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AR R A4 5 SEQ ID NO =1 45 # |
R TR 74 10 £ IRE 7 B S. aureus
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. SEQ ID NO :1 Hf5 4K S. aureus AhpC 541,
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1. —FrZ kS E, H SEQ 1D NO :2 Fis RS LR 7 41 4 A o
2. BUAER 1 2 K, ATk 2 g FA Eaitb iy,
3. — AR, ol SEQ ID NO : 1 Fron F 2 R 7 41 FIAE FR 56 R i sl 2 i A v 55 T i

RIEIR PP AL R — A B A DB 73 2k, AP A4 DX 20 7 sk
PR DB 7y - 2 A i R 37 25 AT R A R3]V 2R £ IR NR S bR

4. —MREAEBF HH SR IE R NE R ED, KA S A SRR 1-3
AR — T S 52 ORI 242 Bl 32 (R3804

5. BUMZIR 4 A G, Lrb priddl &t — D& .

6. — LR, FA S AASBON R 1 802 M2 KN H RS .

7. BUFIESK 6 HIRZIR, b B i i Rk ik

8. —hELLA0 ML, FriR 40 i B S BRI ESR T LR o

9. — Pl LSRR I S S, aureus 2RI TIVE, BAEDIR -

(a) FEHAPTIR 2 IR IE I 56 R R IR 2R 8 B L4 1 5 LA

(b) 2tk Tk £ k.

10. — Py B Es A 8, A8 HBORER 1 IR 4 5 221X,

L1 BUMESR 10 Mg &8N, b kg & B A m il N PRI %4

(a) (1) A FH BTk S e S R e F i 4 5 8 1 5 81 (a) (2) AT P idk S i IR A% 2 i
G EANTL P

(b) HA ELAL T IR S & 8

12. BUOMESR 1L Mg G 8N, P ik a & B Ak,

13. LURYRAE R T4 S. aureus YA BE 250 h I i

(a) H1SEQ ID NO =1 (2R FI A UK S e I, Ko b ik 2 iR AL 17 #EXT S. aureus
PRI E SR

(b) BUFIESR 1-3 BAE— T S st B

(c) BUMER 10 4G 8N

14 BUMESR 13 [FHTE, Herp g 2R #EXT S, aureus IRGLHEAT IR PG TT
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ATESHMERRHEKENRIFERERZZ K

[0001]  AHKHITE 2T X5 | H]

[0002]  ACHRIEEIR T 2005 4F 1 H 21 HEEAZH 3L E I I £R] 1 iE No. 60/645, 811 LA
Bl 5 - EE I T A .

[0003] KI5

[0004]  {EAC HIE 30 5| FH DA EE ST AN DA A 72 T BESR ORGP R B IR HoAR
[0005]  Staphylococcus aureus( 4 ¥ (& ] % 3R B ) & 1E H T £ Fh & i AR W
(condition) FIRIEMA. 1 S. aureus 51 B MIIR GG 5] 5~ A0 45 B ILIE | BEGe H0 Y JIBE
RGBSR TR IR MR S AR | botryomyosis B MR ILEREIE 2
PItE R IR 256 TR AR AN R G0 R % | AT e MR S0E P (R NI i 28 N L8 500 B i T UK
YRR 18 Y, (The Staphylococci in Human Disease, Crossley andArcher (eds.),
Churchill Livingstone Inc. 1997.)

[0006] W] DAR FHZE TSz % i SEmg R A% 1 S. aureus EYH S, aureus L. ZE Tk
IR SRS B FE R B RSN . BBl e R AR ) S, aureus W AUEIREE . 3R
1A S, aureus T V.

[0007] ¥ FEI S. aureus & P #L [H] S. aureus 2 FE A1 £ K. A0 ) m] DU o AF A & A 1
S. aureus 2 HHER 2 IRAE A2 1 o R SEIR . T LU AR A s 0 B0 22 1 70 16 22 0 £ 497
45 S. aureus 5 AU 8 MISEfEZ#E, (Shinefield et al., N. Eng. J. Med. 346 :491-496,
2002. ) 7] LARAE A AT BRI 1 R A3 1) 2 IR B G B R AL B R VAT R A R g5 S R
BAENR T, (Mamo et al., FEMS Immunology and Medical Microbiologyl0 :47-54, 1994,
Nilsson et al., J.Clin. Invest. 101 :2640-2649, 1998, Josefsson et al., The Journal
of Infectious Diseases 184 :1572-1580,2001.)

[0008] KT S. aureus Z T4 HIE B A LUE X S. aureus ZERIA NP4 3Rk4% . (Kuroda
et al., Lancet 357 :1225-1240, 2001, Baba et al., Lancet359 :1819-1827, 2000, Kunsch
et al., BRI LA AIFFEP 0 786 519,1997 47 H 30 H ) . HAVE RIS
PE—E R E FERAE T RN PR3 I 2 kP41 . (Kunsch et al. , BRHEH] 2 JF EP 0
786519, 1997 4£ 7 H 30 HA )

[0000]  —HEHR, Hl4ni e R (display) HOARMIK B 532 G B K ILE EOR, 04
FT 55 0045 Bh % 2 iy AE R 10 FE . (Foster etal. , [EFRATFS WO 01/98499,2001
12 H 27T HAJF, Meinke et al., HBRZ2J15 WO 02/059148, 2002 4F 8 7 1 HAJF, Etz
et al., PNAS99 :6573-6578,2002. )

[oo10]  Jx BMEIK

[0011] AR KA E S SEQ 1D NO :1 g5 8 FAH K 2R 1R 7 41 11 £ Ikl 3 A B
S.aureus AhpC-AhpF Z1-& 4, LA IR Z IKFA G W . SEQ ID NO:1 R A K
S.aureus AhpC JPAl. A 2% His—tag FI=HSNRILZELIRIK SEQ 1D NO -1 IIATAA)
W RIRF= X S, aureus [RIRF P Sz N,

[0012]  $EBI“LRYE” G B G VAR BHERXT S, aureus &G AT RTIN A K /4. 7]

3



CON 101432017 B WO P 2/15 Tt

CIASE FH S A A 2 , 48] 40 A SC A 3R TR L8R OF 2 AR A TR 7K P

[0013]  [AITHiT, A< BRI 28 — N J7 ik 1 2 Ik )i, HoAw & 5 SEQ IDNO =1 B SEQ 1D
NO : 1 {7 B2 /b 85 % AH IR ) A LB 741, Horb ik 2 KA AL T 414 S. aureus (KO- M
7, I H AT 2 SR R A2 SEQ 1D NO =1 [ k. $R3I G I 3K B2 {1LEF X S. aureus [
PRI I S B

[0014]  RFIME 5 SEQ ID NO : 1 £2/b 85 % AH A FH & IR /7 41K B «A74E SEQ 1D NO :1 [
FERR I, 3 Al UAFEH EMZ KX . 55% 25 0E—% G 0t (A E 5 A
[F ) R 2 KR8 5 52 51 BT L I e AR Y. B 3 A A [ 2 2 R 1 5 H Skl
E . EAMEEBRLLSZES) (Flin, SEQ 1D NO :1) HPfE L m as, AR5 kLL 100 1Y
& TN BB 1 HE

[0015] AR I3 — A TJ7 R T fo 2 b1, HoA B 3R L EF X S. aureus [ £r 47 % # 3%
() 22 K, UL R AR 2 55 R Ui B 28 i K i 5 T 3k 22 RS 34 2 () — A 22 A H 2 X st 4
(moiety) , Horp A~ X I sl 73 M7 i ok 5 AT 22 20— Fh DU P50 DS 7 < 3 98 o
PENE, AR A sica R T 2 e k.

[0016]  #23F “ H & XIRakEk /3”7 ZRWASFE T S. aureus AhpC IR Kk 5y . Hg X
SN A AT DU, B, H e 1 2 R X s AR R X

[0017] AR 55— AT R T 1 AhpC-AhpF 20504 ) 26440 1) 50925 J5 o AhpC 4153
f15 /0 85% AHIF T SEQ ID NO :1 fIZ k. AhpC ZH43 405 %2/ 85 % 4H[R T SEQ ID NO :3
M2 k. $ERAtb IR HITRA G WAFET D P 2R N e 2 K, frid
H'E Z K2 AhpC F1 AhpF 52 RARHAR R SARR T AN S EATP R 10%.
[o018] ik, ik Zl W R FEA L alitbif), “FA L 4ifbif)” AhpC F1 AhpF 2050474
T BT ECR 2 E0 T IR E Z KRB T, ik HAL £ kg AhpC HT AhpF 252K
SRHBAH KT

[0019] &3 “4fifbiy” B “E A AL ARFEZ KA T T aith, v DUALEE, 440, %
AR A 2= B A £ k.

[0020]  ARBHI S —A T THHGR T REAE B 7 T X S, aureus BRI RZ A G
Yo FTIRA-GWEL 2525 bl 8 52 B AR S i R R ET XL S, aureus FLRY 5
P R 22 i o

[0021] P AR L DA IEERXT S, aureus Y R4 ME s (3 . 12 50E N 24 2
DL 53R 1 S, aureus XYL AT BE BT

[0022] AR WIS — N J7 A IA T A& LS R (A% R, B B 20 5 R g g 2 L A ok
S. aureus IR PERER 2 K. BT S A gnbi 2 IR =4 R% IR UL T3 4 i i ok
A TR o (R DA ARE BRI R fE o ) o AR R] LIS T8 - R R 4147
£, BT DL R —ER 4

[0023]  EAMIRE LTI/ BUERAE BAP AR . BRG] s aif
[MAZIR A7 — R T AR T AT RIS 802 MZIR X3, DL 2
[ RARAH DG — Pk 2 Pz B2 DX 35 (540, el MUExak ) mysb.

[0024]  AREHM S — AN HRAR T EHAM. Friddl et & E4 R, frid = a2 Y
P ERALER R S, aureus IR IE S E 2 Ik

4
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[0025]  ARE S —A R T F= EREALE X S. aureus LR M T8 10 £ Ik 77
o TR TTEFEEE TR S50 dahd ik 2 IR E AL IR I E A 40, FR2ib iR 2 K.

[0026] AR B —AJ7 A T HAEEF X S. aureus AR IE T B 2 1K, Arid £ ik
H N R AR, P FR AL R AR R R SR dw b i i 2 K EE 2 A% IR 1Y) 40 4 e
HatbrR 2k, LR AAFRRE E4000.

[0027] AR T — A7 A T 43 B AhpC-AhpF &6 E H. TidEd6EaE8 S
AhpC-AhpF EEMEE A RBUATTAZX .

[0028] 42 “ /3B K7 RKHS TR KIKTE AR Ik A FEE 0] LU, 4 4,
HRREMA A RIRAEERN / SR A RIS . RN RIL G5 55 Nk &
M5, T AR B X ok 41 & 78—, o, ANJEAPik, b — A sk 2 AN R T A goe
X (CDR) #4h AR ANRHEZE A (Framework scaffold) b s Z%Aufk, =k BHiikdi &
AR A COR Hdm A BIA R RHEGLSZZE b BLRCR B RIRA R FAIHiik, Hrp
S i R0 R AR X SR R B AT LA & 31— .

[0020]  fLiEHhl, 73 BSER AZEA ERAMIEERD . A FRA MEEANED LT
Bz K2 B A g EANHEE+.

[0030] AR B S — D T5 HREAR T £ R S. aureus Y B M LLAIT I 771 Bk 7y
VEALHE ) P B8 T — Fh B2 B LA R WD D B

[0031]  (a) HIEAREMFIE R, HAL 5 5 SEQ ID NO =1 B{ SEQ IDNO :1 f{ )} Bt &/ 85%
FHFE 2 IR 740, Hor ik 2 kG (i T EXT S, aureus IR PE iz -

[0032]  (b) Pl tEA &4, & 5 SEQ ID NO :1 & /b 85 % AHA £ kA1 5 SEQ 1D
NO :3 22/b 85% AHIAI 2 ik sk

[0033]  (c) A&kE K] AhpC-AhpF &5&8H .

[0034]  FRARRE @ FIARTE FARHE 7, 3238 “ B0 R etk 2 — BN # #E . AW, a0 “Fa
/B S R T 2 — B AT Re

[0035] 5 GR APk AR 9 “ LS RPN IR BOP IR . AR B C— a2
A7 HEA S TSR TE — [RAE H SR s s I oc 22 slo8 BRI AT gedE

[0036]  [RAREBAAfHL A B, $R BIARTES a1 “ a”8 “an " AN /B F—A H40,“4iHe (a cell)”
AHEER “ 214 (cells) 7o AN “— AR A" S5 TG TR 18 2 A A7 R ]
RETE

[0037]  HR4F 7E B2 AL () A A ] St 491 () L e IR, AR B I L SRR AR A 2 A 2 B 2
()0 &M R ST 51 258 T 78 S5 AR K B P AT FH BIAN [R] 73 R 5155 o S5 it 18] AN B ) 2 SR AR A
(R EH o ARIE AET I AT, BERBIHEAN 53 0] DL 5 FR AN T 55 B A e BHAT FH L7 i
Gy

[0038]  f el iy 17 2 13 B

[0039] P 1 [¥7x 7 SEQ ID NO :1 F1SEQ ID NO :2 [EFERE T4 . 5284 41 /& SEQ 1D
NO :2, HAA S RIFE 2y A& SEQ ID NO s 1. FRIZR AT X I 2 3E His—tag XIS R FE 5 1)
HERER.

