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CN 101787371 A W F E Kk B /15T

L —Fpb 275 B HSV2 il 75 oD Bl aR B IS X BE DRy B, i IR B G g 3 i i 3R
KL HSV2 i 75 () gD Mt MO D B, RIS 1 A2 5E R 22 20 286 M ZEIR, 3L 286 2t
B2, A I ZE R 41) 4 K 858bp, JEAIIANTT

AAG TAC GCT CTG GCC GAT CCT AGC CTG AAG ATG GCT GAT CCT AAC CGC TTC AGAGGT
AAG AAC CTG CCT GTG CTG GAC CAG CTG ACC GAC CCT CCT GGC GTG AAG AGAGTG TAC CAC
ATT CAG CCT AGC CTG GAG GAC CCT TTC CAG CCT CCT AGC ATT CCTATC ACC GTG TAC TAC
GCC GTG CTG GAG AGA GCC TGT CGC AGC GTG CTG CTG CACGCT CCT AGC GAG GCT CCT CAG
ATC GTG AGA GGT GCT AGC GAC GAA GCC AGG AAGCAC ACC TAC AAC CTG ACC ATC GCC TGG
TAC AGG ATG GGT GAC AAC TGT GCT ATCCCT ATC ACC GTG ATG GAG TAC ACC GAG TGT CCC
TAC AAC AAG AGC CTG GGC GTGTGT CCT ATC CGC ACC CAG CCT AGG TGG AGC TAC TAC GAC
AGC TTC AGC GCT GTGAGC GAG GAC AAC CTG GGC TTC CTG ATG CAC GCT CCT GCC TTC GAG
ACC GCT GGCACC TAC CTG AGG CTG GTG AAG ATC AAC GAC TGG ACC GAG ATC ACC CAG TTC
ATCCTG GAG CAC AGA GCC AGA GCC AGC TGT AAG TAC GCT CTG CCT CTG AGA ATC CCTCCT
GCC GCT TGT CTG ACC TCC AAG GCC TAC CAG CAA GGC GTG ACC GTG GAC AGCATC GGT ATG
CTG CCT CGC TTC ATC CCT GAG AAC CAG AGG ACC GTG GCT CTG TACAGC CTG AAG ATC GCT
GGC TGG CAC GGT CCT AAG CCT CCT TAC ACC AGC ACT CTGCTG CCT CCT GAG CTG AGC GAC
ACC ACC AAC GCC ACT CAG CCT GAG CTG GTG CCTGAG GAC CCT GAG GAC AGC GCT CTG CTG
GAG GAC CCT GCT GGT ACC GTG.,

2. BUNELSK 1 ik AL 27 T HSV2 J5 55 oD B £ A M4 X L R R B, M) 4 v 9% B
0 B e A I FL B A 40 B S e BE R B A AT A AR AL, 4 HSV2 i EE R oD iR
HANX 286 D FERR HE B FPAT

Lys Tyr Ala Leu Ala Asp Pro Ser Leu Lys Met Ala Asp Pro Asn Arg Phe ArgGly
Lys Asn Leu Pro Val Leu Asp Gln Leu Thr Asp Pro Pro Gly Val Lys ArgVal Tyr His
Ile GIn Pro Ser Leu Glu Asp Pro Phe Gln Pro Pro Ser Ile Prolle Thr Val Tyr Tyr
Ala Val Leu Glu Arg Ala Cys Arg Ser Val Leu Leu HisAla Pro Ser Glu Ala Pro Gln
Ile Val Arg Gly Ala Ser Asp Glu Ala Arg LysHis Thr Tyr Asn Leu Thr Ile Ala Trp
Tyr Arg Met Gly Asp Asn Cys Ala [lePro Ile Thr Val Met Glu Tyr Thr Glu Cys Pro
Tyr Asn Lys Ser Leu Gly ValCys Pro Ile Arg Thr Gln Pro Arg Trp Ser Tyr Tyr Asp
Ser Phe Ser Ala ValSer Glu Asp Asn Leu Gly Phe Leu Met His Ala Pro Ala Phe Glu
Thr Ala GlyThr Tyr Leu Arg Leu Val Lys Ile Asn Asp Trp Thr Glu Ile Thr Gln Phe
IleLeu Glu His Arg Ala Arg Ala Ser Cys Lys Tyr Ala Leu Pro Leu Arg Ile ProPro
Ala Ala Cys Leu Thr Ser Lys Ala Tyr Gln Gln Gly Val Thr Val Asp Serlle Gly Met
Leu Pro Arg Phe Ile Pro Glu Asn Gln Arg Thr Val Ala Leu TyrSer Leu Lys Ile Ala
Gly Trp His Gly Pro Lys Pro Pro Tyr Thr Ser Thr LeulLeu Pro Pro Glu Leu Ser Asp
Thr Thr Asn Ala Thr Gln Pro Glu Leu Val ProGlu Asp Pro Glu Asp Ser Ala Leu Leu
Glu Asp Pro Ala Gly Thr Val,

3. BUNELK 2 P 75 ¥ 2% 1 HSV2 i8¢ oD BE 4 1 M4 h X BOAE i 4% HSV2 i a5 v
SRR o R H
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54 AL HSV2 5585 €D R TR SN R 26 IR K B R B
52 P

AR

[0001] A WAL EAG B HSV2 B gD #H T A AR X R B R L RE SN I R 1) e
2B T HSV2 9 55 oD B 22 1 AT DX 402 AR B R R DR RE RO, il 4% B4 HSV2
s gD e Ao R THSENL AT, FLE S SR TR AR ALK HSV2 953 10 ¢D #iE 8 A MRS X A
B, B BN S AL 35 I 2 PR 805, A 2265 Ao IR DL A7), R 2 DR R R R R
1B, FIB R A A A T R S BSV2 99 S P IR B s BRI 5, AR I SR Al TR HOR
P2 v ARSI A

BEHEA

[0002] A2 EE (Herpes simplex virus,HSV) J2i - RIMARMZiE, BT
B R MR SRR AR, X AR AE F 75, 43O HSV-1 Je HSV-2 (ANIMEAY . 1 Y Fp it
2993 B B 5 | D 1 TR e IR B A2 M i 48 5% 5 2 R = g | AR B A ik s, JF HL
L B S i K AR B UIAR oS . J4F HSV2 R B £, 20 520 10% ~ 40% . H
BT 250677 HSV B I HH A R i 24 1, P CAIE o) 928 17 A V) SE T AT A 3007 75, ‘B RE A
HUARTEDT HSV G s A, R PRI G 3% FH A0 Jd S 02 THRESR T Bk HSV Ik, =4 Uikl 1
LR HSV P21, OF WA HSV BE R (e 11T S AR S, BV Chiron 2 W HIFH] Y 5 41
gD2/¢gB2 FEER 15 MF59 Ve Fe AT B )% 1 LA & Glaxo Smith Kline (GSK) 2] & 1)
H gh2 FEE A5 57— (3-de—0- WAL SBEEERISAR A FHBAWL ) fic 1M B8 1, X PR iz
HAH—E MR ER (B PR SR A BR . By H R HSV 9% i 9, 3= 2245 Th 78 DNA #4
F 93 T HIER RS T THT

[0003]  HATIAA HSV ZEFZHA 34 NI, 4abid 70 2P0 a0, o Mo fibl 25 31 1B i &
A 12 A, S AT DA B A R A 20FE HSV I B4 Ko 85 RS E00 R SEAS RN 1
o ot gD Hy HSV (1) US6 J (Rl 4 5, 20 5 ML ) 32 B Aoy, A T e 5 4l fudd e 454 A
A EE R (ki 5 MR 40 i [R) R A, A BRI R BRI [RII gD 28 I 75
B 110 SRR R AR 7 A S EE AR P, 2 1 T 40 R G 5 A R e i SO ) T
BbRZ —, (Rl HSV2gD B 25 1 A2 A4 2 HSV I PRI v AR Y B MR AL

