK, BRIP1, ETNKI1, STAT1

WARS, SFRS2, EIF4E, SFPQ, PRDX3, MTHFD2,

PSME2, TK1, GMFB, DLGAP4, TYMS, LMANI,
CXCL9, IRF8, RABIF, CXCL10, CHEKI,
64 NDUFA9, ME2, FUT4, CXCL11, SLC4A4,|69% |79% |73% [83% |85% |83%
RBM25, AK2, CAMSAPIL1, FAS, RBBP4,
MARCHS5, SECI0L1, PBK, PSAT1, HNRPD,
TRMTS5, KLHL24, STAT1

HNRPD, WARS, SFPQ, MTHFD2, PSME2,
GMFB, DLGAP4, CTSS, LMANI, ARF6, CDC40,
SLC4A4, CXCL9, CXCL10, FAS, CHEK]1, KITLG,
65 CIQBP, NDUFA9, SLC25A11, WHSCI1, ME2,|85% [72% [88% {79% |77% [72%
FUT4, GZMB, IFT20, RBM25, CAMSAPILI,
BAZI1A, AGPAT5, SECI0LI, PBK, KLHL24,
ETNK1, STAT1

HNRPD, WARS, SFRS2, STATi, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMANI, ARF6, IRF8, RABIF, CXCL10, PLK4,
66 HNRPA3P1, SLC25A11, CIQBP, CA2, ME2,|81% |76% |96% [69% |81% (66%
GZMB, CXCL11, RBM25, NUP210, ATP5AI,
DDAH2, FAS, PSAT1, BRIP1, TRMTS5, KLHL24,
ETNKI1

WARS, EPASI1, STATI, EIF4E, SFPQ, PSME2,
GMFB, DLGAP4, TYMS, CTSS, DCK, SLC4A4,
CXCL9, CXCL10, C1QBP, NDUFA9, SLC25A11,
67 77% |83% [92% |79% |77% |69%
Cl70rf25, CA2, ME2, FUT4, CXCL11, RBM2S5,
AK2, NUP210, CAMSAPIL1, FAS, AGPATS,

FLJ13220, PBK, HNRPD, ETNKI1

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, GMFB, TYMS, TES, CDC40, SLC4A4,
68 CXCL9, CXCL10, PLK4, HNRPA3P1, SLC25A11,(77% |[76% |88% |[79% |(92% |79%
C1QBP, NDUFAS9, C170rf25, CA2, ME2, CXCL11,
RBM25, NUP210, hCAP-D3, SOCS6, FAS,
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SEC10L1, PBK, TRMTS5, KLHL24, STAT1

HNRPD, WARS, EIF4E, PRDX3, MTHFD2,
PSME2, GBP1, GMFB, DLGAP4, TYMS, TES,
CTSS, CXCL9, CXCL10, FAS, CHEKI1, CIQBP,
69 81% [83% ([92% ([72% |77% |79%
NDUFA9, SLC25A11, CA2, ME2, GZMB, TLK1,
CXCLI11, RBM25, BRRNI, MARCHS, FLJ13220,

PBK, TRMTS, KLHL24, ETNK1, STAT1

HNRPD, WARS, SFRS2, EPAS], EIF4E,
MTHFD2, PSME2, TK1, GMFB, DLGAP4, USP4,
TES, LMAN1, CDC40, CXCL9, IRF8, CXCL10,
70 81% |79% |85% 1{83% {85% |79%
KITLG, NDUFA9, SLC25A11, WHSCI, CA2,
ME2, CXCL11, RBM25, AK2, CAMSAPILI, FAS,

SEC10L1, PBK, BRIP1, TRMTS, STAT1

HNRPD, WARS, PAICS, EIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, TES,
CXCL9, CXCL10, FAS, TRIM25, CIQBP,
71 85% |86% |88% [76% [81% [72%
SLC25A11, Cl7or25, CA2, ME2, CXCLI,
IFT20, RBBP4, RBM25, AK2, hCAP-D3, ATP5AL,

BAZI1A, PBK, BRIP1, KLHL24, ETNK1, STAT1

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, MCM6, GMFB, TYMS, USP4, CXCLS9,
GTSE1, RABIF, CXCL10, FAS, PLK4, CHEK1,
72 SLC25A11, CI1QBP, NDUFA9, Cl7orf25, CA2,|81% |83% [85% |86% [88% |83%
ME2, FUT4, IFT20, RBBP4, SLC4A4, CXCLI11,
RBM25, hCAP-D3, FLJ10534, MARCHS, HNRPD,
TRMTS, STAT1

HNRPD, WARS, EIF4E, PRDX3, PSME2, TK1,
DLGAP4, TYMS, CTSS, LMANI, ARF6, CXCL9,
CXCL10, CHEKI1, TRIM25, NDUFAY9, KPNBI,
73 SLC25A11, WHSC1, ME2, SLC4A4, RBM25,|73% [79% |81% |[79% |77% |76%
AK2, SFRS2, DDAH2, FAS, FLJ10534, MARCHS,
FLJ13220, BRIP1, TRMT5, KLHL24, ETNKI,
STAT1

WARS, SFRS2, EIF4E, MTHFD2, PSME2,
DLGAP4, TYMS, USP4, TES, MAD2LI, SLC4A4,
74 CXCL9, CXCL10, CHEKI1, HNRPA3P1, TRIM25,]92% |86% |81% |83% |88% |76%
NDUFA9, SLC25A11, WHSC1, Cl7orf25, CA2,
ME2, IFT20, TLK1, CXCL11, RBM25, BRRNI,
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ATP5A1, FAS, AGPATS, PBK, HNRPD, ETNKI,
STAT1

HNRPD, WARS, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, TES, LMAN1, CDC40, GTSEI,
CXCL10, FAS, KITLG CIQBP, NDUFA9,
75 SLC25A11, CA2, ME2, CXCL11, GZMB, IFT20,|85% [86% [88% |79% |85% [76%
TLK1, SLC4A4, RBM25, hCAP-D3, BRRNI,
DDAH2, MARCHS, FLJ13220, PBK, BRIPI,
KLHL24, STAT1

HNRPD, WARS, EIF4E, MTHFD2, PSME2,
MCM6, GMFB, DLGAP4, TYMS, TES, CTSS,
LMANI1, CDC40, SLC4A4, IRF8, GTSEl,
76 CXCL10, CHEKI1, HNRPA3P1, TRIM2S,|85% [83% [88% |86% |85% |83%
NDUFA9, WHSC1, CA2, ME2, CXCL11, RBM25,
NUP210, ATP5A1, CDC42BPA, SFRS2, FAS,
MARCHS, SEC10L1, BRIP1, STAT1

HNRPD, WARS, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
ARF6, SLC4A4, CXCL10, PLK4, CHEKI,
77 HNRPA3P1, KPNB1, SLC25Al1l, WHSCIL,|96% [83% [92% |(83% |88% |79%
Cl7orf25, CA2, ME2, CXCL11, IFT20, RBBP4,
TLK1, RBM25, CDC42BPA, SFRS2, FAS,
AGPATS, FLJ10534, SEC10L1, TRMTS, STAT1

WARS, SFRS2, STAT1, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMANI1, MAD2LI, SLC4A4, CXCL9, CXCL10,
78 SLC25A11, Cl7orf25, CA2, ME2, FUT4, GZMB,|{81% |83% [92% |76% [85% |76%
' CXCL11, RBM25, CAMSAPILI, BRRNI,
CDC42BPA, FAS, FLJ10534, SECIOLI, PBK,
TRMTS, KLHL24

HNRPD, WARS, SFRS2, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, TES,
CXCL9, CXCL10, FAS, KITLG CI1QBP,
79 NDUFAY, Cl170rf25, CA2, ME2, RBM25, SOCS6,[81% [72% |{88% [79% |88% (69%
CDC42BPA, BAZ1A, AGPATS, DKFZp762E1312,
SEC10L1, FLJ13220, PSAT1, BRIP1, TRMTS,
KLHL24, STAT1

80 WARS, SFRS2, EPASI1, EIF4E, MTHFD2,(85% [86% |81% [69% |69% [69%
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PSME2, TKI1, DLGAP4, TYMS, TES, CTSS,
ARF6, CXCL9, CXCL10, FAS, HNRPA3PI,
TRIM25, SLC25A11, C1QBP, NDUFA9, HNRPD,
ME2, CXCL1l, RBBP4, RBM25, AK2, AGPATS,
FLJ10534, DKFZp762E1312, SECIOL1, PBK,
KLHL24, STAT1

EIFAE, SFPQ, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, TES, CTSS, CXCL9, CXCL10,
FAS, PLK4, NDUFA9, WHSC1, Cl7orf25, CA2,
81 HNRPD, ME2, IFT20, RBM25, NUP2IO,[81% (79% |(85% |76% [81% [66%
CDC42BPA, DDAH2, BAZIA, AGPATS,
FLI10534, DKFZp762E1312, SEC10L1, FLJ13220,
PBK, BRIP1, TRMTS, STATI

WARS, SFRS2, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
LMANI, DCK, CDC40, CXCL9, CXCL10, FAS,
82 81% (90% [85% (76% [85% |72%
TRIM25, C1QBP, NDUFA9, SLC25A11, CA2,
ME2, CXCL11, SLC4A4, RBM25, AK2, BRRN]I,

AGPATS, DKFZp762E1312, FLJ13220, PBK

SFRS2, STAT1, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, TES,
CTSS, LMANI, ARF6, CDC40, IRF8, CXCL10,
83 CHEK1, C1QBP, SLC25A11, WHSC1, ME2,[{65% |79% |77% |83% |77% |79%
SLC4A4, CXCL11, RBM25, NUP210, FAS,
FLJ10534, MARCHS, FLJ13220, PSAT1, HNRPD,
BRIP1, TRMTS, KLHL24

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, CTSS, ARF6, MAD2L1, CXCLI10,
84 85% |83% (88% |76% |73% |72%
TRIM2S, KITLG, NDUFA9, WHSC1, CA2, ME2,
GZMB, IFT20, CXCLI11, RBM25, FAS, AGPATS,

MARCHS, PSAT1, BRIP1, TRMTS5, STAT1

HNRPD, SFRS2, STAT1, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, USP4, CTSS, ARF6,
SLC4A4, CXCL9, RABIF, CXCL10, FAS,
85 88% (76% [92% |76% [81% |69%
TRIM25, KITLG, CIQBP, SLC25A11, WHSCI,
CA2, ME2, GZMB, RBBP4, CXCL11, RBM25,

AGPATS5, MARCHS, SEC10L1, PBK, BRIPI,
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TRMTS

WARS, STAT1, EIF4E, MTHFD2, PSME2,
DLGAP4, TYMS, USP4, LMANI, CDCA40,
CXCL9, IRF8, CXCL10, PLK4, TRIM25, CIQBP,
86 NDUFA9, SLC25A11, CA2, ME2, CXCLIl,|85% |76% (81% |83% (81% |76%
RBM25, ATP5A1, SFRS2, FAS, AGPATS,
MARCHS, FLJ13220, PBK, HNRPD, BRIPI,
TRMTS, KLHL24, ETNK1

HNRPD, WARS, EPAS1, STAT1, EIF4E,
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, USP4, SLC4A4, CXCL9, IRF8, GTSEI,
RABIF, CXCL10, FAS, PLK4, HNRPA3PI,
87 73% |79% [88% |83% [69% |72%
TRIM2S, SLC25A11, C1QBP, NDUFA9, WHSCI,
ME2, CXCL11, TLK1, RBM25, AK2, NUP21(,
BRRNI1, ATP5Al1, SFRS2, AGPATS, FLJ10534,

MARCHS, PSAT1, BRIP1, KLHL24

WARS, SFRS2, EPAS1, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, TKl, GMFB, DLGAP4,
TYMS, LMAN1, MAD2L1, CDC40, CXCL9,
IRF8, CXCL10, FAS, CHEK1, NDUFA9, KPNBI,
88 73% [83% [85% |79% [81% |72%
SLC25A11, WHSCI, Cl70rf25, CA2, ME2,
CXCLL11, IFT20, SLC4A4, RBM25, CDC42BPA,
BAZ1A, AGPAT5, MARCHS5, PBK, PSATI,

HNRPD, BRIP1, TRMTS5, ETNKI

HNRPD, WARS, SFRS2, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, TYMS, USP4, CTSS,
DCK, CDC40, SLC4A4, CXCL9, CXCL10, FAS,
89 CHEKI1, SLC25A11, C1QBP, NDUFA9, WHSCIL,{77% |76% |88% |79% |[85% [66%
CA2, ME2, GZMB, RBBP4, RBM25, ATP5Al,
SOCS6, AGPATS, MARCHS, DKFZp762E1312,
SEC10L1, PBK, BRIP1, TRMTS5, KLHL24

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
CTSS, SLC4A4, CXCL9, IRF8, GTSE1, CXCL10,
90 PLK4, CHEK1, HNRPA3P1, KITLG, SLC25A11,|77% |79% [88% |76% |88% |76%
CIQBP, NDUFA9, Cl170rf25, CA2, ME2, GZMB, |
CXCL11, RBM25, AK2, SOCS6, DDAH2, FAS,
RBBP4, FLJ10534, MARCHS, DKFZp762E1312,
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PBK, HNRPD, BRIP1, KLHL24, STAT1

HNRPD, WARS, SFRS2, EPAS1, STAT1, EIF4E,
SFPQ, PRDX3, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, USP4, TES, DCK, ARF®6,
MAD2L1, CDC40, SLC4A4, CXCL9, RABIF,
91 69% [83% [81% |79% |77% |76%
CXCL10, FAS, SLC25A11, CIi1QBP, NDUFA9,
WHSCI, Cl70rf25, ME2, FUT4, CXCLI11, IFT20,
RBBP4, RBM25, CAMSAPIL1, SECIOLI, PBK,

PSAT1, KLHL24

HNRPD, WARS, STAT!, EIF4E, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, TES,
CTSS, MAD2L1, SLC4A4, CXCL9, CXCLI10,
FAS, CHEKI1, HNRPA3P1, SLC25A11, CIQBP,
92 77% [83% |92% |83% |77% |[66%
NDUFA9, WHSCI1, CA2, ME2, GZMB, CXCLI1,
RBM25, AK2, CAMSAPIL1, DDAH2, BAZIA,
AGPATS, SECIOL1, FLJ13220, PBK, BRIPI,

TRMTS

HNRPD, WARS, SFRS2, EPAS], STAT1, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, DCK, MAD2L1, CDC40, RABIF, CXCL10,
FAS, PLK4, KITLG, SLC25A11, NDUFA9,
93 73% |83% [77% |79% |77% |76%
WHSC1, CA2, ME2, CXCLI11, IFT20, TLKI1,
RBM25, CDC42BPA, DDAH2, RBBP4, MARCHS,
DKFZp762E1312, PBK, PSAT1, BRIP1, KLHL24,

ETNK1

HNRPD, WARS, STAT1, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, TKIl, GMFB, DLGAP4,
TYMS, USP4, TES, CTSS, DCK, ARF6, CDC40,
CXCL9, |IRF8, RABIF, CXCL10, FAS,
94 88% (83% 185% {76% {B85% |69%
HNRPA3P1, TRIM25, SLC25A11, NDUFA9,
WHSC1, CA2, ME2, CXCL11, GZMB, IFT20,
SLC4A4, SFRS2, AGPATS, FLJ10534, MARCHS,

PBK, BRIP1

WARS, SFRS2, STAT1, EIFAE, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, TES, CTSS,
95 LMANI, DCK, MAD2L1, CDC40, SLC4A4,|73% |79% |85% [83% |85% |79%
CXCL9, IRF8, CXCL10, FAS, CIQBP, NDUFA9,
WHSC1, CA2, ME2, CXCLI11, IFT20, RBM2S5,
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hCAP-D3, ATP5Al, DDAH2, FLJ10534,
MARCHS5, DKFZp762E1312, SECIOL1, PBK,
HNRPD, BRIP1, TRMTS, KLHL24

HNRPD, WARS, SFRS2, EPASI, STATI, EIF4E,
PRDX3, MTHFD2, PSME2, GBPl, TK1, GMFB,
DLGAP4, TYMS, USP4, ARF6, CXCL9, CXCL10, ‘
96 FAS, PLK4, CHEKI1, HNRPA3Pl, SLC25AI11,/85% |86% |92% |76% [77% [69%
C1QBP, WHSCI1, CA2, ME2, CXCL11, GZMB,
IFT20, RBM25, NUP210, SOCS6, AGPATS,
MARCHS, SECI10L1, PBK, BRIPI, ETNKI1

HNRPD, WARS, SFRS2, EPASI, STAT1, EIF4E,
MTHFD2, PSME2, MCM6, GMFB, DLGAP4,
TYMS, TES, DCK, CDC40, SLC4A4, CXCLS9,
97 CXCL10, FAS, TRIM25, NDUFA9, SLC25A11,|92% |90% (88% |(76% |77% |66%
WHSC1, CA2, ME2, GZMB, IFT20, TLKI,
CXCL11, RBM25, AK2, hCAP-D3, BRRNI,
AGPATS5, MARCHS, FLJ13220, TRMTS5, KLHL24

HNRPD, WARS, EIF4E, SFPQ, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, DCK,
CDC40, SLC4A4, CXCL9, GTSE1, CXCLI0, FAS,
PLK4, CHEKI1, KITLG, SLC25A11, CIQBP,
98 3% |76% |92% |83% [81% |83%
NDUFA9, KPNB1, WHSC1, C170rf25, CA2, ME2,
CXCL11, TLK!, RBM25, NUP210, RBBP4,
AGPATS, MARCHS, SEC10L1, FLJ13220, PBK,

TRMTS, KLHL24, ETNKI1, STAT]

WARS, EPAS1, PRDX3, MTHFD2, GMFB,
DLGAP4, TYMS, USP4, CTSS, CDC40, SLC4A4,
CXCL9, IRF8, RABIF, CXCL10, FAS,
HNRPA3P1, TRIM25, SLC25A11, NDUFAO,
99 85% [86% |92% |72% |77% |69%
WHSCI, Cl7orf25, HNRPD, ME2, FUT4,
CXCL11, GZMB, RBM25, AK2, ATP5Al,
CDC42BPA, SFRS2, BAZ1A, AGPATS, MARCHS,

FLI13220, BRIP]1, KLHL24, ETNK]1, STAT1

HNRPD, WARS, SFRS2, PAICS, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
100 TYMS, LMANI, ARF6, MAD2L1, CDC40,|77% |79% |88% |83% [88% |76%
SLC4A4, CXCL9, IRFS, GTSEl, CXCLIO0,
HNRPA3P1, SLC25A11, CIQBP, NDUFAY,
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WHSCI, C170rf25, CA2, ME2, CXCL11, RBM25,
hCAP-D3, CDC42BPA, FAS, AGPATS, FLJ10534,
MARCHS, DKFZp762E1312, SECIOLI, PBK,
BRIP1, TRMTS, ETNK1, STAT1

HNRPD, WARS, STATI, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, TKIl, GMFB, DLGAP4,
TYMS, TES, ARF6, CXCL9, IRF8, CXCL10, FAS,
PLK4, HNRPA3PI, TRIM25, C1QBP, NDUFAY,
101 73% [83% |88% |86% |85% |76%
SLC25A11, WHSCI1, Cl70rf25, ME2, CXCLI1,
IFT20, RBBP4, TLK1, SLC4A4, RBM25, AK2,
NUP210, CAMSAPIL1, DDAH2, AGPATS,

MARCHS, SEC10L1, KLHL24, ETNKI1

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, DLGAP4, TYMS, USP4,
CTSS, ARF6, CDC40, CXCL10, FAS, PLK4,
TRIM25, KITLG, SLC25A11, C1QBP, NDUFA9,
102 85% |86% (81% (83% |85% (79%
WHSC1, Cl7orf25, CA2, ME2, 1IFT20, RBBP4,
TLK1, SLC4A4, CXCLI11, RBM25, AK2, BAZIA,
MARCHS, SECI10L1, FLJ13220, PBK, BRIPI,
KLHL?24, STATI

WARS, SFRS2, EIF4E, SFPQ, PRDX3, MTHFD?2,
PSME2, MCM6, TK1, GMFB, DLGAP4, TYMS,
USP4, LMAN], DCK, SLC4A4, CXCL9, CXCL10,
FAS, PLK4, TRIM25, CIQBP, NDUFA9,
103 81% |B6% ([85% ([76% |77% ([76%
SLC25A11, WHSCI1, CA2, HNRPD, ME2, GZMB,
IFT20, TLK1, CXCL11l, RBM25, RBBP4,
MARCHS, PBK, PSAT1, BRIP1, TRMTS,

KLHL24, ETNK1, STAT1

HNRPD, WARS, SFRS2, EIF4E, MTHFD2,
PSME2, MCM6, GMFB, DLGAP4, TYMS, USP4,
LMAN], ARF6, CDC40, CXCL9, GTSEl,
CXCL10, FAS, CHEKI1, HNRPA3P1, SLC25A11,
104 85% |86% |88% (72% |77% |72%
CIQBP, WHSCI1, CA2, ME2, GZMB, IFT20,
SLC4A4, CXCLI11, RBM25, BAZI1A, AGPATS,
SECIOL1, FLJ13220, PBK, PSATI, BRIPI,

TRMTS, ETNK1, STAT1

WARS, PAICS, EIF4E, MTHFD2, PSMEZ2,
105 88% (86% 81% 183% |81% (83%
MCM6, GMFB, DLGAP4, TYMS, CTSS,
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MAD2L1, CDC40, SLC4A4, CXCL9, IRFS,
RABIF, CXCL10, FAS, CHEKI, HNRPA3PI,
TRIM25, NDUFA9, SLC25A11, CA2, HNRPD,
ME2, CXCL11, [IFT20, RBM25, AK2,
CAMSAPILIL, BRRNI1, SFRS2, DDAH2, RBBP4,
SECI0L1, PBK, PSATl1, BRIPl, TRMTS,
KLHL?24, STAT1

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, TES, LMANI, DCK, SLC4A4, CXCL9,
CXCL10, PLK4, HNRPA3P1, CIQBP, NDUFA9,
SLC25AI1, WHSC1, Cl7orf25, CA2, ME2,
CXCL11, GZMB, IFT20, RBBP4, TLK1, RBM25,
CAMSAPILI, FAS, MARCHS, DKFZp762E1312,
SEC10L1, PBK, STATI

106 81% [90% [85% |83% |81% |76%

WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, TKIl, GMFB, DLGAP4,
TYMS, MAD2L1, CDC40, SLC4A4, CXCLS,
CXCL10, FAS, KITLG C1QBP, NDUFA9,
107 85% [83% )81% [86% [81% |72%
SLC25A11, ME2, CXCL11, IFT20, TLKI, RBM25,
AK2, BRRNI1, ATP5Al, CDC42BPA, RBBP4,
AGPATS, MARCHS, SECIOL1, PBK, HNRPD,

BRIP1, TRMTS5, ETNKI1, STAT1

WARS, EPASI, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, TES,
CTSS, LMANI1, CXCL9, GTSEl, RABIF,
CXCL10, FAS, PLK4, SLC25Al1, NDUFAS9,
108 81% |83% (85% [69% |73% |79%
KPNBI1, HNRPD, ME2, FUT4, CXCL11, GZMB,
IFT20, RBBP4, RBM25, CAMSAPIL1, hCAP-D3,
SFRS2, DDAH2, AGPATS, MARCHS5, PBK,

BRIP1, TRMTS, ETNK1, STATI

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, DCK, CDC40, RABIF, CXCL10, FAS,
CHEK1, HNRPA3P], TRIM25, KPNBI,
109 77% [79% [88% ([79% |77% |72%
SLC25A11, WHSCIL, Cl7orf25, CA2, ME2,
CXCL11, TLK1, RBM25, ATPS5A1, CDC42BPA,
FLJ10534, MARCHS, DKFZp762E1312,