[0040]  PHIE 2 [E78 T AFK E S. aureus (SEQ ID NO :1) Fl S. epidermidis (SEQ ID NO :6,
GenBank Accession No.AE016752) [#) AhpC J#41).Z [A] (¥ P 41 LL % » B IEIRZE 57 LKL AR B

5
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[0041]  PHFE 3 7R T 4ihS SEQ 1D NO :2 [(ZIR)T 41 (SEQ 1D NO :5) » Hi4MK His—tag il
BILA RS X LA BoR .

[0042] P& 4 [E75 T 4wh5% SEQ ID NO :3 ¥ DNA J¥%1 (SEQ ID NO :4) .

[0043] [t 5A F1 5B [f75 T AR B S. aureus :SEQ ID NO :3 (GenBank &t No. U92441) .
9 (GenBank ¢, No. AP004823) Fil 10 (GenBank %1t No. BX57183) 1'S. epidermidis, SEQ ID
NO :8 (GenBank % icl No. AE016752) FJAN[F] AhpF JE41) 2 A [ FE A1) LU . 2 SRR 72 ¢ LIKH 1A
BIR,

[0044] [t Pl 6A Fl1 6B 7R T4 AL T A AL BERREE A i SEQ IDNO =2 Z ik ( )
SRR (=T ) HATSER SR .

[0045] % BHIRYi-4H 1 B

[0046] 7 R SCERALIIAE A SEQ 1D NO =2 [y st 451 [ B¢ T SEQ 1D NO : 1 #H2C 2 k4 (R
Pk RS (KRS 7. SEQ ID NO :2 A& SEQ ID NO :1 [RRTAY), &4 5 3L His—tag I =N
SMURILEIER . His—tag HH T ZIRAib %z,

[0047] 5 SEQ ID NO :1 £5#8 A2 IKELHE & A A A S. aureus WARHAETERIAH R X
SR RAR R A X IR IR A 22 ik« SEQ ID NO =1 FRIZIE T8 540 b B IR 1 o R A DX ]
o B L IEMIZR T SEQ 1D NO :2 HHAFAERI 2 His—tag FIESMITRIE LR -

[0048] 1. AhpC E?:Qﬂ

[0049]  S.aureus AhpC mAIHE % ENE E. coli BRESEANAEDIEREEA T AN
i H2iE IR TS (osmotic up shock) i S8R E R (AhpC) » (Amstrong—Buisseret et
al., Microbiology 141 :1655-1661,1995. ) AS[EIAHALM: ) AhpC [RIIEYIATALE T/ FLah ) ik
PRI AR, RS Z A B R P, (Chae et al., Proc.Natl.Acad. Sci. USA91 :
7017-7021,1994, Yan et al., Helicobacter 6 :274-282,2001.)

[0050]  S.aureus AhpC AH K ¥4 O & 1E A R 19 2 25 SCwk b 48 25 T A R 4 .
€ TIGR(SA0452) ;Baba et al., Lancet 359 :1819-1827,2002 (MW0357) ;Kuroda et
al., Lancet 357 :1225-1240,2001 (SAV0O381) ; FH Ohta et al., DNA Research 1:51,
2004 (SAV0381 and SAVO773) FR424t T ANE L FRAIH] 1. o

[0051] PP 242t T X S. aureus (SEQ 1D NO:1) F1S. epidermidis (SEQID NO :6) H{£7E
() S. aureus AhpC FHK/FH 2 A7 L4 . W] LAAILE AbpC JEHIIEAT 7 4 TR
[0052] W] LARRHE 5 CU0 AhpC [ Z1)AH BG i BE %)) 51 AR AL BR0% S 2 BE R N AZ 7E, Sk %08
FARAFAE R HE AhpC JP 41 TESL I S B IR it TR AEPERRAE . TEAN R St 77 L, R
SRATAE ) AhpC JT 412 7E Staphylococcus 1 ARIERT S. aureus H R BRI 741, B A U1 SEQ
IDNO :1 1370 20 A~ 2270 30 Ak A/ 50 LR EEIR F / BURA 5 SEQ 1D NO =1 [
> 85 % J HARALPE B[R] — 12k o

[0053] ] LLIE ik A [ (1) S35 R A AU 28 S K0 R AR A 52 e AU AR AL o — R, W] DL I
LU AN 7 51 R 3 A e K B BE R [R] — 1, 80/ 13 41 2 — P (A 10 S N R 48 114 e Ak
TR AL o

[0054] ] 4, {3 FH F) A 2 FF lalign ( fH Huang F1 Miller JF %, Adv. Appl. Math. 12 :
337-357,1991, {sim) F2/7 ) W RERLLXT T 5, o] DA e 7 AR L o 6 TR PR 55 AR 42
- AREEER OB -1 §145r (BUA -14) st SR O PR (BRIA-4),-s

6
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str (SMATRIX) RIIEREITH 3 FERE SO SO 4 o X T8 B4, 18 ik BRI —wi_ (LINLEN)
JEAEE AT 2K B (60) kAT PAM250.,

[0055]  I1.SEQ ID NO:1 tH3=£jk

[0056] SEQ ID NO:1 #H3SZ k& 5 SEQ ID NO :1 £ /b 85 % AHFE MR FEm 4. 123
“EZ IR W AR N B R R/ R

[0057] %/ 85% AH[A] T SEQ ID NO :1 [ k& SEQ 1D NO :1 [(12 £ £ 28 N FE RN
A7 o B2 BE TR U AT A 2 SRR 88 ANk B N o AE AN [ () 52t 77 =X, SEQ 1D NO :1
MRZ KA 90% 220 94 % B A2 /b 99 % AH[A] T~ SEQ 1D NO :1 ;5 SEQ ID NO :1 AN[FA] 041

2.3.4.5.6.7.8.9.10.11.12.13.14.15.16. 17, 18,19 8} 20 PR IEM A AT ;8 FEAR i SEQ
ID NO :1 ZH1%.
[0058] A BHI—F st 7 =i M 2 IR R, AL & e AR E 2/ 85% .2/ 95%

8% 100 % AH[F T SEQ ID NO :1 (2 LM 178-189 WIFH A k. 785 —seszitiy b, a8
SEQ ID NO :1 [j2a 5% 178-189 [ 2 Ik AL A 13.15.20.25.50,100 8% 150 2 25 R
M/ BEEANZ k2> 85% . 22 /b 90 % BIAHIR] T SEQ 1D NO :1 Xk FF£a 7 SEQ 1D NO -
1 2R 178-189. T REAFAE ML E A M A FE L& 1 SEQ 1D NO 1 Z BRI &2 5%
FRIX Ik DU i H e 2 BE IR 2 2 JE R o A 2 IR

[0059]  $EF “FEA L7 FRIIM LR “ 4L R LA AE TR M BRIt H v e frE L
AR, e iR DUR R R I, 1EAN RSy 2, /745 1.2.3.4.5.6.
7.8.9.10.11.12.13.14.15.16,17,18.19 8 20 P H/ BRI

[0060] W] LIX SEQ ID NO :1 Z keI i Bl AT oo, KAJAF15 ST AT S. aureus FIERY
TS IRTAED o 1, i) AT SO R SAFOREE 115 REH AT S, aureus (PR 1 5% RE 7 1)
W), BORSATRR T PRI M Ho 8 2 Ahid BATv] LSS 2 H [ B R IR IAT B4
[oo61]  PRIE 2 HhRAL R P A LA 5 HE S. aureus  AhpC JR A ELES, AT LLAH T 3k
TR . 4, 7T LA R 2 25 IR 1) O N M SidF AT ez

[0062]  —ficih, 7R HUARAS [F) 28 8 LA DR 358 v P 0y ik e o, A2 48 LA AR AUV ot 1) 2 JE B A
PR X T2 BB 11 7 7] L5 T8I R R AR U B K/ W far AR PRI AR M. A
A 2 BE R R FE I 2 FEBR 1 T 52 W e AR A 501 (2 0L, B U1 Ausubel, Current
Protocols inMolecular Biology, John Wiley, 1987-2002, Appendix 1C.)

[0063]  7EAC #0225 1R LA 4 o v PR i I FE vy, B 4 S 2 IR N BT — Bl B 2 P AR Bk 1
BAN KL AR RN AT R/ B /NRI /BB MERT / BB T o 8, 2 2 RN e 2R K TR
X2 I AR A B N 4y 2 DR ) 2 e A 5 | 1S 22 IR DD BE AR A 1) R A fige it o

[0064]  SEHRAFE H B SR ARG g v DU R T 2 IR A2 B IR 28 s BRgm g% IR
(P FCRE L . TEAE IS & T A R ARG A M (W, gnbs s ig ) v LUE T
ZIRA . TR R J5 T AR M hn TR A R 25 o ol 1@ I 5 | N AT fE R S SR RS
e SR Y R i A 55, W] DA Bh SR

[0065] W] LLIE ik S A7 s Ak ke 1S 5 22 IR 3 S e I NIRRT o T AT R AS [F] I  AREEAT
TR, PR B A, #5 S DU A 7 W ZE SR S SRR MHC 43 ¥ (RIS R PR IR 28, DL 2
Sk -MHC B85t T 4l 2 AR SR IR LS, (Berzofsky et al., Nature Review 1 :
209-219, 2001.)
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[oo66] ik, TR Z kR4 L k. “4ifbiIZ k" F4E THZ — M2 N H g
Z KRB B, Pk e 2 IR AR 5 2 AH O / B LA R R B A TP I 22020 10% 47
TEo FEARNE)SE 77 A, 240 ) 2 BRFEAE S Bkl AR B A 204 50% . 204
5% 8k /D2 95% .

[0067]  FE—Fhszitir b, 2GR “FeA Baifhiy”. FEA DAL Z IKEE T b 52
KRS T sR ZHOLE Z RIS b . flhn, FEA B4 LI S, aureus 2 A7 7E T-51
DA BCR Z Y S. aureus ZRIFIEE . BREERT LU, 491 0, 5 i sl o o

[oo68]  FEFI “Affbiy” B “EEA AL ARFEZ KA T aith, v DUALEE, a0, %
AR A 2= B A2 k.

[0069] AT LI i 15 1 22 JR R ik Bl 2 Ji A v A 1 ik 22 IR JE 1k o T R RME 1A 1) 491 - R0 45 2
FEAR IR ORI AL B, 40, SWedE I FE T IR AR TR W AEUSE IR AR B - T AR SRR
SEAR I PR EE B ARG PR R £ TR -

[0070]  FEAS S W) — A Szt 77 2, 220 IRk G i 2 I IR e 52 SR R 4, T I Sz R B
TEFAREE AR v Bz SR v 5 T 22 JIR AN B 16— A B 2 A e BB 43, I A X I
BB A ShAr ik B B 2D DU R B X BG4 < B S e NV, AR T Al E
T 2 IR 1 o 9, A AT DA AE T2 S BUR FE R o () 3 T an 58 & — g, W] LAMG 98 2 ik
e P

[0071]  m] LI ik ) e 2 Bl 2 2 A it 2 A A A1 alib ke o £ Tk aifb . T Hka F)
Taitb 5 A ] AR A ARSI Z K. S8 A MR R0 TG 7S H 2 RAR 2
trpE A B H KR 2R 45 A 5r T .

[0072] W] LIS FHAE 5 B 08 S e NV 25 Ik AR MG 0 22 ™ AR S e A I RE ). AT LA £
PR oA G SR X BT 22 A1) 35 I8 250 1 22 T 0 461 760 8 40 B X177, 460 40 TL-2. (Buchan
et al.,2000.Molecular Immunology37 :545-552.)

[0073]  111.AhpC—AhpF % 3% A

[0074]  AhpC—AhpF % J5 &5 AhpC Fl AhpF AIEIZH-54. AhpC 4444 H1 SEQ 1D NO :1
FHRZIRA R, AhpC Z4F 7 SEQ 1D NO :3 AHG 2 KA i

[0075]  SEQ ID NO :1 £ k&4 5 SEQ ID NO :1 %> 85 % A A (& F= B 41 . SEQ 1D
NO : 1 AHK 2 BRI AS R St 07 2048 B30 1T 9 rpg Btk

[0076]  SEQ ID NO :3 FHEZ k& 5 SEQ ID NO :3 £ /b 85 % M A (LM 4« FEANE,
SERR U T MR S R R e I R B N . FEASRI S 7 2, SEQ 1D NO =3 AHRZ Ik

2/ 90% .2/ 94% . 2/ 99% BAHTE T SEQ ID NO :3 35 SEQ ID NO :3 ANfA] 04142434+
3 Ho

[0077]  XFSEQ ID NO :3 #HC 2 IKIEAT A >k 343 5 SEQ 1D NO : 1 AHK 2 SR 4144 — [ H
IRT A e B, o] AHEATOORR , SRR T8 S 4154 S. aureus AR MEF B RE 1158
AW, SORIRIZER T AR ME 3 2 ANE B AT DUSEIRR o2 B A XS 58 3R 4 A
.