[0004]  HSV2 Jp5E: gD #l £ 155 A 424K 1185bp, Hafidh 312 M EEIR 7 H) M AR X (54 N2 2
751 (i R IX L 28 Z R T ) I X o BIFSE 3R B, S A5 g ts b Js a (1 (9 S g Ja ok, T
PRI ThREMEGR DD 741, e I AE S BB R i o A 32 B A B R el Sz 0 I E F 1 O
T PR AR AT A R R U R, MRS 0 oD FE R T, 5 5B oD S
ERTAE) S22 P 92 P 0 HSV2 9 25 B0y A AH R AR 3P 7B H

AN
[0005] A% H] H IEHRT LR A2 2 A ER A Bl il 24 £ B HSV2 JiEg oD B A7 1 Sh X 2
PSR B R LR IE VT, A5 B HSV2 9555 D B £ 1 M A0 DX 4 22 B B, M 26
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PRI AR, il 25 B4 HSV2 i 55 gD Wi 85 1 AN DX v B o I v SEATL 437, it 108 HH 2 i e I
TALH) HSV2 5 oD HEEE AN X B, 26 | DR IERR B2 286 A IR, 4L 286 A
2, B PEEAZ AR KL AW 350 i 52 BV B0 1, A2 6 A B R R R P 1), A R R DR R R
RAZEER . AL E AT H T VHSV2 R EE DT BT s BRI A T S e i 4 5T HSV2
BRI Z .

[0006] Ak 2¢: & ) HSV2 Ji 75 gD Kl a A MBAM X ZE PR B S LR Y A & R BB R A2 3R
i}?@ﬁq :

[0007] 1. HSV2Jp5 gD B £ A MUAT X BT IR A i 1k B FEFE PR B4 27 B

[0008] | A] ANTHEWIN £k {1, i vH AL/ B HSV2 ik 75 oD B i H R EE IR 741, A HI
gD BEE AR N i (25 1 ZEIR B 5 286 = AR ) & A B Pl R g L. LR
BAEY W E BT, S A R R4, 3 BAE 57 im0 T Hind TTT BEUIAL A
(NEZER Y ) e ki ia P41 (GCCGCCACC) , ESIR# Y T (ATG) , N TgG x BBE(E 5K (K
IREHR Sy ), 8 X His br4% M TEV th BV A7 A (gaaaacctgtacttecageggt) , 71 3" Skg in 1
2 B (TAA) A1 BamH T BEDIAL R R EIZ AR 7)) , A% BLS) T 5Ol 22 H0kE pCEP4
WIS Hind TTT Al BamH T BEVIAL N, IF HAE gD 8211 5 5 TRIE ML .

[0000]  fffi ik ¥y HSV2 55 gD Mt I W INBUR RN 2 LR e 41 (58 1 Dz R IR 315 286 4
FAIEMR ) :Lys Tyr Ala Leu Ala Asp Pro Ser Leu Lys Met Ala Asp Pro Asn Arg Phe
Arg Gly Lys Asnleu Pro Val Leu Asp Gln Leu Thr Asp Pro Pro Gly Val Lys Arg Val
Tyr His Ile Gln ProSer Leu Glu Asp Pro Phe Gln Pro Pro Ser Ile Pro Ile Thr Val
Tyr Tyr Ala Val Leu GluArg Ala Cys Arg Ser Val Leu Leu His Ala Pro Ser Glu Ala
Pro Gln Ile Val Arg Gly AlaSer Asp Glu Ala Arg Lys His Thr Tyr Asn Leu Thr Ile
Ala Trp Tyr Arg Met Gly Asp AsnCys Ala [le Pro Ile Thr Val Met Glu Tyr Thr Glu
Cys Pro Tyr Asn Lys Ser Leu Gly ValCys Pro Ile Arg Thr Gln Pro Arg Trp Ser Tyr
Tyr Asp Ser Phe Ser Ala Val Ser Glu AspAsn Leu Gly Phe Leu Met His Ala Pro Ala
Phe Glu Thr Ala Gly Thr Tyr Leu Arg Leu Vallys Ile Asn Asp Trp Thr Glu Ile Thr
Gln Phe Ile Leu Glu His Arg Ala Arg Ala Ser CysLys Tyr Ala Leu Pro Leu Arg lle
Pro Pro Ala Ala Cys Leu Thr Ser Lys Ala Tyr Gln GlnGly Val Thr Val Asp Ser Ile
Gly Met Leu Pro Arg Phe Ile Pro Glu Asn Gln Arg Thr ValAla Leu Tyr Ser Leu Lys
Ile Ala Gly Trp His Gly Pro Lys Pro Pro Tyr Thr Ser Thr LeulLeu Pro Pro Glu Leu
Ser Asp Thr Thr Asn Ala Thr Gln Pro Glu Leu Val Pro Glu Asp ProGlu Asp Ser Ala
Leu Leu Glu Asp Pro Ala Gly Thr Val

[0010]  Ab2%& U HSV2 375 gD AR I HUSh X HTJR R AL FE KK DNA P41 (987bp) -
[oo11] A A G C T T G C C G C C A C C
ATG GAA ACC CCA GCG CAG CTT CTC TTC CTC CTG CTA CTC TGG CTC CCA GAT ACC ACC GGA
CAT CAT CAC CAT CAC CAT CAC CAT GAA AAC CTG TAC TTC CAG GGT AAG TACGCT CTG GCC
GAT CCT AGC CTG AAG ATG GCT GAT CCT AAC CGC TTC AGA GGT AAG AAC CTG CCTGTG CTG
GAC CAG CTG ACC GAC CCT CCT GGC GTG AAG AGA GTG TAC CAC ATT CAG CCT AGC CTGGAG
GAC CCT TTC CAG CCT CCT AGC ATT CCT ATC ACC GTG TAC TAC GCC GTG CTG GAG AGA
GCCTGT CGC AGC GTG CTG CTG CAC GCT CCT AGC GAG GCT CCT CAG ATC GTG AGA GGT GCT
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AGC GACGAA GCC AGG AAG CAC ACC TAC AAC CTG ACC ATC GCC TGG TAC AGG ATG GGT GAC
AAC TGT GCTATC CCT ATC ACC GTG ATG GAG TAC ACC GAG TGT CCC TAC AAC AAG AGC CTG
GGC GTG TGT CCTATC CGC ACC CAG CCT AGG TGG AGC TAC TAC GAC AGC TTC AGC GCT GTG
AGC GAG GAC AAC CTGGGC TTC CTG ATG CAC GCT CCT GCC TTC GAG ACC GCT GGC ACC TAC
CTG AGG CTG GTG AAG ATCAAC GAC TGG ACC GAG ATC ACC CAG TTC ATC CTG GAG CAC AGA
GCC AGA GCC AGC TGT AAG TACGCT CTG CCT CTG AGA ATC CCT CCT GCC GCT TGT CTG ACC
TCC AAG GCC TAC CAG CAA GGC GTGACC GTG GAC AGC ATC GGT ATG CTG CCT CGC TTC ATC
CCT GAG AAC CAG AGG ACC GTG GCT CTGTAC AGC CTG AAG ATC GCT GGC TGG CAC GGT CCT
AAG CCT CCT TAC ACC AGC ACT CTG CTG CCTCCT GAG CTG AGC GAC ACC ACC AAC GCC ACT
CAG CCT GAG CTG GTG CCT GAG GAC CCT GAG GACAGC GCT CTG CTG GAG GAC CCT GCT GGT
ACC GTG TAA GGATCC

[0012] 2. 3RIA HSV2 i#s gD Ml 8 I Ak X v B 20 Jookr () A e

[0013]  $2HUFUR pCEP4, ] Hind T1T 1 BamH T XU, HLIK 5 (R0 B U1 1 Bk R B, ¥
T2RE /KN FFEH Hind 11T AT BamH T XUEEUIL 2% G B HSV2 58 gD B8R (AR A A
B WIS, 3 TR E KN .