SECI0L1, PBK, PSAT1, KLHL24, STAT
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HNRPD, WARS, SFRS2, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, TES, ARF6, MAD2LI1, CDC40, CXCL9,
GTSEl, CXCL10, FAS, PLK4, CHEKI,
110 73% |79% |85% [83% 88% |83%
HNRPA3P1, CIQBP, NDUFA9, SLC25A1],
WHSC1, CA2, ME2, CXCLI1, IFT20, TLKI,
RBM25, ATP5A1, SOCS6, AGPATS5, SECI0L1,

PBK, TRMTS, KLHL24

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, TES, CTSS, MAD2L1, CXCL9, CXCL10,
FAS, PLK4, CHEK 1, SLC25A11, CIQBP, WHSCI,
11 81% (90% |88% [83% |77% {76%
Cl70rf25, CA2, ME2, CXCL11, GZMB, TLKI,
SLC4A4, RBM25, AK2, hCAP-D3, FLJ10534,
SECIOL1, FLJ13220, PBK, BRIP1, KLHL24,

STATI

WARS, SFRS2, EPAS1, EIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, TES,
CTSS, MAD2L1, CXCL9, CXCL10, TRIM25,
NDUFA9, KPNBI1, SLC25A11, WHSC1, C170rf25,
112 96% |90% |81% |76% |77% [76%
CA2, HNRPD, ME2, CXCL11, GZMB, TLK],
RBM25, AK2, CAMSAPILL, BRRN1,
CDC42BPA, DDAH2, FAS, MARCHS, SECI10LI1,

PBK, PSAT1, BRIP1, KLHL24, ETNK1, STAT1

HNRPD, WARS, SFRS2, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, GBPl, GMFB,
DLGAP4, TYMS, USP4, LMANI, DCK, ARF6,
CDC40, CXCL9, CXCLIO, FAS, PLK4, KITLG,
113 65% (76% (88% |76% |85% [83%
C1QBP, NDUFA9, SLC25A11, WHSCI1, C170rf25,
CA2, ME2, FUT4, TLKI1, CXCLI11, SLC4A4,
RBM25, AK2, ATP5A1, AGPATS5, FLJ10534,

MARCHS, SECIOL1, PBK, PSAT1

HNRPD, WARS, SFRS2, STATl, MTHFD2,
PSME2, MCM6, TK1, GMFB, TYMS, USP4,
LMANI, ARF6, CXCL10, FAS, PLK4, SLC25A11,
114 C1QBP, NDUFA9, WHSCI, C170rf25, CA2, ME2, |81% |76% |81% |79% |85% |62%
GZMB, RBBP4, CXCL11, RBM25, AK2, BRRN],
ATP5A1, CDC42BPA, DDAH2, BAZ1A, AGPATS,
MARCHS, SEC10L1, PBK, BRIP1
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HNRPD, WARS, EPASI1, STAT1, EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, TK1, GMFB,
DLGAP4, TYMS, TES, LMANI, DCK, ARF6,
CXCL9, IRF8, GTSEl, CXCL10, KITLG
115 81% |86% |81% (76% |81% [79%
NDUFA9, KPNB1, Cl17o0rf25, CA2, ME2, FUT4,
CXCL11, GZMB, IFT20, TLK1, SLC4A4, RBM25,
AK2, BRRNI1, DDAH2, FAS, FLJ13220, PBK,

PSAT1, BRIPI]

WARS, SFRS2, EPASI, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, CTSS, ARF6, CDC40, CXCL9, CXCLI0,
FAS, HNRPA3P1, TRIM25, SLC25A11, NDUFA9,
116 81% [79% |73% |90% |73% |69%
WHSC1, HNRPD, ME2, FUT4, CXCLI1l,
SLC4A4, RBM25, CAMSAPIL1, hCAP-D3,
DDAH2, MARCHS5, FLJ13220, PBK, PSATI,

TRMTS5, ETNK1, STAT1

WARS, SFRS2, EPASI, EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, CTSS, LMANI1, ARF6, MAD2L1, CDC40,
SLC4A4, CXCL9, CXCL10, FAS, PLK4,
117 92% |90% |[88% |79% |(81% |72%
HNRPA3P1, TRIM25, NDUFAY9, SLC25All,
WHSCI1, Cl7o0rf25, CA2, ME2, CXCL11, GZMB,
IFT20, TLK1, RBM25, ATP5A1, RBBP4, AGPATS,

PSAT1, HNRPD, KLHL24, STAT1

WARS, EPASI, EIF4E, PRDX3, MTHFD2,
PSME2, GBP1, DLGAP4, TYMS, DCK, ARF6,
MAD2L1, CDC40, CXCL9, IRF8, GTSE1, RABIF,
CXCL10, FAS, CHEK1, TRIM25, CIQBP,
118 NDUFA9, KPNBI1, SLC25A11, WHSCI, C170rf25,|77% [90% |88% |76% |73% |79%
CA2, ME2, GZMB, IFT20, TLKIl, CXCLII,
RBM25, AK2, SFRS2, BAZIA, SECIOLI,
FLJ13220, PBK, PSATI, HNRPD, BRIPI,
KLHL24, STAT1

HNRPD, WARS, SFRS2, EPAS1, EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, GBPl, GMFB,
DLGAP4, TYMS, DCK, CDC40, CXCL9,
119 77% [76% |92% |(83% [92% |76%
CXCL10, PLK4, CHEKI1, KITLG CIQBP,
NDUFA9, KPNBI, SLC25A11, WHSCI, CA2,

ME2, FUT4, CXCLI11, RBM25, AK2, hCAP-D3,
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BRRN1, FAS, AGPATS5, FLJ10534, MARCHS,
SEC10L1, PBK, TRMTS5, KLHL24, ETNKI,
STATI

WARS, SFRS2, EPASI, EIF4E, SFPQ, MTHFD2,
PSME2, GMFB, TYMS, USP4, CTSS, LMANI,
DCK, MAD2LI, CDC40, SLC4A4, CXCL9Y,
CXCL10, FAS, KITLG SLC25A1I, CIQBP,
120 81% |86% |88% [83% [85% [72%
NDUFA9, CA2, ME2, IFT20, CXCL11, RBM25,
AK2, CAMSAPIL1, hCAP-D3, ATP5Al,
CDC42BPA, BAZI1A, AGPATS, SECIOLI1, PBK,

HNRPD, BRIP1, KLHL24, STAT1

HNRPD, WARS, SFRS2, EPASI, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMANI1, MAD2L1, CDC40, CXCL9, CXCLI10,
CHEK1, TRIM25, SLC25Al11, WHSCI1, CA2,
121 85% |90% |88% |90% |85% |[76%
ME2, CXCL11, IFT20, RBBP4, SLC4A4, RBM25,
AK2, NUP210, hCAP-D3, DDAH2, FAS, BAZIA,
FLJ10534, FLJ13220, PBK, BRIP1, TRMTS,

ETNK1, STAT1

HNRPD, WARS, EPAS1, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, LMANI1, CDC40, CXCL9, CXCL10, FAS,
PLK4, KITLG CIQBP, NDUFAY, SLC25All,
122 69% 176% |77% |[86% |69% 169%
WHSC1, Cl7orf25, ME2, CXCL11, RBM2s5,
hCAP-D3, BRRNI, ATP5Al1, CDC42BPA,
FLJ10534, MARCHS5, SECI10L1, FLJ13220, PBK,

BRIP1, TRMTS, KLHL24, ETNK1

WARS, SFRS2, EPAS1, EIFAE, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, USP4, LMANI1, ARF6, CDC40, CXCLS9,
IRF8, CXCL10, FAS, PLK4, CHEK1, HNRPA3P1,
123 73% |83% |85% |76% |[81% |79%
CI1QBP, NDUFA9, SLC25A11, WHSC1, Cl7orf25,
CA2, HNRPD, ME2, SLC4A4, CXCL11, RBM25,
AK2, NUP210, AGPATS, FLJ10534, MARCHS,

DKFZp762E1312, PSAT1, BRIP1, TRMTS, STAT1

WARS, SFRS2, EPAS], PAICS, EIFAE, MTHFD2,
124 PSME2, GMFB, DLGAP4, TYMS, CDC40,{77% |76% |92% |76% |85% |72%
CXCL9, CXCL10, FAS, PLK4, HNRPA3PI,
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KITLG CIQBP, NDUFA9, WHSCI, CA2,
HNRPD, ME2, FUT4, CXCL11, GZMB, SLC4A4,
RBM25, AK2, BRRNI1, ATP5Al1, AGPATS,
MARCHS, SECI10L1, FLI13220, PBK, TRMTS,
KLHL24, ETNK1, STAT1

WARS, SFRS2, EPAS1, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, TES, CTSS, MAD2LI, CXCL9, IRFS,
GTSEl, CXCL10, PLK4, CHEKI, TRIM25,
125 85% |86% [92% (86% [88% |83%
NDUFA9, SLC25A11, Cl70rf25, CA2, HNRPD,
ME2, CXCL11, 1IFT20, TLK1, RBM25, BRRN]1,
FAS, AGPATS, FLJ10534, SEC10L1, FLJ13220,

PBK, BRIP1, KLHL24

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, USP4, TES, LMANI, ARF6, MAD2L],
CXCL9, GTSEl, CXCL10, FAS, HNRPA3PI,
126 77% (83% |88% (86% |85% |72%
NDUFA9, KPNBI, SLC25A1l1, CA2, ME2,
CXCLI11, TLKI1, SLC4A4, RBM25, BRRNI,
AGPATS5, MARCHS, DKFZp762E1312, SEC10L1,

PBK, BRIP1, KILHL24, STAT1

WARS, EPASI, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
TES, LMANI1, CDC40, CXCL9, IRF8, CXCL10,
PLK4, CHEKI, TRIM25, CIQBP, NDUFA9,
127 73% |83% [73% (90% |73% [86%
SLC25A11, WHSCI1, ME2, FUT4, CXCL11, TLK]1,
SLC4A4, RBM25, AK2, CAMSAPIL], BRRN],
ATP5A1, SFRS2, FAS, SEC10L1, FLJ13220, PBK,

PSAT1, TRMTS, KLHL24, STAT1

HNRPD, EIF4E, PRDX3, MTHFD2, PSME2,
TK1l, GMFB, DLGAP4, TYMS, USP4, DCK,
ARF6, MAD2L1, CDC40, CXCL9, IRF8, CXCL10,
FAS, CHEK1, SLC25A11, C1QBP, NDUFA9,
128 69% |83% |77% |83% {85% [76%
WHSCI1, CA2, ME2, CXCL11, TLK1, SLC4A4,
RBM25, AK2, BRRN1, SOCS6, DDAH2, RBBP4,
FLJ10534, MARCHS, FLJ13220, PBK, BRIPI,

ETNKI, STAT1

129 WARS, SFRS2, EPAS1, STATI, EIF4E, PRDX3,|73% [76% {92% |79% |85% |72%
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MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, CTSS, LMANI1, DCK, CDC40, SLC4A4,
CXCLY, IRF8, CXCL10, FAS, C1QBP, NDUFA9,
SLC25A11, WHSCI1, Cl7orf25, CA2, ME2,
RBM25, NUP210, CDC42BPA, AGPATS,
SEC10L1, FLJ13220, HNRPD, BRIP1, KLHL24,
ETNK1

HNRPD, WARS, SFRS2, EPAS1, PAICS, EIF4E,
SFPQ, PRDX3, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, CTSS, CXCLY, IRF8, RABIF,
CXCL10, FAS, PLK4, CHEK], TRIM2S, KITLG
130 85% [83% |92% |72% [88% |76%
SLC25A11, CI1QBP, NDUFA9, CA2, ME2,
CXCL11, RBBP4, SLC4A4, RBM25, AK2,
AGPATS, FLJ10534, FLJ13220, PBK, TRMTS,

KLHL24, STAT1

WARS, SFRS2, PRDX3, MTHFD2, PSME2,
MCM6, GMFB, DLGAP4, TYMS, CTSS, ARF6,
CDC40, CXCL9, CXCL10, FAS, HNRPA3Pl,
TRIM25, KITLG, Ci1QBP, NDUFA9, KPNBI,
131 85% [83% 192% |86% (88% |79%
SLC25A11, WHSC1, Cl17orf25, CA2, HNRPD,
ME2, CXCLIt, TLK1, SLC4A4, RBM25, AK2,
hCAP-D3, BRRNI1, SOCS6, DDAH2, RBBP4,

AGPATS, PBK, BRIP1, STAT1

HNRPD, WARS, SFRS2, EIF4E, MTHFD2,
PSME2, MCM6, TK1, GMFB, DLGAP4, TYMS,
USP4, CTSS, LMANI1, CDC40, CXCL9, CXCL10,
PLK4, HNRPA3P1, C1QBP, NDUFA9, SLC25A11,
132 77% [83% |[88% |76% |85% [76%
WHSC1, CA2, ME2, CXCL11, GZMB, IFT20,
SLC4A4, RBM2S5, AK2, ATP5A1, FAS, RBBP4,
BAZ1A, MARCHS, DKFZp762E1312, SECIOL1,

FLI13220, PBK, TRMTS5, KLHL24, STAT1

WARS, SFRS2, EPAS], STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, TKI1, GMFB,
DLGAP4, TYMS, TES, LMAN1, ARF6, CDC40,
CXCL9, RABIF, CXCL10, FAS, PLK4, TRIM2S,
133 77% |83% |[88% |76% |85% |79%
CIQBP, NDUFA9, SLC25A11, CA2, HNRPD,
ME2, CXCL11, RBBP4, TLKI, RBM25,
CDC42BPA, BAZIA, AGPATS, MARCHS,

SECI10L1, FLJ13220, PBK, PSAT1, BRIPI]
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WARS, SFRS2, EPAS1, PAICS, EIF4E, PRDX3,

MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
CTSS, LMANI, ARF6, MAD2L1, CDC40, IRFS,
GTSE1, CXCL10, KITLG, CIQBP, NDUFAS9,
134 KPNB1, SLC25A11, WHSCI!, ME2, CXCLI11,|81% |86% |77% |93% |81% |79%
RBBP4, TLK1, SLC4A4, RBM25, AK2, BRRNI,
ATP5A1, CDC42BPA, DDAH2, FAS, MARCHS,
SECIOL1, FLJ13220, PBK, HNRPD, BRIPI,
STAT1

WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, LMANI, DCK, CDC40, CXCL9, IRFS,
CXCL10, FAS, PLK4, HNRPA3P!, CIQBP,
135 77% 190% |88% |72% |85% |79%
NDUFAS9, SLC25A11, WHSCI1, CA2, ME2, FUT4,
CXCL11, GZMB, SLC4A4, RBM25, AK2,
ATPSAl1, DDAH2, FLJ10534, PBK, HNRPD,

BRIP1, ETNK], STAT1

WARS, SFRS2, STAT1, PRDX3, MTHFD2,
PSME2, MCM6, GMFB, DLGAP4, TYMS, TES,
LMANI1, ARF6, CDC40, CXCL9, CXCL10, FAS,
PLK4, HNRPA3P1, TRIM25, KITLG, SLC25A11,
136 81% [79% [85% |79% |[81% |69%
C1QBP, NDUFAY, KPNBI, Cl70rf25, CA2, ME2,
IFT20, RBBP4, CXCL11, RBM25, AK2, hCAP-D3,
ATP5A1, CDC42BPA, BAZIA, AGPATS, PBK,

BRIP1, KLHL24

WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, TKI1, DLGAP4,
TYMS, TES, LMANI1, ARF6, CDC40, CXCL9,
CXCL10, FAS, KITLG SLC25A11, CIQBP,
137 NDUFA9, KPNB1, WHSC1, CA2, ME2, IFT20,185% |83% [81% 183% |73% |72%
RBBP4, TLK1, CXCLI11, SLC4A4, RBM25, AK2,
CDC42BPA, MARCHS, SECIOL1, FLJ13220,
PBK, PSAT1, HNRPD, BRIP1, TRMT5, KLHL24,
STAT1

WARS, SFRS2, EPAS1, STATI, PAICS, EIF4E,
PRDX3, MTHFD2, PSME2, MCM6, GMFB,
138 DLGAP4, TYMS, USP4, CTSS, LMANI, ARF6,|73% |76% [85% {83% |81% [76%
CXCL9, IRF8, CXCL10, CHEK1, CI1QBP,
NDUFA9, SLC25A11, WHSCI, Cl7orf25, CA2,
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ME2, CXCL11, SLC4A4, RBM25, AK2, BRRNI,
CDC42BPA, FAS, BAZIA, AGPATS, FLJ10534,
MARCHS, PBK, PSAT1, HNRPD, TRMTS,
KLHL24

WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, USP4, LMANI, ARF6, CXCL9, CXCL10,
PLK4, HNRPA3P1, TRIM25, KITLG, CIQBP,
139 NDUFA9, KPNBI1, SLC25A11, WHSCI, C170rf25,|85% |76% |85% |79% |77% |69%
HNRPD, ME2, FUT4, CXCL11, GZMB, RBM25,
AK2, hCAP-D3, BRRN1, ATP5A1, FAS, AGPATS,
SECI0L1, FLI13220, PSAT1, TRMT5, ETNKI,
STAT1

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, GBPl, GMFB,
DLGAP4, TYMS, TES, CTSS, LMANI, SLC4A4,
CXCL9, CXCL10, FAS, PLK4, CHEK1, TRIM25,
140 81% |90% ([85% |79% |81% |72%
CIQBP, NDUFAY, SLC25A11, WHSCI1, Cl70rf25,
CA2, ME2, GZMB, RBM25, hCAP-D3, ATP5AL,
AGPATS5, FLJ10534, PBK, PSAT1, BRIP1,

TRMTS, STAT1

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, MCM6, GMFB, DLGAP4, TYMS, USP4,
MAD2L1, CDC40, CXCL9, IRF8, CXCL10, PLK4,
HNRPA3P1, TRIM25, SLC25Al11, NDUFA9Y,
141 WHSCI, C17orf25, ME2, FUT4, CXCL11, IFT20,(85% (83% |88% |83% |73% {79%
SLC4A4, RBM25, AK2, CAMSAPIL1, hCAP-D3,
BRRNI1, FAS, BAZI1A, AGPAT5, MARCHS,
SEC10L1, FLJ13220, PSAT1, HNRPD, BRIPI,
TRMTS, STATI

WARS, SFRS2, EPAS1, EIFAE, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
LMANI1, CDC40, SLC4A4, CXCL9, RABIF,
CXCL10, PLK4, NDUFA9, SLC25A11, WHSC1,
142 77% |83% |81% |83% |[85% [79%
Cl7orf25, CA2, HNRPD, ME2, CXCL11, IFT20,
RBM25, hCAP-D3, ATP5A1, SOCS6, CDC42BPA,
FAS, RBBP4, BAZ1A, DKFZp762E1312,

SEC10L1, FLJ13220, PBK, PSAT1, BRIP1, STAT1
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HNRPD, WARS, STATI, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, TES, CTSS, CDC40, CXCL9, IRFS,
CXCL10, PLK4, HNRPA3PI, KITLG NDUFAS9,
143 73% |72% (|88% [79% [92% |76%
KPNBI1, SLC25A11, WHSC1, Cl7orf25, CA2,
ME2, FUT4, CXCL11, SLC4A4, RBM?2S,
hCAP-D3, DDAH2, FAS, RBBP4, AGPATS,

FL} 3220, PBK, BRIPI, TRMTS5, KLHL24

WARS, SFRS2, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, USP4, TES, CDC40, CXCL9,
CXCL10, FAS, CHEKI, NDUFA9, KPNBI,
144 73% (79% [85% (79% |[69% [76%
WHSCI1, CA2, ME2, GZMB, TLKI, RBM25, AK2,
CAMSAPILI, hCAP-D3, FLJ10534,

DKFZp762E1312, FLJ13220, HNRPD, STAT1

HNRPD, WARS, SFRS2, EIF4E, MTHFD2,
PSMEZ2, GMFB, DLGAP4, TYMS, LMANTI, DCK,
ARF6, CDC40, CXCL9, CXCL10, PLK4, TRIM2S,
145 77% [79% |81% [86% |81% |83%
CIQBP, KPNBI1, SLC25A1l, C17orf25, ME2,
CXCLI11, RBM25, hCAP-D3, DDAH2, FAS,

MARCHS, STAT1

WARS, STAT1, EIF4E, MTHFD2, PSME2,
DLGAP4, TYMS, ARF6, CXCL9, CXCL10,
146 KITLG, C1QBP, NDUFA9, SLC25A11, WHSCI,[81% |79% |(88% |79% [85% (69%
Cl70rf25, CA2, HNRPD, ME2, CXCL11, SLC4A4,
RBM25, hCAP-D3, SOCS6, CDC42BPA, FAS

HNRPD, WARS, EPAS1, EIF4E, MTHFD2,
PSMEZ2, GMFB, DLGAP4, TYMS, ARF6, CDC40,
SLC4A4, CXCL9, CXCL10, HNRPA3PI,
147 88% |83% |92% |83% |85% |83%
NDUFAS9, SLC25A11, CA2, ME2, TLK1, CXCL11,
RBM25, ATP5A1, SFRS2, FAS, MARCHS,

SEC10L1, PBK, TRMTS, STAT1

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, TYMS, TES, LMANI, ARFG6,
CXCL9, CXCL10, FAS, HNRPA3Pl, C1QBP,
148 73% |83% [88% |79% |85% |72%
NDUFA9, SLC25A11, WHSC1, Cl7orf25, CA2,
ME2, CXCL11, RBM25, SECIOL1, HNRPD,

KLHL24, ETNK1, STAT1

149 WARS, EIF4E, MTHFD2, PSME2, GBP1, GMFB, |77% |75%% [85% |76% |88% {79%
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DLGAP4, TYMS, USP4, LMANI, ARF6,
MAD2L1, CDC40, CXCL10, HNRPA3PI,
NDUFA9, Cl7orf25, ME2, CXCL11, SLC4A4,
RBM2S5, AK2, CDC42BPA, DDAH2, FAS, RBBP4,
BAZ1A, AGPATS, HNRPD, BRIP1, TRMTS,
STATI

WARS, SFRS2, EIF4E, PRDX3, PSME2, GMFB,
DLGAP4, CXCL9, IRF8, CXCL10, FAS, PLK4,
CHEK1, TRIM25, KITLG CI1QBP, NDUFA9,
150 85% |83% |88% |86% |85% |79%
SLC25A11, WHSC1, Cil7orf25, CA2, ME2,
CXCLI1, RBM25, FLJ10534, SECIOL1, BRIPI,

TRMTS, STAT1

WARS, SFRS2, EIF4E, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, CTSS, DCK, SLC4A4,
CXCL9, CXCL10, FAS, TRIM25, SLC25AI11,
I51 100% [97% [85% |86% |81% |72%
C1QBP, NDUFA9, WHSC1, CA2, ME2, CXCLI1},
TLK1, RBM25, AK2, CDC42BPA, SECIOLI1,

FLJ13220, KLHL24, STAT1

WARS, STAT1, MTHFD2, PSME2, GMFB,

DLGAP4, TYMS, DCK, MAD2L1, CDCA40,
CXCL9, 1IRF8, RABIF, CXCL10, KITLG,
152 SLC25AI11, NDUFA9, ME2, IFT20, TLKI,{85% [|90% (81% {86% {65% [86%
CXCL11, RBM25, AK2, FAS, AGPATS,
DKFZp762E1312, SECIOL1, PSAT!, HNRPD,
TRMTS

WARS, EPAS1, EIF4E, PRDX3, MTHFD2,
GMFB, DLGAP4, TYMS, DCK, CDC40, CXCL9,
CXCL10, FAS, PLK4, CHEK1l, CIQBP,
153 69% |86% |85% |86% |88% |79%
SLC25A11, CA2, ME2, FUT4, IFT20, SLC4A4,
RBM25, SFRS2, DDAH2, PBK, HNRPD,