[o078] W] A F#E Bkt AhpF 444 AR AhpF 340 1450176 B 1] 5A F1 5B Fh ik, 7=
A0k 22 IR R ) HeA Fe S AE L R TT F Rt T
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[0079]  7E AN [A] ) 2 % SCHR o A S. aureus AhpF AH 5C )7 41 45 T AN A &4 FR. 1E
TIGR(SA0451) ;Baba et al., Lancet 359 :1819-1827,2002 (MW0356) ;Kuroda et al.,
Lancet 357 :1225-1240,2001 (SAV0380and SA0365) ; Fil Enright et al., PNAS 99 :
9786-9791, 2002 (SAS0357and SAR0398). Mt T AS[E 4 FR (KI5 F o

[0080] MLk, 5 FH Wy > 2L AR R A R A B 41 ™ 7 AhpC FH AhpF 2054 40, E. coli
B R ] AR TR SR AL R 1% ahpC HiT ahpF, 7] BL73 B AhpC Fl AhpF 54 KT Z KA 1)
HEe SR 75 T 3CH) TV R4,

[0081]  IV. e

[0082]  ZJikm] LIAE FFRAEFE AR AL 7, (A& 30 S AL 26 O IR e 8 S ™ A2 ik 22 Tk
(R 40 Mo 32 A (KR 2E o X 22 IRIEAT A 27 B I R A A2 A LB 2 T o (22 W, #8120 Vineent,
Peptide and Protein Drug Delivery, New York, N.Y., Decker,1990.) F T HE 4 £ fik
Az A AL R B R AR 2 AT A FN . (22D, 4, Ausubel, Current Protocols in
MolecularBiology, John Wiley, 1987-2002. )

[0083] A HH AL IRE A A Z KA R T MGH MR 2 ik H T8 2 IR B AR
BORALHE AR b S NBG ARG i iR 2 Ik B R R I R I8 Pk 22 )ik

[o084]  HEZH LA & Y bt 2 IR A% IR UL A T 2 IR IE I 15 Je it » B4R m] LA AE
T MO BE R A, Bl AR FAR I 4) o

[0085] W] LAAEE g H 20 5 A (8 23 A7 AE IRV 1T Jo AR B0 46 AR 55 ik 22 TR dm b ) 1) AH DK 1)
AL, UL RARASE ik 2 IR 7 51 AH DS B AR R otk o AN otk (il ansh s
JABNF) X TAER A b RIS E AR RN B MR A A2 A . — A, AR
AR R T AR SRR B R AR S5 S AL L 2k DL AT IR L, AR AR R T
(present operator) . I TIHAZAMML 0 TRIAEIE T2 Z M FFRILES .

[oose] i IIAFHREE M, AF T EAZFCM P RE. Prkth, BrEHEREZ S5,
KBS A T 4ot B 3= 5 0 2 w0k s BB tErs i A R ENA K
PR il PR P DD A o DL R =i DI ] B MR o SRIRERITIAG) 42 b PR 2R B AT 1) v 2
L IR TR B

[0087]  HH T-agt AR5 A5 1A 1) -0k, DR B A (R 4 b A% B8 17> 0 mT LA T4 hidhs 8 I 2 k. H
TILT P 2 R A R % R — DA G B B 17 gwhid, T = A8 T 2 Ak 25 b i
HrE. RS RS KAERIT

[0088] A = Ala =NZMK &5 ¥ GCA, GCC, GCG, GCU

[0089] C = Cys =>FPta IR %5+ UGC, UGU

[0090] D = Asp =RA&ZM &% GAC, GAU

[0091] E = Glu =AM 05T GAA, GAG

[0092] F = Phe =42 %% UUC, UUU

[0093] G = Gly = H&& %15 F GGA, GGC, GGG, GGU

[0094] H = His =4 &R :%15F CAC, CAU

[0095] T = Tle =Fsu2d i %531 AUA, AUC, AUU

[0096] K = Lys =#iZ R 2051 AAA, AAG

[0097] L = Leu =& R : %5 UUA, UUG, CUA, CUC, CUG, CUU

9
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[0098] M = Met = Ffifi 2 & :codon AUG

[0099] N = Asn =RAWIZ 251 AAC, AAU

[0100] P = Pro =JiZ M %%~ CCA, CCC, CCG, CCU

[0101] Q= Gln =& L& 2057 CAA, CAG

[0102] R = Arg =F§Z K 2051 AGA, AGG, CGA, CGC, CGG, CGU

[0103] S = Ser =2 %K %+ AGC, AGU, UCA, UCC, UCG, UCU

[0104] T = Thr =732 %% 7~ ACA, ACC, ACG, ACU

[0105] V= Val =%4fZ/% %455~ GUA, GUC, GUG, GUU

[0106] W = Trp =A%’ :codon UGG

[0107] Y = Tyr =RE8%H %5 UAC, UAU

[0108] I&E&HIT-SEQ ID NO :18{SEQ ID NO :3AHI< £ Jik i) B 2 A% BR 2 1 O 40 it 2 T A 2E
WA EAZAEY . S8 A% 40 M 1)49] 1648 E. coli ;Staphylococcus J& KIS, B4 S. aureus ;
Lactobacillus J& B a% &2, %1 40 L. plantarum ;Lactococcus J& K B¢ 5, % 41 L. lactis ;
Bacillus J& KI5, 40 B. subtilise ZLAZ YN SE ) AR50 L2 W 4m e ; B s am i s 1%
BEAR ML, %1 Saccharomyces J&HI A1 (41, S. cerevisiae) . Pichia J& 51 (4140,
P. pastoris) . Hansenula J& % i (#41, H. polymorpha) . Kluyveromyces J& % i1 ( 4
1, K. lactis 8% K. fragilis) F1 Schizosaccharomyces J&H &% 2 ( #]41, S. pombe) »

[o109]  EEAFLER ™A 5 ONGH BURH EE 20 D PR 3R R AR AT A FI ) o 72225 30
P T X Be 1 R 1, 1 Ausubel, CurrentProtocols in Molecular Biology, John
Wiley, 1987-2002 1 Sambrook etal., Molecular Cloning, A Laboratory Manual, 2™
Edition, Cold SpringHarbor Laboratory Press, 1989,

[ot10] QR FRERE, O] LS o 20 A ke ke e e R iE . HEE IR
i AL RS FEAFE T 2SI E AR AT A H .

[0111]  Z KA PLS A #E f5 1a0m, B, N- B8R, 0- BRI, S LB
PRBNZIRE “Z IR 8 /IR ey AR 2 ik, oAk B F 400 (Blaniekmg 3 ) 1.
— A BRI R S S 2 2 .

[o112]  FHVRJS B ] DA A b A sld ok A A S A 1078 327 42, f9lin, 78 S. cerevisiae
o BIECE AR R R DU R PLE TN R i TR 2 R e T R PR 2. LA, B3
BRI B PEFUE P T N- Kz R R A S 2 N' - SB[ (Huang et al.,
Biochemistry 26 :8242-8246,1987) . H-Bfflfhh T F X (HlAfE 50K ) K47
FERE ) 73 WA 1R 22 0K, b B B ol N— R 1 B8 O— JERL AL 2 . (Kukuruzinska et
al. , Ann. Rev. Biochem. 56 :915-944, 1987. )

[0113] V. Ei]”

[0114] A w LR ™ A= Ho 5 S N 0 B B B 8 iR (R0 Bt o 76 3R] LLE Ik AN [R] - ATL dil ke
YER, B CL S HLEI ) — Bl 2 M« 42wt i AR 4 2 Bl A P 2 2 3 3 s B PR X B R
SRR IR DR S A0 M BT N AT 208 5 DL RS 3 e g% U T 40 B R 1
., (Vogel, Clinical Infectious Diseases 30 (suppl.3) :5266-270, 2000. )

[0115] W] LASR H 25 Fifr AN [5) Fofr 288 (09 A7 500 >R Bty By 7 A= e S Mo R 8 A7 500 ) 491 1 B 4
SEAEER A LT, BERR A, DNA CpG 2% Fr. B i 56 15 o AL 2 BL & &

10
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E. coli AN iz & 2. (1 W 75 5 Mo BEEE 1K, Freund” s A58 4 1) MF59. SAF. % 3%
R AW NR TR AR mT PR R B B BR AR B A S AR T B3 R ) M B I K 2R AL
R WG (polyphosphazene) « & & 1) 2 1% 1 B8« IFN-y | 1L-2, TL-12 1 ISCOMS. (Vogel
Clinical Infectious Diseases 30 (suppl 3) :S266-270,2000, Klein et al., Journal
of Pharmaceutical Sciences 89 :311-321,2000, Rimmelzwaan et al., Vaccine 19 :
1180-1187,2001,Kersten Vaccine2l :915-920,2003,0’Hagen Curr.Drug Target Infect.
Disord. ,1 :273-286,2001.)

[o116]  VI. G

[0117]  “HBF%” 24aHe M S. aureus YL FLBNY) . G AT LARR LR 1t 1b sy o7 1t b Ab
o PR AL AR T RS B ORI IR S B R AR S, aureus RG] REVEET E A, RTT
PEALFE W] DI AT R FEAIC S, aureus S M™E T

(01181 TRl Pk vy ] LA I & A A SC b i B0 S i Jt ) e TR HEAT o IX R AR BROLIE/E N
K ETAT o P ] LA 253 AR, 8 TR R0 S. aureus RGNS F HIIRLE A
[o119]  AATH 1 S. aureus B4 MK i AN AL FE 97 38 TAE & 5 B2 g B s HOA 099 1)
RIERGREE AT R EE 27 AW &, ) I 58 8K B % 5 T
T EURIG ) G P IR T R B AR A R AU 1R R A0 B AN I HRME A ) . (The
Staphylococci inHuman Disease, Crossley and Archer(ed.), Churchill Livingstone
Inc. 1997.)

[0120]  WHERK S. aureus YL AR N R B E QHREA 4 E L FE RS R
AN B o X AR AR BOAL T AT A TR B 25, LLACCPA R 2 AL PR 25T

[0121]  VII. ZH&9%0

[0122] AT Pt i) S e st m] DB A, sl B L Sz IR AL & A Y, KRB 5 e SO
Al AR e s SR A dS R el 2 AP LB S, aureus SR, 4045 EICH R U
st G| A B 28 S8 ) — A s 22 Bl Staphylococeus AR (40 S. epidermidis.,
S. haemolyticus.S. warneri 5% S. lugunensis) HJ—Fh ol 22 Fh G2 s s FHEE o) Ho2 By A= 40
PRI — Rl el 22 b A i I

[0123]  VIII. Zh¥HiR R4

[0124]  ZhWKEAY R Gt T PG S 82 I 7= A2 51X S, aureus B PRI PE S N2 IR o
BRI 2 D8 BB ) A AU T AR AR, A48 AAG R ST B0 40 B )45 1Y S. aureus, M LR €
I HER KN A o IXBIIET R G218 5 ) A i 1 R 08 I 18] H T4 58 S 22 BI5 AR HE e 40 1w
PERRGE (1, 10 R AJE 24 /M)

[0125]  AsE #IK S. aureus 40 n] LANEE IR T AARS 7R 55 L4 iaghifs . eI nT BA
BARSRAT, AR I ARG 7R3k ERE IR AN M £ SR S B . 40 ] DAAE AR B R 2k A
B R IR . BN, S. aureus ] LATEAS IS (] £ 20-30 43 B 40 T Bl 9740 18 2
25 24 /NI

[0126]  S. aureus W] LM HIARHERCA S 1 B [ A s (A 5 775, LLYERF S. aureus 27 . B
un, 73 B S. aureus A BUIRAF T+ —70°C, VR 4 76 & H M B RR 5h 22 b #h /K b i) 2 e ks 2
FERIE (> 109 LIEIERAAL (CFU) /mL) #ARAT o

[0127]  S. aureus Wiy (challenge) 41 H A REGEE “ARIHRINA 7 2 10 KR 1L

11
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I T $R AL 80 %6 21| 90 % FET IR JT o AT LAAS FH B S 2 1R AT % 5 SE 5ok M AL AR AT
(1] S. aureus BFPIIIZL 7o W€ SEB W] LAAERER S 5T 29— BP9 A 1R 4T .