[0014]  HUZGJEE KR AT I IR R0 ) J5 DNA B, 76 7] — 25000 A ] TADNA JE B2l 3%,
{5 HSV2 Wi 85 gD Bl 21 1 25 R Bedl A\ B FL A% JTORE pCEP4 PN [#) Hind 11T F BamH T 437 552 7],
F6) 18 E A1 A% R IR B pCEP4-gD2.

[oo15] 3. A FURiL 5% E

[0016] o EZH TR AL K AT B DHS a , A ST & R 8 % (100ug/ml) LB V4%, & 37°C
R IR BENLEREAL AL B 5 1 A RUE (BURL pCEP4 3540 H ) , 43 mlHE EUsTRE, DAFREX
(R R A AR, PCR 4738 HSV2 555 oD BE & M4 X IR iy B, & HSV2 i 55 oD B & A iesth
DR L PR A B PR B e 2 B0, R 3 K2 98Thp AEEERI T B o 5 AR R R ) J s
AT DNA [0 5381, 41 3 A R S 40 5ok 2 6 3K HSV2 i 8 oD Ml 8 55 R v B, P4 5%
4= 1EHf :AAGCTT GCC GCC ACC ATG GAA ACC CCA GCG CAG CTT CTC TTC CTC CTG CTA CTC
TGG CTC CCAGAT ACC ACC GGA CAT CAT CAC CAT CAC CAT CAC CAT GAA AAC CTG TAC TTC
CAG GGT AAG TACGCT CTG GCC GAT CCT AGC CTG AAG ATG GCT GAT CCT AAC CGC TTC AGA
GGT AAG AAC CTG CCTGTG CTG GAC CAG CTG ACC GAC CCT CCT GGC GTG AAG AGA GTG TAC
CAC ATT CAG CCT AGC CTGGAG GAC CCT TTC CAG CCT CCT AGC ATT CCT ATC ACC GTG TAC
TAC GCC GTG CTG GAG AGA GCCTGT CGC AGC GTG CTG CTG CAC GCT CCT AGC GAG GCT CCT
CAG ATC GTG AGA GGT GCT AGC GACGAA GCC AGG AAG CAC ACC TAC AAC CTG ACC ATC GCC
TGG TAC AGG ATG GGT GAC AAC TGT GCTATC CCT ATC ACC GTG ATG GAG TAC ACC GAG TGT
CCC TAC AAC AAG AGC CTG GGC GTG TGT CCTATC CGC ACC CAG CCT AGG TGG AGC TAC TAC
GAC AGC TTC AGC GCT GTG AGC GAG GAC AAC CTGGGC TTC CTG ATG CAC GCT CCT GCC TTC
GAG ACC GCT GGC ACC TAC CTG AGG CTG GTG AAG ATCAAC GAC TGG ACC GAG ATC ACC CAG
TTC ATC CTG GAG CAC AGA GCC AGA GCC AGC TGT AAG TACGCT CTG CCT CTG AGA ATC CCT
CCT GCC GCT TGT CTG ACC TCC AAG GCC TAC CAG CAA GGC GTGACC GTG GAC AGC ATC GGT
ATG CTG CCT CGC TTC ATC CCT GAG AAC CAG AGG ACC GTG GCT CTGTAC AGC CTG AAG ATC
GCT GGC TGG CAC GGT CCT AAG CCT CCT TAC ACC AGC ACT CTG CTG CCTCCT GAG CTG AGC
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GAC ACC ACC AAC GCC ACT CAG CCT GAG CTG GTG CCT GAG GAC CCT GAG GACAGC GCT CTG
CTG GAG GAC CCT GCT GGT ACC GTG TAA GGATCC

[0017]  Faysdt i B 20 UKL 2234 HSV2 F)95 55 ¢D B £ I BR AR X B (286 N2 LR ) , A6 1 N i
WINT 8XHis #5345 (8 MAEEMR ) K TEV s HBEEEVIAL AL (T DEEER ), 2K 301 et
W, AR FHI W R :His His His His His His His His Glu Asn Leu Tyr Phe Gln Gly
Lys Tyr Ala Leu Ala AspPro Ser Leu Lys Met Ala Asp Pro Asn Arg Phe Arg Gly Lys
Asn Leu Pro Val Leu Asp GlnLeu Thr Asp Pro Pro Gly Val Lys Arg Val Tyr His Ile
Gln Pro Ser Leu Glu Asp Pro PheGln Pro Pro Ser Ile Pro Ile Thr Val Tyr Tyr Ala
Val Leu Glu Arg Ala Cys Arg Ser Valleu Leu His Ala Pro Ser Glu Ala Pro Gln Ile
Val Arg Gly Ala Ser Asp Glu Ala Arg LysHis Thr Tyr Asn Leu Thr Ile Ala Trp Tyr
Arg Met Gly Asp Asn Cys Ala Ile Pro Ile ThrVal Met Glu Tyr Thr Glu Cys Pro Tyr
Asn Lys Ser Leu Gly Val Cys Pro Ile Arg Thr GInPro Arg Trp Ser Tyr Tyr Asp Ser
Phe Ser Ala Val Ser Glu Asp Asn Leu Gly Phe Leu MetHis Ala Pro Ala Phe Glu Thr
Ala Gly Thr Tyr Leu Arg Leu Val Lys Ile Asn Asp Trp ThrGlu Ile Thr Gln Phe Ile
Leu Glu His Arg Ala Arg Ala Ser Cys Lys Tyr Ala Leu Pro LeuArg Ile Pro Pro Ala
Ala Cys Leu Thr Ser Lys Ala Tyr Gln Gln Gly Val Thr Val Asp Serlle Gly Met Leu
Pro Arg Phe Ile Pro Glu Asn Gln Arg Thr Val Ala Leu Tyr Ser Leu Lyslle Ala Gly
Trp His Gly Pro Lys Pro Pro Tyr Thr Ser Thr Leu Leu Pro Pro Glu Leu SerAsp Thr
Thr Asn Ala Thr Gln Pro Glu Leu Val Pro Glu Asp Pro Glu Asp Ser Ala Leu LeuGlu
Asp Pro Ala Gly Thr Val

[o018] 4. FEZH JBURL ) FLAZ B e B e 58 EIs R Al

[0019]  H2HXBH 1t 20 JFiki pCEPA—gD2, FH Jig 31 4 % v o HEK293 40 w1/ 47 #% %%, 37°C,
5% CO, ARG 48 /N i, IR AN M HIBUEAT SDS—PAGE HLyicA I, [RIIF LA 1 2 10000 # ke
[¥) anti-His HUAR 1A His SRR B KRS T Western Blot Kl % JL 4 ilu 3%
AR 531 52 0h 46kDa 1] HSV2 58 gD BEZHRE R (1, 10 BH 0 B SORE pCEP4 Tt 8 77 o
[0020] 5. KIK[F) HSV2 il 55 oD Bl 25 A (W 4lifl

[0021] ¥ Ni-Sepharose 6Fast Flow SEfEHTALER: 2% K ENT RS, o b
Ve, 40 VS W N Ni-Sepharose 6Fast Flow IR Ein 456, FAEIRETER. H
ST R MR PE AT T, B R 500mM BRI R i 22 R pE Il B i EE H, SDS-PAGE FELIK At
Western Blot ¥l H 85 H .