KLHL24, ETNK1, STAT1

HNRPD, WARS, STAT1, EIF4E, PRDX3,
PSME2, GMFB, DLGAP4, TYMS, TES, MAD2LI1,
CXCL9, IRF8, CXCL10, HNRPA3P1, CIlQBP,
154 88% |83% |81% |83% |85% |72%
NDUFA9, SLC25A11, ME2, FUT4, IFT20,
hCAP-D3, SOCS6, DDAH2, FAS, BAZ1A, PBK,

KLHL24

155 SFRS2, EPASI, EIF4E, PRDX3, PSME2, GMFB, [92% |83% |[88% |83% |77% |72%
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TYMS, TES, LMANI, SLC4A4, CXCL9, GTSE],
CXCL10, C1QBP, NDUFA9, SLC25Al1, CAZ2,
ME2, TLKI, RBM25, CDC42BPA, FAS,
FLI10534, MARCHS, SECI0L1, PBK, HNRPD,
TRMTS, KLHL24, ETNK1, STAT]

WARS, STAT1, EIF4E, PRDX3, MTHFD2,
GMFB, DLGAP4, TYMS, USP4, ARF6, CDCA40,
CXCL9, IRF8, CXCL10, FAS, PLK4, HNRPA3P1,
156 81% (83% (88% (79% |92% |79%
KITLG, C1QBP, SLC25A11, ME2, FUT4, RBM25,
DDAH2, RBBP4, AGPATS, PBK, HNRPD,

TRMTS, KLHL24

HNRPD, WARS, SFPQ, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, USP4, SLC4A4,
CXCL9, CXCL10, FAS, HNRPA3PIl, KITLG
157 92% |86% |85% |69% |85% [69%
SLC25A11, NDUFA9, CA2, ME2, IFT20,
CXCLI11, RBM25, BAZ1A, AGPATS, SECIOLI,

PBK, BRIP1, STATI

WARS, SFRS2, EIFAE, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, ARF6, CXCL9, IRFS,
CXCL10, PLK4, TRIM25, NDUFA9, WHSCI,
158 69% |83% [92% |[86% |88% [83%
Cl7orf25, CA2, ME2, CXCL11, RBBP4, TLK],
SLC4A4, RBM25, NUP210, FAS, AGPATS,

MARCHS, SEC10L1, HNRPD, STAT1

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, GBPl, GMFB, DLGAP4, TYMS,
LMANI, ARF6, CDC40, CXCL9, CXCL10, CA2,
159 77% |76% |88% [79% (85% |66%
HNRPD, ME2, CXCL1l, SLC4A4, RBM2s,
CDC42BPA, FAS, BAZI1A, AGPATS, FLI13220,

BRIP1, KLHL24, STAT]

WARS, SFRS2, EPASI1, EIF4E, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, LMANI, ARFé6,
CDC40, CXCL9, CXCL10, PLK4, NDUFA9,
160 77% [(76% (77% {83% |77% |79%
Cl7orf25, ME2, CXCL11, SLC4A4, RBM25, FAS,
BAZ1A, DKFZp762E1312, SECI0L1, PBK,

PSAT1, HNRPD, STAT1

EIF4E, PSME2, GMFB, DLGAP4, TYMS, DCK,
161 CDC40, CXCL9, CXCL10, FAS, TRIM25, KITLG,|92% (86% [85% |79% [88% |72%
NDUFA9, SLC25A11, WHSCI, Cl7orf25,

101



200680052902. 3 o P ZE99/154m

SVM 3NN INN

HNRPD, ME2, CXCL11, I[FT20, SLC4A4, RBM25,
AK2, AGPATS, MARCHS, SECIOL1, FLJ13220,
KLHL24, STAT1 '

HNRPD, WARS, EPAS1, EIF4E, PRDX3,
PSME2, TK1, GMFB, DLGAP4, TYMS, CTSS,
CDC40, CXCL10, C1QBP, SLC25A11, Cl7orf25,
162 81% |79% {85% [72% |85% |76%
ME2, CXCL11, SLC4A4, RBM25, CAMSAPILI,
CDC42BPA, FAS, MARCHS, SEC10L1, FLJ13220,

PBK, BRIP1, KLHL24, STAT1

WARS, SFRS2, EIF4E, MTHFD2, PSME2, TKI,
DLGAP4, TYMS, USP4, TES, DCK, CDC40,
, CXCL10, CHEKI, HNRPA3PI, NDUFAS9,
163 69% |86% [81% [83% [81% [79%
SLC25A11, WHSCI, Cl170rf25, CA2, ME2,
RBBP4, SLC4A4, RBM25, FAS, SECIOLI,

FLJ13220, BRIP1, TRMTS, STATI

HNRPD, WARS, MTHFD2, TKI1, GMFB,
DLGAP4, TYMS, LMAN1, CDC40, GTSEI,
CXCL10, CHEK1, NDUFA9, SLC25A11, WHSC1,
164 81% [83% |92% [79% [81% [83%
Cl7orf25, CA2, ME2, FUT4, CXCL1l, RBBP4,
RBM25, AK2, BRRNI, FAS, AGPATS, MARCHS,

PBK, BRIPI1, STAT1

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, DCK,
CXCL9, CXCL10, SLC25A11, C1QBP, NDUFAS9,
165 73% |83% [88% [79% |88% |76%
KPNB1, WHSCI, ME2, CXCL11, SLC4A4,
RBM25, CDC42BPA, FAS, AGPATS5, SECIOLI,

HNRPD, BRIP1, TRMTS, STAT1

WARS, EIF4E, MTHFD2, PSME2, GMFB,
TYMS, TES, CDC40, IRF8, RABIF, CXCL10,
PLK4, TRIM25, SLC25A11, WHSCI1, Cl70orf25,
166 73% |76% |81% (83% |[77% [76%
CA2, ME2, TLKI1, CXCL11, SLC4A4, RBM2S,
CDC42BPA, FAS, RBBP4, SECI0L1, PBK,

HNRPD, BRIP1, TRMTS, STAT'1

WARS, SFRS2, MTHFD2, PSME2, TKI,
DLGAP4, TYMS, DCK, CDC40, CXCLS9,
167 CXCL10, FAS, CHEK1l, TRIM25, CIQBP,|88% [93% |85% |76% |88% |72%
SLC25A11, WHSC1, CA2, ME2, CXCL11, GZMB,
IFT20, SLC4A4, RBM25, hCAP-D3, DDAH2,
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SEC10LI1, FLJ13220, PBK, KLHL24, STAT1

WARS, SFRS2, EIF4E, MTHFD2, PSME2,
MCM6, GMFB, DLGAP4, TYMS, LMAN]1, DCK,
CDC40, CXCL9, CXCL10, FAS, NDUFA9,
168 73% |79% [81% [86% |85% |76%
WHSC1, HNRPD, ME2, SLC4A4, CXCLI1,
RBM25, NUP210, hCAP-D3, SECIOLI, PSATI1,

KLHL24, STAT1

SFRS2, EIF4E, PRDX3, MTHFD2, GMFB,
DLGAP4, TYMS, USP4, LMAN1, DCK, ARFe6,
CDC40, CXCL9, RABIF, CXCLI10, KITLG,
169 73% |79% [85% |86% |88% |76%
CIQBP, SLC25All, Ci7orf25, CA2, ME2,
CXCL11, SLC4A4, RBM25, CAMSAPLLI1, FAS,

HNRPD, BRIP1, STAT1

WARS, SFRS2, PAICS, EIF4E, PSME2, GMFB,

DLGAP4, TYMS, ARF6, MAD2L1, SLC4A4,
170 CXCLY, IRF8, CXCL10, FAS, NDUFA9, WHSC1, |85% |83% |88% 1|83% |77% |76%
CA2, ME2, CXCL1l, TLK], RBM25, AK2,
AGPATS5, MARCHS, FL113220, TRMTS, STAT1

SFRS2, EPAS], EIF4E, MTHFD2, GBP1, GMFB,
CTSS, LMANI, CDC40, CXCL9, CXCL10, FAS,
171 CHEK], SLC25A11, CIQBP, Cl7orf25, CA2,|88% |86% |85% |86% |77% |79%
ME2, IFT20, CXCL11, RBM25, BRRN1, ATP5A1,
RBBP4, HNRPD, BRIP1, STAT1

WARS, SFRS2, EIF4E, MTHFD2, PSME2, TK1,
GMFB, DLGAP4, TYMS, CTSS, CDCA40,
SLC4A4, CXCL10, KITLG, SLC25A1l, C1QBP,
172 81% [79% [96% (86% (88% |83%
NDUFA9, CA2, HNRPD, ME2, FUT4, CXCLI11,
RBM25, ATP5A1, FAS, RBBP4, BRIP1, TRMTS5,

STATI

WARS, SFRS2, EIF4E, MTHFD2, PSME2,
GMFB, TYMS, TES, LMANI, DCK, CXCL9,
CXCL10, KITLG, KPNBI, SLC25All1, ME2,
173 77% [79% |77% |86% |73% [86%
CXCL11, IFT20, TLK1, RBM25, CDC42BPA,
FAS, BAZ1A, FL}10534, MARCHS5, SECI0LI1,

HNRPD, BRIP1, TRMTS, STAT1

HNRPD, WARS, SFRS2, EPAS1, EIF4E,
174 MTHFD2, TK1, GMFB, DLGAP4, TYMS,[85% |79% |88% [83% [85% [86%
LMAN]I, CDC40, SL.C4A4, CXCL9, IRF8, RABIF,
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CXCL10, SLC25A1l1, NDUFA9, CA2, ME2,
CXCL11, RBBP4, RBM25, NUP210, FAS,
SECIOL1, PBK, STAT1

HNRPD, WARS, EPAS1, PRDX3, MTHFD2,
PSME2, DLGAP4, TYMS, CDC40, IRFS,
175 CXCL10, FAS, SLC25A11, C1QBP, CA2, ME2,{85% [90% [88% (83% |85% {72%
GZMB, IFT20, SLC4A4, AK2, NUP210, RBBP4,
AGPATS, MARCHS, FLJ13220, STAT1

HNRPD, WARS, EIF4E, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, CXCL9, CXCL10, FAS,
176 C1QBP, NDUFAY9, SLC25A11, CA2, ME2, RBBP4,|81% |79% |88% |76% |88% [79%
SLC4A4, CXCLI11, RBM25, ATP5A1, DDAH2,
BAZI1A, PBK, BRIP1, STAT1

HNRPD, WARS, SFRS2, EPASI, STAT1, EIF4E,
PRDX3, PSME2, DLGAP4, TYMS, TES, LMAN],
CDC40, CXCLI10, FAS, CI1QBP, NDUFA9,
177 96% |93% |92% |76% |88% |76%
SLC25A11, CA2, ME2, GZMB, IFT20, CXCL11,
SLC4A4, RBM25, AK2, AGPATS,

DKFZp762E1312, SEC10L1, BRIP1, KLHL24

WARS, EIF4E, PRDX3, MTHFD2, TK1, GMFB,
TYMS, CDC40, CXCL9, IRF8, CXCL10, FAS,
178 CHEK1, TRIM25, SLC25A11, NDUFA9, CA2,|85% [83% |[88% |79% |88% {72%
ME2, IFT20, RBM25, AK2, AGPATS, MARCHS,
SEC10L1, FLJ13220, PBK, HNRPD, STAT1

WARS, EIF4E, PRDX3, MTHFD2, GBP1, GMFB,
DLGAP4, TYMS, USP4, IRF8, CXCLI10, FAS,
TRIM25, C1QBP, NDUFA9, SLC25A11, WHSCI,
179 85% |86% |88% |76% |{81% |76%
CA2, HNRPD, ME2, GZMB, TLKI1, CXCLI11,
RBM25, DKFZp762E1312, PSAT1, BRIPI,

TRMTS, KLHL24, STAT1

WARS, EPAS1, STAT1, EIF4E, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
LMAN1, CXCL9, IRF8, CXCL10, CI1QBP,
180 92% [90% |88% [79% (73% [76%
NDUFAY, SLC25A11, WHSC1, HNRPD, ME2,
CXCLI11, IFT20, TLK1, SLC4A4, CDC42BPA,

SFRS2, FAS, PSAT]

WARS, EIF4E, PSME2, TK1, GMFB, DLGAP4,
181 77% |79% |81% |79% (85% |76%
TYMS, LMANI1, CDC40, CXCL9, FAS, PLK4,
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C1QBP, CA2, HNRPD, ME2, CXCL11, RBM25,
RBBP4, SECIOL1, FLJ13220, PBK, BRIPI,
TRMTS, KLHL24, ETNK1, STAT1

WARS, SFRS2, EIF4E, MTHFD2, GMFB,
DLGAP4, TYMS, LMAN]1, CDC40, CXCL9, IRF8,
182 GTSEl, CXCL10, HNRPA3PI, SLC25A11,|88% |83% |85% [83% |77% |86%
NDUFA9, CA2, HNRPD, ME2, RBBP4, SLC4A4,
RBM25, BRRNI, FAS, BAZ1A, BRIP], STAT1

HNRPD, WARS, EPAS1, EIF4E, MTHFD2, TK1,
GMFB, DLGAP4, LMANI1, ARF6, MAD2LI1,
CDC40, CXCL9, CXCL10, HNRPA3P1, TRIM25,
183 88% {90% |(81% |86% |81% |79%
C1QBP, NDUFA9, SLC25A11, WHSC1, C17o0rf25,
ME2, CXCLI11, SLC4A4, RBM25, DDAH2, FAS,

ETNKI, STATI

HNRPD, WARS, PAICS, MTHFD2, PSME2,
DLGAP4, TYMS, USP4, CXCL9, CXCLI0,
KITLG CI1QBP, NDUFA9, SLC25A11, WHSC1,
184 73% |83% [77% |69% [69% {69%
ME2, CXCL11, SLC4A4, RBM25, NUP210,
ATP5AL, CDC42BPA, FAS, MARCHS,

DKFZp762E1312, SEC10L1, PBK, BRIP1, STATI

HNRPD, WARS, SFRS2, EPAS1, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, DCK,
MAD2L]1, CXCL9, CXCL10, FAS, PLK4,
TRIM25, KITLG SLC25A11, WHSC1, ME2,
185 81% |86% |[81% |86% |73% |83%
FUT4, CXCLI1, SLC4A4, RBM25, NUP210,
DDAH2, RBBP4, BAZ1A, AGPATS5, FLJ10534,
MARCHS5, DKFZp762E1312, SECI10L1, PSATI,

BRIP1, TRMTS, STAT1

WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GBPl, GMFB, TYMS,
LMANI1, ARF6, CDC40, CXCL9, IRFS, RABIF,
CXCL10, FAS, PLK4, CIQBP, NDUFA9,
186 85% |79% (85% |79% |73% |76%
SLC25A11, WHSCI, Cl7orf25, ME2, FUT4,
CXCLI1, IFT20, SLC4A4, RBM25, AK2, SOCS6,
MARCHS, SECI0L1, FLJ13220, PBK, HNRPD,

BRIPI, TRMTS, STAT1

HNRPD, WARS, SFRS2, EIF4AE, MTHFD2,
187 77% |83% |85% |79% |81% |79%
PSME2, GMFB, DLGAP4, TYMS, USP4, TES,
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LMANI, ARF6, CDC40, SLC4A4, CXCL9,
RABIJF, CXCL10, FAS, PLK4, CIQBP, NDUFAS9,
SLC25A11, WHSC1, CA2, ME2, CXCL11, TLKI,
RBM25, ATP5A1, CDC42BPA, RBBP4, AGPATS,
SECI10L1, FLJ13220, PSATI, BRIP1, STAT1

HNRPD, SFRS2, EPASI], EIF4E, PRDX3,
MTHFD2, PSME2, TKI, GMFB, DLGAP4,
TYMS, USP4, CTSS, LMANI, ARF6, MAD2LI,
188 CDC40, CXCL9, CXCL10, FAS, PLK4, NDUFA9,(77% |86% |85% |83% |85% |76%
WHSCI1, Cl17orf25, CA2, ME2, CXCL11, GZMB,
TLK1, SLC4A4, RBM25, AK2, NUP2I0,
hCAP-D3, DDAH2, RBBP4, PBK, BRIP1, STATI

WARS, EIF4E, PRDX3, MTHFD2, GMFB,
DLGAP4, TYMS, USP4, CTSS, ARF6, CDCA0,
SLC4A4, CXCL9, CXCLI10, FAS, SLC25All,
189 C1QBP, NDUFA9, WHSC1, C170rf25, CA2, ME2,|77% |79% [96% |79% [85% |72%
FUT4, CXCL11, GZMB, TLK1, RBM25, NUP210,
CDC42BPA, AGPATS5, MARCHS, SEC10L1, PBK,
HNRPD, TRMTS5, KLHL24, STAT1

HNRPD, WARS, SFRS2, EPASI, EIF4E,
MTHFD2, PSME2, GBP1, DLGAP4, TYMS, TES,
LMANI1, ARF6, CDC40, CXCL9Y, IRF8, CXCL10,
190 FAS, TRIM2S, SLC25A11, NDUFA9, WHSC1,|92% |79% |85% [83% |69% |79%
CA2, ME2, TLKI, CXCLI1I, SLC4A4, RBM25,
AK2, hCAP-D3, DDAH2, FLJ10534, SECI10L],
BRIP1, STAT1

WARS, EPASI, FEIF4E, PRDX3, MTHFD2,
PSME2, DLGAP4, TYMS, TES, LMANI1, CDC40,
CXCL9, IRF8, RABIF, CXCL10, FAS, SLC25A11,
C1QBP, NDUFA9, WHSC1, CA2, ME2, CXCL11,
191 77% 183% [85% |76% |85% |79%
SLC4A4, RBM25, AK2, hCAP-D3, SOCS6,
CDC42BPA, FLJ10534, DKFZp762E1312,
SECI0L1, FLJ13220, PBK, HNRPD, TRMTS,

STAT1

WARS, SFRS2, STATI, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, TKI1, GMFB,
192 73% |86% |85% [83% |85% |83%
DLGAP4, TYMS, CTSS, CDC40, CXCLY,

CXCL10, PLK4, KITLG SLC25A11, CIQBP,
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NDUFA9, Cl7orf25, CA2, ME2, CXCLI11, IFT20,
RBM25, hCAP-D3, ATP5Al, FAS, FLJ10534,
MARCHS5, SECIOL1, PBK, HNRPD, BRIPI,
TRMTS

HNRPD, WARS, EPAS1, STATI, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, TES, MAD2L1, CXCL9, CXCLI10, FAS,
193 PLK4, HNRPA3P1, C1QBP, NDUFA9, SLC25A11,{77% |76% |85% |83% |81% |72%
WHSCI1, Cl170rf25, CA2, ME2, SLC4A4, RBM25S,
hCAP-D3, SOCS6, BAZ1 A, FLJ10534, SECI0LI,
FLJ13220, PBK, BRIP1

SFRS2, PAICS, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, TES,
CTSS, LMANI1, CDC40, CXCL9, CXCL10, FAS,
194 TRIM2S5, C1QBP, NDUFA9, SLC25A11, WHSC1, [77% [83% |85% ([83% |81% (76%
CA2, ME2, CXCLI1l1, IFT20, RBBP4, SLC4A4,
RBM25, AK2, hCAP-D3, BRRNI1, CDC42BPA,
MARCHS, FLJ13220, HNRPD, STAT1

WARS, SFRS2, EPAS], EIF4E, SFPQ, MTHFD2,
PSME2, MCMé6, GMFB, DLGAP4, TYMS, USP4,
DCK, ARF6, CDC40, CXCL10, FAS, CHEKI,
195 HNRPA3P1, SLC25A11, NDUFA9, CA2, HNRPD, [81% |86% |88% |76% |85% (79%
ME2, GZMB, RBBP4, TLK1, SLC4A4, CXCLI11,
RBM25, ATP5A1, AGPATS, FLJ10534, FLJ13220,
ETNKI1, STAT1

WARS, SFRS2, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, GMFB, DLGAP4,
TYMS, ARF6, CDC40, SLC4A4, CXCL9, GTSEl,
196 RABIF, CXCL10, FAS, HNRPA3PI, KITLG |88% |83% |[88% |79% |[88% |72%
NDUFA9, SLC25A11, WHSCI, Cl7orf25, CA2,
HNRPD, ME2, CXCL11, RBBP4, RBM25, AK2,
CDC42BPA, MARCHS, TRMTS, KLHL24

WARS, SFRS2, EPAS1, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
DCK, CDC40, CXCL9, RABIF, CXCL10, FAS,
197 77% |79% {85% |79% |88% |79%
PLK4, KITLG C1QBP, NDUFA9, SLC25All,
WHSC1, CA2, HNRPD, ME2, FUT4, CXCLI1I,

RBM25, CDC42BPA, MARCHS,
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DKFZp762E1312, SECIOLI1, PBK

WARS, SFRS2, EPAS1, EIF4E, SFPQ, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, CDC40,
RABIF, CXCL10, PLK4, KITLG CIQBP,
198 NDUFA9, SLC25A11, WHSCI1, Cl7orf25, ME2,|85% [90% |77% |83% 77% |66%
CXCLI11, IFT20, RBM25, CAMSAPILI, BRRNI,
FAS, AGPATS, PSATI, HNRPD, TRMTS,
KLHL24, ETNK1, STAT1

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
LMANI, ARF6, CDC40, CXCL9, CXCLI10, FAS,
199 KITLG, Cl1QBP, NDUFA9, KPNB1, SLC25A11,[{92% [90% |96% ([76% |85% |76%
CA2, ME2, GZMB, RBBP4, TLK1, CXCL1l,
RBM2S, AK2, SOCS6, AGPATS, SECI0L1, PBK,
STAT1

SFRS2, PAICS, EIF4E, PRDX3, PSME2, GMFB,
DLGAP4, TYMS, DCK, ARF6, MAD2L1, CDC40,
CXCL9, GTSE1, RABIF, CXCL10, FAS, CI1QBP,
200 NDUFA9, SLC25A11, Cl7orf25, CA2, ME2,|81% [86% |88% [79% [73% |72%
GZMB, IFT20, CXCL11, RBM25, AK2, hCAP-D3,
BRRNI1, AGPATS5, DKFZp762E1312, PBK, PSATI,
HNRPD, TRMTS5, ETNK1, STAT1

HNRPD, WARS, SFRS2, STAT1, EIF4E,
MTHFD2, PSME2, DLGAP4, TYMS, CXCL9,
GTSE1l, CXCL10, FAS, CHEK1, HNRPA3PI,
TRIM25, KITLG, NDUFA9, SLC25A11, WHSCI,
201 88% (93% |88% |76% [85% |66%
CA2, ME2, GZMB, IFT20, SLC4A4, CXCLI11,
RBM25, CAMSAPIL]1, hCAP-D3, BRRNI,
AGPATS5, MARCHS, DKFZp762E1312, SECI0L1,

PBK, BRIP1

WARS, SFRS2, STAT1, MTHFD2, PSME2,
MCM6, GMFB, DLGAP4, TYMS, USP4, CTSS,
ARF6, CDC40, CXCL9, CXCL10, FAS,
202 HNRPA3P1, SLC25A11, CA2, HNRPD, ME2,|85% |86% |92% |76% |73% |72%
FUT4, RBBP4, TLK1, CXCL11, SLC4A4, RBM25,
AK2, CDC42BPA, AGPATS5, DKFZp762E1312,
SEC10L1, FLJ13220, PBK, KLHL24, ETNKI

203 WARS, SFRS2, STAT1, MTHFD2, PSME2,[92% |86% |85% [76% |69% [69%
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GMFB, DLGAP4, SLC4A4, CXCL9, CXCLI10,
FAS, CHEKI, TRIM25, KITLG SLC25All,
CIQBP, NDUFA9, KPNBI1, WHSC1, ME2,
CXCLI11, IFT20, RBM25, NUP210, CAMSAPILI,
BRRNI, CDC42BPA, DDAH2, AGPATS,
DKFZp762E1312, SECIOL1, FLJ13220, PBK,
HNRPD, TRMTS5, KLHL24