[o128]  IX. Bifk

[0120] %47 SEQ ID NO : 1 AH5C 2 BT AhpC-AhpF 25 S Jstnl LAHT 7= A2 25 5 S fie
JREE S. aureus &G EH. EMEaEAHAARKHE, B EL K41l S. aureus %
SE BAEEN AT S. aureus BEYLITRT 8GR BE T o fRILHE, Jrik & & A iEA EEcA M
=P

[0130] SiaEAMEHE A ARRMNE A AR Pridn] 22X HA2K B ERE R B Pk
AIAR X S5 o HUAEREMARBE W] AL X 5 A TR BIAELE B = BAMROE X o BLAMROE X XS
TR ERAL A FETHE . UGG E R A B HUAR Se R PUA DLk i Bon
HATHED

[0131]  fRIEMIBUR S & E A2 FwEIUR. FE31“ R EHiA” Lo RAFH R K] BEA
EARTRI AR g AN SR e It ) — P . B pa B DR T AR R IR AR S R
PR A R RG A4 = A g 2 R A

[0132] 5l a1, W] LAMNRE 28 2% AS I8, LA RN A7 S D5 Hi A 1) — sl 2 P B 2 ZE R FE 21
AR A v FEDUR . U] DL H I — AN AR R b, Hor, i, — AN R g G
B, — AR YR Rt

[0133] & HFUATT AR X KPR BALHS Fv.Fab fil Fab2 X1, £ Fab X184 H ] A8
DX 5 X2 s PR A e DL B 5 A ] A DRI X EE A DX el AR Ed T 1 X i B i
BRI ERE. Fab XIIREREMERE PRI T 2 550UR 51 Fv X

[0134] PRI AR X A AT DL & A A8 X 2 5, 0 a0 SR BT AR A 8 Bk (minibody)
B —H5r o BREDUA S A BERIERA B AR B ERE A AR X . BkmT LA, i, 2
53 16 M FERR . WAHUA S FUBE -CH3 Blia S2 A, HL B S A3 80kDa () Ay —Z& k.
[0135]  WAZ X FRRF S 1t = AN AR X (R BAM g X)) kg, EATHE ATR B AR 5T
e B 3, (R AAESRIX ) 28], A LLUl Kabat et al., Sequences of Proteins of
Immunological Interest,U.S.Department ofHealth and Human Services, 1991 iR, %
B HE 4R DX KD 8 DXORH R R 28 SRR TEEAT 9 5 A EE X

[0136] P AEHLIRE A& (R PUE. PUAR BRI i B ) B S AT 2 F
) o 3 EHE R B 451 B, 5 W T AR JRE s B AR B ASE FH 0T ik A B 400 44 1) 268 e AL, A R
{# F XenoMouse 5%, Trans—Chromo /> . ;=4 N Piik. (E.g., Azzazy et al., Clinical
Biochemistry35 :425-445, 2002, Berger et al., Am. J. Med. Sci. 324 (1) :14-40,2002.)
[0137]  ERBUAR AT LR A UsAL, 7T DA A AR G323 BN R 4 ARHs: CDRs B2 4 31\ 2R B A4 AE 42
o IR F T AR X AR B R PUAAESE b, QSR T B, AT 3R e ok A UEAL B
YUK, EIXLE T A IR Le B RAT T — EHEAR . (B W10’ Brien et al.,Humanization of
MonoclonalAntibodies by CDR Grafting,p 81-100,From Methods in MolecularBiology
Vol 207 :Recombinant antibodies for Cancer Therapy :Methodsand Protocols (Eds.
Welschof and Krauss)Humana Press, Totowa, New Jersey,2003.)

[0138] P {lf FH E AR B AR Bl i A H ATk b g 6 0 . EARRE AL
FER T A BUE B IZ R . 2 T 2 R DUR 45 & S B A E ALl i &R
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[0139]  ZwhdHi)n Sl & B M E AL 7] LA7ETE E 4 e rb 3Rk, rid e E e sk br b4
TS E AR T . EAZKRY LRt gL bR g A& E A EA LR, HE B ET
16 F A0 ML R 20 2 Ab, 5l =T A R R A AT 2 o

[o140]  EEZHFLEIE A gD 8 A PR LU T B RIS RS oot —am &, =
HFE R P AFAE R JT AR 3 3% 8 B 1 VB 45 5 AL 5 2 b1 LR AT S A7 A 4
Do HTAEEZMMS I TRE ol &2 IR ERIE T . &0 UAFEDUAMH RN
T HTIUREEUAR v B R B e AU A Fn iy (1, Persicet al. ,
Gene 187 :9-18,1997, Boel et al., J. Immunol. Methods239 :153-166, 2000, Liang et
al., J. Immunol. Methods 247 :119-130,2001.)

[0141]  AFHRIEEMAAHM T EHIER LG RIS ki, BrEAIER Z 41, FikE
A& T e Ean b B R8I R HE mGE bR A BRACE B A RR
W DTG s 5 DA T RETE o B T HUARTIGTAR i B A 7 (R 2R 1B B AR 1 491 1 A AN Ak
NEIEY. (E.g., Persic et al., Gene 187 :9-18,1997, Boel et al., J. Immunol. Methods
239 :153-166, 2000, Liang et al., J. Immunol. Methods247 :119-130, 2001. )

[0142]  4n BEFH LS, AT AT A I 2 S0 B B A G b B A4 1R A% PR 35 1 g 3= e (0 4
F1, (£ 0, Ausubel,Current Protocols in MolecularBiology, John Wiley, 1987-1998,
Mark et al.,U.S.Patent No. 6, 743, 622.)

[0143] W] LAAE A 25 Bl AN [F 40 Mo R T AP 45 & S B 3Rk, ARGk B R A1)
(0, E. coliBacilli Fll Streptomyces) PLA SR BEAZAY (B, K Baculovirus Fll
L) ) IR, (Breitling et al., Recombinant Antibodies, John Wiley & Sons,
Inc. and SpektrumAkademischer Verlag, 1999.)

[0144]  FH T EADRE & EOREWNILESE &8 4 A& 4SS Hl R
SEEANHEILSIA M. B S B IARE R s AR . S PSR R S S
Wi A5 o IR

[0145]  I& 4 9 KE JE AL XS T P Ak Db BE AT B 2 E E . (Yoo et al., Journal
of Immunological Methods 261 :1-20,2002.) RIRFLERITIASH N E T EERNZRD—1
N= LR KA B (Td.) Hg N= 8 Rk AL S0 0— S8 ik K AL A 4 m] REAFAE,
I BT TR RE ] Re 2 EE ). (Id.)

[o146]  AN[FISEAL N FLBN YT 3= 40 Mo n] LU T3 A0 RO 3 S5 12400 . 3K Mg 3= 40 i)
Bl G E A RN (CHO) « HeLa. €64 PC12 FMEBERI4IML. (Yoo et al., Journal of
Immunological Methods261 :1-20,2002, Persic et al., Gene 187 :9-18,1997.)

[01471  w] LLA# A %] 41 £F Ausubel Current Protocols in MolecularBiology, John
Wiley,1987-1998,Harlow et al.,Antibodies,ALaboratory Manual,Cold Spring Harbor
Laboratory, 1988 F1 Kohler etal., Nature 256,495-497,1975 iR IHE ARk r= 4 24wxr
T

[o148]  X. Ji A

[0149] AT ATSCHE IR T LA AU 23 F R AR , ] LUTC ) G 982 Jir F &5 -6 2 3 it
o5 B — R 29 FH )R M ZE 5 i Vaccines Eds. Plotkin and Orenstein,W. B. Sanders

Company, 1999 ;Remington’ sPharmaceutical Sciences 20™ Edition, Ed. Gennaro, Mack

13
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Publishing,2000; H1 Modern Pharmaceutics 2™ Edition, Eds.Banker and Rhodes,
Marcel Dekker, Inc., 1990 HH$&48%, Il L 5| B — 4 F AR,

[0150] 2477 BT 2 g iR ) T S R I DR AE A ) SR It o 2577 BT 82 138
PETT LA S A AN R 2L 53, 190 AN 22 P« KB 5 7K AR T B K Bt IR 3k 2 o R /K L TRE B L 2 2
g R SR L AL R IR

[0151]  Hayiz Jr R &s & d n] LUk AS R A2, 460 a0 52 1 UL IA) P R BIORY JE i 42k
T o R IR PR P R it FH AT CAASE R ) e S B S 6 R IEEAT

[0152] 25 PSR A AT R 2=, B0 46 S 3 IR A il L PR B MR R B 22 R0 5 25 2508 4% 5 1Y)
B AR H R 2 S ), ki 2 A 18 145 2577 X IR BE G Ean LILLZ
FEE AL TUHRE, FIERHH 10w g 3 1. Omg & 2 K I B, 7648 & BHAS [F] 1
SEiti 7 P, FTiR Ve 2 0. 01mg 3 1. Omg A1 0. Img 3 1. Omg.

[0153] £ 25T ALEH T ARSIk 2 SN R 3 . FEWIRE 2 )i, o] CABE 5 i — Ik B %
AT R e B AL BRI . 452577 NI 02 <30 1 RV 1A H B3R 4.6 8
12 AN H B =R 2, LA S LI 7 (RN [0 8] b AT i 2L e ik

[0154]  SEjitads]

[0155] T FR A S s, LR — 0 R IR AR i BH I AN [RIREAE o 33X 85It 9] 30 [ 3R 7 5 B AR
R R B 70 IS 5] AN K SRR ) 2 B I CAFR 1.

[0156]  SZgfafs] 1 ARy PESIE

[0157]  IXANSEHEfF iR T SEQ 1D NO -1 A5 Z Sk AEsh i Al rh SRR 4 M S sz 1 B
SEQ ID NO:2, SEQ ID NO :1 [¥] His bricd AT, $H T LRy R iz

[0158]  SEQ ID NO :2 mif#fIE &

[0159]  HH COL SA0452 9 ¥ &5 1 B 5 1 A M pET16b 24k (EMDBiosciences,Madison,
WI) RIE, ZEAR A N- K 2 R B AR I 20300 1. 18 B2 AR S 1
2R tag Ja LA JIAM 2 BE IR, FIAE R BEE R v I = A S SN2 R R . it PCR 514
KA COL  SA0452, M — 22 S B3 WS+ 4, 75K I e 2 FR A SE AL I 28 R 3 i -2
RIS 1B AR 514053 A2 -

[0160] 5’ GGGAATTCCATATGTCATTAATTAACAAAGAAATCTTACC3’ (SEQ ID NO :7) Fl 5’ GGGCIC
AGCGATTTTACCTACTAAATCTAAACCAG3’ (SEQ IDNO :11), & H e MR HITEA & (T RIZH),
B NdeT CIE 514 ) A Bpul 10211 ( Je 514 ) 1 GC K (clamp) LAA R T FRIEE A v
W .

[0161]1 M\ S. aureus COL B #k MB5393 Zlik FE PRI 21 DNA F-44 H FHAE A PCR [RIARAR » £E Difco
Tryptic Soy Broth(Becton Dickinson,Sparks,MD) Hi4E 37°CXf 50mL 35 725 75 081K, 18
BRI . 7F SmL10mM Tris pH 7. 5.25% BERE by 4l —k, ERIFE T 5501 g/
mL %5 % 2= (Sigma, St. Louis, MO) WIAHRIW A . 75 3TCIFEIRAY 1 /N, Bl f5 s
2.5mL 0. 25M EDTA pH8. 0. fEVK EHFE 15 0802 G, NN 7. bml. 2% sarkosy 1, F5E 15 e
(swirl) JREY, IE4 HARVK EFARE 30 238 ¥ 0 0. IMEEE2 %4 Sme/mL ] 150 1 LRNAse,
REWAE 3TCIFE —/N o 2RJ5, %3N 25mg/mL (1] 0. 6mL 25 18 K, 4hEL0FE 2 /i, 4k
DIAE ACHFE I I 78 205 N R ERE 30 43, I 16mL 7K M 25 ) ke i B e
Yo
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[0162] 4 T /3 AH, ZEZIE FAE 4, 000rpm XV AW 10 208, WK, IR E R
PRIRERFE 2 IR o R » SRR AU 32 UK AR 10 IR 7E 5 a B 5 WK AR , I =
R BN — PR 7. 5M LR

[0163] LA NI AE AR 100 % LR TTIE DNA, il ik FH 3 i Se sk e . 4 DNA %
TEH 4u LFERIE — B8 5. 0mL TE 97, 7E 4 Cik . ZBEDTiE B W IRECE 2 1K,
[0164]  7ELL— P il 1) 50 v L AR WA Hhid ik PCR 4714 ahpC &K, BAREH
250ng FELAIZH DNAL 125ng BEAfIE [/ MR 5140 1 3800 10mM dNTPs 2. 5 $LA7 KRR Pfu SR &
BEFI 1X Pfu 2B (Stratagene, La Jolla CA) o PYEIEAEUIT :94°C 5 2380 — M
I 594°C 45 #2.56°C 45 F5.72°C 1 43801 30 NMIEFR 572°C 10 4380 —ANMEFR . AR PR
il VE A VIR A 3517 DNA [ %1) (584bp) , %) R Uil B 1048 FH Gene Clean 11® (QBIOgene,
Carlsbad,CA) HEATEERCEIAL . 1 FH CL48 TRE4L 3 PCR 5147 19 NdeT/Bpul 1021 47 5.4 DNA
EREH pET16b 244K, JF S AN E. coli NovaBlue 5254 e (EMDBiosciences) o

[0165]  HEALVREWAE 37°CAE{KEE Lennox L Broth B EM #8595 4, prik B 05 F
REH 100 0 g/mL R H & IPTGC fl X—gal , IRYE) K UL A imMediaTV Amp
Agar (Invitrogen, Carlsbad, CA) 4%, EFETLIE, fEEAG 500 g/mL 2~ & =1 Luria
Broth (LB) HxJ Haff 4T 15557, 72 DNA 3 il %4 (miniprep) (Promega) , 18 ik PR il 14 P 1)l
THAL R 2 A G IR o XK E P 0 T 25 M0 BURL DNA BEAT I, BB B 0 28
FE5) ) DNA 250748 1) 5, F- 4 A pAhpCh o