[0022] 6. ELISA #2404k f¥) HSV2 i sg gD i &R (LA

[0023] g Zlifb ity 20 8 9 1] PBS £ UGB, 46 [ PR 0 I LA [ A6 VA< 18 s 6 I 0, 40 Bl K
B, 51 HSV2+HSV2 ZHU4E A —Ht, SePitl 7= TeG-HRP 1E ) 3, [ Mgk o e i A il 24k
| H eD2 WP RMEAR: . g R ER (R 1) RIEWEAE D BARGRHURERR
M.

[0024] 7. ELISA fri&iifb i) HSV2 55 gD B 25 (A 1 S 13 SR vk

[0025]  1)HSV2 Jpi e gD Bl 8% (AU I ¥l %%

[0026]  Kralifb (=4 A SR A RN A 5 23 0 T4 1, 3 IR S fe e /s B CBH ks
HEATE5) PBS) , IF 158 3,5 JAIHRFER L. (MK 37 CIACE 1h J5 4T, 2000rpm &L 20 43
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B, B _EVE, 4°C, 12000rpm B0 20 4380, B _EIE RIS HSV2 W55 ¢D M2 A I HTILIE .

[0027]  2)HSV2 575 gD ¥ 85 (AP ILIE RN R

[0028] W4lifb A EAH PBS # 1 & 100 FiBe o B B AR, PSSR G 1E R
—Hi, ZHiH DU/ TeG-HRP, (A1 S BB B Ry, FH P % B8 5 HSV2 il &5 gD
B2 SO, PR S WA RE . [R)EE ELISA 85 R B (K 2) RIEW B & 0 HA KRR 7
R

[0020] 8. ¥§FKIAMN HSV2 JiEs gD BEEE O v BL, FH T« HSV2 Sl BBk sl IR sl A
FH T 5 B ) £ BT HSV2 5 55 B FL A 2 H1 4%,

[0030] 9. & ) HSV2 s gD BE R IRy By B HA IR R v BB, LIRS SR TR
AT RIE %

[0031] LR 77324 K] HSV2 s gD Al a8 I Ak X BOAE il 25 HSV2 93 55 0 FRA 5 1 A
R A o

[0032] 4k ) HSV2 i85 gD A A 1 M A DX ) S ER A B, IR FH 40 B L IR BT A B2 R
0 Mo Tl FLBh A A0 W B R DR Bl R AT A AR A

[0033] AR B SEA B AAH L BA LA

[0034] 1. AR BHERILI HSV2 i3 55 gD il £ 1 A X i BEFIAE DR, il £ HSV2 e EE LA 1)
BRI S A IR B, B 2R P22 4 AR S 5 FLAh 5 A8 S B D20

[0035] 2. HSV2 JE51) gD B 11 2 s 73 M 5 1) = B il 4, 7 98 753 1) 2 ekl R s b A 1k
[P A AR B AR, R T o 0 G 5 R AR O 5 S R ) 2 R R bR 2 —, PR HSV2 i E
gD W AR R AR HSV R e EAR I B 2R R . AR BHIE RS T HLsm b R A7, B RN TR,
AR IE G, A2 PR TR v B e Al o PR TR P 22 4 AR

[0036] 3. ANHHHURH HAZ G KL RS, RIEWE AV RE IE MM 5 3T B IR AL
FEAL OB R SR AL L B RN AR O SO S N T R, 1S R A R A A RS
HORESt7/Eeeariogicon

[0037] 4. A< BHAR AR i 2k B i) HSV2 R0 gD Bl MR X BR R 1R 17 471, 16 A%
NG A0 M35 52 (R30S A2 B R BT SRR A0, IF HAE N smifs i N TeG x BR8E(E
FK, S EAEH I A M AR IA .

[0038] 5. AUk BHAAELIY RIS I HSV2 il 5 1) oD B & (1 1) TR 40 e, R IA & i, e
U, oy Taiifk, 3 H R B PR A R 1.

B3 =115 AR

[0039] DL ¥ 24 Bt B A R BAERE—25 Ui B -

[0040] 1 21K HSV2 W EE I oD B 2% 1 I S A Ui A i FE

[0041] 2 f& 1% ) Agarose BERATIN 4 N T/ PCR F 34/~ Lane 1 :LIL25
HCEr HSV2 585 gD Al 2 1 A X BT R R ZE R 1) DNA J7 51 A SR PCR 4 3474, BH XTI
Lane 2 :LAZSJFRL pCEP4 g #54R PCR #3474, B4 B sLane 3-6 :1-4 5 %4L+ PCR ¥~
BrEy, Horp 1,2, 3,4 SEAL TP 987bp 1 H AUFER A B, BN & kbR A B
Lane M :DL2000Marker (TaKaRa) .

[0042] &3 /2 1% ¥ Agarose &ERAS I BHME 85411 (1) PCR ™ X8 7= R V) %5 52 7= ) » Lane
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M :250bpMarker (TaKaRa) Lane 1 :3 ‘5 B4 75 21 7 Foks HUIK sLane 2 :3 5 i T 41 TG D)
YETW 5 .

[0043] [ 4 RFRIAFEL HSV2 WiF gD M A 4B L35 Western Blot #ill. Lane M :f5
#Ey R E A Marker ;Lane 1 :Multiple—tag, FHPEXS M sLane 2 25 ki pCEP4 %% GL (1140
f 133, BIPEX I sLane 3 YL B4R pCEPA-gD2 AN 1-3% .

[0044] & 5 Z4lifb ¥ T4 HSV2 i 55 oD B2 11 Western Blot Ky, Lane M :45¥E45 T &
H A Marker ;Lane 1 4040 )5 I EAH HSV2 s gD BRI sLane 2 %5 FURL pCEP4 #2444
Ja 3, B PEXS

BAXHEA

[0045] A% BH Sl 7 SRR 4 U B -

[0046]  HSV2 Jii 1] gD BF & DL R ALK 73 A BE BRI e A 8 A AL 7

[0047]  JEILTHEAL ST BT HSV2 9 B 14 gD M 2 1 I A 2 2R B 7 41, Uik HE HSV2 9 53 gD B
B N IR RAL, e F JRUAZ S SO I I 52 (R 36 05 1, A2 i HSV2 il BRI gD B8R 1 75
SRPURRAL A IR Ry B B EER iy B b 22 iURE pCEP4 NI Hind TT11/BamH T 47 55,
oy B8 4 EA% RIS EAA pCEPA-gD2.

[0048] M EL5 5k

[0049] 1. WRIFh5JFURL -

[0050]  KJWHT B DHS a R BUA% R IAE K pCEPA AR S0 35 (R A7

[0051] 2. FRFIFIL2E

[0052]  PrimerSTAR HS DNA Polymerase,dNTP,Hind I11,BamH I,T4 DNA 4R, JFki i
HUAF & PCR 7 A iR 50 & B HE BRI DNA [RIGAF) &8 TaKaRa 23] 7™ i TAE HLUK
2 SDS-PAGE A LK IR S A K (7S5 Chidn i T EV S0 am) ) o
PCR 4 B4 5 il AV B 0oL (25 Beckman A ) ) EUIS S HEUICE B 8 4 HIKCE &
(Bio—Rad 7)) sHEEIRIK (TLIMALTT A HTIER] )

[0053] 3. PR BLHIA K -

[0054] i~ w)HE B

[0055] 4. 31K HSV2 Wiws gD Ml 8 1 Ak X v B B 20 ks () A e

[0056]  H&HUFURL pCEP4, H] Hind 1T 1 BamH T XUEGYI, HLIK i [0 U BUR R B
W28 7/KW . [FEFEF Hind TTT 1 BamH T XUEGE)4L 24 B K] HSV2 555 oD B 2 (4 FE A
B WK RIS 3 T 2B KN . BUEERERIR S EIR PR EEY] 5 DNA B 7R IR — 5
Lo A TADNA SERE B2, 48 HSV2 9l 55 oD Kl 85 1 JE A Fy Bt A B L% JiokE pCEP4 P 1)
Hind TTT Fl BamH T 47 si:2 [B], #4) i 20 A% 15 8K pCEP4-gD2.