WARS, SFRS2, EPASI, EIF4E, PSME2, MCMS6,
GMFB, DLGAP4, TYMS, DCK, ARF6, SLC4A4,
CXCL9, IRF8, CXCL10, FAS, KITLG, NDUFA9,
204 SLC25A11, WHSC1, CA2, HNRPD, ME2, FUT4,|85% |83% |85% [76% |81% |72%
GZMB, IFT20, RBBP4, CXCL11, RBM25, AK2, '
AGPATS5, MARCHS5, SECI0L1, FLJ13220, PBK,
BRIP1, ETNK1, STAT1

WARS, SFRS2, EPAS1, EIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, CTSS,
LMANI, MAD2L1, CDC40, SLC4A4, CXCL9,
205 GTSEI, RABIF, CXCL10, FAS, PLK4, TRIM25,|96% |86% [81% |79% |85% |72%
CIQBP, NDUFA9, SLC25Al11, CA2, HNRPD,
ME2, CXCL11, IFT20, RBM25, BRRNI,
CDC42BPA, DDAH2, PSAT1, KLHL24, STAT1

WARS, PAICS, EIF4E, MTHFD2, PSME2, TKI,
GMFB, DLGAP4, TYMS, ARF6, SLC4A4,
CXCL9, CXCL10, FAS, PLK4, TRIM2S,
206 SLC25A11, CIQBP, NDUFA9, KPNB1, WHSC1,{81% |83% [88% |90% |77% |79%
Cl17orf25, HNRPD, ME2, CXCL11, IFT20, TLK1,
RBM25, AK2, AGPATS5, SECIOL1, FLJ13220,
BRIP1, TRMTS, KLHL24, STATI

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, LMANI,
ARF6, CDC40, CXCL9, CXCL10, FAS,
HNRPA3P1, KITLG, SLC25Al11, CI1QBP,
207 85% |90% |96% |79% ([85% |79%
NDUFAY9, KPNBI1, WHSCI1, Cl7orf25, CAZ2,
HNRPD, ME2, FUT4, CXCL11, GZMB, IFT20,
SLC4A4, RBM25, AK2, SECI0L1, PBK, BRIP1,

STAT1

HNRPD, WARS, EPAS1, STAT1, EIF4E, PRDX3,
208 77% [79% |81% |83% |73% (72%
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
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TYMS, TES, CDC40, CXCL9, IRF8, GTSE],
CXCLI10, FAS, C1QBP, NDUFA9, C17orf25, ME2,
SLC4A4, CXCL11, RBM25, NUP210, FLJ10534,
MARCHS, DKFZp762E1312, FLJ13220, PBK,
BRIP1, TRMTS3, ETNKI

WARS, EIF4E, PRDX3, MTHFD2, PSME?2,
DLGAP4, TYMS, USP4, LMANI, MAD2LI,
CDC40, SLC4A4, CXCL9, IRF8, GTSE1, RABIF,
CXCL10, FAS, TRIM25, CI1QBP, NDUFASY,
209 85% |86% |88% |79% |85% |76%
SLC25A11, Cl7orf25, CA2, ME2, CXCL1l,
GZMB, IFT20, TLKI1, RBM25, AK2, SOCS6,
RBBP4, AGPAT5, MARCHS5, SECIOL1, PBK,

HNRPD, STAT1

HNRPD, WARS, SFRS2, STAT1, EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, MCM6, DLGAP4,
TYMS, ARF6, MAD2L1, CDC40, CXCL9, RABIF,
210 CXCL10, PLK4, CHEKI, TRIM25, CIQBP,|77% |79% |85% (86% |(81% [79%
NDUFA9, WHSC1, Cl7orf25, CA2, ME2,
CXCL11, TLK1, BRRN1, SOCS6, FAS, AGPATS,
MARCHS, FLJ13220, PBK, TRMTS5, KLHL24

WARS, PAICS, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
DCK, MAD2L1, CDC40, RABIF, CXCL10, FAS,
HNRPA3P1, SLC25A11, NDUFA9, Cl7orf25,
211 77% |79% |85% ([76% [81% |72%
ME2, CXCL11, SLC4A4, RBM25, AK2, hCAP-D3,
SOCSe, DDAH2, RBBP4, AGPATS,
DKFZp762E1312, SECIOLI, PBK, PSAT],

HNRPD, BRIP1, ETNKI, STAT1

HNRPD, WARS, EPAS1, STATI1, EIF4E,
MTHFD2, GBP1, TK1, GMFB, DLGAP4, TYMS,
LMANI1, DCK, CDC40, CXCL9, IRF8, CXCLI10,
212 FAS, PLK4, HNRPA3PI, SLC25A11, NDUFAY, [81% |83% |85% |76% |77% |79%
KPNB1, WHSC1, CA2, ME2, CXCL11, GZMB,
RBBP4, SLC4A4, RBM25, NUP210, DDAH2,
PBK, KLHL24, ETNK1

HNRPD, WARS, SFRS2, STAT1, EIF4E, PRDX3,
213 MTHFD2, GMFB, DLGAP4, TYMS, DCK, ARF6,{100% {90% |92% |72% {85% |79%
CDC40, CXCL9, IRF8, CXCL10, FAS, TRIM2S,
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SLC25A11, CIQBP, Cl7orf25, CA2, ME2,
CXCL11, GZMB, IFT20, TLK1, RBM25, AK2,
CDC42BPA, SECI0LI, FLJ13220, PBK, BRIPI,
KLHL24, ETNK]1

WARS, EIF4E, MTHFD2, PSME2, TK1, GMFB,
DLGAP4, TYMS, USP4, CDC40, CXCL9, IRF8,
GTSEI1, CXCL10, FAS, PLK4, TRIM25, CIQBP,
SLC25A11, C17orf25, CA2, HNRPD, ME2,
214 81% |79% |85% |79% {85% [72%
CXCLil, IFT20, AK2, BRRNI1, SOCSe,
CDC42BPA, SFRS2, RBBP4, MARCHS,
SECIOLI, FLJ13220, PSAT1, BRIPI, TRMTS,

KLHL24, STAT1

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
MAD2LI, CDC40, CXCL9, IRF8, GTSEI,
CXCL10, SLC25A11, NDUFA9, WHSCI, CA2,
215 85% [86% |88% |72% [81% [72%
ME2, CXCL11, IFT20, RBM25, AK2, BRRNI,
CDC42BPA, FAS, RBBP4, BAZIA, AGPATS,
SECI10L1, FLJ13220, PBK, BRIP1, KLHL24,

ETNKI1, STAT1

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, LMANI, CDC40, CXCL9, IRF§, CXCLI10,
216 FAS, PLK4, HNRPA3Pl, KITLG, CI1QBP,|73% |83% |88% [79% |85% |72%
NDUFA9, SLC25A11, WHSCI1, Cl7orf25, CA2,
ME2, CXCL11, RBM25, AK2, hCAP-D3, BAZIA,
AGPATS5, DKFZp762E1312, PBK, BRIP1

WARS, EIF4E, MTHFD2, PSME2, MCMS6,
DLGAP4, TYMS, USP4, TES, DCK, ARFG6,
MAD2L1, CDC40, CXCL9, IRF8, CXCL10, PLK4,
217 HNRPA3P1, TRIM25, SLC25Al11, CIQBP,(85% [86% [81% |79% |77% |76%
WHSC1, CA2, ME2, CXCL11, GZMB, IFT20,
TLK1, SLC4A4, RBM25, SOCS6, DDAH2, FAS,
FLJ13220, PBK, KLHL24, ETNKI, STAT1

WARS, SFRS2, EPAS1, STAT1, PAICS, PRDX3,
MTHFD2, PSME2, MCM6, GMFB, DLGAP4,
218 81% |83% |85% {83% [88% |76%
TYMS, USP4, TES, LMANI, SLC4A4, CXCL9,

IRF8, CXCL10, FAS, PLK4, CHEKI1, HNRPA3P1,
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TRIM2S, C1QBP, NDUFA9, CA2, ME2, FUT4,
CXCL11, RBM25, AK2, ATP5Al, AGPATS,
SECIOL1, FLJ13220, HNRPD, KLHL24

WARS, SFRS2, EIF4E, PRDX3, MTHFD?2,
PSME2, GBP1, GMFB, DLGAP4, TYMS, USP4,
CDC40, CXCL9, CXCL10, FAS, PLK4,
HNRPA3P1, SLC25A11, NDUFA9, WHSCI,
219 81% {79% |85% |79% |88% |76%
Cl7orf25, CA2, ME2, CXCLI11, 1FT20, RBM25,
hCAP-D3, ATP5A1, RBBP4, AGPATS, FLJ10534,
MARCHS, SECIOL1, HNRPD, BRIP1, KLHL24,

STAT1

HNRPD, WARS, SFRS2, EPAS]1, SFPQ, PRDX3,
MTHFD2, PSME2, GMFB, TYMS, USP4, TES,
|LMAN1, CDC40, CXCL9, CXCL10, FAS, C1QBP,
220 SLC25A11, WHSC1, CA2, ME2, FUT4, TLK1,|73% ]79% [85% |79% |85% |83%
CXCL11, SLC4A4, RBM25, hCAP-D3, DDAH2,
BAZIA, FLJ10534, MARCHS, FLJ13220, PBK,
PSAT1, BRIP1, TRMTS, STAT1

HNRPD, EPAS1, STAT1, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
CTSS, DCK, CXCL9, CXCL10, FAS, CHEKI,
221 HNRPA3P1, CIQBP, NDUFA9, KPNBL,i81% |(83% |88% |83% [85% |86%
SLC25A11, WHSCI, CA2, ME2, CXCL11, TLKl,
RBM23, ATP5A1, DDAH2, RBBP4, SECI0LI1,
PBK, BRIP1, ETNKI

WARS, SFRS2, EIF4E, MTHFD2, PSME2,
DLGAP4, TYMS, ARF6, CXCL9, IRF8, GTSEL,
RABIF, CXCL10, FAS, PLK4, KITLG, SLC25A11,
222 C1QBP, NDUFA9, ME2, CXCL11, GZMB, IFT20,|88% |86% [92% |72% |81% |72%
RBBP4, SLC4A4, RBM25, AK2, BAZIA,
AGPATS, MARCHS, FLJ13220, HNRPD, BRIPI,
KLHL24, ETNK1, STAT1

HNRPD, WARS, SFRS2, STAT!, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMANI, ARF6, CXCL9, GTSE1, CXCL10, FAS,
223 85% 183% |88% |76% |81% |83%
PLK4, HNRPA3P1, TRIM25, KITLG CI1QBP,
SLC25A11, WHSC1, Cl7orf25, CA2, ME2,

CXCLI11, TLK1, RBM25, ATPS5Al, AGPATS,
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FLJ10534, MARCHS, FLJ13220, PBK, BRIPI,
TRMTS

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, TES, CDC40, SLC4A4, CXCL9, CXCL10,
FAS, TRIM25, KITLG, CI1QBP, NDUFAS9,
224 85% |79% 92% |[76% |85% |[72%
Cl7orf25, CA2, ME2, GZMB, TLK1, CXCLI11,
RBM25, CAMSAPILI, CDC42BPA, DDAH2,
BAZI1A, AGPATS, SECIOL!, PBK, KLHL24,

ETNKI, STAT1

WARS, EIF4E, PRDX3, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, USP4, CTSS, ARF6,
CDC40, CXCL9, IRF8, CXCL10, FAS, PLK4,
225 CHEKI1, TRIM25, CIQBP, NDUFA9, SLC25A11,[81% |79% |88% |76% |88% |79%
WHSCI, CA2, HNRPD, ME2, CXCL11, GZMB,
IFT20, RBBP4, SLC4A4, RBM25, ATP5A1, PBK,
BRIP1, TRMTS, STATI

HNRPD, WARS, SFRS2, EIFAE, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, LMANI, DCK,
CXCL9, CXCL10, FAS, HNRPA3Pl, TRIM2S,
CIQBP, NDUFA9, SLC25A11, WHSCl, ME2,
226 77% |79% |77% [86% (73% |69%
SLC4A4, CXCLI11, RBM25, BRRNI, BAZIA,
AGPATS5, FLJ10534, MARCHS, SECI0L1,
FLJ13220, PBK, PSATI, BRIP1, TRMTS, ETNKI1,

STATI

HNRPD, WARS, SFRS2, EPAS1, PRDX3,
PSME2, GBPl, TKl, DLGAP4, TYMS, DCK,
ARF6, CDC40, CXCL9, GTSE1, RABIF, CXCL10,
227 FAS, TRIM25, C1QBP, NDUFA9, SLC25A11,|81% |90% |92% |76% |88% |69%
Ci7orf25, CA2, ME2, CXCLI11, GZMB, IFT20,
RBBP4, RBM25, AGPAT5, MARCHS, SEC10L1,
FLJ13220, PBK, BRIP1, STAT!

WARS, SFRS2, EPASI, STATI, EIF4E,
MTHFD2, GMFB, DLGAP4, TYMS, TES, CTSS,
CXCL9, CXCL10, FAS, PLK4, CHEKI1, TRIM25,
228 77% |83% |88% [76% |88% |76%
SLC25A11, NDUFA9, WHSCI, Cl7orf25, CA2,
ME2, FUT4, CXCLI11, SLC4A4, RBM25, AK2,

BRRN1, CDC42BPA, DDAH2, AGPATS,
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MARCHS, PBK, HNRPD, KLHL24

HNRPD, WARS, SFRS2, EPASI, PAICS, EIF4E,

PRDX3, MTHFD2, PSME2, DLGAP4, TYMS,
CXCLS, IRFS, RABIF, FAS, PLK4, TRIM2S5,
229 SLC25A11, CIQBP, WHSC1, Cl7orf25, CA2,|85% |86% [85% |72% |85% |76%
ME2, FUT4, CXCL11, GZMB, IFT20, RBM25,
SOCS6, DDAH2, MARCHS, PBK, PSAT1, BRIPI,
TRMTS, STAT1

WARS, SFRS2, STAT1, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, USP4, TES, ARF6,
CDC40, CXCL9, CXCL10, FAS, HNRPA3PI1,
230 CIQBP, SLC25A11, WHSCI, ME2, CXCLI1,|73% |83% |81% |76% |69% |66%
RBBP4, SLC4A4, RBM25, AK2, hCAP-D3,
CDC42BPA, FLJ10534, SECI0L1, FLJ13220,
PBK, PSAT1, HNRPD, BRIP1, TRMTS5, KLHL24

SFRS2, EPAS1, EIF4E, MTHFD2, PSME2,
MCMS6, TK1, GMFB, DLGAP4, TYMS, CTSS,
LMANI, CXCL9, IRF8, CXCL10, CHEK]I,
HNRPA3P1, KITLG, SLC25A11, CI1QBP,
231 73% (76% [92% |72% |77% |76%
NDUFA9, WHSC1, Cl7orf25, ME2, FUT4,
CXCL11, GZMB, RBM25, CDC42BPA, FAS,
RBBP4, AGPATS, FLJ10534, SEC10L1, FLJ13220,

PBK, HNRPD, TRMTS, STAT1

HNRPD, WARS, SFRS2, PAICS, EIF4E,
MTHFD2, PSME2, MCM6, GBP1, TK1, GMFB,
DLGAP4, TYMS, USP4, TES, CDC40, CXCL9,
IRF8, RABIF, CXCL10, CHEKI, CI1QBP,
232 NDUFA9, SLC25A11, WHSCI, CA2, ME2, FUT4,|73% |79% [88% |86% |81% |83%
CXCLI1, IFT20, TLKI, SLC4A4, RBM2S,
NUP210, CAMSAPIL]1, BRRN1, FAS, RBBP4,
BAZ1A, FLJ10534, MARCHS, SECIOLI,
FLJ13220, PBK, PSAT1, KLHL24, STAT1

WARS, EIF4E, PRDX3, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, USP4, TES, LMANI,
DCK, ARF6, MAD2LI, CDC40, SLC4A4, CXCL9,
233 TT% |79% (92% |76% [88% |76%
GTSEl, CXCL10, FAS, KITLG NDUFAQ9,
SLC25A11, WHSCI, Cl7orf25, CA2, HNRPD,

ME2, FUT4, CXCL11, GZMB, IFT20, TLK],
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RBM25, AK2, CAMSAPIL1, DDAH2, RBBP4,
BAZ1A, AGPATS5, SECIOLI, PBK, BRIPI,
KLHL24, ETNK1, STAT1

WARS, SFRS2, EPAS1, STAT1, PAICS, EIF4E,
PRDX3, MTHFD2, PSME2, GBPl, GMFB,
DLGAP4, TYMS, ARF6, CDC40, CXCL9, IRFS,
RABIF, CXCL10, FAS, SLC25A11, NDUFAS9,
234 85% |90% |92% |79% |77% [83%
Cl7orf25, CA2, ME2, CXCL11, GZMB, IFT20,
RBBP4, TLKI, SLC4A4, RBM25, NUP2I0,
BRRN1, ATP5A1, AGPATS5, MARCHS, SECI10L1,

PBK, PSAT1, HNRPD, BRIP1, TRMTS5

WARS, SFRS2, EPAS1, STAT1, EIF4E, PRDX3,

MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, CTSS, DCK, ARF6, MAD2L1, CDCA40,
CXCL9, CXCL10, PLK4, CHEKI1, TRIM25,
235 KITLG, SLC25A11, CIQBP, KPNBI, WHSCL,|81% [90% [92% |76% |85% |69%
Cl7orf25, CA2, HNRPD, ME2, GZMB, CXCL1],
RBM25, BRRN1, ATP5A1, CDC42BPA, DDAH2,
FAS, BAZI1A, AGPATS5, FLJ10534, MARCHS,
SEC10L1, PBK, TRMTS5, KLHL24, ETNK

HNRPD, WARS, SFRS2, EPAS1, EIF4E,
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, USP4, TES, CTSS, DCK, ARF6, MAD2L1,
CDC40, CXCL9, RABIF, CXCL10, CHEK1,
236 HNRPA3PI1, TRIM2S, KITLG C1QBP, NDUFA9, 81% |83% l88% |72% |81% |76%
KPNB1, SLC25A11, WHSCI1, CA2, ME2, GZMB,
SLC4A4, CXCLII, RBM25, AK2, ATP5AIl,
DDAH2, FAS, BAZ1A, DKFZp762E1312,
SECIOL1, FLJ13220, BRIPl, TRMTS5, ETNKI,
STAT1

WARS, SFRS2, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, USP4, DCK, ARF6, MAD2L1, SL.C4A4,
CXCL9, GTSE1, CXCL10, FAS, HNRPA3PI,
237 KITLG, SLC25A11, C1QBP, NDUFA9, KPNBI,|77% |83% |92% |83% (81% |(76%
Cl7orf25, CA2, HNRPD, ME2, CXCL11, GZMB,
IFT20, RBBP4, RBM25, AK2, ATP5A1, BAZIA,
AGPATS, SECIOL1, FLJ13220, PBK, BRIPI,
ETNK1, STAT1
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HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, LMANI, SLC4A4, CXCL9, IRF8, GTSE],
CXCL10, CHEK]1, TRIM25, KITLG, SLC25Al11,
238 CIQBP, NDUFA9, KPNB1, WHSC1, Cl170rf25,{85% |86% |88% |86% |85% |79%
CA2, ME2, FUT4, TLKI1, CXCLI1l, RBM25,
BRRN!, DDAH2, FAS, RBBP4, AGPATS,
FLJ10534, MARCHS, SECI0L1, FLJ13220, PBK,
TRMTS, STAT1

HNRPD, WARS, SFRS2, EPASI1, EIF4E, PRDX3,
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, DCK, CDC40, CXCL9, IRF8, GTSEI,
RABIF, CXCL10, FAS, CHEKI1, SLC25All,
239 69% |79% |88% [83% ([81% |76%
CI1QBP, NDUFA9, WHSC1, C170rf25, CA2, ME2,
IFT20, CXCLI11, SLC4A4, RBM25, AK2,
hCAP-D3, ATP5A1, SOCS6, DDAH2, FLJ10534,

MARCHS, SEC10L1, PBK, PSAT1, BRIP1, STAT1

WARS, SFRS2, EPASI1, STATI1, EIF4E, PRDX3,
MTHFD2, TK1, GMFB, DLGAP4, TYMS, CTSS,
LMANI1, ARF6, MAD2L1, CXCL9, IRF8, RABIF,
CXCLI10, FAS, HNRPA3PI, TRIM25, KITLG
240 CIQBP, NDUFA9, SLC25A11, WHSCI, Cl170rf25,(81% [83% |96% |69% |81% |76%
HNRPD, ME2, GZMB, SLC4A4, CXCL11,
RBM25, AK2, CAMSAPILI, hCAP-D3, BRRNI,
CDC42BPA, RBBP4, BAZ1A, FLJ10534,
SEC10L1, BRIP1, KLHL24, ETNK1

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, LMANI1, MAD2L1, CDC40, CXCL9,
RABIF, CXCL10, FAS, PLK4, TRIM2S,
241 SLC25A11, NDUFA9, KPNB1, WHSCI, CA2,|73% |79% |88% |[83% [92% |79%
ME2, CXCLI11, TLKI1, SLC4A4, RBM25,
hCAP-D3, BRRNI, SOCS6, CDC42BPA, DDAH?2,
RBBP4, BAZIA, AGPATS5, DKFZp762E1312,
SEC10L1, PBK, BRIP1, KLHL24, ETNK1, STAT1

WARS, STAT1, EIF4E, MTHFD2, PSME2, TKI,
GMFB, DLGAP4, TYMS, USP4, CTSS, LMANI,
242 81% (83% |85% [79% |(81% |69%
DCK, ARF6, MAD2L1, CDC40, CXCL9, RABIF,

CXCL10, FAS, PLK4, TRIM25, KITLG,
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SLC25A11, C1QBP, NDUFA9, KPNB1, Cl170rf25,
CA2, ME2, CXCL11, GZMB, SLC4A4, RBM25,
AK2, hCAP-D3, DDAH2, RBBP4, BAZIA,
PSAT1, HNRPD, BRIP!, TRMTS, KLHL24,
ETNK1

WARS, SFRS2, EPASI1, EIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, CTSS,
LMANI, CDC40, SLC4A4, CXCL9, CXCLI10,
FAS, PLK4, CHEKI!, KITLG, C1QBP, NDUFA9,
243 85% |83% [92% |79% |77% |72%
WHSCI1, CA2, HNRPD, ME2, CXCL11, GZMB,
TLK1, RBM25, AK2, hCAP-D3, BRRN]I,
CDC42BPA, RBBP4, BAZ1A, AGPATS, SEC10L1,

FLJ13220, PBK, BRIP1, KLHL24, ETNKI1, STAT1

WARS, SFRS2, EPASI1, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, ARF6, CDC40, SLC4A4, CXCLS9,
RABIF, CXCL10, FAS, PLK4, CHEKI, KITLG
244 SLC25A11, C1QBP, NDUFA9, WHSC1, CA2,{81% (83% ([88% |79% ([81% |69%
HNRPD, ME2, CXCL11, GZMB, IFT20, RBM25,
CAMSAPIL]1, BRRNI1, CDC42BPA, BAZIA,
AGPATS5, FLJ10534, DKFZp762E1312, PBK,
ETNK1

HNRPD, WARS, SFRS2, EPAS1, PAICS, EIF4E,

PRDX3, MTHFD2, PSME2, MCM6, GMFB,
DLGAP4, TYMS, TES, DCK, CDC40, SLC4A4,
CXCL9, CXCL10, PLK4, CHEK1, HNRPA3PI,
245 KITLG, C1QBP, NDUFA9, SLC25A11, WHSC1,{77% |86% |88% |76% |77% |76%
CA2, ME2, GZMB, RBBP4, CXCL11, RBM2S,
AK2, NUP210, CAMSAPILI, hCAP-D3,
CDC42BPA, FAS, MARCHS5, SECIOLI, PBK,
ETNKI, STAT1

WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, GMFB, DLGAP4,
TYMS, TES, LMANI, CDC40, SLC4A4, CXCLY9,
RABIF, CXCL10, FAS, PLK4, HNRPA3PI,
246 77% |83% |92% |79% (81% [79%
SLC25A11, C1QBP, NDUFA9, KPNB1, WHSC1,
Cl7orf25, CA2, ME2, FUT4, GZMB, TLKI,
CXCL11, RBM25, CAMSAPIL], DDAH2,

AGPATS5, MARCHS, SEC10L1, FLJ13220, PBK,
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HNRPD, BRIP1, ETNKI1, STATI

WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, GBPl1, GMFB, DLGAP4,
TYMS, USP4, TES, MAD2LI, CDC40, SLC4A4,
CXCL9, IRF8, GTSE1, CXCL10, PLK4, KITLG,
247 C1QBP, NDUFA9, KPNBI1, SLC25A11, WHSC1,{77% |83% |85% (79% |85% |72%
Cl7orf25, CA2, ME2, IFT20, RBBP4, CXCLI11,
RBM25, AK2, CAMSAPIL1, CDC42BPA, FAS,
AGPATS, FLJ10534, MARCHS, SEC10L1, PBK,
HNRPD, BRIP1, KLHL24, ETNKI, STAT1

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, GBP1, TK1, GMFB,
DLGAP4, TYMS, USP4, DCK, CDC40, CXCL9Y,
GTSEI1, RABIF, CXCL10, FAS, PLK4, TRIM2S,
248 CI1QBP, NDUFAY, SLC25A11, WHSC1, Cl170rf25,(77% (86% |88% |76% |81% [69%
CA2, ME2, FUT4, GZMB, IFT20, RBBP4,
CXCLI11, SLC4A4, RBM25, BRRNI1, AGPATS,
FLJ10534, MARCHS, FLJ13220, PSAT1, TRMTS,
KLHL24, ETNK1, STATI

HNRPD, WARS, SFRS2, EPASI, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, MAD2L1, SLC4A4, CXCL9, GTSEl,
CXCL10, FAS, PLK4, TRIM25, KITLG, NDUFA9,
249 KPNB1, WHSCI, Cl70rf25, CA2, ME2, FUT4,|92% |97% |88% |76% |85% |79%
CXCLIl, GZMB, IFT20, TLK1, RBM25,
CAMSAPILI, BRRNI1, SOCS6, CDC42BPA,
BAZ1A, AGPAT5, MARCHS, SECIOLI,
FLJ13220, KLHL24, ETNK]1, STATI1

HNRPD, WARS, SFRS2, EPASI1, EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, GMFB, DLGAP4,
TYMS, USP4, ARF6, CDC40, CXCL9, CXCL10,
FAS, CHEKI1, TRIM25, NDUFA9, KPNBI,
250 92% |90% |92% |76% |85% |79%%
SLC25A11, Cl7orf25, CA2, ME2, CXCLI1],
IFT20, TLK1, SLC4A4, RBM25, AK2, BRRNI,
ATP5A1, DDAH2, BAZ1A, AGPATS5, MARCHS,

SEC10L1, FLJ13220, PBK, PSAT1, BRIP1, STAT1

WARS, EPASI1, STAT1, EIF4E, SFPQ, PRDX3,
251 77% |90% |92% |76% {85% |72%
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
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TYMS, LMANI, ARF6, SLC4A4, CXCL9, IRFS,
GTSEl, CXCL10, FAS, PLK4, HNRPA3P1,
SLC25A11, C1QBP, NDUFA9, CA2, HNRPD,
ME2, FUT4, CXCL1l, GZMB, IFT20, TLK1,
RBM25, AK2, ATP5A1, SOCS6, DDAH2, RBBP4,
AGPATS, MARCHS, SECI0L1, FLJ13220, BRIP1,
TRMTS5

WARS, SFRS2, EPAS1, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, GBPl, GMFB, DLGAP4,
TYMS, USP4, CTSS, DCK, CDC40, SLC4A4,
GTSE1, RABIF, CXCL10, FAS, PLK4,
952 HNRPA3P1, CIQBP, SLC25Al11, WHSCI, 65% 183% 177% l90% |73% |76%
HNRPD, ME2, FUT4, CXCL!l1, IFT20, TLK1,
RBM25, AK2, NUP210, BRRNI, ATP5Al,
AGPATS, FLJ10534, DKFZp762E1312, SEC10LI,
FLJ13220, PBK, TRMTS5, KLHL24, ETNKI,

STAT1

HNRPD, WARS, EPASI, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, TES, LMANI1, DCK, SLC4A4, CXCLY,
CXCL10, FAS, PLK4, C1QBP, NDUFA9, KPNBI1,
253 73% |83% [85% |79% |81% |76%
SLC25A11, WHSCI1, Cl170rf25, CA2, ME2, FUT4,
CXCLI11, RBBP4, TLKI1, RBM25, CAMSAPILI,
ATP5Al1, MARCHS, SECI0L1, PBK, PSATI,

BRIP1, TRMTS, KLHL24, ETNK1

HNRPD, WARS, EPAS], EIF4E, MTHFD2,
PSME2, MCM6, GBP1, GMFB, DLGAP4, TYMS,
USP4, CTSS, DCK, ARF6, SLC4A4, CXCL9,
IRF8, CXCL10, FAS, PLK4, CHEK1, HNRPA3PI,
254 C1QBP, NDUFA9, SLC25A11, WHSC1, C170rf25,|77% |76% |92% |86% [88% |79%
CA2, ME2, FUT4, IFT20, RBBP4, CXCLI11,
RBM?25, NUP210, hCAP-D3, SFRS2, DDAH2,
BAZI1A, AGPATS, FLJ10534, DKFZp762E1312,
SEC10L1, FLJ13220, KLHL24, STAT1

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
255 TYMS, LMANI1, CDC40, CXCL9, CXCL10,|81% |79% |85% |79% |85% |76%
PLK4, CHEK1, TRIM25, KITLG CIQBP,
NDUFA9, WHSC1, Cl7orf25, CA2, ME2,
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CXCL11, SLC4A4, RBM25, AK2, NUP210,
DDAH2, FAS, BAZ1A, AGPATS, FLJ10534,
MARCHS, DKFZp762E1312, SECIOL1, PBK,
PSAT1, BRIP1, KLHL24, STATI

WARS, SFRS2, EPAS], STATI, EIF4E, SFPQ,
PRDX3, MTHFD2, TKI1, GMFB, DLGAP4,
TYMS, USP4, LMANI1, ARF6, CDC40, SLC4A4,
CXCL9, RABIF, CXCL10, FAS, PLK4, CHEKI,
256 77% |83% [85% {79% |81% [83%
TRIM25, KITLG, SLC25A11, C1QBP, NDUFA9,
Cl7orf25, CA2, ME2, TLK1, RBM25, NUP210,
AGPATS, FLJ10534, SEC10L1, FLJ13220, PBK,

PSAT1, HNRPD, BRIP1, TRMTS, KLHL24

WARS, SFRS2, EIF4E, MTHFD2, PSME2, GBP1,
TK1, GMFB, DLGAP4, TYMS, LMAN]I,
MAD2L1, CDC40, CXCL9, CXCL10, FAS,
CHEKI1, HNRPA3PI, KITLG, SLC25A11, C1QBP,
257 NDUFA9, KPNBI, WHSC1, CA2, HNRPD, ME2,{73% |86% |88% |83% |77% |72%
GZMB, TLKI1, SLC4A4, CXCLI11, RBM25, AK2,
CAMSAPIL1, DDAH2, AGPATS, FLI10534,
MARCHS, DKFZp762E1312, PBK, PSATI,
BRIP1, TRMTS, KLHL24, ETNK1, STATI

WARS, SFRS2, EPAS1, EIF4E, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, LMANI,
ARF6, CDC40, CXCL9, CXCL10, FAS, PLK4,
CHEK1, HNRPA3P1, SLC25Al1l1, CIQBP,
258 NDUFA9, WHSCI1, Cl7orf25, HNRPD, ME2,{77% |83% |73% [86% |73% |76%
CXCL11, IFT20, RBBP4, SLC4A4, RBM25, AK2,
ATP5SAl, SOCS6, FLJ10534, MARCHS,
DKFZp762E1312, SECIOL1, FLJ13220, PBK,
PSAT1, BRIP1, TRMTS5, ETNK1, STAT1

HNRPD, WARS, EPAS1, PAICS, MTHFD2,
PSME2, MCM6, GMFB, DLGAP4, TYMS,
CDC40, CXCL9, RABIF, CXCL10, FAS, PLK4,
HNRPA3PI, TRIM25, SLC25A11, CI1QBP,
259 NDUFA9, WHSCI1, CA2, ME2, CXCL11, GZMB, |85% |93% [92% [72% |77% |72%
IFT20, RBBP4, TLK1, RBM25, AK2,
CAMSAPILI, ATP5A1, CDC42BPA, DDAH2,
BAZ1A, AGPAT5, FLJ10534, MARCHS,
SECIOL1, FLJ13220, PBK, PSATI, BRIPI,

120



200680052902. 3 o P E118/154m

SVM 3NN INN

ETNK1, STAT]

HNRPD, WARS, SFRS2, PAICS, EIF4E, PRDX3,

MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
ARF6, MAD2L1, CDC40, CXCL9, GTSE]l,
RABIF, CXCL10, PLK4, CHEKI1, HNRPA3PI,
260 TRIM25, NDUFA9, SLC25A11, WHSCL,|77% |79% |85% ([76% |85% |69%
Cl7orf25, CA2, ME2, FUT4, CXCL11, IFT20,
SLC4A4, RBM2S5, AK2, NUP210, ATP5AL,
SOCS6, FAS, AGPATS, FLJ10534, MARCHS,
SECI10LI1, PBK, PSAT1, BRIP1, ETNK1, STAT1

HNRPD, WARS, SFRS2, STAT1, MTHFD2, TK1,

GMFB, DLGAP4, TYMS, USP4, CTSS, ARFG6,
SLC4A4, CXCL9, GTSEl, CXCL10, FAS,
HNRPA3PI, TRIM25, SLC25A11, CI1QBP,
261 NDUFA9, KPNB1, WHSC1, Cl7orf25, CA2, ME2,(85% |83% [88% |(72% [77% |(76%
CXCL11, GZMB, IFT20, RBM25, hCAP-D3,
ATP5A1, SOCS6, DDAH2, BAZIA, MARCHS,
SECIOL1, FLJ13220, PBK, PSAT1, BRIPI,
ETNKI1

HNRPD, WARS, SFRS2, EPASI1, EIF4E,
MTHFD2, PSME2, TKI, GMFB, DLGAP4,
TYMS, USP4, LMANI, DCK, CDC40, CXCLS9,
CXCL10, FAS, PLK4, CHEKI1, HNRPA3PI,
262 KITLG, C1QBP, NDUFA9, SLC25A11, WHSCIL,|77% [79% [85% |79% |85% |76%
Cl70rf25, CA2, ME2, CXCLII, IFT20, SLC4A4,
RBM25, AK2, ATP5Al, SOCS6, BAZIA,
AGPATS5, FLI10534, SECIOL1, PBK, PSATI,
BRIPI, KLHL24, ETNKI, STATI

HNRPD, WARS, SFRS2, EPASI1, STATI, EIF4E,

PRDX3, PSME2, MCM6, GBP1, GMFB, DLGAP4,
USP4, CTSS, ARF6, CDC40, SLC4A4, CXCLSY,
GTSE1, RABIF, CXCL10, FAS, CHEKI,
263 HNRPA3P1, KITLG, C1QBP, NDUFA9, KPNBI, [81% |83% |88% [79% |81% |79%
WHSCI, CA2, ME2, CXCL1l, RBM?2S,
CDC42BPA, RBBP4, AGPATS, MARCHS,
SEC10L1, FLJ13220, PBK, PSAT1, TRMTS,
KLHL24

264 WARS, SFRS2, EPAS1, EIF4E, SFPQ, PRDX3,(88% |86% [88% |83% [85% |79%
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MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, CTSS, LMANI, CDC40, SLC4A4,
CXCL9, IRF8, CXCLI10, FAS, PLK4, TRIM2S,
SLC25A11, C1QBP, NDUFA9, WHSC1, CA2,
HNRPD, ME2, CXCLI1, GZMB, TLK1, RBM2S,
AK2, hCAP-D3, ATP5A1, CDC42BPA, BAZIA,
AGPAT5, MARCHS, SECIOL1, PBK, TRMTS,
KLHL24, STAT1

HNRPD, WARS, EPASI1, PAICS, EIF4E, SFPQ,

PRDX3, MTHFD2, PSME2, TKI1, GMFB,
DLGAP4, TYMS, USP4, CTSS, LMANI1, ARF6,
CDC40, SLC4A4, CXCL9, IRF8, CXCLI10, FAS,
265 PLK4, CHEKI, TRIM25, KITLG CIQBP,[92% (90% [85% |76% [69% [76%
NDUFA9, KPNBI1, SLC25A11, WHSCI, ME2,
GZMB, TLKI1, CXCL11l, RBM25, AK2,
CAMSAPIL1, AGPATS, FLJ10534, SECIOLI1,
PBK, BRIP1, KLHL24, STATI

WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, TES, CTSS, MAD2L1, SLC4A4, CXCL9,
IRF8, CXCL10, FAS, PLK4, TRIM25, CIQBP,
266 NDUFA9, SLC25A11, WHSC1, Cl7orf25, CA2,{77% |86% (88% |76% |85% |79%
ME2, CXCL1l, GZMB, RBM25, AK2, ATP5Al,
RBBP4, AGPATS5, MARCHS, SECI0L1, PBK,
HNRPD, BRIPI, TRMTS5, KLHL24, ETNKI,
STAT1

WARS, EPASI, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, TES, LMANI,
DCK, ARF6, CDC40, SLC4A4, CXCL9, IRFS,
GTSEl, CXCL10, FAS, CHEKI], SLC23All,
267 C1QBP, NDUFA9, WHSC1, Cl7orf25, CA2, ME2,{85% (83% |85% |79% ([81% (76%
CXCLI11, IFT20, RBM25, AK2, NUP210, SOCS6,
CDCA42BPA, SFRS2, RBBP4, BAZ1A, FLJ10534,
MARCHS, FLJ13220, PBK, PSAT1, HNRPD,
KLHL24, STAT'1

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, GBPI, GMFB,
268 88% (93% |92% |76% (81% |(72%
DLGAP4, TYMS, USP4, ARF6, CDC40, SLC4A4,

IRF8, GTSEl, CXCL10, FAS, HNRPA3PI,
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TRIM25, KITLG NDUFA9, SLC25Al1l1, CAZ2,
ME2, CXCL1i1, GZMB, TLK1, RBM25, AKZ2,
hCAP-D3, CDC42BPA, AGPATS, FLJ10534,
MARCHS, SEC10L1, FLJ13220, PBK, PSATI,
BRIP1, TRMTS, STAT1

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, TKI, GMFB,
DLGAP4, TYMS, USP4, ARF6, CDC40, SLC4A4,
CXCL9, GTSEI, CXCL10, HNRPA3PI1, KITLG
269 C1QBP, NDUFA9, SLC25A11, WHSC1, C170rf25,{81% [79% |92% |76% (81% }69%
CA2, ME2, FUT4, CXCL11, GZMB, RBM2S,
AK2, CDC42BPA, FAS, RBBP4, BAZIA,
SECIOL1, FLJ13220, PBK, PSAT1, KLHL24,
ETNKI, STAT1

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,

MTHFD2, PSME2, TKl, GMFB, DLGAP4,
TYMS, CTSS, ARF6, MAD2L1, CDC40, CXCL9,
IRF8, GTSEl, CXCL10, FAS, CHEK],
270 HNRPA3P1, TRIM25, KITLG SLC25A11,|88% [86% |88% |79% ([85% |72%
NDUFA9, KPNB1, WHSCI1, CA2, ME2, FUT4,
CXCL11, GZMB, RBM25, AK2, CDC42BPA,
BAZ1A, AGPATS5, DKFZp762E1312, SECI0L],
PBK, TRMTS, KLHL24, ETNK]1, STAT]

WARS, SFRS2, EPAS1, STAT1, EIF4E,
MTHFD2, PSME2, MCM6, TK1, GMFB,
DLGAP4, TYMS, USP4, ILMANI1, ARF6,
MAD2L1, CDC40, SLC4A4, CXCL9, IRFS,
271 GTSEl, CXCL10, PLK4, CI1QBP, NDUFAY,|77% [69% [92% |79% |81% |69%
SLC25A11, WHSC1, CA2, HNRPD, ME2, FUT4,
GZMB, RBM25, AK2, ATP5A1, CDC42BPA, FAS,
AGPATS, FLJ10534, SECIOL1, FLJ13220, PBK,
BRIP1, TRMTS, KLHL24, ETNK 1

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, USP4, CTSS, LMANI1, DCK, SLC4A4,
272 CXCL9, IRF8, CXCL10, FAS, HNRPA3P1,|73% |83% |92% |83% |85% |76%
KITLG, C1QBP, NDUFA9, SLC25A11, CA2, ME2,
FUT4, IFT20, RBBP4, TLK1, CXCLI11, RBM25,
BRRN1, CDC42BPA, AGPATS5, FLJ10534,
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MARCHS, SECIOL1, PBK, BRIP1, TRMTS,
KLHL24, ETNKI1, STAT1

WARS, SFRS2, EPAS1, STAT1, EIF4E,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, ARF6, CXCL9, IRF8, RABIF,
CXCL10, FAS, PLK4, CHEKI, KITLG
273 88% [83% |85% |83% |77% |79%
SLC25A11, CIQBP, NDUFA9, WHSCI, CA2,
ME2, CXCLI11, IFT20, RBBP4, TLK1, RBM25,
ATP5A1, CDC42BPA, FLJ13220, PBK, HNRPD,

BRIP1, TRMTS, KLHL24, ETNK1

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, GBPl, GMFB, DLGAP4,
TYMS, TES, DCK, MAD2L1, CXCL9, CXCL10,
FAS, PLK4, HNRPA3P1, KITLG SLC25All,
974 NDUFA9, WHSCI1, C17orf25, CA2, ME2, 1FT20, 21% |s6% |88% |83% |85% |76%
RBBP4, CXCL11, SLC4A4, RBM25, NUP210,
CAMSAPIL1, BRRNI, CDC42BPA, DDAH2,
AGPAT5,  FLJ10534, MARCHS5, SECIOLI,
FLJ13220, PBK, TRMTS5, KLHL24, ETNKI,

STATI

WARS, SFRS2, PAICS, EIF4E, MTHFD2,
PSME2, MCM6, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, TES, LMANI1, CDC40, CXCL9,
CXCL10, PLK4, TRIM2S5, KITLG SLC25Al1,
275 C1QBP, NDUFA9, Cl17orf25, HNRPD, ME2,|73% |86% [77% |83% |[69% [79%
CXCL11, IFT20, TLKI1, SLC4A4, RBM25,
hCAP-D3, ATP5A1, DDAH2, FAS, AGPATS,
FL)10534, MARCHS5, SEC10L1, FLJ13220, PBK,
PSAT1, BRIP1, KLHL24, STAT1

HNRPD, WARS, SFRS2, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, TKI1, GMFB,
DLGAP4, TYMS, USP4, DCK, ARF6, CDC40,
CXCL9, IRF8, CXCL10, FAS, PLK4, TRIM25,
276 85% |{79% (88% 179% |81% |79%
KITLG, CIQBP, NDUFA9, SLC25A11, WHSCI,
CA2, ME2, CXCL11, GZMB, RBBP4, TLKI,
RBM25, AK2, NUP210, ATPSA1l, AGPATS,

MARCHS, SECI0L1, PBK, BRIP1, TRMT5

277 HNRPD, WARS, SFRS2, EPAS1, STATI, EIF4E, [81% (83% (88% [76% |77% |69%
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PRDX3, MTHFD2, PSME2, MCM6, GBPI,
GMFB, DLGAP4, TYMS, TES, CTSS, LMANI,
DCK, SLC4A4, CXCL9, GTSE1, CXCL10, PLK4,
CHEK1, TRIM25, C1QBP, NDUFA9, KPNBI,
WHSCI1, Cl7orf25, ME2, CXCLI1, RBM2S,
BRRN1, ATP5Al, CDC42BPA, DDAH2, FAS,
AGPAT5, MARCHS, PBK, BRIPI, TRMTS,
KLHL24, ETNKI1

WARS, STAT1, EIF4E, SFPQ, PRDX3, MTHFD?2,
MCMé6, TK1, GMFB, DLGAP4, TYMS, TES,
CTSS, MAD2LI1, CDC40, SLC4A4, CXCL9,
RABIF, CXCL10, FAS, KITLG SLC25Al1,
278 77% (72% |88% [83% |77% |79%
C1QBP, NDUFAS9, C170rf25, CA2, HNRPD, ME2,
GZMB, TLKI1, CXCLl1l, RBM25, BRRN]I,
CDC42BPA, SFRS2, DDAH2, AGPATS, SECI0L1,

PBK, PSAT1, BRIP1, TRMTS5, KLHL24

HNRPD, WARS, EPASI1, STATI, EIF4E, SFPQ,

PRDX3, MTHFD2, PSME2, MCM6, TK1, GMFB,
DLGAP4, TYMS, USP4, TES, DCK, ARF6,
CDC40, SLC4A4, CXCL9, RABIF, CXCL10, FAS,
279 TRIM25, NDUFA9, SLC25A11, WHSCL,|77% |86% [92% |76% |77% |76%
Cl7orf25, CA2, ME2, GZMB, TLKI, CXCLI11,
RBM25, AK2, hCAP-D3, CDC42BPA, DDAH?2,
RBBP4, FLJ10534, SECI10L1, FLJ13220, PBK,
PSAT1, BRIP1, KLHL24

WARS, SFRS2, STAT1, EIF4E, MTHFD2,
PSME2, MCM6, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, TES, CTSS, LMANI, ARFé,
CDC40, SLC4A4, CXCL9, CXCL10, FAS, PLK4,
280 KITLG, CIQBP, KPNB1, WHSC1, CA2, ME2,|81% |79% |92% |79% |85% |72%
FUT4, GZMB, CXCL11l, RBM25, AK2,
CDC42BPA, RBBP4, BAZI1A, AGPATS,
MARCHS, SECI10L1, PBK, HNRPD, BRIPI,
KI1.HL24, ETNK1

HNRPD, WARS, SFRS2, EPASI, STATI, EIF4E,
PRDX3, MTHFD2, PSME2, TK1, GMFB,
281 DLGAP4, TYMS, CTSS, LMANI1, DCK, CDC40, |85% |79% |77% |86% |73% |76%
SLC4A4, CXCL9, IRF8, CXCL10, TRIM2S,
SLC25A11, C1QBP, NDUFA9, KPNB1, WHSCI,
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ME2, CXCL11, TLK1, RBM25, hCAP-D3,
CDC42BPA, FAS, BAZ1A, AGPATS, SECI0L1,
FLJ13220, PBK, TRMTS, ETNKI1

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,

MTHFD2, PSME2, GBPl, GMFB, DLGAP4,
TYMS, TES, CTSS, LMANI, MAD2L1, SLC4A4,
CXCL9, CXCLI10, FAS, CHEKI, SLC25All,
282 C1QBP, NDUFA9, KPNB1, WHSC1, Cl170rf25,|77% (83% [88% |83% |(88% [86%
CA2, ME2, FUT4, CXCL11, TLKI1, RBMZ25,
hCAP-D3, ATP5A1, CDC42BPA, DDAH2,
AGPATS, FLJ10534, DKFZp762E1312, SECI0LI,
FLI13220, PBK, TRMTS, STATI