[0166]  H pAhpCh %4V E. coli BLR(DE3) 57 A4 /e (EMDBiosciences), LS H A YT
7 (1000 g/mL) [ LB PAR EAEK. A TR ahpC IR IE, ¥ 73 5 10w % P 21 SmL
BB NHE®HER) 1,16 37°C.220rpm 5 H 6 /Mo FEFRWIAE ACIREFEA IR H B R3]
20. OmL LB W7 (ZFEHEER) L 00600 5T 0. 02, F5FW7E 37°C . 220rpm 15 5
VG /NEF 31 0D600 = 0. 8. 7E = FhANFEIRE T LLERIAIFE T . ¥ 45 5T 100mM PTG #s 2
= 4. 5mL B FEP AR (IPTG 4R ImM) , FF7E 3TCIFE 3 /M, 25°CEK 18°C 24 /A,
FIr A IERTE 220rpm B350 ATl #% , W B O lcEE Sk B R 15 3 RS S =Y
(%353 1) 1. 5mL 1. OmL B5 7 AR, I &% T 300mL BugBuster HT (EMD Sciences) i
3mLProteinase Inhibitor Cocktail (Sigma,St.Louis,M0) Hv. V&&MAEVK FARE: 5 404,
B J B P =k 10 A, PRI RRRIEAT A . 8 T A3 AT I R AN RIS IR 7 3 43 , IR G A
4°CHE 14, 000rpm B0 TLor8h . BIGWABRR R “RIE 107, 4 TR BB IF 7E 300mL BugBuster
HT F1 3mL. Proteinase Inhibitor Cocktail H', JFF AN AR, 1L BIO-RAD Protein
Assay Dye Reagent %%t (BIO-RAD, Hercules, CA) , fR4E)  ZK ¥t B 2 25 B T B
[0167] &y T i@ id SDS-PAGE #E /X i) Coomassie Yttt 4y 7 ahpC ( Hi SEQ IDNO :3 A5 ) )
RIE, BB R AR 4R T, 76 1 X Tris H &R SDS 229 (BIO-RAD) H7, 7E 4-15 % i &
Tris-HCl Criterion BEAZHI (BIO-RAD) b, AAESIEAT HMK. A T A vH 8 BRI, B 15
M1 250kDa 2 [B] () R ¥ESY) (BIO-RAD) 5 ¥ M ¥~ AT Hii24T (run) o MR KT EH
Bio—-Safe Coomassie Coomassie G250 YLkl (BIO-RAD) Xtk s Yuth,,

[0168]  7E M T — Pl B 5 S IR ol 2% (005 M 7= 40 rh S e S e RS I B T 24kDa 4
. 50T AR R 3R T RUFER, ahpC @0 BRI FIA TS50 T . 25°CHY
B GRAA ahpC SR .
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[0169]  SEQ ID NO :2 4fifk

[0170]  SEIR T RR B o B /NEIEDD IR E YRR 20 - TAERB R B FE 0 R s
(30 FAHUEL ) o 7E5 A 50mL Luria—Bertani (LB) Ri7idE (MMEFHFEER ) 1 250mL Fef
B R M, AL AR AR A, R 6 /). ImL X ARD A TR S
500mLLB 357558 (N2 N HE&HZR ) W 2 FHEE, 5 E 16 /dit. A 20 F LB #5953 (N
FHER) BRI R EEE (30 THIEL) o R REESEUE J5 ) —Spsig, HiahiEfE
= 300rpms W= 7.5 Ft / S BERRERE = 37°C. ¥40iF E 2 600nm PACKL 1. 3 JLE T
AL HDCEE (OD) , H N 2E - B K- SifC-EFUE & (IPTG) BL M KK T . IPTG T
INFTR) A2 /NI o T8 ek R PRI B 15 C ORISR 4t i, T8 ek 28 1 500KMWCO 1 /0 £ 4 Kk
45, LL 8, 000 {5 H7E 4°CEL 20 BBy A _B3E WL K 4L B. coli ¥4l i 7]
FiAE —T0°CAE

[0171] A VERIELLE. coli 40 MM (24 35 ) 8%, JF B BT T W9 (R B (1) 24 1t 2% 1
W (50mM 2 44 pH 8. 0.0. 15M NaCl.2mM G AL &5 1omM BK M4 20mM  2- 37 3L 2 2.0, 1%
Tween—80 Fl 85 ABF N HIMIE 54 (Complete™, & EDTA, Roche# 1873580—— 4F 50mL ZL1if 4%
MW —FA ) . Benzonase (EM#_1.01697.0002) LA 125 #A47 /mL %0340 o &g ) .
TR SR SR 7E A CRNE ML= PR =/, I 7E 4°CAE 10, 000xg B0 10 43
PhkPE . EIERIEL IS — Y U YETAAL, I\ M I A VR NaCl 5 2 0. 5M [ 243k
fEo ik yEI BIE WA EAE R NI-NTA Bl Z M IR (Qiagen# 30250) , AL 4 CIR & it
o ¥ JZHT R B0 N EATAE, 18t 58 00 WA IR R 45 5 I 7« T 10 f AR AR
(RIBEVE 2P (50mM R4 pHS. 0.0. 5M NaCl.2mM ZU4LEE . 10mM BEME, 20mM 2- %55k 2
0. 1% Tween—80 F & A EFINHIMIE S (Complete™, T EDTA, Roche#t 1873580— %F 50mL
VRGP — ) XAEREAT Ve . FHUEN G2y (50mM BEEEHH (pH 7. 4) (0. 3M BKME . 2mM 5
8L 0. 1% Tween—80 FI1 20mM 2- ZRIE LBE ) A AEFATYEN . 1Bt 75 Ponceau—S B[]
AEACET AR b U B R 2 & B U R4, 3 e e e L DO B I 000 6 R ™
A4 Ni—IMAC 7=, Ni—-IMAC P45 1t SEC /31, i@t Coomassie Ye{h (] SDS/PAGE K% & &
BrEWE AR SEC /5y . S IFS AT SEC 45y k 774 SEC 774, #4 SEC P il
38, LL 0. 2mg/mL [ 23 B WK B /R S B AL B IR B A 77 | .

[0172]  S. aureus Bl 1] 4%

[01738]  S.aureus fE 37°CHE TSA Pl 357 . MHsn 5mL PBS FF A R M TSA
SPARGE N A, SR FERA A% (spreader) R FBIF4I B . i Sorvall RC-5B Bl
HL (DuPont Instruments) 4 B & IF WAL 6000rpm FEXE 20 70%8h . FIRILE 16 % H p B &
%5 53 /M E =T0°CYARIRAT

[0174]  AF 2 BT, B RRR , 18 A AORE I Ty o AN SRR o 2220 3 Uk
FERIRAN A SR IIET B I # A E R . B H A R 2800 (80 3
90 % FET % ) RO I IR . BBl SEER AT+ K, —41 10 sy (ki
VEFR Gz (1)) e s FH AR o

[0175]  %f SEQ 1D NO :2 £ JKIIE I

[0176]  FEPYIUBAT SRS 1, —+ H BALB/c /) [ i A AL B IR B 457 (450 1 g BRiK
FESF)) ERISEQ ID NO =2 Z ik (20 v g BRRTFEST) = IRGFE R Ak, 20 K/ U H &AL
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WERR BRI (4560 1w g BRIRIEST ) s S AMBEIR T (AHP) HiKlein et al., Journal
ofPharmaceutical Sciences 89 :311-321,2000 FiiA, ZEZE 0.7 F1 21 RUAPIAL 50 u L 1
PRV S SRt FH A R o AE S 28 RAT /N B H i, 3 i BLTSA s e A1 MyE X SEQ 1D NO =2 )
FINAL

[0177]  fEFFISEEEE 35 K, il S. aureus IFFIK N TESS (FE 7X 10°CFU/mL) SR I
/bl 78 11 RPN RIS 3 7058 — DTSRI 45 1IN, 76 SEQ 1D NO :2 2 Ik i
ZHrh 12 HUNEAFE, AHEE 2R, AHP X IR 5 HAETg . 45 RAEMIK 6A 7R . E5R A
SCEGEE RN, 7E SEQ 1D NO =2 Z R4 11 /N AFIS, AHELZ T, AHP SRR 7 X
1. S5 RAEE 6B Hhif 7R .

[o178]  H& SEjti 7 M AE LU AR SR 2 . RS @R AR T LA SEife), (5
A2 1] U G IEAT 2 Bl G ORI 3 AN 20 4% B IRORS AR RS

17
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[0001]

[0002]

<110> Merck & Co.,

Inc.

Fryi

<120> BTSN SR OHERE R R NE RS Ik

<130> 21722 PCT

<150> 60/645, 811
<151> 2005-01-21

<160> 11

<170> FastSEQ for Windows Version 4.0

210> 1
211> 189
<212> PRT
<213> S. aureus

<400> 1

Met
1
Asp
Gly
Cys
Lys
65
His
Thr
Leu
Pro
Arg

145
Arg

Ser
Pro
Ser
Pro
50

Leu
Lys
Met
Asp
Asp
130

Asp

Lys

Leu
Lys
Trp
35

Thr

Gly

Ile Asn
5

Lys Asp

20

Ser Val

Glu Leu

Val Asn

Ala Trp His

Ile
Glu
115
Gly

Ala

Asn

85
Gly Asp
100
Ala Thr

Val Val

Ser Thr

Pro Gly
165

Lys
Gln
Val
Glu
Val
70

Asp
Pro
Gly
Gln
Leu

150
Glu

Glu Ile

Phe Lys

Cys Phe
40

Asp Leu

55

Phe Ser

His Ser
Ser Gln
Leu Ala

120
Ala Ser
135

Ala His

Val Cys

18

Leu
Glu
25

Tyr
Gln
Val
Asp
Thr
105
Gln
Glu

Lys

Pro

Pro Phe Thr
10
Val Thr Gln

Pro Ala Asp

Asn Gln Tyr
60
Ser Thr Asp
75
Ala Ile Ser
90
Ile Thr Arg

Arg Gly Thr

Ile Asn Ala
140
Ile Lys Ala
155
Ala Lys Trp
170

Ala
Glu
Phe
45

Glu
Thr
Lys
Asn
Phe
125
Asp

Ala

Glu

Gln
Asp
30

Ser
Glu
His
Ile
Phe
110
Ile
Gly

Gln

Glu

Ala
15

Leu
Phe
Leu
Phe
Thr
95

Asp
Ile
Ile

Tyr

Gly
175

Fhe
Lys
Val
Gln
Val
80

Tyr
Val
Asp
Gly
Val

160
Ala
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[0003]

Lys Thr Leu Gln Pro Gly Leu Asp Leu Val Gly Lys Ile

210> 2

211> 213
<212> PRT

213> N3

<220>

180

185

<223> SEQ ID NO: 1 FIHE BT CIATEY

<400> 2

Met Gly His His His His His His

1
Ile Glu

Thr Ala
Gln Glu
50
Asp Phe
65
Tyr Glu
Asp Thr
Ser Lys
Arg Asn
130
Thr Phe
145
Ala Asp
Ala Ala
Trp Glu
Lys Ile

210

<210> 3

Gly
Gln
35

Asp
Ser
Glu
His
Ile
115
Phe
Ile
Gly
Gln
Glu

195
Ala

5
Arg His
20
Ala Phe

Leu Lys

Phe Val

Leu Gln
85

Phe Val

100

Thr Tyr

Asp Val

Ile Asp

Ile Gly
165

Tyr Val

180

Gly Ala

Glu Gln

Met
Asp
Gly
Cys
70

Lys
His

Thr

Ser

Pro

Leu

Lys
40

Ser Trp

85

Pro Thr

Leu Gly

Lys Ala

Met

Ile
120

His His
10

Ile Asn

25

Lys Asp

Ser Val

Glu Leu

Val Asn
90

Trp His

105

Gly Asp

Leu Asp Glu Ala Thr

Pro
150
Arg

Arg

Lys

135
Asp

Gly

Asp Ala

Lys Asn

Val Val

Ser Thr

170
Pro Gly
185

Thr Leu Gln Pro

200

19

His
Lys
Gln
Val
Glu
75

Val
Asp
Pro
Gly
Gln
155
Leu

Glu

Gly

His
Glu
Phe
Cys
60

Asp
Phe
His
Ser
Leu
140
Ala
Ala

Val

Leu

Ser
Ile
Lys
45

Phe
Leu
Ser
Ser
Gln
125
Ala
Ser
His
Cys

Asp
205

Ser
Leu
30

Glu
Tyr
Gln
Val
Asp
110
Thr
Gln
Glu
Lys
Pro

190
Leu

Gly
15

Pro
Val
Pro
Asn
Ser
95

Ala
Ile
Arg
Ile
Ile
175

Ala

Val

His
Phe
Thr
Ala
Gln
80

Thr
Ile
Thr
Gly
Asn
160
Lys

Lys

Gly
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[0004]