[0057] 5. EEA TRk 5 % E

[0058] K I 2 3% 5% 1 H 20 50K Ak BRI AT 1 DHS o, B AL =i A ST R R E HE 5
(100ug/ml) M fF LB B3 755 b, & 37 CRFRAIMK . K HBEVLIRE 4 ML 7% (4
AR A 1-4 5 ) AL AR (UKL pCEP4 B 46 T ), 73 0l 6 Bl 21 5 3ml ¥ 14 LB 55
FeEE (A FTEEHE 100ug/ml) FIRE N, B 37T CIRG R FE 5 /N, BUR W Iml, B0
W 53 A 50ul £ B 7K B VE WK, Wh /K3 5 73 8P, 4°C, 12000rpm B0 5 438, B EIE
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(WA BURL ) 2ul AIAE PCR IR, PCR ™ 1G4 A ZUAK Y ) HSV2 i 55 oD #f £ 1 i A0 X A
B, PCR | IR FE A < BURIASEAR 20l HSV2 5 55 oD B 85 A M40 X JE B8 v BT IE8E 514
P1 (GCAAGCTTGCCGCCACCATGGAA) Fi1 41 #E 51 # P2 (GCGGATCCTTA CACGGTACCAGCAGGGTC)
lul.10 X pyrobest buffer 2.0ul.2.5mmol/L dNTP 2.0ul. PrimerSTAR HS DNA 2 & I
0.5ul (1. 250) «£ 8 7K 11 5ul, SMAKBL 20ul. § 844144 98 CTIAME 1 43%h,98°C 10
FB55°C 10 F2.72°C 143 %h, 30 MEER, B Ja 72°CEAR 7 238k BUPCR 7 3474 5ul, H
1. 0% ) Agarose BERATIN, BH ML AL 7 R Ee S5 H 987bp B H A B, 1M JiURL F4L B G
Utifi. M Hind TTT A BamH T BgXUSGY], SR D) PN DIAL 981bp FIZERI 4571 o
[0059] 6. DNA FEF 4047

[0060]  HI QTAGEN 2] ok a4k a5 & i Ak ok, HI DNA 4 B 37400 e .

[0061] ZEH

[0062] 1. HSV2 Jj#if) gD Bl & 1T S AL L b kR R B & A

[0063]  FJ ] ANTHEWIN S8, Sl 1k v SEHL 20 B HSV2 55 (1) ¢D B 82 (1 ) A i R 1R 7 4
(GeneBank, ¥ 35 :NP_044536) , i 12k Hi HSV2 5 75 (1) oD Bl 2% (1 N (B BT I 47, BIAER 1
MNRIEMR PN 286 NAFEMR, HAFEMRFH AT :Lys Tyr Ala Leu Ala Asp Pro Ser Leu
Lys Met Ala Asp Pro Asn Arg Phe Arg Gly Lys AsnlLeu Pro Val Leu Asp Gln Leu Thr
Asp Pro Pro Gly Val Lys Arg Val Tyr His Ile Gln ProSer Leu Glu Asp Pro Phe Gln
Pro Pro Ser Ile Pro Ile Thr Val Tyr Tyr Ala Val Leu GluArg Ala Cys Arg Ser Val
Leu Leu His Ala Pro Ser Glu Ala Pro Gln Ile Val Arg Gly AlaSer Asp Glu Ala Arg
Lys His Thr Tyr Asn Leu Thr Ile Ala Trp Tyr Arg Met Gly Asp AsnCys Ala Ile Pro
Ile Thr Val Met Glu Tyr Thr Glu Cys Pro Tyr Asn Lys Ser Leu Gly ValCys Pro Ile
Arg Thr Gln Pro Arg Trp Ser Tyr Tyr Asp Ser Phe Ser Ala Val Ser Glu AspAsn Leu
Gly Phe Leu Met His Ala Pro Ala Phe Glu Thr Ala Gly Thr Tyr Leu Arg Leu Vallys
Ile Asn Asp Trp Thr Glu Ile Thr Gln Phe Ile Leu Glu His Arg Ala Arg Ala Ser
CysLys Tyr Ala Leu Pro Leu Arg Ile Pro Pro Ala Ala Cys Leu Thr Ser Lys Ala Tyr
Gln GInGly Val Thr Val Asp Ser Ile Gly Met Leu Pro Arg Phe Ile Pro Glu Asn Gln
Arg Thr ValAla Leu Tyr Ser Leu Lys Ile Ala Gly Trp His Gly Pro Lys Pro Pro Tyr
Thr Ser Thr LeuLeu Pro Pro Glu Leu Ser Asp Thr Thr Asn Ala Thr Gln Pro Glu Leu
Val Pro Glu Asp ProGlu Asp Ser Ala Leu Leu Glu Asp Pro Ala Gly Thr Val

[0064] R ik ) HSV2 Jp5 53 D BE & B W I BT R A B AR 41, b FE L AR 2 )
1M 52 B35 1 A e A B AR R PR 41, OF HAE 57 Smd§ n T Hind  T1T BBV A R
£ B3 ) B FEPSI) (GCCGCCACC) » IR S 1~ (ATG) , N TG x AeBE(F 'S5 Ik (PR
243 ), 8 X His br2E Je TEV & FI MGG U A7 & (gamaacctgtacttccagggt) , 75 37 i 3§ AN
TR E R (TAA) H1 BamHI B U167 s ( FEZEER 53 ), R v B 2 T e B 22 iR
pCEP4 W ¥ Hind TIT #1 BamHI B U147 s, IF HAE D R H S 5 T RISl . 575 pk
(15 HSV2 i B ¢D B 28 A PR R AL ZE R () DNA J7° 1) (987bp) 41°F :AAGCTT GCC GCC ACC
ATG GAA ACC CCA GCG CAG CTT CTC TTC CTC CTG CTA CTC TGG CTC CCA GAT ACC ACC GGA
CAT CAT CAC CAT CAC CAT CAC CAT GAA AAC CTG TAC TTC CAG GGT AAG TACGCT CTG GCC
GAT CCT AGC CTG AAG ATG GCT GAT CCT AAC CGC TTC AGA GGT AAG AAC CTG CCTGTG CTG
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GAC CAG CTG ACC GAC CCT CCT GGC GTG AAG AGA GTG TAC CAC ATT CAG CCT AGC CTGGAG
GAC CCT TTC CAG CCT CCT AGC ATT CCT ATC ACC GTG TAC TAC GCC GTG CTG GAG AGA
GCCTGT CGC AGC GTG CTG CTG CAC GCT CCT AGC GAG GCT CCT CAG ATC GTG AGA GGT GCT
AGC GACGAA GCC AGG AAG CAC ACC TAC AAC CTG ACC ATC GCC TGG TAC AGG ATG GGT GAC
AAC TGT GCTATC CCT ATC ACC GTG ATG GAG TAC ACC GAG TGT CCC TAC AAC AAG AGC CTG
GGC GTG TGT CCTATC CGC ACC CAG CCT AGG TGG AGC TAC TAC GAC AGC TTC AGC GCT GTG
AGC GAG GAC AAC CTGGGC TTC CTG ATG CAC GCT CCT GCC TTC GAG ACC GCT GGC ACC TAC
CTG AGG CTG GTG AAG ATCAAC GAC TGG ACC GAG ATC ACC CAG TTC ATC CTG GAG CAC AGA
GCC AGA GCC AGC TGT AAG TACGCT CTG CCT CTG AGA ATC CCT CCT GCC GCT TGT CTG ACC
TCC AAG GCC TAC CAG CAA GGC GTGACC GTG GAC AGC ATC GGT ATG CTG CCT CGC TTC ATC
CCT GAG AAC QAG AGG ACC GTG GCT CTGTAC AGC CTG AAG ATC GCT GGC TGG CAC GGT CCT
AAG CCT CCT TAC ACC AGC ACT CTG CTG CCTCCT GAG CTG AGC GAC ACC ACC AAC GCC ACT
CAG CCT GAG CTG GTG CCT GAG GAC CCT GAG GACAGC GCT CTG CTG GAG GAC CCT GCT GGT
ACC GTG TAA GGATCC

[0065] 2. FIA HSV2 JiEg gD Ml £ 1 M ok D 4 % X B S A BORL K A4 22

[0066]  ¥f H AFEK ve % 2 pCEP4 A& Hind T1T A1 BamH T EEIAT 252 18], #4240 L
MRk H A pCEP4—gD2. (HEERFEWIE 1) .