WARS, SFRS2, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, USP4, TES, ARF6, CDC40, CXCLY,
CXCL10, FAS, PLK4, TRIM25, SLC25Al1,
283 CIQBP, NDUFAY, WHSCI, Cl7orf25, CA2, ME2,|81% [83% |85% }76% {85% [72%
FUT4, IFT20, SLC4A4, CXCL11, RBM25, AK2,
BRRN1, ATP5A1, CDC42BPA, AGPATS,
MARCHS, SECI0L1, FLJ13220, PBK, HNRPD,
BRIP1, TRMTS, KLHL24, ETNK1, STAT1

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, LMANI, ARF6, SLC4A4, CXCLS9,
IRF8, CXCL10, FAS, KITLG C1QBP, NDUFA9,
284 SLC25A11, WHSC1, Cl7orf25, CA2, ME2,|81% [76% |88% [79% |85% |72%
GZMB, CXCL11, RBM25, AK2, hCAP-D3,
CDC42BPA, DDAH2, RBBP4, AGPATS,
MARCHS, DKFZp762E1312, SECIOL1,
FLJ13220, PBK, BRIP1, TRMTS, KLHL24, STAT1

WARS, SFRS2, EPAS1, STAT1, EIF4E, PRDX3,

MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, CTSS, DCK, ARF6, CDC40, SLC4A4,
CXCL9, CXCL10, FAS, CHEK1, TRIM25,
285 SLC25A11, C1QBP, C170rf25, CA2, ME2, GZMB, (85% |86% |92% |76% |81% |[72%
IFT20, RBBP4, CXCL11, RBM25, AK2, NUP210,
SOCS6, DDAH2, AGPATS, FLJ10534, MARCHS,
DKFZp762E1312, SECIO0L1, PBK, HNRPD,
TRMTS
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WARS, EPASI1, STAT1, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, TKi, DLGAP4, TYMS,
MAD2L1, CDC40, CXCL9, IRF8, CXCL10, FAS,
TRIM25, KITLG, C1QBP, NDUFAY9, SLC25Al1,
286 73% |76% |81% [79% (73% |66%
WHSC1, Cl7orf25, HNRPD, ME2, CXCLII1,
IFT20, RBBP4, SLC4A4, RBM25, AK2, NUP210,
SOCS6, CDC42BPA, BAZ1A, AGPATS, SECI0L1,

FLJ13220, PBK, PSAT1, BRIP1, TRMT5

WARS, SFRS2, EPASI, EIF4E, PRDX3, PSME2,
GMFB, DLGAP4, TYMS, CTSS, ARF6, MAD2L1,
CDC40, CXCL9, CXCL10, FAS, TRIM2S5,
SLC25A11, C1QBP, NDUFA9, KPNBI1, WHSCI1,
287 88% 190% (88% [79% |77% |79%
Ci7orf25, CA2, HNRPD, ME2, CXCLI11, GZMB,
IFT20, TLK1, SLC4A4, RBM25, CAMSAPILI,
hCAP-D3, RBBP4, BAZ1A, AGPAT5, MARCHS,

FLJ13220, PBK, TRMTS, ETNK1, STATI

HNRPD, WARS, SFRS2, EPAS1, STAT1, EIF4E,
SFPQ, PRDX3, MTHFD2, PSME2, TK1, GMFB,
DLGAP4, TYMS, ARF6, CDC40, CXCL9,
CXCL10, FAS, SLC25A11, NDUFAY9, WHSCI,
288 81% |90% [85% |76% (85% [69%
C170rf25, CA2, ME2, CXCL11, IFT20, SLC4A4,
RBM25, AK2, SOCS6, DDAH2, RBBP4, BAZI1A,
DKFZp762E1312, FLJ13220, PBK, PSATI1, BRIP1,

ETNK1

WARS, SFRS2, EPAS1, STAT1, PAICS, EIF4E,
PRDX3, MTHFD2, PSME2, GMFB, DLGAP4,
TYMS, USP4, CTSS, LMANI, CDC40, CXCL9,
IRF8, RABIF, CXCL10, FAS, TRIM2S,
289 SLC25A11, C1QBP, WHSC1, Cl7orf25, CA2,|77% |86% |88% [83% [73% |[69%
HNRPD, ME2, CXCL11, GZMB, TLKI1, RBM25,
CAMSAPIL], hCAP-D3, CDC42BPA, BAZIA,
AGPATS, MARCHS, DKFZp762E1312, FLJ13220
PBK, PSAT1, BRIP1, KLHL24

Ed

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
ARF6, MAD2L1, SLC4A4, CXCL9, IRFS,
290 85% [83% |85% |83% |81% |72%
CXCL10, FAS, TRIM25, SLC25A11, NDUFAS9,
KPNBI, WHSCI, C17orf25, CA2, ME2, GZMB,

IFT20, RBBP4, CXCL11, RBM25, AK2, BRRNI,
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CDC42BPA, AGPATS, FLJ10534, MARCHS,
SECI0L1, FLJ13220, PBK, HNRPD, BRIPI,
KLHL24, ETNK1, STAT1

HNRPD, WARS, SFRS2, EPASI, STAT1, EIF4E,
SFPQ, PRDX3, MTHFD2, GMFB, DLGAP4,
TYMS, USP4, TES, CTSS, ARF6, MAD2LI,
CDC40, CXCL9, CXCL10, FAS, PLK4, CHEKI1,
291 85% 186% (92% |[79% |85% |86%
KITLG, SLC25A11, NDUFA9, KPNB1, CA2, ME2,
FUT4, CXCL11, GZMB, TLKI1, SLC4A4, RBM25,
ATP5A1, DDAH2, MARCHS, DKFZp762E1312,

PBK, BRIP1, KLHL24

WARS, SFRS2, EPAS1, STAT1, EIF4E, PRDX3,
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, USP4, CTSS, CXCL9, IRF8, RABIF,
CXCL10, FAS, PLK4, TRIM25, C1QBP, NDUFASY,
292 SLC25A11, Cl7orf25, CA2, HNRPD, ME2, 81% |83% l8s% |72% |69 |76%
CXCL11, GZMB, SLC4A4, RBM25, ATP5Al,
CDC42BPA, DDAH2, MARCHS,
DKFZp762E1312, SECI0L1, FLJ13220, PBK,
PSAT1, BRIP1, KLHL24, ETNK1, UBD, GTSE1,

MYOI1B, TMEDS, RBBP8

HNRPD, WARS, EIF4E, PRDX3, MTHFD?2,
PSME2, GMFB, DLGAP4, TYMS, USP4,
MAD2LI, CXCL9, IRF8, CXCL10, FAS,
SLC25A11, NDUFA9, WHSC1, ME2, CXCLI11,
293 IFT20, RBBP4, SL.C4A4, RBM25, AK2, NUP210,|81% [79% |77% |79% {69% |[72%
CAMSAPIL1, ATP5A1, DDAH2, AGPATS,
MARCHS, SECI0L1, FLJ13220, PBK, PSATI1,
BRIP1, STAT1, FLJ22471, LAPTMS, DEPDCI,
INDO, YDD19

WARS, SFRS2, PSME2, GMFB, DLGAP4,
TYMS, TES, CDC40, CXCL9, CXCLI0,
HNRPA3P1, CIQBP, SLC25All, WHSCI,
294 Cl70rf25, CA2, ME2, TLK1, SLC4A4, CXCL11,|73% |79% [88% |79% |85% |76%
AK2, hCAP-D3, DDAH2, FAS, AGPATS,
FLJ10534, PSAT1, HNRPD, BRIP1, KLHL24,
STAT1, IVD

295 WARS, SFRS2, EPAS], EIF4E, SFPQ, MTHFD2,|85% 86% {85% |76% |73% |76%
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PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
LMANI, CDC40, SLC4A4, CXCL9, IRF8, RABIF,
CXCL10, FAS, PLK4, CHEKI, HNRPA3PI1,
TRIM25, SLC25A11, NDUFA9, KPNB1, WHSCI1,
CA2, HNRPD, ME2, GZMB, IFT20, CXCLI11,
RBM25, hCAP-D3, BAZ1A, AGPATS, MARCHS,
PBK, BRIP1, KLHL24, ETNKI, STAT1, TACC3,
IL2RB, AK2

HNRPD, WARS, SFRS2, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, CDC40, SLC4A4, CXCL9, CXCLI10,
HNRPA3P1, KITLG, CI1QBP, NDUFAS9,
296 81% [86% [92% (86% ([85% |76%
SLC25A11, WHSC1, CA2, ME2, FUT4, CXCL11,
[FT20, RBBP4, RBM25, AK2, DDAH2, FAS,
FLJ10534, SECI0L1, FLJ13220, PBK, BRIPI,

TRMTS, KLHL24, STAT1, FEMIC, ITGBS

WARS, EIF4E, PSME2, GMFB, DLGAP4,
TYMS, USP4, CDC40, SLC4A4, CXCL10,
TRIM25, C1QBP, NDUFAY, SLC25AI11, CA2,
297 77% |79% |73% |86% |81% (86%
ME2, CXCL11, RBM25, CAMSAPI1L1, ATP5Al,
SOCS6, FLIJ10534, DKFZp762E1312, SECI0LI,

HNRPD, STAT1, LMAN1, LOC92249, NFS1

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
TES, CTSS, DCK, MAD2L1, CXCL9, GTSE],
CXCL10, FAS, HNRPA3P1, KITLG CI1QBP,
298 NDUFA9, SLC25A11, WHSCI1, CA2, HNRPD,|81% |76% |81% ({72% |77% |76%
ME2, FUT4, CXCLI1l, SLC4A4, RBM?25,
CDC42BPA, DDAH2, RBBP4, FLJ10534,
MARCHS, SECI10L1, FLJ13220, PBK, BRIPI,
ETNKI, STAT1, ZWINT, ZG16, TPRT, PURA

HNRPD, WARS, STAT1, EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
MAD2L1, SLC4A4, CXCL9, CXCLI10, FAS,
299 85% |79% [81% |69% |77% |72%
NDUFA9, WHSC1, ME2, GZMB, TLK1, CXCL11,
RBM25, AGPATS, FLJ13220, KLHL24, SLAMFS,

PBX1, CAP350

300 HNRPD, WARS, STAT1, EIF4E, PRDX3,]77% |79% |85% |76% |85% |79%
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MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, LMAN1, DCK, ARF6, CXCLS,
CXCL10, FAS, TRIM2S, KITLG CIQBP,
NDUFA9, KPNBI1, SLC25A11, WHSC1, CA2,
ME2, FUT4, CXCL11, GZMB, IFT20, SLC4A4,
RBM25, BRRNI, ATP5Al1, SFRS2, DDAH2,
RBBP4, SECIOL1, FLJ13220, PBK, PSATI,
KLHL24, ETNK1, FLJ20273, VAPB, LARP4,
CD74, BTN2A2

WARS, SFRS2, EPAS1, EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, TKIl, GMFB, DLGAP4,
TYMS, USP4, CTSS, CDC40, SLC4A4, CXCLY,
IRF8, CXCL10, FAS, PLK4, CHEKI1, TRIM25,
301 KITLG, SLC25A11, C1QBP, NDUFA9, WHSC1,{81% [76% |88% |69% |77% |69%
HNRPD, ME2, CXCL11, GZMB, RBBP4, RBM25,
CAMSAPIL1, BRRNI1, CDC42BPA, AGPATS,
FLI10534, SEC10L1, PBK, BRIP1, KI.HL24,
ETNK1, STAT1, H2AFZ, PGGTI1B

WARS, EIF4E, MTHFD2, PSME2, GBP1, GMFB,
DLGAP4, TYMS, CDC40, SLC4A4, CXCLI10,
FAS, CHEK1, HNRPA3P1, KITLG SLC25A1l,
302 85% [86% [83% (83% [81% |79%
CA2, ME2, FUT4, CXCL11, IFT20, TLKI,
RBM25, AK2, SFRS2, TRMTS, KLHL24, STATI,

FKBPY

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,

MTHFD2, PSME2, MCMS6, TK1, DLGAP4,
TYMS, TES, MAD2L1, CDC40, CXCL9,
CXCL10, FAS, PLK4, CHEKI1, TRIM25, C1QBP,
303 NDUFA9, WHSCI, CA2, ME2, CXCL11, GZMB, |77% |79% [88% |79% [81% |76%
RBBP4, SLC4A4, RBM25, CAMSAPILI,
DDAH2, AGPATS, MARCHS5, SEC10L1, PBK,
BRIP1, TRMTS5, ETNK1, STAT1, CHAFIA,
ITGBS, HNRPDL

HNRPD, WARS, SFRS2, MTHFD2, PSME2,
TK1, GMFB, DLGAP4, TYMS, LMANI1, DCK,
MAD2L1, CXCL9, CXCL10, FAS, KITLG
304 81% [79% ([81% (83% [81% |72%
KPNB1, SLC25A11, WHSC1, ME2, CXCLI11,
IFT20, SLC4A4, RBM25, BRRN1, ATP5AL,

CDC42BPA, BAZ1A, MARCHS, SECI10L1, PBK,
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PSAT1, BRIP1, KLHL24, STAT1, RBM28
HNRPD, WARS, SFRS2, EIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, CDC40,
CXCL9, CXCL10, PLK4, HNRPA3P1, TRIM2S,
305 SLC25A11, KPNBI1, ME2, SLC4A4, RBM25,|77% |(83% |77% |83% |88% |[79%

hCAP-D3, FAS, RBBP4, BAZ1A,
DKFZp762E1312, SECI10L1, KLHL24, STATI,
PSME], BUB3, SOCS6

WARS, EPAS], STATI1, EIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, TES,
CTSS, ARF6, SLC4A4, CXCL9, RABIF, CXCL10,
FAS, PLK4, KITLG SLC25Al11, CIQBP,
306 NDUFAY9, KPNB1, WHSCI1, CA2, HNRPD, ME2,|73% |79% |85% [79% {81% (76%
FUT4, CXCL11, IFT20, RBM25, CAMSAPILI,
SOCS6, DDAH2, AGPATS, FLJ10534, MARCHS,
SECI0L1, FLJ13220, PBK, BRIP1, KLHL24,
ETNKI1, RPS2, CHAF1A, LGALS3BP

WARS, SFRS2, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, CXCL9, GTSEl, RABIF,
CXCL10, HNRPA3P1, TRIM25, KITLG, C1QBP,
307 85% |93% |85% (83% |81% |83%
NDUFA9, WHSC1, CA2, ME2, FUT4, RBM25,
hCAP-D3, ATP5A1, DDAH2, FAS, STATI,

CDCAS8, HMGB3

WARS, MTHFD2, PSME2, GBP1, MAD2LI,
CXCL9Y, IRF8, CXCLI10, CHEKI1, KITLG MEZ2,
308 CXCLI11, IFT20, RBM25, AK2, ATP5A1l, FAS,|81% |76% |81% [83% |77% |69%
AGPATS, SEC10L1, FLJ13220, HNRPD, KLHL24,
ETNKI1, STAT1, ECGF1

WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, TKI1, GMFB, DLGAP4,
TYMS, TES, CDC40, SLC4A4, CXCL9, GTSEL,
CXCL10, FAS, PLK4, CHEKI, KITLG C1QBP,
309 NDUFA9, SLC25A11, WHSCI, Cl7orf25, ME2,|81% [83% |88% [76% |73% |76%
FUT4, CXCLI1, IFT20, RBBP4, RBM2S, AK2,
NUP210, BRRNI1, CDC42BPA, AGPATS3,
FLJ10534, MARCHS, SEC10L1, FLJ13220, PBK,
TRMTS, ETNKI, STAT1, SELL, GART

310 WARS, SFRS2, EPAS], STAT1, EIF4E, SFPQ,[73% |72% (85% [83% [69% |72%
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MTHFD2, PSME2, TKl, GMFB, DLGAP4,
TYMS, USP4, CTSS, ARF6, CDC40, CXCLS9,
GTSEl, CXCL10, FAS, PLK4, CHEKI1, TRIM25,
SLC25A11, CIQBP, NDUFA9, WHSCI1, ME2,
FUT4, CXCLI1, IFT20, RBBP4, SLC4A4,
RBM25, hCAP-D3, DDAH2, AGPATS, FLJ10534,
MARCHS, SEC10L1, FLJ13220, PSAT1, HNRPD,
BRIP1, KLHL24, ETNKI1, WFDC1, YTHDF3,
K-ALPHA-1, PAWR

HNRPD, WARS, SFRS2, STAT1, EIF4E, PRDX3,

MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, TES, LMANI, MAD2L1, CDC40, CXCLS9,
IRF8, CXCL10, PLK4, HNRPA3PI, KITLG
311 CIQBP, NDUFA9, SLC25Al11, WHSCI, ME2,|81% [83% [88% |83% (73% |79%
FUT4, CXCLII, IFT20, RBM25, BRRNI,
CDC42BPA, FAS, AGPAT5, DKFZp762E1312,
SEC10L1, FLJ13220, PBK, BRIP1, KLHL24,
SMC2L1, IRF1

WARS, EPAS], STAT1, MTHFD2, PSME2,
MCM6, GMFB, DLGAP4, TYMS, USP4, CTSS,
LMANI, CXCL9, IRF8, CXCL10, KITLG, C1QBP,
312 NDUFA9, SLC25A11, ME2, SLC4A4, RBM25,(73% |79% |81% [79% |77% |76%
hCAP-D3, SOCS6, FAS, RBBP4, BAZIA,
AGPATS, PSATI, BRIP1, ETNK]1, LPP, PPMID,
LAP3, TXNDC

WARS, EIF4E, PRDX3, PSME2, TK1, GMFB,
DLGAP4, TYMS, LMANI1, CXCL10, SLC25A11I,
C1QBP, NDUFA9, KPNBI, C170rf25, CA2, ME2,
313 77% |76% |85% |79% |77% |(83%
RBBP4, SLC4A4, RBM25, FAS, SECI0L1, PBK,
HNRPD, ETNKI1, STAT1, KI1AA0828, SPCS3,

NARS

HNRPD, WARS, SFRS2, EPAS1, EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, MCM6, TK1, GMFB,
DLGAP4, TYMS, USP4, LMANI, ARF6, CDC40,
SLC4A4, CXCL9, IRF8, CXCLIO, FAS, PLK4,
314 81% [76% (85% [|79% ([81% [79%
KITLG C1QBP, NDUFA9, SLC25A11, WHSCI,
CA2, ME2, GZMB, CXCL1l, RBM25,
CAMSAPIL1, CDC42BPA, FLJ10534, MARCHS,

FLI13220, PBK, PSAT1, BRIP1, KLHL24, STATI,
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NUP160, HLA-E

WARS, EIF4E, SFPQ, PRDX3, MTHFD2,
MCMé6, GMFB, DLGAP4, TYMS, CDC40,
CXCL9, CXCL10, CHEK1, HNRPA3P1, C1QBP,
315 73% |79% |85% [83% |[77% |72%
SLC25A11, WHSC1, CA2, ME2, CXCLII,
SLC4A4, RBM25, AK2, SFRS2, FAS, MARCHS,

FLJ13220, KLHL24, ETNK1, STAT1, SOCS1

WARS, EIF4E, MTHFD2, PSME2, GMFB,
DLGAP4, USP4, DCK, CDC40, CXCL9, CXCL10,
FAS, SLC25A11, C1QBP, KPNBI1, WHSC1, CA2,
316 81% |83% (81% [79% [85% |76%
ME2, FUT4, CXCL1l, RBM25, DDAH?2,
SECIOL1, PBK, HNRPD, TRMTS5, KLHL24,

STATI1, PPA2, GTSEI, TNFRSF11A, RYK

WARS, SFRS2, EPAS], PSME2, TK1, GMFB,
DLGAP4, TYMS, CTSS, LMANI1, CDC40,
SLC4A4, CXCL9, IRF8, CXCL10, PLK4, CHEKI,
317 SLC25A11, C1QBP, KPNBI, WHSCI, CA2, ME2,{77% [90% [85% |79% {85% |[83%
GZMB, TLK1, CXCL11, RBM25, hCAP-D3, FAS,
RBBP4, FLJ10534, MARCHS, HNRPD, STATI,
KIF2C, HAT!

WARS, EIF4E, PRDX3, PSME2, GBP1, TYMS,
LMANI1, CXCL9, CXCL10, FAS, CHEKI1,
318 SLC25A11, NDUFA9, CA2, ME2, RBBP4, TLK1,{69% |83% |[77% |86% |(81% |(83%
CXCLI1, SLC4A4, BRRNI, PBK, HNRPD,
STAT1, TGFB2

WARS, SFRS2, EPASI, EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, TK1, DLGAP4, TYMS,
LMANI1, SLC4A4, CXCL9, CXCL10, PLK4,
SLC25A11, WHSC1, Cl7orf25, CA2, ME2,
319 92% |90% ([88% [79% ([73% |79%
CXCL11, GZMB, IFT20, RBM25, NUP210,
CAMSAPIL1, ATP5A1, FAS, RBBP4, AGPATS,
FLJ10534, PBK, PSAT1, HNRPD, STATI,

HLA-DMB

SFRS2, EIF4E, PRDX3, MTHFD2, PSME2,
DLGAP4, TYMS, CXCLI10, FAS, PLK4, CHEK1,
320 HNRPA3P1, TRIM25, SLC25All1, CIQBP,|73% |86% |73% |76% |81% |79%
NDUFA9, CA2, ME2, CXCL11, SLC4A4, RBM25,
ATP5A1, FLJ13220, PSAT1, BRIP1, STAT1, RIFi,
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SCC-112, U2AF2

HNRPD, WARS, STAT1, EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, MCMé6, TKIl, GMFB,
DLGAP4, TYMS, CTSS, LMANI, DCK, CDCA40,
SLC4A4, CXCL9, CXCL10, FAS, PLK4, TRIM2S,
321 SLC25A11, NDUFA9, WHSC1, Cl7orf25, CA2,(77% (83% |[81% [79% |81% |76%
ME2, FUT4, CXCLI11, IFT20, RBM25, AK2,
BRRNI1, SFRS2, DDAH2, MARCHS, SEC10L1,
FLJ13220, PBK, PSAT1, BRIP1, KLHL24, CD8A,
GTF2H2, C140rfl156, BIRCS

HNRPD, WARS, SFRS2, EPAS1, STAT1, EIF4E,
SFPQ, PRDX3, MTHFD2, PSME2, MCM$6, TKI1,
GMFB, DLGAP4, TYMS, USP4, CTSS, DCK,
CXCL9, RABIF, CXCL10, FAS, TRIM2S,
322 77% |79% |81% |83% [88% ([76%
NDUFA9, KPNBI1, WHSC1, CA2, ME2, RBBP4,
SLC4A4, RBM25, NUP210, hCAP-D3, SOCS6,
BAZ1A, PBK, PSAT1, BRIP1, KLHL24, MAX,

HADHSC

WARS, SFRS2, EIF4E, MTHFD2, PSME2, TKI1,
GMFB, DLGAP4, TYMS, TES, CTSS, ARF6,
MAD2L1, CDC40, CXCL9, IRF8, CXCLIO,
TRIM25, SLC25A11, C1QBP, NDUFA9, CA2,
323 88% |83% [88% [76% |85% [79%
ME2, CXCL11, GZMB, SLC4A4, RBM25, AK2,
NUP210, BRRNI1, ATP5A1, DDAH2, FAS,
MARCHS, SECI0L1, PBK, HNRPD, ETNKI,

STAT], AP1G1

WARS, STAT1, PRDX3, MTHFD2, PSME2, TK1,
GMFB, DLGAP4, TYMS, CTSS, LMANI, ARF6,
MAD2L1, CDC40, CXCL9, CXCL10, FAS, PLK4,
TRIM25, KITLG, Cl1QBP, NDUFA9, KPNBI,
324 SLC25A11, WHSCI, CA2, HNRPD, ME2, FUT4,[{73% |76% |81% |83% |85% |86%
CXCL11, RBM25, CAMSAPIL1, hCAP-D3,
BRRNI, ATP5Al1, SOCS6, RBBP4, SECI0LI,
PBK, BRIP1, KLHL24, ETNK1, MIS12, RBMS3,
RUNXI, TTC19