<211> 507
<212> PRT
<213> S. aureus

<400> 3

Met Leu Asn Ala
1

Met Glu Gly Asn

20
Ser Lys Glu Leu
35
Arg Leu Ser Leu
50

Val Asn Arg Pro

65

Leu Gly His Glu

Gly Arg Ala Pro
100

Leu Glu Gly Ser

115
Lys Cys Pro Asp
130

Pro Asn Ile Thr

145

Ser Glu Asn Ile

Phe Gly Asn Gly
180

Ser Thr Ala Asp

195
Leu Ile Val Gly
210

Ala Arg Lys Gly

225

Gln Val Asn Asp

Thr Thr Gly Ser
260
Tyr Asp Ile Asp
275
Thr Asp Glu Ala
290
Ser Lys Thr Val

Asp Leu Lys Gln
5
Val Glu Phe Val

Lys Asp Leu Leu
40

Ser Glu Lys Ser

55
Gly Glu Glu Thr
70

Phe Asn Ser Leu

85

Lys Glu Lys Gln

Phe His Phe Glu
120

Val Val Gln Ala

135
His Ser Met Ile
150

Met Ala Val Pro

165

Arg Met Thr Ile

Ala Ser Glu Phe
200

Gly Gly Pro Ala

215
Leu Arg Thr Gly
230

Thr Ala Gly Ile

245

Glu Phe Ser Ser

Ala Met Thr Gly

280

Ile Lys Val Thr
295

Ile Ile Ala Thr

20

Gln Leu Lys Gln Leu Leu Glu Leu
10 15
Ala Ser Leu Gly Ser Asp Asp Lys
25 30
Thr Glu Ile Thr Asp Met Ser Pro
45
Leu Lys Arg Thr Pro Ser Phe Ser
60
Gly Val Thr Phe Ala Gly Ile Pro
75 80
Val Leu Ala Ile Leu Gln Val Ser
90 95
Ser Ile Ile Asp Gln Ile Lys Lys
105 110
Thr Phe Ile Ser Leu Thr Cys Gln
125
Leu Asn Leu Met Ser Val Ile Asn
140
Asp Gly Ala Val Phe Arg Glu Glu
156 160
Ala Val Phe Leu Asn Gly Glu Glu
170 175
Gln Asp Ile Leu Ser Lys Leu Gly
185 190
Glu Asn Lys Glu Pro Tyr Asp Val
205
Ser Gly Ser Ala Ala Ile Tyr Thr
220
Ile Val Ala Asp Arg Ile Gly Gly
235 240
Glu Asn Phe Ile Thr Val Lys Glu
250 255
Asn Leu Ala Ala His Ile Asp Gln
265 270
1le Arg Ala Thr Asp Ile Glu Lys
285
Leu Glu Asn Gly Ala Val Leu Glu
300
Gly Ala Gly Trp Arg Lys Leu Asn
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[0005]

305
Ile Pro Gly Glu

His Cys Asp Gly

340

Gly Gly Asn Ser
355

Asn His Val Thr

370

Val Leu
385

Asn Ala

Gln Asp

Lys Thr

Glu
325
Pro
Gly
Leu

Arg

Thr

310
Gln

Leu

Val

Phe

Leu

390
Glu

Leu
Phe
Glu
Glu
375

Arg

Val

315

Ile Asn Lys Gly

330

Glu Asn Lys
345

Ala Tle

Asp

Ala
360
Phe

Asp

Ala Ser Glu

Asn
395
Asp

Ser Leu Ser

Val Gly Glu

Arg Tyr

Gly Ile

Asp Ala
450

Asn Asn Thr Asn

465

GIln Lys Asn Lys

Ala Leu Asn Ala Phe Asp

<210> 4
<211> 1521
<212> DNA

Glu Asp

Phe Val
435
Val Glu

405
Met
420

Gln

Leu

Val

Asn

Ile

Asn

Pro

Thr Gly

Glu

410

Glu His

425

Leu
440
Arg

Gly

Glu
455

Gly Ile

470

Gln
485

500

213> ANITF5)

<220>

Ile

Ile Ile

Tyr Ile

Leu

Gly Glu

Phe Ala

Pro Asn
Ile

Ala
475

490

Ile Arg Asn

505

<223> 4%F5 SEQ ID NO: 3 ff) cDNA %)

<400> 4

atgcttaatg
gttgaattcg
acagaaatta
ccaagtttet
ttaggtcacg
aaagaaaaac
acattcatta

agtgtgatca

ctgatttaaa
ttgccagect
ctgatatgtc
cagtcaatcg
agtttaactc
agtcaatcat
gtttaacgtg

accctaacat

acaacaactt
tggttcagat
acctagacta
tcetggegaa
acttgtttta
tgaccaaatt
tcaaaaatgt

cacgcattct

aaacaactat
gataaatcca
tctetitetg
gaaacaggtg
gcaattttac
aaaaaattag
cctgatgtceg
atgattgatg

21

Val Ala Phe

Val Ala Val
350
Ala Gly
365

Lys

Leu

Leu
380
Val

Ala

Asp Ile

His Val Thr
Asn
430

Trp

Leu Leu

Thr Ser
445
Val Ile
460

Gly Asp

Asp

Val

tagaactaat
aagaacttaa
aaaaatcttt
taacatttge
aggttagtgg
aaggttcatt
ttcaagecact
gtgcagtgtt

320
Cys Pro
335
Ile Gly

Ile Val

Asp Asn
Thr
400
Ile

Lys

Gly
415

Leu Asp

Leu Asn

Arg Asn

Thr Asp
480

Ser Met Gly Ala Gly Ala Asn Ala

495

ggagggcaac 60

agatttgttg 120
aaaacgtaca 180
aggtattcca 240
tegtgecacct 300
ccattttgaa 360
taacttaatg 420
ccgtgaagaa 480
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[0006]

tctgaaaaca
cgtatgacaa
gaaaataaag
gcgatttaca
caagttaatg
gaattttctt
atacgtgcta
getgtcttag
attccaggtg
cctctatttg
gcaattgacc
aaagcagaca
aatgccaaaa
atgaacaccg
cttccaaaca
attgatcgta
cagaagaaca

tttgactata

210> 5

<211> 642
<212> DNA
213>

<220>
223>

<400> 5

atgggccatce
catatgtcat
aaagatcaat
ttctatcetg
tatgaagaat
gtacacaaag
ggtgacccat
gctcaacgtg
gctgacggaa
gttcgtaaaa
caacctggtt

<210> 6
<211> 189
<212> PRT

tcatggcagt
tccaagatat
aaccttatga
cagcacgtaa
atactgctgg
ctaacttagce
cagatatcga
aaagtaaaac
aagagcaatt
aaaataaaga
ttgetggtat
acgtgttaca
ctactgaagt
gcgaagaaca
catcatggtt
acaataatac
aacaaattat

ttatcagaaa

AILF3)

atcatcatca
taattaacaa
ttaaagaagt
ctgacttcte
tacaaaaatt
catggcatga
cacaaacaat
gtacattcat
ttggeegtga
accctggega
tagatttagt

<213> S. epidernidis

ccctgetgte
tctttcgaaa
tgtettaate
aggtttacgt
tattgagaac
agcgcacatt
aaagactgac
agtcattatt
gattaataaa
cgtagcagtt
cgttaatcat
agatcgttta
tgtcggagaa
tctacttaac
aaacgatgct
gaatgttcct
catttcaatg

c

#Wh5 SEQ 1D NO: 2 KR

tcatcatcat
agaaatctta
tacacaagaa
attcgtttgt
aggcgtaaat
ccattcagat
cactcgtaat
tatcgaccca

cgctagtaca

agtatgccca

aggtaaaatc

tttttaaatg
ctaggcagta
gitggtggty
actggtatag
ttcattactg
gatcaatatg
gaagcaatta
gctactggtig
ggtgttgcat
atcggtggeg
gttacattat
cgttctttat
gaccatgtta
ttagatggta
gttgaattaa
ggaatatttg
ggegetggty

catcacagca
ccatttacag
gatttaaaag
ccaactgaat
gtattctcag
gcaattagca
tttgatgtat
gacggtgttg
ttagctcaca
gctaaatggg
gctgagcaat

22

gcgaagaatt
cggcagatge
gtcetgetag
titgetgatceg
ttaaagaaac
acattgatgc
aagttacgtt
caggttggeg
tctgecctea
gtaactctgg
tcgaattcge
caaatgttga
caggtatacg
tctttgttica
acgaacgtgg
ctgetggega
caaatgcagce

gecggecatat
cgcaagcettt
gttctiggag
tagaagactt
tatcaactga
aaatcactta
tagatgaagc
tacaagcatc
aaatcaaagc
aagaaggcge
aa

tggcaatggt
atctgagttt
tggtagtgca
tatcggtgge
aactggttct
aatgacaggt
agaaaacggt
taagctaaac
ctgtgacgga
ggttgaagca
tagcgaatta
tatcaaaaca
ttacgaagac
aattggttta
tgaaattgtg
tgtcacagat
attaaatgcc

cgaaggtcgt
cgatccaaaa
cgtagtatgc
acaaaaccaa
tactcacttce
cactatgatt
tactggttta
tgaaattaac
agctcaatat

taaaacattg

540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1521

60

120
180
240
300
360
420
480
540
600
642
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[0007]

<400> 6

Met
1
Asp

Gly

Glu
65

His
Ser
Leu
Pro
Arg
145

Arg

Glu

Ser
Pro
Ser
Pro
50

Leu
Lys
Met
Asp
Asp
130
Asp

Gln

Ser

210> 7
<211> 40

<212> DNA
<213> N3

<220>
<223> PCR 51¥)

<400> 7
gggaattcca tatgtcatta attaacaaag aaatcttacc

<210> 8

Leu Ile

Lys Lys
20

Trp Asn

35

Thr Glu

Gly Val
Ala Trp
Ile Gly
100
Glu Glu
115
Gly Val
Ala Ser

His Pro

Leu Gln
180

<211> 507
<212> PRT
<213> s. epidermidis

Asn
Asp
Val
Leu
Asn
His
85

Asp
Thr
Val
Thr
Gly

165
Pro

Lys
Glu
Val
Glu
Val
70

Asp
Pro
Gly
Gln
Leu
150

Glu

Gly

Glu
Phe
Cys
Asp
55

Tyr
His
Ser
Leu
Ala
135
Val

Val

Leu

Ile
Lys
Phe
40

Leu
Ser
Ser
Gln
Ala
120
Ala
Asn

Cys

Asp

Leu Pro
10

Glu Val

25

Tyr Pro

Gln Asn

Val Ser

Asp Ala
90

Thr Ile

105

Gln Arg

Glu Ile
Lys Ile
Pro Ala

170

Leu Val
185

23

Phe
Thr
Ala
Gln
Thr
75

Ile
Thr
Gly
Asn
Lys
155

Lys

Gly

Thr Ala Gln

GIln Glu Asp
30
Asp Phe Ser
45
Tyr Ala Lys
60
Asp Thr His

Ser Lys Leu

Arg Asn Phe
110
Thr Phe Ile
125
Ala Asp Gly
140
Ala Ala Gln

Trp Glu Glu

Lys Ile

Ala
15

Phe
Phe
Leu
Phe
Glu
95

Asp
Ile
Ile

Tyr

Gly
175

Tyr
Lys
Val
Gln
Val
80

Tyr
Val
Asp
Gly
Val

160
Ser
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[0008]

<400> 8

Met
1

Met
Ser
His
Val
65

Leu
Gly
Leu
Lys
Pro
145
Ser
Phe
Ser
Leu
Ala
225
Gln
Thr
Tyr
Thr
Ser
305

Ile

His

Leu
Glu
Asn
Ile
50

Asn
Gly
Arg
Glu
Cys
130
Asn
Glu
Gly
Thr
Ile
210
Arg
Val
Thr
Asp
Asp
290
Lys

Pro

Cys

Asn Ala

Gly Asp
20

Glu Leu

35

Thr Ile

Arg Pro

His Glu

Ala Pro
100

Gly Pro

115

Pro Asp

Ile Thr

Asn Ile

Asn Gly
180

Gln Asp

195

Val Gly

Lys Gly
Asn Asp
Gly Ser
260
Ile Asp
275
Ser Ala
Thr Val

Gly Glu

Asp Gly

Asp
5

Val
Lys
Thr
Gly
Phe
85

Lys
Phe
Val
His
Met
165
Arg
Ala
Gly
Leu
Thr
245
Glu
Thr
Ile
Ile
Asp

325

Pro

Leu
Glu
Glu
Glu
Glu
70

Asn
Glu
His
Val
Thr
150
Ala
Met
Ser
Gly
Arg
230
Ala
Phe
Met
Arg
Ile
310

Arg

Leu

Lys Gln

Phe Val

Leu Leu
40

Lys Ser

55

Glu Thr

Ser Leu

Lys Gln

Phe Glu
120

Gln Ala

135

Met Ile

Val Pro
Thr Val
Glu Phe
200
Pro Ala
215
Thr Gly
Gly Ile
Ser Ser
Thr Gly
280
Val Thr
295
Ser Thr