[o067] 3. EEZHJFRIHL S % E

[0068] % 1.2.3.4 5 4 NEALFP G H 987bp 1) B BIEEEE v B, 17 Uk pCEP4 (1%
HWRAY R B (WK 2) o $2H 3 S EA 15k, H Hind T1T H1 BamH T E§XY
g1, BEU1 - IR 98 1bp [ H ZERE 447, 5 IUH R/ MERT (DLE 3) o $2HL 3 5 B4l 111
JRURL, P32 JFURL Y [ HSV2 5 75 gD Bk V5 B8P 41, DNA 7471 3 A Uk S B4 50RE 353 6 )
HSV2 5575 gD ¥l 8% (LR Y B, I 91) 5842 IE A :AAGCTT GCC GCC ACC ATG GAA ACC CCA GCG
CAG CTT CTC TTC CTC CTG CTACTC TGG CTC CCAGAT ACC ACC GGA CAT CAT CAC CAT CAC
CAT CAC CAT GAA AAC CTG TAC TTC CAG GGT AAG TACGCT CTG GCC GAT CCT AGC CTG AAG
ATG GCT GAT CCT AAC CGC TTC AGA GGT AAG AAC CTG CCTGTG CTG GAC CAG CTG ACC GAC
CCT CCT GGC GTG AAG AGA GTG TAC CAC ATT CAG CCT AGC CTGGAG GAC CCT TTC CAG CCT
CCT AGC ATT CCT ATC ACC GTG TAC TAC GCC GTG CTG GAG AGA GCCTGT CGC AGC GTG CTG
CTG CAC GCT CCT AGC GAG GCT CCT CAG ATC GTG AGA GGT GCT AGC GACGAA GCC AGG AAG
CAC ACC TAC AAC CTG ACC ATC GCC TGG TAC AGG ATG GGT GAC AAC TGT GCTATC CCT ATC
ACC GTG ATG GAG TAC ACC GAG TGT CCC TAC AAC AAG AGC CTG GGC GTG TGT CCTATC CGC
ACC CAG CCT AGG TGG AGC TAC TAC GAC AGC TTC AGC GCT GTG AGC GAG GAC AAC CTGGGC
TTC CTG ATG CAC GCT CCT GCC TTC GAG ACC GCT GGC ACC TAC CTG AGG CTG GTG AAG
ATCAAC GAC TGG ACC GAG ATC ACC CAG TTC ATC CTG GAG CAC AGA GCC AGA GCC AGC TGT
AAG TACGCT CTG CCT CTG AGA ATC CCT CCT GCC GCT TGT CTG ACC TCC AAG GCC TAC CAG
CAA GGC GTGACC GTG GAC AGC ATC GGT ATG CTG CCT CGC TTC ATC CCT GAG AAC CAG AGG
ACC GTG GCT CTGTAC AGC CTG AAG ATC GCT GGC TGG CAC GGT CCT AAG CCT CCT TAC ACC
AGC ACT CTG CTG CCTCCT GAG CTG AGC GAC ACC ACC AAC GCC ACT CAG CCT GAG CTG GTG
CCT GAG GAC CCT GAG GACAGC GCT CTG CTG GAG GAC CCT GCT GGT ACC GTG TAA GGATCC
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[0069]  Faysdt i 20 JBURL R4 HSV2 (955 gD Bl v B (286 D2 Bhme ) , 7630 N simids i
T 8XHis 5% (8 MAIEMR ) M TEV s A BEREVIAL Al (T MR ) , 2K 301 MR EEMR, 1
FILBFHUT His His His His His His His His Glu Asn Leu Tyr Phe Gln Gly Lys
Tyr Ala Leu Ala AspPro Ser Leu Lys Met Ala Asp Pro Asn Arg Phe Arg Gly Lys Asn
Leu Pro Val Leu Asp GlnLeu Thr Asp Pro Pro Gly Val Lys Arg Val Tyr His Ile Gln
Pro Ser Leu Glu Asp Pro PheGln Pro Pro Ser Ile Pro Ile Thr Val Tyr Tyr Ala Val
Leu Glu Arg Ala Cys Arg Ser Valleu Leu His Ala Pro Ser Glu Ala Pro Gln Ile Val
Arg Gly Ala Ser Asp Glu Ala Arg LysHis Thr Tyr Asn Leu Thr Ile Ala Trp Tyr Arg
Met Gly Asp Asn Cys Ala Ile Pro Ile ThrVal Met Glu Tyr Thr Glu Cys Pro Tyr Asn
Lys Ser Leu Gly Val Cys Pro Ile Arg Thr GlnPro Arg Trp Ser Tyr Tyr Asp Ser Phe
Ser Ala Val Ser Glu Asp Asn Leu Gly Phe Leu MetHis Ala Pro Ala Phe Glu Thr Ala
Gly Thr Tyr Leu Arg Leu Val Lys Ile Asn Asp Trp ThrGlu Ile Thr Gln Phe Ile Leu
Glu His Arg Ala Arg Ala Ser Cys Lys Tyr Ala Leu Pro LeuArg Ile Pro Pro Ala Ala
Cys Leu Thr Ser Lys Ala Tyr Gln Gln Gly Val Thr Val Asp Serlle Gly Met Leu Pro
Arg Phe Ile Pro Glu Asn Gln Arg Thr Val Ala Leu Tyr Ser Leu Lyslle Ala Gly Trp
His Gly Pro Lys Pro Pro Tyr Thr Ser Thr Leu Leu Pro Pro Glu Leu SerAsp Thr Thr
Asn Ala Thr Gln Pro Glu Leu Val Pro Glu Asp Pro Glu Asp Ser Ala Leu LeuGlu Asp
Pro Ala Gly Thr Val

[0070]  FEZH BRI I BLAZ G Gy 4 B 3Rk B3 ) R VRl 5 44k

[0071]  FRHRPH I T 20 JJUki pCEP4A—gD2, F IR UKL 4uvdoxf HEK293 i M AT 45 4% . it 4n
JfL b3 AR 204 HSV2 955 oD B 8 B 2 EE IR 741, 73 B JUSEALRe P, 190 78 3 24 ) 2840 77
o IRATPTERIE I HSV2 5% ¢D BEER EI/E N 3mifs I T 8 X His A48, AR 77 (% H 2R B e fl 6t
53 8, IR AT 8 R SR E M2, FH NT Sepharose 6Fast Flow BERUEATZE4L . HAK
ZRRATE

[0072]  HPRLAITT A

[0073] 1. FERFA

[0074] Lipofectamine 2000 % invitrogen A7, Ni Sepharose 6Fast Flow il
GEHeathcare 2y w7 i, /N BT His B40. 50/ Bl TeG-HRP 24k 2wl 7= it e FE i)
by B 7= Bk 43 B Atk )