HNRPD, WARS, SFRS2, EIF4E, MTHFD2,
325 PSME2, GMFB, DLGAP4, TYMS, MAD2L1,|85% |76% [92% [76% [85% |76%
CXCL10, FAS, HNRPA3P1, NDUFAY, SLC25A11,
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CA2, ME2, GZMB, CXCL11, hCAP-D3, RBBP4,
BAZ1A, AGPATS5, FLJ10534, ETNKI1, STATI,
JAK2, RNGTT

WARS, PAICS, EIF4E, SFPQ, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, USP4, TES, ARF6,
CDC40, CXCL9, RABIF, CXCL10, FAS, TRIM25,
KITLG, C1QBP, NDUFA9, SLC25A11, WHSCI,
326 73% |76% |81% |[79% |77% |66%
ME2, FUT4, CXCLI1, SLC4A4, RBM25,
CAMSAPIL1, hCAP-D3, CDC42BPA, AGPATS,
PBK, PSAT1, HNRPD, BRIP1, STAT1, CDC2,

ATP13A3, ZC3HAV1, FANCA

WARS, EIF4E, MTHFD2, PSME2, TK1, GMFB,
TYMS, CXCL9, CXCL10, FAS, SLC25Al1,
WHSC1, Cl17orf25, CA2, ME2, RBM25, NUP210,
327 77% [79% [85% [79% [69% [79%
BAZ1A, FLJ10534, MARCHS, SEC10L1, HNRPD,
BRIP1, KLHL24, ETNKI, STAT]l, SGPP1,

CLCA4, FOXM]1

HNRPD, WARS, SFRS2, EPASI, STATI, EIF4E,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, TES, LMANI, DCK, ARF6, CDC40,
CXCL9, CXCL10, FAS, PLK4, TRIM2S, KITLG,
328 SLC25A11, C1QBP, NDUFA9, KPNB1, WHSC1,|88% |83% (85% |79% [81% (76%
Cl7orf25, CA2, ME2, TLK1, CXCL11, SLC4A4,
RBM25, AK2, hCAP-D3, BAZIA, AGPATS,
SECIOL1, FLJ13220, PBK, KLHL24, ETNKI,
MCAM, BUB3, YTHDC2, APOL6, NUP210

WARS, SFRS2, EPASI1, EIF4E, MTHFD2,
PSME2, MCM6, TK1, GMFB, DLGAP4, TYMS,
USP4, TES, LMANI, ARF6, CDC40, CXCL9,
IRF8, GTSE1, RABIF, CXCL10, FAS, HNRPA3P1,
C1QBP, NDUFA9, KPNB1, SLC25A11, WHSCI,
329 88% |86% (85% |76% |77% [72%
Ci17orf25, CA2, HNRPD, ME2, CXCL11, GZMB,
SLC4A4, RBM25, AK2, SOCS6, CDC42BPA,
RBBP4, AGPAT5, MARCHS, SECI0L1, PSATI,
BRIPI, KLHL24, ETNKI, STAT1, CACNB3,

BUBI1B, ESPL1, H2AFZ

WARS, SFRS2, EPAS1, EIF4E, MTHFD2,

330 77% [79% (73% [79% |65% |69%
PSME2, TK1, GMFB, DLGAP4, USP4, CXCL9, '
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CXCL10, NDUFA9, KPNBI, SLC25A1l,
Cl7orf25, ME2, CXCL11, RBBP4, hCAP-D3,
ATP5Al, FAS, AGPATS, FLJ10534, PBK, PSAT],
HNRPD, BRIP1, ETNKI1, STAT!, LHCGR

WARS, EIF4E, MTHFD2, PSME2, GBPI1,
DLGAP4, TYMS, CTSS, CDC40, SLC4A4, IRFS,
CXCL10, FAS, TRIM2S5, SLC25Al1, CIQBP,
331 69% |72% |73% 86% |81% |76%
NDUFA9, ME2, FUT4, RBBP4, TLKI1, RBM25,
AK2, FLJ10534, MARCHS, FLJI3220, ETNKI1,

STAT1, C180rf9, C100rf3, AURKB, IFI16, PTPRC

HNRPD, WARS, PAICS, EIF4E, PRDX3,
MTHFD2, TK1, GMFB, TYMS, CTSS, CXCL9,
FAS, KITLG, NDUFA9, SLC25A11, Cl7orf25,
332 ME2, FUT4, CXCL11, IFT20, SLC4A4, RBM2S,[77% |83% [88% |76% |77% |72%
CDC42BPA, SFRS2, AGPAT5, MARCHS,
SECIOL1, FLJ13220, PBK, PSAT1, BRIPI,
KLHL24, STAT1, AK2

WARS, EIF4E, PRDX3, MTHFD2, PSME2,
MCMé6, GMFB, DLGAP4, TYMS, USP4, CTSS,
LMANI1, CXCL9, CXCL10, FAS, PLK4,
HNRPA3P1, TRIM25, SLC25A11, WHSCI1, ME2,
333 88% |86% |85% [66% |65% [79%
CXCL11, IFT20, SLC4A4, RBM25, BAZIA,
AGPATS, DKFZp762E1312, SECI10L1, PBK,
HNRPD, BRIP1, ETNKI, STAT1, TOP2A,

NUSAP1, USP14, PRF1, SCYL2

WARS, SFRS2, EPASI, EIFAE, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4,
CXCL10, FAS, WHSCI, Cl170rf25, ME2, IFT20,
334 88% [93% (88% |86% |73% |83%
TLK1, CXCL11, SLC4A4, RBM25, AK2,
CDC42BPA, HNRPD, ETNK1, STATI, HLA-DRA,

POLE2, PAICS, NUP210

HNRPD, WARS, EIF4E, PRDX3, MTHFD?2,
PSME2, GBPI, TK1, GMFB, DLGAP4, TYMS,
USP4, LMANI1, CDC40, CXCL9, PLK4,
335 SLC25A11, WHSCI, C17orf25, CA2, ME2, IFT20,{81% |83% |92% |79% |(88% |83%
CXCL11, RBM25, hCAP-D3, FAS, FLJ10534,
DKFZp762E1312, SECI0L1, ETNKI1, STATI,
WDHDI1

136



200680052902. 3 WO P E134/154m

SVM 3NN INN

WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, MCMé6, GBPl, GMFB,
DLGAP4, TYMS, USP4, CTSS, MAD2LI,
CXCL9, IRF8, GTSE1, CXCL10, FAS, CHEKI],
336 KITLG, SLC25A11, C1QBP, NDUFA9, WHSCI, 7% e |8s% 176% |81% |76%
Cl7orf25, CA2, ME2, CXCLI1, GZMB, IFT20,
TLK1, SLC4A4, RBM25, hCAP-D3, BAZIA,
MARCHS, DKFZp762E1312, SECI10L1,
FLJ13220, PSAT1, HNRPD, BRIP1, KLHL24,

ETNK1, STATI, CUTL1, FAM64A

WARS, SFRS2, EPAS1, EIFAE, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, CTSS,
LMANI1, CDC40, CXCL9, IRF8, SLC25All,
337 CIQBP, NDUFAY9, CA2, ME2, FUT4, CXCLI1,|77% |79% |92% |69% [92% |79%
RBM25, AK2, CDC42BPA, FAS, RBBP4,
AGPAT5, MARCHS, SECI10L1, PBK, HNRPD,
BRIP1, TRMTS, STAT1, TMEPAIL, ZNF304, KLF7

WARS, SFRS2, EPAS1, STATI1, EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, GBPl, GMFB,
DLGAP4, TYMS, CDC40, SLC4A4, CXCLY,
RABIF, CXCL10, FAS, CHEKI, TRIM2S,
338 SLC25A11, CIQBP, NDUFA9, WHSC1, CA2, 81% 193% 192% |79% |81% |72%
HNRPD, ME2, GZMB, RBBP4, CXCL11, RBM25,
AK2, NUP210, BRRN1, ATP5A1, CDC42BPA,
AGPATS5, FLJ10534, MARCHS5, SECI0LI,
FLJ13220, PBK, PSAT1, BRIPI, MCMIO,

HLA-DMA, RABEPI, YARS, P15RS

WARS, STAT1, EIF4E, MTHFD2, PSME2,
GMFB, DLGAP4, MAD2L1, FAS, PLK4, TRIM25,
339 KITLG, SLC25A11, KPNB1, WHSCI1, ME2, 73% 79% [77% |79% [69% |83%
CXCL11, SLC4A4, RBM25, AK2, AGPATS,
KLHL24, CDKNIC, RFC5, FENI, TFRC

WARS, EIF4E, MTHFD2, PSME2, TK1, GMFB,
DLGAP4, TYMS, TES, LMANI, DCK, CDC40,
CXCL9, IRF8, GTSEl, CXCL10, FAS, PLK4,
340 TRIM25, SLC25A11, C1QBP, NDUFA9, ClI70rf25,{73% [79% |85% (83% |81% |72%
CA2, ME2, FUT4, CXCL11, SLC4A4, RBM25,
AK2, CDC42BPA, RBBP4, BAZIA, AGPATS,
FLJ10534, SECIOL1, FLJ13220, PBK, PSAT1,
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HNRPD, KLHL24, ETNK1, STAT1, SPFH1, SP3,
CDC20, RAP1GDS1, M11S1

WARS, EPAS1, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
LMANI, ARF6, SLC4A4, CXCL9, CXCL10, FAS,
TRIM25, KITLG, C1QBP, NDUFA9, SLC25A11,
341 WHSC1, C170rf25, HNRPD, ME2, GZMB, TLK1,{96% |90% (81% |72% ({73% |[72%
CXCL11, RBM25, AK2, BRRNIi, DDAH2,
AGPATS, FLJ10534, SECIOL1, FLJ13220, PBK,
PSATI1, TRMTS, KLHL24, ETNK1, STAT1, AVEN,
HLA-DPA1, CD59

WARS, SFRS2, EPASI, PRDX3, MTHFD2, TKI,
GMFB, DLGAP4, TYMS, TES, LMANI1, SLC4A4,
GTSEl, CXCL10, FAS, TRIM25, CIQBP,
NDUFAY, SLC25A11, WHSCI1, Cl70rf25, CA2,
342 81% (83% [92% |[79% |85% |79%
HNRPD, ME2, FUT4, CXCL11, RBM2S,
CDC42BPA, RBBP4, BAZIA, AGPATS,
MARCHS, SECIOL1, BRIP1, TRMTS5, KLHL24,

STAT1, MPPS5, EIF4A1, TRIP13, APOL3

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, LMAN]1,
CDC40, CXCL9, CXCL10, FAS, CHEK],
HNRPA3PI, SLC25AI1, CIQBP, WHSC1, CA2,
343 69% |79% [85% |83% |88% |76%
HNRPD, ME2, CXCL11, TLK1, SLC4A4, RBM25,
AK2, ATP5A1, SOCS6, BAZIA, AGPATS,
MARCHS, DKFZp762E1312, SECI0L1, PBK,

BRIP1, KLHL24, STAT1, GPR161, SGCD

WARS, SFRS2, EIF4E, PRDX3, PSME2, GMFB,
DLGAP4, TYMS, USP4, MAD2L1, CDCA40,
SLC4A4, CXCL10, FAS, CHEKI, KITLG
344 NDUFA9, KPNB1, SLC25A11, CA2, HNRPD,[77% [86% |92% [79% [88% |86%
ME2, FUT4, GZMB, CXCL11, RBM25, BRRN]I,
CDC42BPA, MARCHS, KLHL24, ETNKI1, STAT1,
ADHIC, WHSCI1, HIP2

WARS, SFRS2, EPAS], PAICS, EIF4E, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
345 81% |86% [88% [83% (88% [72%
DCK, ARF6, SLC4A4, CXCL9, RABIF, CXCL10,

FAS, TRIM25, SLC25A11, CIQBP, NDUFA9,
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WHSCI1, Cl7orf25, CA2, HNRPD, ME2, FUT4,
GZMB, [IFT20, CXCL1ll, RBM25, AK2,
CAMSAPIL1, BRRN!, DDAH2, RBBP4,
AGPATS, PBK, PSAT1, BRIP]1, KLHL24, STAT1,
XPO7, TRAFD1, YTHDC2, RNF138

WARS, SFRS2, EPASI, PRDX3, MTHFD2,
PSME2, MCM6, DLGAP4, TYMS, USP4, CDC40,
SLC4A4, CXCL9, RABIF, CXCL10, FAS,
SLC25A11, C1QBP, NDUFA9, WHSC1, CA2,
346 81% |83% (85% |76% |81% |[72%
ME2, CXCL11, RBM25, NUP210, BRRNI,
DDAH2, RBBP4, BAZ1A, DKFZp762E1312,
SECI0L1, PSAT1, HNRPD, KLHL24, ETNKI,

STAT1, ACADSB, AMIGO2, CCL5, KIAA0286

SFRS2, EPAS1, EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMANI, DCK, ARF6, CDC40, CXCL9, GTSE1,
CXCL10, FAS, SLC25Al1, KPNBI1, WHSCI,
CA2, HNRPD, ME2, CXCL11, SLC4A4, RBM25,
AK2, ATP5A1, CDC42BPA, BAZI1A, FLJ10534,
FLJI3220, PBK, BRIP1, KLHL24, STATI,
PSMB9Y, HBP1, CPD, AIM2

347 81% (83% ]92% |79% ([85% |79%

WARS, EPASI, EIF4E, PRDX3, MTHFD2,
MCM6, GMFB, DLGAP4, CDC40, CXCLI10,
CHEK1, KPNB1, CA2, ME2, RBBP4, CXCLI11,
348 73% |86% |[73% |86% |73% |79%
SLC4A4, RBM25, CDC42BPA, FAS, FLJ10534,
SEC10LI1, FLJ13220, HNRPD, STATI1, TTK,

YBX2, BCL7C, SI

WARS, SFRS2, STAT1, EIF4E, PRDX3,
MTHFD2, TK1, GMFB, DLGAP4, TYMS, USP4,
TES, CTSS, CXCL9, CXCL10, FAS, SLC25A1I,
349 88% [79% 196% [69% |88% |76%
KPNB1, Cl7orf25, ME2, GZMB, SLC4A4,
NUP210, hCAP-D3, HNRPD, TRMTS, KLHL24,

PRO2730

EPAS]1, EIFAE, PRDX3, PSME2, GMFB,
DLGAP4, TYMS, USP4, CTSS, SLC4A4,
350 CXCLIO, HNRPA3P1, KITLG, SLC25A11,{73% |83% (92% (79% |81% |76%
WHSC1, CA2, HNRPD, ME2, FUT4, RBM2S,
CAMSAPIL1, FAS, AGPAT5, FLJ10534,
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MARCHS, SECIOL1, PSAT1, BRIP1, KLHL24,
STAT1, MCM2, GGA2, SPAGS5, VRKI,
EBNAIBP2

WARS, SFRS2, EIF4E, MTHFD2, PSME2, TK1,
GMFB, DLGAP4, TYMS, LMANI, MAD2LI,
SLC4A4, CXCL9, RABIF, CXCL10, FAS, CHEK1,
KITLG, SLC25A11, NDUFA9, Cl7orf25, CA2,
351 85% |76% |88% |83% 88% (76%
ME2, IFT20, CXCL11, RBM2S, hCAP-D3,
CDC42BPA, AGPAT5, MARCHS, HNRPD,
KLHL24, STAT1, MYCBP, GBPl, ITGAA4,

PBXIP1, CENPA

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, ARF6, CDC40, SLC4A4, CXCLY, CXCL10,
FAS, TRIM2S, KITLG NDUFA9, SLC25AIl1,
352 Cl7orf25, CA2, ME2, FUT4, GZMB, CXCLI11,(77% [79% [92% [|76% [77% |76%
BRRNI, SOCS6, CDC42BPA, BAZIA,
DKFZp762E1312, SEC10L1, PBK, PSAT1, BRIP1,
TRMTS, ETNK1, STAT1, PPIG NUP98, FUSIPI1,
SH3GLBI

WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
DCK, CDC40, CXCL9, GTSEI1, RABIF, CXCLI10,
KITLG CIQBP, NDUFA9, SLC25A11, C170rf25,
353 85% (83% |88% [79% [73% |[72%
CA2, ME2, GZMB, IFT20, SLC4A4, RBM25,
DDAH2, FAS, AGPATS, FLJ10534, MARCHS,
FLJ13220, PBK, HNRPD, KLHL24, ETNKI,

'STAT1, C5orf4, KIF23, SSPN

HNRPD, WARS, SFRS2, STAT1, EIF4E, SFPQ,
PSME2, GBP1, GMFB, DLGAP4, TYMS, CTSS,
ARF6, CDC40, SLC4A4, CXCLI10, FAS, C1QBP,
354 NDUFA9, SLC25A11, WHSCI1, CA2, ME2, IFT20,{85% [83% |92% [83% |[81% (76%
RBBP4, CXCLI11, RBM25, NUP210, BAZ1A,
AGPATS, MARCHS, PBK, KLHL24, MAP2K4,
UBE2L6

HNRPD, WARS, EIF4E, MTHFD2, MCMS,
355 DLGAP4, TYMS, CDC40, CXCL9, CXCLIO, FAS, [88% (90% |73% |79% [73% |76%
TRIM25, C1QBP, ME2, CXCL11, RBM25, AK2,
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CDC42BPA, SECI10L1, PBK, KLHL24, ETNK1,
STAT1, DNA2L, TAP2, SYNPO

HNRPD, WARS, EIF4E, MTHFD2, GBPI,
GMFB, DLGAP4, TYMS, USP4, DCK, CDC40,
CXCL9, IRF8, GTSEIl, CXCL10, HNRPA3PI,
TRIM2S5, C1QBP, NDUFA9, SLC25A11, WHSCI,
356 CA2, ME2, FUT4, CXCLI11, RBBP4, TLKI1,|69% [83% [85% {83% ([81% |79%
SLC4A4, RBM25, AK2, NUP210, ATP5Al,
SFRS2, FAS, AGPATS, FLJ10534, MARCHS,
SECIOL1, PBK, KLHL24, ETNKI, STATI,
EXOSC9, KIF15, FBXL14, ABCE1

WARS, EPASI1, EIF4E, PRDX3, MTHFD2,
PSME2, MCM6, TK1, GMFB, DLGAP4, TYMS,
TES, CTSS, LMAN1, CDC40, SLC4A4, CXCL9,
IRF8, CXCL10, FAS, PLK4, HNRPA3P1, Ci1QBP,
357 NDUFA9, SLC25A11, WHSCI1, Cl7orf25, CA2,|85% (86% [88% {79% |81% |72%
HNRPD, ME2, CXCLIl, RBM25, AK2,
CDC42BPA, RBBP4, AGPATS, FLJ10534,
SEC10L1, FLJ13220, PBK, BRIP1, STAT1, CCLS,
FLJ20516, BUB1, MRPLA42

HNRPD, WARS, EIF4E, MTHFD2, PSME2,
GBP1, GMFB, DLGAP4, TYMS, USP4, ARF6,
MAD2L1, CDC40, SLC4A4, CXCL9, CXCL10,
FAS, PLK4, C1QBP, SLC25A11, WHSCI, CA2,
358 77% |83% |85% |79% [81% |69%
ME2, CXCL11, RBBP4, RBM25, AK2,
CDC42BPA, BAZ1A, AGPATS, SECIOLI, PBK,
PSATI, BRIP1, ETNKI, STAT1, GZMA, EIF4Al,

PSMA3, CD2, CCNBI

WARS, PSME2, GMFB, DLGAP4, TYMS,
CDC40, CXCL9, GTSE1, CXCL10, FAS, TRIM25,
SLC25A11, C1QBP, NDUFA9, WHSCI1, C17orf25,
359 77% |79% |81% |76% |[77% |66%

ME2, CXCL11, RBM25, CAMSAPI1L1, AGPATS, :
FLJ13220, PSAT1, TRMTS5, KLHL24, ETNKI,

STAT1, RRM1, CXCLI13, NKG7, MGAT2, LCP2

HNRPD, SFRS2, EPAS1, STAT1, EIF4E,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
360 88% [90% |85% |79% |73% |76%
TYMS, CXCL9, CXCL10, FAS, CHEKI,

HNRPA3PI, KPNBI1, SLC25Al11, WHSCI,
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Cl7orf25, ME2, CXCLI11, IFT20, TLK1, SLC4AA4,
RBM25, CDC42BPA, BAZIA, AGPATS,
MARCHS, SECIOL1, PBK, PSATI, KLHL24,
Clorf112, TCF7L2, RARRES3, SERBPI1, TBX2

HNRPD, WARS, EIF4E, SFPQ, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, TES, CTSS,
ARF6, CXCL9, IRF8, RABIF, CXCL10, FAS,
PLK4, HNRPA3PI, KITLG, SLC25A11, C1QBP,
361 NDUFA9, WHSC1, Cl7orf25, ME2, CXCLI1,|81% [83% |88% |[76% |77% |69%
IFT20, TLK1, RBM25, AK2, NUP210, hCAP-D3,
CDC42BPA, DDAH2, AGPATS5, FLJ10534,
SECI10L1, PBK, KLHL24, STAT1, PTGERS3,
HCAP-G

HNRPD, WARS, SFRS2, EPASI, STATI, EIF4E,
SFPQ, PRDX3, MTHFD2, PSME2, TK1, GMFB,
DLGAP4, TYMS, CTSS, LMANI, MAD2LI,
CDC40, CXCL9, IRF8, CXCL10, KITLG, C1QBP,
362 81% [90% {85% 179% |77% |83%
NDUFA9, SLC25A11, WHSC1, ME2, CXCLI11,
GZMB, 1IFT20, RBBP4, SLC4A4, RBM2S,
hCAP-D3, BRRNI, FAS, FLJ10534, SECIOLL1,

PSAT1, KLHL24, NUP50, MCCC2, RABGEF1

WARS, SFRS2, EPAS1, EIF4E, MTHFD2,
GMFB, DLGAP4, TYMS, USP4, CDC40, CXCL9,
CXCL10, FAS, HNRPA3P1, TRIM25, CIQBP,
363 SLC25A11, ME2, CXCLI1I, IFT20, RBM25, AK2,|92% |90% |77% |83% |69% [72%
hCAP-D3, CDC42BPA, RBBP4, BAZIA,
DKFZp762E1312, SECIOL1, PBK, HNRPD,
ETNKI, STAT1, PSMA6, ZNF345, UBAPI

WARS, EPASI, PAICS, EIF4E, MTHFD2,
PSME2, GMFB, TYMS, TES, LMANI, SLC4A4,
CXCL9, RABIF, FAS, CHEKI1, HNRPA3PI,
364 77% |86% |88% [76% [85% |76%
TRIM25, SLC25A11, C1QBP, WHSCl1, ME2,
CDC42BPA, FLJ10534, SEC10L1, PBK, STATI,

ZBTB20, NAT2

WARS, SFRS2, EIF4E, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, USP4, MAD2LI,
365 85% |86% |85% [76% ([81% [69%
CXCL9, CXCL10, FAS, CI1QBP, NDUFAS9,

KPNBI, SLC25A11, WHSC1, CA2, ME2, IFT20,
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SLC4A4, RBM25, AK2, CDC42BPA, DDAH2,
PSAT1, HNRPD, BRIP1, KLHL24, ETNKI,
STAT1, HMMR, CTSL

WARS, EIF4E, PRDX3, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, USP4, CTSS, DCK,
CXCL9, CXCL10, FAS, TRIM25, WHSCI,
C170rf25, CA2, ME2, FUT4, IFT20, CXCLIl,
366 88% (83% |85% [72% |69% |76%
SLC4A4, RBM2S, CDC42BPA, RBBP4, AGPATS,
MARCHS, FLJ13220, PBK, HNRPD, TRMTS,
KLHL24, ETNK!, STAT1, PBXI, ZDHHC3,