Leu Ile

Phe Glu

24

Gln

Leu
10

Ala Ser

25

Asn
Leu
Gly
Val
Ser
105
Thr
Leu
Asp
Ala
Gln
185
Asn
Ser
Ile
Glu
Asn
265
Ile
Leu

Gly

Asn

Glu
Lys
Ile
Leu
90

Ile
Phe
Asn
Gly
Val
170
Asp
Asp
Gly
Val
Asn
250
Leu
Arg
Glu

Ala

Lys
330

Asn Lys

Gln
Leu
Ile
Arg
Thr
75

Ala
Ile
Val
Leu
Ala
155
Phe
Ile
Lys
Ser
Ala
235
Phe
Ala
Ala
Asn
Ser
315

Gly

Asp

Gln
Gly
Ala
Thr
60

Phe
Ile
Asp
Ser
Met
140
Val
Leu
Leu
Asp
Ala
220
Asp
Ile

Glu

Thr

Leu
Ser
Glu
45

Pro
Ala
Leu
Gln
Leu
125
Ser
Phe
Asp
Thr
Pro
205
Ala
Arg
Thr
His

Asn
285

Leu
Asp
30

Met
Ser
Gly
Gln
Ile
110
Thr
Val
Arg
Gly
Lys
190
Tyr
Ile
Ile
Val
Ile

270
Ile

Asp Ala Val

300
Trp

Arg

Lys

Val Ala Phe

Val Ala Val

Glu

=

15

Asp
Ser
Phe
Ile
Val
95

Lys
Cys
Ile
Glu
Gln
175
Leu
Asp
Tyr
Gly
Lys
255
Ala
Glu
Leu
Leu
Cys

335
Ile

Leu

Pro
80

Ser
Gly
Gln
Asn
Glu
160
Glu
Gly
Val
Thr
Gly
240
Glu
Gln
Lys
Glu
Asn
320

Pro

Gly
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[0009]

Gly Gly Asn
355
Lys His Val
370
Val Leu Gln
385
Ser Ala Lys

Ser Tyr Glu

Gly Ile Phe
435
Asn Ala Val
450
Asn Ala Thr
465
Gln Lys Asn

Ala Leu Asn

210> 9
<211> 507
<212> PRT

340
Ser

Thr
Glu
Thr
Asp
420
Val
Glu
Asn
Lys

Ala
500

<213> S. aureus

<400> 9

Met Leu
1

Met Glu Gly

Asn

Glu
35

Ser

Ser Lys

Arg Leu
50

Val Asn

65

Leu Gly

Gly Arg

Leu Glu

Ala
Asn
20

Leu

Leu

Arg Pro

His Glu

Ala Pro

100

Gly Ser

Gly
Leu
Arg
Thr
405
Met
Gln
Leu
Val
Gln

485
Phe

Asp
Val
Lys
Ser
Gly
Phe
85

Lys

Phe

Val
Phe
Leu
390
Glu
Thr
Ile
Asn
Pro
470

Ile

Asp

Leu
Glu
Glu
Glu
Glu
70

Asn

Glu

His

Glu
Glu
375
Arg
Val
Thr
Gly
Glu
455
Gly

Ile

Tyr

Lys
Phe
Leu
Lys
55

Glu
Ser

Lys

Phe

Ala
360
Tyr
Ser
Ile
Gly
Leu
440
Arg
Ile

Ile

Ile

Gln
Val
Leu
40

Ser
Thr
Leu

Gln

Glu

25

345
Ala

Ala

Leu

Gly

Glu

425

Val

Gly

Phe

Ser

Ile
505

Gln
Ala
25

Thr
Leu
Gly
Val
Ser

105
Thr

Tle
Ser
Pro
Asp
410
Ser
Pro
Glu
Ala
Met

490
Arg

Leu
10

Ser
Glu
Lys
Val
Leu
90

Ile

Phe

Leu Ala
365
Lys

Asp

Glu Leu

380

Asn Val Asp

395
Asp

Tyr Val

Gln Val Val

Thr Ser
445
Ile

Asn
Val Met
460
Ala Gly
475

Gly Ala Gly

Asp

Asn

Lys Gln Leu

Leu Gly Ser

Tle Ser Asp
45
Arg Thr Pro

60
Thr Phe
75

Ala Ile

Ala
Leu
Ile Asp Gln

Ile Ser Leu

350

Gly Ile Val

Ala Asp Ser

Ile Thr
400
Ile

Lys
Thr Gly
415
Asn Leu
430

Trp

Asp

Leu Gln

Asn Arg Asp

Val Thr Asp

480

Ala Asn Ala
495

Glu Leu
15

Asp Glu Lys
30
Met

Leu

Ser Pro

Ser Phe Ser

Ile Pro
80

Val Ser

95

Lys Asn

Gly

Gln

Ile
110

Thr Cys Gln
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[0010]

Lys
Pro
145
Ser
Phe
Ser
Leu
Ala
225
Gln
Thr
Tyr
Thr
Ser
305
Ile
His
Gly
Asn
Val
385
Asn
Arg
Gly

Asp

Asn

Cys
130
Asn
Glu
Gly
Thr
Ile
210
Arg
Val
Thr
Asp
Asp
290
Lys
Pro
Cys
Gly
His
370
Leu
Ala
Tyr
Ile
Ala

450

Asn

115
Pro Asp

Ile Thr

Asn Ile

Asn Gly
180

Ala Asp

195

Val Gly

Lys Gly

Asn Asp

Gly Ser
260

Ile Asp

275

Glu Ala

Thr Val

Gly Glu

Asp Gly
340

Asn Ser

355

Val Thr

Gln Asp
Lys Thr
Glu Asp

420
Phe Val
435

Val Glu

Thr Asn

Val
His
Met
165
Arg
Ala
Gly
Leu
Thr
245
Glu
Ala
Ile
Ile
Glu
325
Pro
Gly
Leu
Arg
Thr
405
Met
Gln

Leu

Val

Val
Ser
150
Ala
Met
Ser
Gly
Arg
230
Ala
Phe
Met
Lys
Ile
310
Gln
Leu
Val
Phe
Leu
390
Glu
Ser
Ile

Asn

Pro

120

Gln Ala Leu Asn

135
Met

Val
Thr
Glu
Pro
215
Thr
Gly
Ser
Thr
Val
295
Ala
Leu
Phe
Glu
Glu
375
Arg
Val
Thr
Gly
Glu

455
Gly

Ile
Pro
Ile
Phe
200
Ala
Gly
Ile
Ser
Gly
280
Thr
Thr
Ile
Glu
Ala
360
Phe
Ser
Val
Gly
Leu
440

Arg

Ile

26

Asp Gly

Ala Val
170

GIln Asp

185

Glu Asn

Ser Gly

Ile Val

Glu Asn
250

Leu
Ala

155
Phe

Ile

Lys

Ser

Ala

235
Phe

Met
140
Val
Leu
Leu

Glu

Ala
220
Asp

Ile

Asn Leu Ala Ala

265
Ile Arg

Leu Glu

Gly Ala

Asn Lys
330
Asn Lys
345
Ala Ile

Ala Ser

Leu Ser

Gly Glu
410

Glu Glu

425

Leu Pro

Gly Glu

Ala
Asn
Gly
315
Gly
Asp
Asp
Glu
Asn
395
Asp
His
Asn

Ile

Thr
Gly
300
Trp
Val
Val
Leu
Leu
380
Val
His
Leu

Thr

Val
460

Phe Ala Ala Gly

125

Ser
Phe
Asn
Ser
Pro
205
Ala
Arg
Thr
His
Asp
285
Ala
Arg
Ala
Ala
Ala
365
Lys
Asp
Val
Leu
Ser

445
Ile

Val
Arg
Gly
Lys
190
Tyr
Ile
Ile
Val
Ile
270
Ile
Val
Lys
Phe
Val
350
Gly
Ala
Ile
Thr
Asn
430

Trp

Asp

Ile
Glu
Glu
175
Leu
Asp
Tyr
Gly
Lys
255
Asp
Glu
Leu
Leu
Cys
335
Ile
Ile
Asp
Lys
Gly
415
Leu

Leu

Arg

Asp Val Thr

Asn
Glu
160
Glu
Gly
Val
Thr
Gly
240
Glu
Gln
Lys
Glu
Asn
320
Pro
Gly
Val
Asn
Thr
400
Ile
Asp
Lys

Asn

Asp
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[0011]

465

470

Gln Lys Asn Lys Gln Ile Ile Ile Ser Met

485

490

Ala Leu Asn Ala Phe Asp Tyr Ile Ile Arg

500

<210> 10
211> 507
<212> PRT
<213> S. aureus

<400> 10

Met Leu Asn Ala
1

Met Glu Gly Asn

20
Ser Lys Glu Leu
35
Arg Leu Ser Leu
50

Val Asn Arg Pro

65

Leu Gly His Glu

Gly Arg Ala Pro
100

Leu Glu Gly Ser

1156
Lys Cys Pro Asp
130

Pro Asn Ile Thr

145

Ser Glu Asn Ile

Phe Gly Asn Gly
180

Ser Thr Ala Asp

195
Leu Ile Val Gly
210

Ala Arg Lys Gly

225

Gln Val Asn Asp

Asp
5
Val
Lys
Ser
Gly
Phe
85
Lys
Phe
Val
His
Met
165
Arg
Ala

Gly

Leu

Leu
Glu
Glu
Glu
Glu
70

Asn
Glu
His
Val
Ser
150
Ala
Met
Ser

Gly

Arg
230

Lys
Phe
Leu
Lys
55

Glu
Ser
Lys
Phe
Gln
135
Met
Val
Thr
Glu
Pro

215
Thr

Thr Ala Gly

Gln
Val
Leu
40

Ser
Thr
Leu
Gln
Glu
120
Ala
Ile
Pro
Ile
Phe
200
Ala

Gly

Ile

27

505

Gln Leu
10

Ala Ser

25

Thr Glu

Leu Lys

Gly Val

Val Leu
90
Ser Ile
105
Thr Phe

Leu Asn
Asp Gly
Ala Val
170
Gln Asp
185
Glu Asn
Ser Gly

Ile Val

Glu Asn

475

480

Gly Ala Gly Ala Asn Ala

Asn

Lys
Leu
Ile
Arg
Thr
75

Ala
Ile
Ile
Leu
Ala
1565
Phe
Ile
Lys
Ser
Ala

235
Phe

Gln Leu

Gly Ser

Ser Asp
45

Thr Pro

60

Phe Ala

Ile Leu

Asp Gln

Ser Leu
125

Met Ser

140

Val Phe

Leu Asn

Leu Ser

Glu Pro
205

Ala Ala

220

Asp Arg

Ile Thr

Leu
Asp
30

Met
Ser
Gly
Gln
Ile
110
Thr
Val
Arg
Gly
Lys
190
Tyr
Ile

Ile

Val

495

Glu
15

Glu
Ser
Phe
Ile
Val
95

Lys
Cys
Ile
Glu
Glu
175
Leu
Asp
Tyr

Gly

Lys

Leu
Lys
Pro
Ser
Pro
80

Ser
Asn
Gln
Asn
Glu
160
Glu
Gly
Val
Thr
Gly

240
Glu
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[0012]

Thr Thr

Tyr Asp

Thr Asp
290

Ser Lys

305

Ile Pro

His Cys

Gly Gly

Asn His
370

Val Leu

385

Asn Ala

Arg Tyr
Gly Ile
Asp Ala

450
Asn Asn
465

Gln Lys

Ala Leu

Gly Ser
260

Ile Asp

275

Glu Ala

Thr Val

Gly Glu

Asp Gly
340

Asn Ser

355

Val Thr

Gln Asp
Lys Thr
Glu Asp
420
Phe Val
435
Val Glu
Thr Asn

Asn Lys

Asn Ala
500

<210 11

<211> 35

<212> DNA
213> AL

220>

<223> PCR 3\¥

<400> 11

245
Glu

Ala
Ile
Ile
Glu
325
Pro
Gly
Leu
Arg
Thr
405
Met
Gln
Leu
Val
Gln

485
Phe

Phe
Met
Lys
Ile
310
Gln
Leu
Val
Phe
Leu
390
Glu
Ser
Ile
Asn
Pro
470

Ile

Asp

Ser
Thr
Val
295
Ala
Leu
Phe
Glu
Glu
375
Arg
Val
Thr
Gly
Glu
455
Gly

Ile

Tyr

Ser Asn
265

250

Leu Ala Ala His

Gly 1le Arg Ala Thr Asp

280
Thr Leu

Thr Gly

Ile Asn

Glu Asn
345

Ala Ala

360

Phe Ala

Ser Leu
Val Gly
Gly Glu
425
Leu Leu
440
Arg Gly
Ile Phe

Ile Ser

Ile Ile
505

gggctcageg attttaccta ctaaatctaa accag

28

Glu
Ala
Lys
330
Lys
Ile
Ser
Ser
Glu
410
Glu
Pro
Glu

Ala

Met
490

Asn
Gly
315
Gly
Asp
Asp
Glu
Asn
395
Asp
His
Asn
Ile
Ala

475
Gly

Arg Asn

285
Gly Ala
300
Trp Arg

Val Ala

Val Ala

Leu Ala
365

Leu Lys

380

Val Asp

His Val

Leu Leu

Thr Ser
445
Val Ile
460
Gly Asp

Ala Gly Ala

Ile
270
Ile
Val
Lys
Phe
Val
350
Gly
Ala
Ile
Thr
Asn
430
Trp

Asp

Val

255
Asp

Glu
Leu
Leu
Cys
335
Ile
Ile
Asp
Lys
Gly
415

Leu

Leu

Thr

Asn
495

Gln
Lys
Glu
Asn
320
Pro
Gly
Val
Asn
Thr
400
Ile
Asp
Lys
Asn
Asp

480
Ala

35
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MGHHHHEHHHHES SGHIEGRHMSLINKEILPFTAQAFDPKKDQPREVTORDLKGSWSVVCFYPADFSFVCPTELE
DLONQYEELQKLGVNVFSVSTDTHFVHKAWEDHSDAISKITYTNIGDPSQTITRNFDVLDEATGLAQRGTFIIDP
DGVVQASEINADGIGRDASTLAHKIKARQYVRRNPGEVCPARNERGAKTLQPGLDLVGKIAEQ