[0075] 2. EEZJ5UkE pCEP4—gD2 BLAX LG -

[0076]  HEYLHT—RLL 0. 5-2X 10°/ FLIEE R 2 Fl HEK293 40 fild %5 24 4L, 37°C, 5% €O, i
R IR I, A LR B AL R AR 90-95 % I EAT e 4k . HBUEEZH FURL pCEP4-gD25ul (200ng/
ul) BT 50ul JE Iy DMEM B FE L Hh (Bx B 2 ki pCEP4) , ¥R FIVEA] o B Lipofectamine
20002ul #4B T 50ul JEIMLiE DMEM 5772k mh, IR AVRA), BIREHE 5 70 h. BRI E4LR
o R0 ST RV S) , 2R R B 20 23805 I N B 54 HEK293 40 Mo (1) 24 FLARH, 100ul/ L,
TRARS], 37°C, 5% CO, iRAFHEIF 48 /IS, SCHE A0 i EVFBEAT R I o

[0077] 3. Western Blot A7 ik E4H HSV2 i &5 oD Ml 85 A (W40 e B35 -

[0078]  WCHEHE Y iy b iE HEAT SDS-PAGE HL Ik, PVDF IR, 100V, 1 /NI, 4°C it 3
(5% mi1k=PBST) » PBST $EHE 3 ¥&, &% 10 53080, /DBt His FoH0 (Img/ml1) 1 & 10000 Fe
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TEAW A, BWIFFE 2 /N, Pl 3X10 7380, 50/ TgG-HRP 1 10000 #kE T4
W, EIRIEE 1N, YRR 3X 10 2B, INAOGIR RN 3 438, IS = s v ok,

[0079] 4. EE4] HSV2 JiiE: gD #E 25 4tk

[0080] LFiEWWINC L i Ni Sepharose 6Fast Flow #tI8 3ml, /R J5 4 C4 &
R B R EW . T AR IR AR # (LXPBS, 0. 5mol/L NaCl+, 20mmol/
L imidazole, pH7.4) ¥E¥&AE T, B8 Iml BEWE W (1 XPBS, 0. 5mol/L NaCl, 500mmol/L
imidazole,pH7. 4) MR, #E 20 7380 aveli H & A, B 446K HSV2 55 ¢D Bl
HAMAMX B

[0081] 5.Western Blot frill2ifk I FE2H HSV2 5% gD MR A -

[0082]  Wf4lifh [ B 4H HSV2 Jpi 5% gD BH 8% A AT 12% SDS-PAGE i Hi vk, 19mA, 80 434 . PVDF
FEVR AL, 100V, 1 /N, 4°CH AT (5% milk-PBST) o PBST $EfE 3 ¥k, -k 10 4380, /Nt
His H50 (Img/ml) 1 © 10000 ke T-EH AW A, ZIRIFE 2 /M, YEE 3 X 10 4387, 51/
IgG-HRP1 : 10000 #%¢ T-EH AW F, FIRIEE 1 /NI, YEIE 3X 10 2080, IR SGIEYI R MY 3
I3, W= A R R .

[o083]  Z5R

[0084]  1.Western Blot #xJllZ2IAE 2 HSV2 75 gD B 2R (A A4 il L35 -

[0085] &% 4 ik ik YL 1) HEK293 41 i B &5 3R 1K HY B4 HSV2 i 55 gD B8 11, RIS LA
AR AEAE T4 Eis P, 20 T4 46kDa, 5 UK/ MHAT . 45 BB, 4 HSV2
gD B ARE T (WE 1) .

[0086]  2.Western Blot filZifk ¥ FE4H HSV2 &5 gD MR A -

[0087] ¥ MNi Sepharose 6Fast Flow AT Byt it 85 B 3547 Western Blot 7347, &%
7 71 84 46kDa, SR /IMERT . Zi K], B4l HSV2 75 D P A4tk (I
Kl 5) .

[0088]  Zfifk. HSV2 Wi &R gD Bl a 11 1 28 M Y H]

[0089] 4k ) HE 2 HSV2 75 oD BE ot oot i i (R4 ELTSA 58 T iEAa i, DA% ek
) HSV2 W98 gD B 2R (A BT IR PR AR S e . T AL O B4 HSV2 975 oD B TR
Pz /N B, 8 I [R) 4% ELTSA 150 7 V2Rl /s b VG T b4k BT, DA% 52 3R I I HSV2 5 55 gD B
AR R

[0090]  MPRLATT VA

[0091] 1. F=EAH KM KL

[0092]  (Li=EPHT HSVI+HSV2 514 Abcam 24 H) 7™ i, Sabi il 3 TgG—HRP 24 1l -8 24 =] 7= i,
56 AR BN FFIAN 5 A4 QA4 STGMA 23 7] 7= o e 3300 oA B 7= sk 11 23 A 4510
LI 4 FIREHENE BTN, SPF 2, M AL 5 ZE s b =R A o e SE R s h ol
[0093] 2. EEZH HSV2 Jjii % gD MR € -

[0094] =K A [B] £z ELTSA A& Wl 25 41 HSV2 % 55 gD M B A I P . AP R Ny« A
I XPBS(pH7. 4) 4% 1 © 25-1 : 400 £ LbMR alifb it B4 HSV2 g Eg gD #2511, B4 R
( B B EIE 3 HEK293 4 e 3% ) , 4L 100ul, 4°Cid . vk H A B (1 XPBS, 1% /)
A5 ) B, BEAL 130ul, iR 2 /. L =EPTHSVIHHSV2 281, AR (1 XPBS,
0. 1%/pEIME ) 1 2 500 Bk i » 23730 n 22 &5 P 5 M BEDAR FL A, B FL 100ul, 37°C R 1 7]
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i, F PBST W& (1 XPBS, 0. 5% R —20) ¥E5 )5, i1 © 40000 #% )% bt 2 1gG-HRP,
BESL 100ul, 37°C S MY 30 738, PBST Wk 5 3, I TMB ¥, 5L 100ul, 37°CHEE 23 10
380, BEFLIN 50ul IN ERERZ L S W, BRI 5 A450 {H.

[0095] 3. HSV2 5% gD 2 (A HTIMIE K 4%

[0096]  Hralifb (¥ EE 4 HSV2 Jps 55 gD B2 1 548 IR FI S ARG 5 70 il T3 1,3 Ji (28
1 JE I Se A AR ), 55 3 A AN S8 A IRA 7)) I v S Sz /N B 1. 26ug/ L/ ik (B
X B2 VR B S AR PBS) , JF 46 3, 5 FIIRAE R o M3 37 CHUE 1 /M & 4°C b4, 2000rpm
B0 20 4380, BUEIE, 4°C, 12000rpm B0 20 43480, By FIE RIS HSV2 775 oD K 8 (A i
Ho

[0097] 4. HSV2 575 gD ¥ 85 (A P MLIE R R )

[0098] R [AJ4% ELTSA £l H 20 HSV2 5 55 gD M £ 1 I Sz JR 1tk o ZEA D IR Ny < 1 XPBS
2 1 1 100 MR 2B 4] HSV2 Wi oD BEER 1, AR B IEAR, 4L 100ul, 4 Cid . Kk H
FH B PR PABEERAR B FL 130ul, S35 2 /N o BT s - FE AR R 1 2 50,1 & 500,
1 2 5000 FBE S, 290l I 22 35 PR S IO B ERAR AL N, B 4L 100ul, 37°C R A 1 /NI, FH PBST %t 5
W, L2 10000 FiE I EHN B TeG-HRP, 4L 100ul, 37°C M 30 43%8h, PBST ¥k 5 i,
HIJEEA TVMB 59 AE4L 100ul, 37°CHEE E 64 10 43%h, in 50ul IN ShER L& 1k Y, FH I )
SE A450 (. BHVEIMIE N 85 HSV2 55 oD B R [ s N, 3P 35 AN B