CLEC2D

HNRPD, WARS, SFRS2, EIF4E, MTHFD?2,
PSME2, TK1, GMFB, DLGAP4, TYMS, TES,
LMANI, ARF6, CDC40, CXCL9, IRF8, GTSEl,
RABIF, CXCL10, FAS, KITLG, C1QBP, NDUFA9,
367 SLC25A11, WHSCI, ME2, TLKI1, SLC4A4,|73% |83% [85% (83% [73% |66%
CXCL11, RBM2S5, hCAP-D3, DDAH2, RBBP4,
BAZ1A, AGPATS5, SECIOL1, PBK, TRMTS,
KLHL24, ETNKI, STATI, NEK2, KIAA0841,
RNMT, Cdorfl6

WARS, SFRS2, EPAS1, STAT1, MTHFD?2,
PSME2, GMFB, DLGAP4, TYMS, TES, CDC40,
SLC4A4, CXCL9, RABIF, CXCL10, FAS, PLK4,
CHEK1, HNRPA3P1, TRIM25, C1QBP, KPNBI,
368 SLC25A11, WHSCI1, CA2, HNRPD, ME2, FUT4,|73% |83% |81% |79% |81% |72%
RBBP4, CXCL11, RBM25, NUP210, SOCS6,
CDC42BPA, FLI10534, MARCHS, FLIJ13220,
PBK, PSATI, BRIP1, KLHL24, APOL1, PDGFA,
FBXOS5, CACYBP, ABCE1

WARS, SFRS2, EPASI, STAT1, PAICS, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, DCK, CDC40, SLC4A4, CXCL9, GTSEI,
CXCL10, PLK4, SLC25A11, NDUFA9, KPNBI,
369 WHSCI1, Cl7orf25, CA2, ME2, FUT4, IFT20,|88% |86% |[81% [83% [81% |79%
TLK1, CXCL11, RBM25, AK2, CDC42BPA,
DDAH2, FAS, BAZIA, AGPATS, SECIOLI,
FLJ13220, PBK, PSAT1, HNRPD, BRIP1, BMPS,
|ETNK1, PTGER3, VAMP4, CCNB2

143



200680052902. 3 WOl P E141/154m

SVM 3NN INN

WARS, EPASI, PRDX3, MTHFD2, PSME2, TK1,
GMFB, DLGAP4, TYMS, TES, CTSS, MAD2L1,
CDCA40, SLC4A4, CXCL9, GTSEl, RABIF,
CXCL10, FAS, PLK4, TRIM25, KITLG
370 SLC25A11, C1QBP, CA2, ME2, CXCLI11, RBBP4,{81% |79% |81% |79% |81% |76%
TLK1, RBM25, AK2, BRRNI1, SFRS2, BAZIA,
AGPATS5, FLJ13220, PSAT1, HNRPD, BRIPI,
KLHL24, STAT1, TAP1, LCP2, ITGAL, CCNT2,
FYB

HNRPD, WARS, PRDX3, MTHFD2, PSME2,
MCM6, TKI1, GMFB, DLGAP4, TYMS, DCK,
ARF6, CXCL9, CXCL10, CI1QBP, NDUFASY,
SLC25A11, ME2, IFT20, CXCL11, RBM25, AK2,
371 88% [|79% |85% |79% [73% |72%
BRRN1, ATPSAl, CDC42BPA, SFRS2, FAS,
BAZ1A, AGPATS, FLI13220, PBK, PSATI,
BRIP1, KLHL24, STAT1, NEIL3, PCDHGCS3,

NUSAPI

SFRS2, EPASI, EIF4E, PRDX3, MTHFD2,
PSME2, MCM6, TK1, GMFB, DLGAP4, TYMS,
TES, DCK, MAD2L1, CXCL9, IRF8, CXCL10,
FAS, TRIM25, KITLG CI1QBP, NDUFASY,
372 SLC25A11, WHSC1, CA2, HNRPD, ME2,[77% (79% |81% |83% |85% (79%
CXCLI11, IFT20, RBBP4, SLC4A4, RBM25, AK2,
CDC42BPA, DDAH2, BAZlA, AGPATS,
FLJ10534, MARCHS, SEC10L1, FLJ13220, PBK,
KLHL24, ETNKI1, STAT1, TNFAIP2

WARS, STAT1, EIF4E, SFPQ, MTHFD2, PSME2,

GMFB, DLGAP4, TYMS, ARF6, CDCA40,
SLC4A4, CXCL9, RABIF, CXCL10, FAS,
373 SLC25A11, C1QBP, NDUFA9, KPNB1, WHSC1,|85% |86% |92% 179% (81% |72%
Cl7orf25, CA2, ME2, FUT4, CXCL11, GZMB,
TLK1, RBM25, AK2, FLJ10534, FLJ13220,
HNRPD, BRIP1, GEMIN4, PTPRC

WARS, SFRS2, EPAS], PAICS, EIF4E, MTHFD?2,
PSME2, MCM6, GBP1, GMFB, DLGAP4, TYMS,
TES, CTSS, DCK, MAD2L1, CDC40, SLC4A4,
374 77% (90% ([81% [76% |[85% |76%
CXCL9, IRF8, GTSE1l, CXCL10, FAS, PLK4,
TRIM2S5, KITLG, CIl1QBP, NDUFA9, KPNBI,

SLC25A11, WHSC1, CA2, ME2, CXCLI1I,
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RBM25, AK2, hCAP-D3, CDC42BPA, DDAH2,
AGPAT5, MARCHS5, SECIOL1, FLJ13220, PBK,
HNRPD, BRIP1, KLHL24, STAT1, APOBEC3G
KIF11, GBP2, RAB6A, ITGBS

WARS, EIF4E, MTHFD2, PSME2, MCMS6,
GMFB, DLGAP4, TYMS, MAD2L1, CDCA40,
CXCL9, CXCL10, FAS, SLC25Al11, CI1QBP,
375 NDUFA9, ME2, FUT4, CXCLI1, RBM25,(73% [72% |(85% |90% |81% |(83%
hCAP-D3, BRRNI, MARCHS, SECIOL1,
FLJ13220, HNRPD, STATI, AP2B1, KIF2,
K-ALPHA-1, GPHN

HNRPD, WARS, SFRS2, EPASI1, PAICS, EIF4E,
PRDX3, MTHFD2, PSME2, GBPI1, TK1, GMFB,
DLGAP4, TYMS, USP4, CTSS, LMANI, CXCL9,
IRF8, RABIF, CXCL10, FAS, HNRPA3P1, KITLG,
376 SLC25A11, CIQBP, NDUFA9, WHSCIl, ME2,[77% |83% (77% |[86% |73% |86%
CXCLI11, TLKI1, SLC4A4, RBM25, ATPS5AIL,
RBBP4, FLJ10534, MARCHS, FLJ13220, PSATI,
BRIP1, KLHL24, STAT1, KIF18A, KIF2C, NF2,
DLG7, PSMAS

WARS, SFRS2, EPAS1, EIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, CDCA40,
CXCL9, CXCL10, FAS, PLK4, TRIM25, KITLG,
377 CIQBP, NDUFA9, SLC25A11, HNRPD, ME2,|81% (90% (85% |90% |88% }72%
CXCL11, IFT20, RBM25, ATP5Al, DDAH2,
AGPATS5, FLJ13220, PSAT1, BRIP1, KLHL24,
STAT1, SLC4A4, CD7, DNMI1L, RPL39, CDKN3

HNRPD, WARS, SFRS2, EPAS], STAT1, EIF4E,

PRDX3, MTHFD2, PSME2, TK1, DLGAP4,
TYMS, USP4, LMANI, DCK, MAD2LI1, CDCA40,
SLC4A4, CXCL9, GTSE1, RABIF, CXCL10, FAS,
378 PLK4, CHEK!, HNRPA3PI, TRIM2S, C1QBP,|85% [90% |85% |72% [73% |[79%
NDUFA9, SLC25A11, WHSC1, ME2, CXCL11,
GZMB, IFT20, RBBP4, TLK1l, RBM25, AK2,
ATP5A1, AGPATS, KLHL24, ETNK1, CD3Z,
DHX15, MTHFDI1

WARS, STAT1, EIF4E, MTHFD2, PSME2,
379 81% [83% |77% ([83% [77% |79%
GMFB, DLGAP4, TYMS, LMANI1, DCK,
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SLC4A4, CXCL9, IRF8, RABIF, CXCL10, FAS,
TRIM2S, NDUFA9, SLC25A11, WHSC1, HNRPD,
ME2, CXCL11, TLKI, RBM25, CAMSAPILI,
CDC42BPA, RBBP4, MARCHS, SECIOLI,
FLJ13220, PSATI, BRIP1, KLHL24, ETNKI,
ATF6, RRM2, KPNA2

HNRPD, WARS, SFRS2, EPASI, EIF4E,
MTHFD2, PSME2, GBPI, TK1, DLGAP4, TYMS,
LMANI1, MAD2LI1, CXCL9, IRF8, CXCL10, FAS,
HNRPA3P1, KITLG ~ NDUFAY, KPNBI1,
380 73% |83% [81% |86% |69% [|72%
SLC25A11, ME2, CXCL1l, TLK1, SLCA4A4,
RBM25, AK2, AGPAT5, FLJ10534, MARCHS,
SEC10L1, PBK, PSAT!, BRIP1, KLHL24, STATI,

BTN3A3

WARS, EIF4E, PRDX3, MTHFD2, PSME2, TKI,
GMFB, DLGAP4, TYMS, USP4, TES, CDCA40,
CXCL9, CXCL10, FAS, KITLG NDUFA9,
381 85% |83% [92% |86% |85% |76%
SLC25A11, WHSC1, CA2, ME2, RBM25, AK2,
ATP5A1, SECIOLI, PBK, HNRPD, BRIPI,

KLHL24, STAT1, CHEK1, C200rf45, CKS2

WARS, SFRS2, EPAS1, EIF4E, MTHFD2,
PSME2, GBP1, GMFB, DLGAP4, TYMS, USP4,
ARF6, MAD2L1, CXCL9, RABIF, CXCL10, FAS,
PLK4, CHEKI, HNRPA3PI, KITLG SLC25All,
382 92% |90% |81% |79% (73% (76%
WHSCI, Cl170rf25, ME2, FUT4, CXCL11, IFT20,
SLC4A4, RBM25, ATPS5A1, CDC42BPA, RBBP4,
MARCHS5, SECIOL1, FLJ13220, PBK, PSATI,

ETNK1, STAT1, HMGN2, SFRS10

WARS, EPAS1, EIF4E, PRDX3, MTHFD2,
PSME2, GBP1, GMFB, DLGAP4, TYMS, USP4,
DCK, CDC40, CXCL9, IRF8, RABIF, CXCL10,
FAS, PLK4, HNRPA3Pl, TRIM25, KITLG
383 85% |83% (88% |76% [81% |72%
CIQBP, NDUFA9, SLC25A11, Cl7orf25, CA2,
HNRPD, ME2, CXCL11, RBM25, SFRS2,
DDAH2, RBBP4, AGPATS, FLJ13220, PBK,

ETNKI1, STAT1, TMEM48

WARS, SFRS2, EPASI, EIF4E, SFPQ, GMFB,
384 88% |90% (88% |83% (81% |76%
DLGAP4, TYMS, USP4, SLC4A4, CXCL9,
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RABIF, CXCL10, FAS, KPNB1, CA2, ME2, FUT4,
CXCL11, RBM25, CAMSAPIL1, KLHL24,
STATI1, TRAF31P3, SOSI

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, DLGAP4, TYMS, USP4, MAD2LI,
SLC4A4, CXCL9, GTSE1, RABIF, CXCL10, FAS,
HNRPA3P1, TRIM25, SLC25A11, NDUFAS9,
385 85% |86% (88% (79% (73% {79%
WHSCI, CA2, ME2, GZMB, TLKI1, CXCLI1,
RBM25, AK2, BRRNI], ATP5Al1, DDAH2,
AGPATS5, MARCHS, SECIOL1, PBK, PSATI1,

HNRPD, BRIP1, KLHL24, STAT!, C160rf30

WARS, SFRS2, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, TKi, GMFB,
DLGAP4, TYMS, LMANI, CXCLS9, IRF8, GTSE],
CXCL10, FAS, TRIM25, KITLG SLC25All,
386 C1QBP, NDUFA9, KPNBI1, WHSCIl, HNRPD,|69% |76% |69% [86% |81% |86%
ME2, CXCL11, IFT20, RBBP4, TLKI, SLC4A4,
RBM25, CAMSAPIL1, ATP5A1, DDAH2,
FLJ10534, MARCHS, DKFZp762E1312,
SEC10L1, PBK, TRMTS, STAT1, PGD, ZNF148

HNRPD, WARS, EPASI, PRDX3, MTHFD2,
PSME2, TKI1, DLGAP4, TYMS, USP4, TES,
LMAN], CXCL9, CXCL10, FAS, PLK4, TRIM25,
387 73% |86% [88% |83% |[81% [83%
C1QBP, SLC25Al11, WHSC1, ME2, RBBP4,
TLKI1, SLC4A4, NUP210, SFRS2, SECIOLL,

ETNKI, STAT1, SNRPC, RAC2

WARS, SFRS2, PAICS, EIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, TES, LMANI1,
CDC40, CXCL10, NDUFA9, KPNBI1, SLC25A11,
388 3% |79% |73% |86% |77% |83%
ME2, CXCL1l, SLC4A4, RBM25, NUP2I0,
hCAP-D3, FAS, RBBP4, ETNK1, STATI, DHX40,

KIAA0090

HNRPD, WARS, SFRS2, EPASI, STATI, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMANI, ARF6, CXCL10, FAS, PLK4, TRIM25,
389 85% {86% |88% |76% 181% )83%
SLC25A11, C1QBP, NDUFA9, ME2, CXCL1],
GZMB, TLKI1, SLC4A4, RBM25, hCAP-D3,

ATP5Al, CDC42BPA, DDAH2, AGPATS,
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FLJ10534, MARCHS, FLJ13220, SLA

WARS, EPASI1, EIF4E, PRDX3, TKI, GMFB,
DLGAP4, USP4, CXCL9, CXCL10, FAS, CHEK1,
390 KITLG, C1QBP, NDUFA9, SLC25A11, WHSC1,88% [86% |81% |83% |81% |86%
ME2, IFT20, RBM25, HNRPD, BRIP1, ETNKI,
STAT1, MASA, SYDE1, C9orf76, ZNF518

WARS, SFRS2, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, CXCL9, RABIF, CXCLIO0,
HNRPA3PI, TRIM25, KITLG, SLC25A11, ME2,
391 85% [79% [92% |[79% (88% |76%
RBBP4, CXCLI11, RBM25, SOCS6, FAS, AGPATS,
MARCHS, SECIOL1, HNRPD, BRIPI, STATI,

K1AA0265, CCNA2, LRP8, CNAPI

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
USP4, CTSS, ARF6, CXCL9, IRF8, GTSEl,
CXCL10, TRIM25, C1QBP, SLC25A11, WHSC1,
392 CA2, ME2, FUT4, CXCL1l, GZMB, SLC4A4,|85% |90% [88% [|79% |85% [69%
RBM25, AK2, CAMSAPILI1, ATP5A1, SOCS6,
CDC42BPA, FAS, RBBP4, BAZ1A, AGPATS,
MARCHS, SECIOL1, PBK, BRIP1, KLHL24,
STAT1, GTPBP3, MOBK1B, MDS032, WDR45L

HNRPD, WARS, SFRS2, STAT1, EIF4E,
MTHFD2, PSME2, MCMé6, GMFB, DLGAP4,
TYMS, USP4, TES, DCK, CDC40, CXCL9, IRFS,
CXCL10, FAS, PLK4, SLC25Al11, CI1QBP,
393 NDUFA9, KPNBI1, Cil7orf25, ME2, IFT20,[81% |79% |77% |86% {69% [66%
RBBP4, TLK1, SLC4A4, CXCL11, RBM25, AK2,
NUP210, ATP5A1, CDC42BPA, SECI(LI,
FLJ13220, PBK, PSAT1, BRIP1, KLHL24,
ETNK1, FLJ20641, PIK3CD

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, GBP1, TK1, GMFB, DLGAP4, TYMS,
USP4, MAD2L1, CDC40, CXCL9, IRF8, CXCL10,
394 81% [90% |85% |[79% 185% |[72%
WHSCI, C17orf25, CA2, HNRPD, ME2, CXCLI11,
GZMB, SLC4A4, RBM25, AK2, FAS, SECI0L1,

KLHL24, STAT1, KIAA0907

WARS, SFRS2, EPAS], PAICS, EIF4E, PRDX3,
395 85% [86% [85% [72% [69% |(76%
MTHFD2, PSME2, DLGAP4, TYMS, TES, DCK,
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CDC40, SLC4A4, IRF8, CXCLI0, PLK4, C1QBP,
NDUFAY, SLC25A11, WHSCI, CA2, ME2, FUT4,
GZMB, TLKI1, CXCL11, RBM25, hCAP-D3, FAS,
AGPATS, MARCHS5, SECI0L1, PSATI, HNRPD,
BRIP1, STAT1, NUMB, HMGB2

WARS, EIF4E, MTHFD2, GMFB, DLGAP4,
CTSS, CDC40, CXCL10, FAS, HNRPA3PI,
C1QBP, NDUFA9, SLC25A11, HNRPD, ME2,
396 81% [83% (81% |90% |73% |79%
FUT4, CXCL11, RBM25, ATPS5A1, FLJ10534,
SECIOL1, FLJ13220, PBK, BRIP1, STATI,

KPNA2, IBRDC3, RIG NP

WARS, EPASI, EIF4E, MTHFD2, PSME2, TK1,
GMFB, DLGAP4, TYMS, USP4, LMANI, DCK,
CDC40, CXCL9, IRF8, GTSE1, CXCL10, FAS,
TRIM25, KITLG, SLC25A11, C1QBP, NDUFA9,
397 KPNB1, WHSC1, Cl70rf25, CA2, HNRPD, ME2, 81% |83% 192% l76% |73% |76%
CXCL11, GZMB, RBM25, AK2, NUP210,
ATP5A1, DDAH2, FLJ10534, MARCHS,
FLJ13220, PBK, PSATI, BRIPI, TRMTS,
KLHL24, ETNKI, STAT1, SFRS7, SMURF2,

SCC-112

WARS, SFRS2, PRDX3, PSME2, TK1, GMFB,
DLGAP4, TYMS, TES, MAD2L1, CXCL9,
GTSEI, CXCL10, PLK4, TRIM25, CIQBP,
NDUFASY, KPNB1, WHSC1, Cl170rf25, CA2, ME2,
398 92% [97% (88% (76% (81% [79%
CXCL11, GZMB, IFT20, SLC4A4, RBM25, AK2,
hCAP-D3, ATP5AIl, FAS, MARCHS, PBK,
HNRPD, ETNKI, STAT1, HEM1, DKK1, PRDX1,

ELOVL6, CD86

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, GMFB, DLGAP4,
TYMS, USP4, LMAN1, CDC40, SLC4A4, CXCL9,
GTSEI1, CXCLI0, FAS, PLK4, SLC25A11, C1QBP,
399 85% |79% (88% (79% |88% |76%
NDUFA9, KPNB1, WHSCI, C17orf25, CA2, ME2,
CXCL11, IFT20, RBM25, BRRN1, CDC42BPA,
RBBP4, AGPATS, MARCHS5, SECI0L1, PBK,

TRMTS, KLHL24, STAT1, PEG3, ASPM, NR5A2

400 WARS, SFRS2, PAICS, EIF4E, SFPQ, PRDX3,(65% |79% [92% |86% [85% |76%
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MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, CTSS, LMANI, DCK, MAD2L1, CXCL9,
IRF8, CXCL10, PLK4, KITLG CIQBP, NDUFA9,
KPNB1, SLC25A11, WHSCI], Cl7o0rf25, CA2,
HNRPD, ME2, CXCL11, TLKI1, SLC4A4, RBM25,
AK2, ATP5A1, FAS, RBBP4, BAZ1A, FLJ10534,
SECIOLI, FLJ13220, PBK, PSATl, BRIPI,
KLHL24, STAT1, AMD]1

HNRPD, WARS, EIF4E, MTHFD2, PSME2,
GBPI, TK1, GMFB, DLGAP4, TYMS, USP4, TES,
MAD2L1, CXCL9, CXCL10, FAS, TRIM2S,
NDUFA9, WHSCI, Ci7orf25, CA2, ME2,
401 85% |79% [85% |86% ;81% [76%
CXCLI11, TLKI1, SLC4A4, RBM25, BRRNI,
DDAH2, MARCHS, PBK, PSATI, BRIPI,
KLHL24, STATI, LOC146909, ECT2, BMO039,

GTF3C4

WARS, EPASI, STATI1, EIF4E, MTHFD2, TK1,
GMFB, DLGAP4, TYMS, USP4, CTSS, DCK,
ARF6, CDC40, CXCL9, CXCL10, PLKA4,
HNRPA3P1, TRIM25, KITLG  SLC25A11,
00 NDUFA9, WHSCI1, Ci7orf25, CA2, HNRPD, 81% |79% |s8% |79% |81% |79%
ME2, CXCL11, IFT20, TLKI1, SLC4A4, RBM25,
AK2, CAMSAPIL], ATP5A1, SOCS6, SFRS2,
DDAH2, FAS, RBBP4, MARCHS5, SECI0L1,
FLJ13220, PBK, PSATI1, BRIPl, KLHL24,

MS4A12, SMCHD1, RANBP2L1, SP110, SE57-1

WARS, SFRS2, EPAS], STATI1, EIF4E,
MTHFD2, PSME2, MCM6, TKI1, GMFB,
DLGAP4, TYMS, TES, CDC40, SLC4A4, CXCL9,
IRF8, GTSEl, CXCL10, FAS, CHEK1, SLC25A11,
403 73% [86% (81% (83% |69% |79%
CIQBP, NDUFAY, WHSC], Cl170rf25, CA2, ME2,
FUT4, TLKI, RBM25, CAMSAPI1L1, hCAP-D3,
DDAH2, RBBP4, FLJ10534, PBK, PSAT1, BRIP1,

KLHL24, ETNKI, CAND!

KRB 20 TRk 4 = A
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cxcrn 210163 _a, | NM_003405 |MA(EBIT (C-X-CJ 3/F> Refh |Hs 518814 |AFO30514.A |0.15
211122 at n F002985
PSME2 201762 NM_002818 TH MG A (DT A6, 3 1 1K) F)i% | Hs.434081, INM_002818 |0.68
LA 2 CPAZE B> He.512410
hCAP-D3 212789 a1 |NM_015261 |4 SMC WA 11 & rt, W2 | Hs.438550 | AI796581  |0.83
D3
MPPS 219321 NM_022474 | MM, FRWIMAE 5 (MAGUK | FI. 500699 |NM_022474 [0.74
P35 USRI 5>
DLGAPA 202570_s_at |NM_014902, | AR, Jx RG> WUAHIX I | Hs.249600 |BF346592 |13
NM_183006 |54
WARS 200628 _s_at, [NM_004184, | (6 #AR (RNA £/ Hs.497595 |M61715, 066
200629_at  [NM_173701, NM_oo4184
NM_213645,
NM_213646
ARFG 203312_x_at [NM_001663 | ADP BB T 6 Hs.525330 |[NM_001663 [0.77
PBK 219148 at | NM 018452 | PDZ 4 &5 e Hs.104741 |NM_018492 |01
GMEB, NM_004124 | e /maIn A T, B Hs151413 |BC005355  [0.66
NDUFAS NM_005002 | NADH IRAM CEZM> 1 SERL | He.75227 | AF0S0641  [0.77
G, 9, 3I9KDa