K1

SEQ ID NO: 1  MSLINKEILPFTAQAFDPKKDQFKEVTQEDLKGSWSVVCFYPADFSFVCPTELEDLONQY
SEQ ID NO: 6 MSLINKEILPFTAQAYDPKKDEFKEVTQEDFKGSWNVVCFYPADFSFVCPTELEDLONQY

SEQ ID NO: 1 EELQKLGVNVFSVSTDTHFVHKAWHDHSDATISKITYTMIGDPSQTITRNFDVLDEATGLA
SEQ ID NO: 6 AKLQELGVNVYSVSTDTHFVHKAWHDHSDAISKLEYSMIGDPSQTITRNFDVLDEETGLA

SEQ ID NO: 1  QRGTFIIDPDGVVQASEINADGIGRDASTLAHKIKAAQYVRKNPGEVCPAKWEEGAKTLQ
SEQ ID NO: 6 QRGTFIIDPDGVVQAAEINADGIGRDASTLVNKIKAAQYVRQHPGEVCPAKWEEGSESLQ

SEQ ID NO: 1  PGLDLVGKI
SEQ ID NO: 6 PGLDLVGKI

K 2

ATGGEGCCATCATCATCATCATCATCATCATCATCACAGCAGCGGCCATATCOAAGGTCGTCATATGTCATTAATT
AACAAAGAAATCTTACCATTTACAGCGCAAGCTTTCGATCCAAAARAAGATCAATTTAARGAAGTTACACAAGAA
GATTTAAAAGGTTCTTGGAGCGTACGTATGCTTCTATCCTGCTGACTTCTCATTCGTTITGTCCAACTGAATTAGAA
GACTTACAAARCCAATATGAAGAATTACAAAAATTAGGCGTARATGTATTCTCAGTATCAACTGATACTCACTTC
GTACACARAGCATGGCATGACCATTCAGATGCAATTAGCAAAATCACTTACACTATGATTGGTGACCCATCACAA
ACAATCACTCGTAATTTTGATGTATTAGATGAAGCTACTGGTTTAGCTCAACCTGGTACATTCATTATCGACCCA
GACGGTGTTGTACAAGCATCTGAAATTAACGCTGACGGAATTGGCCETGACGCTAGTACATTAGCTCACAAAATC
ARAGCAGCTCAATATGTTCGTAAAAACCCTGGCGAAGTATGCCCAGCTAAATGGGAAGAAGGCGCTAARACATTE
CAACCTGGTTTAGATTTAGTAGGTARAATCGCTGAGCARTAR

K 3

29
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ATGCTTAATGCTGATTTARAACAACAACTTAAACAACTATTAGAACTAATGGAGGGCAACGTTGAATTCGTTGCC
AGCCTTGGTTCAGATGATAAATCCAARGAACTTARAGATTTGTTGACAGAAATTACTGATATGTCACCTAGACTA
TCTCTTTCTGAAAAATCTTTAAAACCTACACCAAGTTTCTCAGTCAATCGTCCTGGCGAAGAAACAGGTGTAACA
TTTGCAGGTATTCCATTAGGTCACGAGTT TAACTCACTTGTTTTAGCAATTTTACAGG T TAGTGATCGTGCACCT
AAAGAAARACAGTCAATCATTGACCARATTAAAAAATTAGAAGGTTCATTCCATTTTGAAACATTCATTAGTITA
ACGTGTCAAAAATGTCCTGATGTCGITCARGCACTTAACTTAATGAGTGTGATCAACCCTARCATCACGCATTCT
ATGATTGATGGTGCAGTGTTCCGTGAAGAATCTGAAAACATCATGGCAGTCCCTGCTGTCTTTTTARATGGCGAA
GAATTTGGCAATGGTCGTATGACAATCCAAGATATTCTTTCGARACTAGGCAGTACGGCAGATGCATCTGAGTTT
GAAAATARAGAACCTTATGATGTCTIAATCGTTGGTGGTGGTCCTGCTAGTGGTAGTGCAGCGATTTACACAGCA
CGTAAAGGTTTACGTACTGGTATAGTTCCTGATCGTATCGGTGGCCAAGTTAATGATACTGCTGGTATTGAGAAC
TTCATTACTGTTAAAGAAACAACTGGTTCTGAATTTTCTTCTAACTTAGCAGCGCACAT TGATCAATATGACATT
GATGCAATGACAGGTATACGIGCTACAGATATCGAAAAGACTGACGAAGCAATTAAAGTTACGTTAGAAAACGGT
GCTGTCTTAGAAAGTAAARCAGTCATTATTGCTACTGGTGCAGGTTGGCCGTAAGCTAAACATTCCAGGTGAAGAG
CAATTGATTAATAAAGGTGTTGCATTCIGCCCTCACTGTGACGGACCTCTATTTGAAAATAAAGACGTAGCAGTT
ATCGGTGGCCGTAACTCTGGGGTTGAAGCAGCARTTGACCTTGCTGGTATCGTTAATCATGTTACATTATTCGAA
TTCGCTAGCGAATTAAAAGCAGACAACGTGTTACAAGATCGTTTACGTTCTTTATCAAATGTTGATATCAAAACA
AATGCCAAAACTACTGAAGTTGTCGGAGAAGACCATGTTACAGGTATACGTTACGAAGACATGAACACCGGCGAA
GAACATCTACTTAACTTAGATGCTATCTTTGTICAAATTGGTTTACTTCCAAACACATCATGGTTAAACGATGCT
GTTGAATTAAACGAACGTGGTGAAATTGTGATTGATCGTAACAATAATACGAATGTTCCTGGAATATTTGCTGCT
GGCGATGTCACAGATCAGAAGAACAAACAAATTATCATITCAATGGGCGCTGGTGCARATGCAGCATTAAATGCC
TTTGACTATATTATCAGARAC

K 4

1 50
SEQ ID NO: 8 MLNADLKQQLQQLLELMEGDVEFVASLGSDDKSNELKELLNEIAEMSARI
SEQ ID NO: 3 MLNADLKQQLKOLLELMEGNVEFVASLGSDDXSKELKDLLTEITDMSPRL
SEQ ID NO: 9 MLNADLKQQLKQLLELMEGNVEFVASLGSDEKSKELKBLLTEISDMSPRL
SEQ ID NO: 10 MLNADLKQQLKQLLELMEGNVEFVASLGSDEKSKELKRLLTEISDMSPRL

51 100
SEQ ID NO: 8 TITEKSLKRTPSFSVNRPGEETGITFAGIPLGHEFNSLVLAILQVSGRAP
SEQ ID NO: 3 SLSEKSLKRTPSFSVNRPGEETGVTFAGIPLGHEFNSLVLAILQVSGRAP
SEQ ID NO: 9 SLSEKSLKRTPSFSVNRPGEETGVTFAGIPLGHEFNSLVLAILQVSGRAP
SEQ ID NO: 10 SLSEKSLKRTPSFSVNRPGEETGVIFAGIPLGHEFNSLVLAILQVSGRAP

101 150
SEQ ID NO: 8 KEKQSIIDQIKGLEGPFHFETFVSLTCQKCPDVVQALNLMSVINPNITHT
SEQ ID NO: 3 KEKQSIIDQIKKLEGSFHFETFISLTCQKCPDVVQALNLMSVINPNITHS
SEQ ID NO: 9 KEKQSIIDQIKNLEGSFHFETFISLTCQKCPDVVQALNLMSVINPNITHS
SEQ ID NO: 10 KEKQSIIDQIKNLEGSFHFETFISLTCQKCPDVVQALNLMSVINPNITHS

151 200
SEQ ID NO: 8 MIDGAVFREESENIMAVPAVFLDGQEFGNGRMTVQDILTKLGSTQDASEF
SEQ ID NO: 3 MIDGAVFREESENIMAVPAVFLNGEEFGNGRMTIQDILSKLGSTADASEF
SEQ ID NO: 9 MIDGAVFREESENIMAVPAVFLNGEEFGNGRMTIQDILSKLGSTADASEF
SEQ ID NO: 10 MIDGAVFREESENIMAVPAVFLNGEEFGNGRMTIQDILSKLGSTADASEF

K 5A

30
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SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

201 250
8 NDKDPYDVLIVGGGPASGSAAIYTARKGLRTGIVADRIGGQVNDTAGIEN
3 ENKEPYDVLIVGGGPASGSAAIYTARKGLRTGIVADRIGGQVNDTAGIEN
9 ENKEPYDVLIVGGGPASGSAAIYTARKGLRTGIVADRIGGOVNDTAGIEN
10 ENKEPYDVLIVGGGPASGSAAIYTARKGLRTGIVADRIGGQVNDTAGIEN

251 300
8 FITVKETTGSEFSSNLAEHIAQYDIDIMTGIRATNIEKTDSAIRVTLEND
3 FITVKETTGSEFSSNLAAHIDQYDIDAMTGIRATDIEKTDEAIKVTLENG
9 FITVKETTGSEFSSNLAAHIDQYDIDAMTGIRATDIEKTDEAIKVTLENG
10 FITVKETTGSEFSSNLAAHIDQYDIDAMTGIRATDIEKTDEAIKVTLENG

301 350
8 AVLESKTVIISTGASWRKLNIPGEDRLINKGVAFCPHCDGPLFENKDVAV
3 AVLESKTVIIATGAGWRKLNIPGEEQLINKGVAFCPHCDGPLFENKDVAV
9 AVLESKTVIIATGAGWRKLNIPGEEQLINKGVAFCPHCDGPLFENKDVAV
10 AVLESKTVIIATGAGWRKLNIPGEEQLINKGVAFCPHCDGPLFENKDVAV

351 400
8 IGGGNSGVEAAIDLAGIVEHVTILFEYASELKADSVLQERLRSLPNVDIKT
3 IGGGNSGVEAAIDLAGIVNHVTLFEFASELKADNVLODRLRSLSNVDIKT
9 IGGGNSGVEAAIDLAGIVNHVTLFEYASELKADNVLODRLRSLSNVDIKT
10 IGGGNSGVEAAIDLAGIVNHVTLFEFASELKADNVLODRLRSLSNVDIKT

401 450
8 SAKITEVIGDDYVIGISYEDMTTGESQVVNLDGIFVQIGLVPNTSWLQNA
3 NAKTTEVVGEDHVTGIRYEDMNTGEEELLNLDGIFVQIGLLPNTSWLNDA
9 NAKTTEVVGEDHVTGIRYEDMSTGEEHLLNLDGIFVQIGLLPNTSWLKDA
10 NAKTTEVVGEDHVIGIRYEDMSTGERELLNLDGIFVQIGLLPNTSWLRDA

451 500
8 VELNERGEVMINRDNATNVPGIFAAGDVTDQKNKQIIISMGAGANAALNA
3 VELNERGEIVIDRNNNTNVPGIFAAGDVIDOKNKQIIXSMGAGANAALNA
9 VELNERGEIVIDRNNNTNVPGIFAAGDVTDQORNKQIIISMGAGANAALNA
10 VELNERGEIVIDCNNNTNVPGIFAAGDVTDOKNKQOIIISMGAGANAALNA

501
8 FDYIIRN
3 FDYIIRN
9 FDYIIRN
10 FDYIIRN

K 5B

31



CON 101432017 B W OB B M 4/4 T

2
& YN
= e \
RN
& 40
20
012345672889 10111213
HH BRI
K] 6A
100 J\\
A)
= 80
= 80
% \
;‘;Elm J’\
20
0123456788910111213

kBRI

K| 6B

32



patsnap

ERMEBFOF) ATESHNSECEERENRIPEEENENZIK
DF(RE)F CN101432017B DF(E)B 2011-12-21
HiES CN200680002556.8 HiE A 2006-01-17
BRiE (TR A(F) L /N
HERBE(EAR)AGE) RORLA
¥R ZEAA RELF
LD&/RK
MAK &
MDER#&
TEREF
KA R-ZLF
L-D-&F/R%K
M-A->K &)
M-D-EB#&
T-ZRER
IPCH k& A61K39/09 CO7H21/02 C12Q1/68 C12N15/00 GO1N33/53
CPCH %= A61K39/00 C07K14/31
REBAGE) B
TER(F) R&5E
k51X 60/645811 2005-01-21 US
H A0 FF 3R CN101432017A
INERaE Espacenet  SIPO
BEQF)
AEASRBTEEFSEQIDNO : 14 EEXNEERFINSHREES
E%. S.aureus AhpC-AhpFAEY , SRk LK ZERFA S W AR,
SEQ ID NO : 1EBF£KS.aureus AhpCF %, EBREHis-tagfl =N mmu@mw
NBREFTEMMSEQ ID NO : 1HFTENMBRIT L4 TS aureusiiRY  puunmiiiameniund

MRBERIE

Tl e
TR


https://share-analytics.zhihuiya.com/view/94812ebe-e1a1-4b24-b3d6-5b7e323f74ee
https://worldwide.espacenet.com/patent/search/family/036692798/publication/CN101432017B?q=CN101432017B
http://epub.sipo.gov.cn/tdcdesc.action?strWhere=CN101432017B