[oo99]  &ER

[o100] 1. HEZH HSV2 5% gD M ek AR %8 -

[0101]  AHIR)EZ ELTSA VAR N4l i 4 Br A o s bk, g R B (R D) Sk g 530D
2 (A BAFIZPE S B, Ut I 221 (K BB 41 HSV2 i 55 oD W 48 (1 B (K e 1t A Sk
[0102] 2. EEZH HSV2 5585 gD Ml ik 1 A oMk 28 5E

[0103]  AHIR)EZ ELISA S I Aifb A B A s JE b, g5 SR EoR (K 2) B—k )5
PO IR, 38 k2 G P iAok B & BT, 38 = IR Ja P iAok 558 R EE,
AR IA I FE 2 HSV2 55 oD Bl £ A R UF ) S e B itk , A (I B T At

[0104] 3K | RIEEAHURPERINE ELTSA SL50 45 3

I HSV2 i gD R B SileRopict

lolo5] EAMBIKE  1:25 1:50 1:100 1:200 1:400 R

A450 TRYGREM  0.304 0.231  0.106 0.039  0.028 0. 004
[0106] & 2 KX H A A JA AT I ELTSA 5256 45 3

HH HSV2 i 5 gD B R A HLIMiF R P4 %F B

01077 Rk 1:50  1:500 1:5000 1:50  1:500 1:5000

BT—WHBIE  2.087 1.662 - 0. 048 - -

BRI - 1.949 0.779 0.103 - -

[0108]  AL2%4 AP HSV2 Js B gD 8% A /b IX SR A B P A3k
[0109]  <110> Z=k4y

[0110]  <120> k=46 A HSV2 i a5 gD B & M AT X S IR R BE R HLRAE N
[o111]  <160>2
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[0112]  <210>1

[0113]  <211>858

[0114]  <212>DNA

[0115]  <213> A TF¢%))

[0116] <2207

[0117]  <221>CDS

[0118]  <222>(1)... (858)

[o119]  <223> N A RrABdt i i B, gnbid & s o ) R 47 1K HSV2 75 55 gD Bl dx A MR Ah X
286 M2 LR v Lo

[0120]  <400>1

[0121]  AAG TAG GCT CTG GCC GAT CCT AGC CTG AAG ATG GCT GAT CCT AAC CGC TTC AGA
GGT AAG 60

[0122]  AAC CTG CCT GTG CTG GAC CAG CTG ACC GAC CCT CCT GGC GTG AAG AGA GTG TAC
CAC ATT 120

[0123]  CAG CCT AGC CTG GAG GAC CCT TTC CAG CCT CCT AGC ATT CCT ATC ACC GTG TAC
TAC GCC 180

[0124]  GTG CTG GAG AGA GCC TGT CGC AGC GTG CTG CTG CAC GCT CCT AGC GAG GCT CCT
CAG ATC 240

[0125]  GTG AGA GGT GCT AGC GAC GAA GCC AGG AAG CAC ACC TAC AAC CTG ACC ATC GCC
TGG TAC 300

[0126]  AGG ATG GGT GAC AAC TGT GCT ATC CCT ATC ACC GTG ATG GAG TAC ACC GAG TGT
CCC TAC 360

[0127]  AAC AAG AGC CTG GGC GTG TGT CCT ATC CGC ACC CAG CCT AGG TGG AGC TAC TAC
GAC AGC 420

[0128] TTC AGC GCT GTG AGC GAG GAC AAC CTG GGC TTC CTG ATG CAC GCT CCT GCC TTC
GAG ACC 480

[0129]  GCT GGC ACC TAC CTG AGG CTG GTG AAG ATC AAC GAC TGG ACC GAG ATC ACC CAG
TTC ATC 540

[0130] CTG GAG CAC AGA GCC AGA GCC AGC TGT AAG TAC GCT CTG CCT CTG AGA ATC CCT
CCT GCC 600

[0131]  GCT TGT CTG ACC TCC AAG GCC TAC CAG CAA GGC GTG ACC GTG GAC AGC ATC GGT
ATG CTG 660

[0132]  CCT CGC TTC ATC CCT GAG AAC CAG AGG ACC GTG GCT CTG TAC AGC CTG AAG ATC
GCT GGC 720

[0133]  TGG CAC GGT CCT AAG CCT CCT TAC ACC AGC ACT CTG CTG CCT CCT GAG CTG AGC
GAC ACC 780

[0134]  ACC AAC GCC ACT CAG CCT GAG CTG GTG CCT GAG GAC CCT GAG GAC AGC GCT CTG
CTG GAG 840

[0135]

GAC CCT GCT GGT ACC GTG
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[0136]
[0137]
[0138]
[0139]
[0140]
[0141]

[0142]
[0143]
Gly Lys
[0144]
20
[0145]
His Tle
[0146]
40
[0147]
Tyr Ala
[0148]
60
[0149]
Gln Ile
[0150]
80
[0151]
Trp Tyr
[0152]
100
[0153]
Pro Tyr
[0154]
120
[0155]
Asp Ser
[0156]
140
[0157]
Glu Thr
[0158]

<210>2
<211>286
<212>PRT

<213>HSV2 Ji 55 gD 2% M Mo ah X Bt

220>

223> FmPUHRALIN HSV2 Ji23 gD BHE A HUSNX 7 BL 26 1 VU1 - 5 286 >
RN, 3L 286 MK

<400>2
Lys Tyr Ala Leu

1

Asn Leu Pro Val

Gln Pro Ser Leu

Val Leu Glu Arg

Val Arg Gly Ala

81

Arg Met Gly Asp

101

Asn Lys Ser Leu

121

Phe Ser Ala Val

141

Ala Asp

Leu Asp

25

Glu Asp

45

Ala Cys

65

Ser Asp

85

Asn Cys

105

Gly Val

125

Ser Glu

145

Pro Ser Leu

Gln Leu Thr

Pro Phe Gln

Arg Ser Val

Glu Ala Arg

Ala Ile Pro

Cys Pro Ile

Asp Asn Leu

15

Lys Met Ala Asp

10

Asp Pro Pro Gly

30

Pro Pro Ser Ile

50

Leu Leu His Ala

70

Lys His Thr Tyr

90

Ile Thr Val Met

110

Arg Thr Gln Pro

130

Gly Phe Leu Met

150

Pro Asn

Val Lys

Pro Tle

Pro Ser

Asn Leu

Glu Tyr

Arg Trp

His Ala

Arg Phe

Arg Val

Thr Val

Glu Ala

Thr Tle

Thr Glu

Ser Tyr

Pro Ala

Arg

15

Tyr

35

Tyr

55

Pro

75

Ala

95

Cys

115

Tyr

135

Phe

155



i
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[0159] Ala Gly Thr Tyr Leu Arg Leu Val Lys Ile Asn Asp Trp Thr Glu Ile Thr Gln
Phe Ile

[0160] 161 165 170 175
180

[0161] Leu Glu His Arg Ala Arg Ala Ser Cys Lys Tyr Ala Leu Pro Leu Arg Ile Pro
Pro Ala

[0162] 181 185 190 195
200

[0163] Ala Cys Leu Thr Ser Lys Ala Tyr Gln Gln Gly Val Thr Val Asp Ser Ile Gly
Met Leu

[0164] 201 205 210 215
220

[0165] Pro Arg Phe Ile Pro Glu Asn Gln Arg Thr Val Ala Leu Tyr Ser Leu Lys Ile
Ala Gly

[0166] 221 225 230 235
240

[0167] Trp His Gly Pro Lys Pro Pro Tyr Thr Ser Thr Leu Leu Pro Pro Glu Leu Ser
Asp Thr

[0168] 241 245 250 255
260

[0169] Thr Asn Ala Thr Gln Pro Glu Leu Val Pro Glu Asp Pro Glu Asp Ser Ala Leu
Leu Glu

[0170] 261 265 270 275
280

[0171]
[0172]

Asp Pro Ala Gly Thr Val
281
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