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1. ~# S K% BER, 645 SEQ ID NO: 1% SEQ ID NO: 1
MABEY SS%MAHAEBRAF, LAVAE S RREAT 4 S
aureus Ry E, HFELEFHAASKERRARA SEQ ID NO: 1
Lo

2. RAIZR1¥EK, EPARRARAF &4 SEQ ID NO: 1
& A A B 178-189,

3.RABR2HER, AP HRARARAFIE Y 95%AF T SEQ
ID NO: 1.

4. BRAERK3GE K, RFFiE$ g SEQID NO: 2 R AR
22-213 48 A%,

5. RAIZRIGBA, RPAESRAERA LY.

6. —Fr e FE B, L4 ZE) 85%4FF SEQIDNO: 1M AEAR
FFl, EBAABREEARREMRARLARAE T A& AR
SAECERIAKRSY, EFEARBRRFSBIREHRAES —F
ATFTHEGERIFS: BBREELELE, AHTLULIAFHT SRR
2

7. —Freh et R, @4 ZE ) 85%4BF F SEQID NO: 14
2 kA% 85%AaFF SEQIDNO: 385 % Ak,

8, —HEEELE P HEIRPBRLEEELENGALY, AOSLEA
HEFHORAER 17 HE—RO SRR A F ETRZGHMAK,

0. A ZK 88, L¥HrasHhit—F asER.

10, —# a4 THAAYER, HEFTHLALLRHARAER
1-5 94— 6 3 R B H A5,

11, RA R 10 4458, b PR R AR,

12. —# a4 FTMrAYEAMR, FEAETAEE S LKARAR
R 1-5HE—RM S RGBT BRAFF.

13. —# = A RBRP M LAY S. aureus $ R F ik, @FEFR:

(a) EXFAAS RMARGEHTRARAZR 12 HEAE
R VAR
(b) s4bFiik % Ak,
14, —#H 5 BHLELEY, OAEBRFABRTHERRESNTR
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X,
15 RABE 14 HELEG, AVHELLFaBAEUTIR
GO Sl 2
(a) (1) BERAMELERREFENRELESEZE; & (a) (2)
BRFESBRBREAFEEHRLESEAONTE, AKX
(b)) A LGAHERRLELSEZR.
16. RAER 15 h40%a, Ay mdgsZaLigk, Raesd
kR K.
17. —#P4ts} S. aureus B iGFE X F ik, QHEAMEEL®
A —F R ZFHATHRG TR
(a) o BAKEWELER, €45 SEQIDNO: 1 X SEQID NO:
1 WEBEY S5%HARAMARRAT, AT SRREBTH S
aureus PR M 2K
(b) o EEXEFHRAHEZR 1T GE—AHRER; K
(¢) HHREHRAZR 4 8L 4%,
18. RAIBR 1T F %, APHRESEAR,
19. KA B K 18 5k, R P4t S. aureus B Fe ) A& & & #AT
ML .
20. RAEL 18 7k, AR LBERERAEZR 1-7 94—
R R
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RATEFHAERENARGORP R EE LG S K

MX¥PHEGI3I]A
APigERTF 2005 £ 1 A 21 ARG ED B EHE#H No.
60/645,811 834K e 4%, ML T P ELSHFFARAL P,

XAHRE

EATREIX T AU RBANRFERRPOLNAL
RAA K.

Staphylococcus aureus (2R ERERE ) REATF 2 BERFR
A (condition) ¥ HBR4K. W S. aureus j| R G KB ARIALGHF @32
B, BREHSCHER., X, . A. KAR., KABKAR.
HRMR L. botryomyosis, HHAK LGSR, LA LB AR
BREGRE. BEREAXEHGRE. FHAFAACXIRTRYGA
FFeot kB R F. (The Staphylococci in Human Disease, Crossley and
Archer (eds.) , Churchill Livingstone Inc. 1997.)

TARRAET REFORERILH S. aureus B e Fe S. aureus ¥y4%
#H.ATEEFHRBOCEBSIRLIHNLE. RHILELARA S
aureus Y R BREE . EHRBEF42T S, aureus ¥ 5.5 B .

AAEWS. aureus E B ¥6) S. aureus $ B F % Rk, o) T L@ iTE
RELHS. aureus SRS BRUEARGBRAIRER. TRABRAKAHH
AOEGRSGEBEABIT O S. aureus S e 8 BERE 3 45,

( Shinefield et al., N. Eng. J. Med. 346:491-496, 2002.) T A 4EH T
RRNEIRIOERGHTFOEBRERE. HAZHARZELELH
R & B-F. (Mamo et al., FEMS Immunology and Medical Microbiology
10:47-54, 1994, Nilsson et al., J. Clin. Invest. 101:2640-2649, 1998,
Josefsson et al., The Journal of Infectious Diseases 184:1572-1580,
2001.)

£ F S aureus % K5 5) 8945 & Tl B i 2t S, aureus XA B 83 5 k&
#% 4%. (Kuroda et al., Lancet 357:1225-1240, 2001, Baba et al., Lancet
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359:1819-1827, 2000, Kunsch et al., Bk % H|.F EP 0786 519, 1997
S$TA30BAF). BALDELFHENE—ZEABELRETAE
BampsiEiFeg % kA7 . (Kunsch et al., BR# ¥ FlA5 EP 0 786
519, 1997 %7 A 30 8%

— B K, P A AT (display) BAFRAZBREL R
FHER, CE2ATEIFDEZLHABERRHEABE. (Foster et
al., B KA F 5 WO 01/98499, 2001 5+ 12 A 27 B 27, Meinke et al.,
B A5 WO 02/059148, 2002 %8 A1 RB2AH, Etz et al., PNAS
99:6573-6578, 2002.)

K AL

AZWFAE4LL SEQ ID NO: 1M LAXAGALRAFINS
BRR B . S aureus AhpC-AhpF 4284, ARE $ RAL S
A #. SEQIDNO: 1 £# 4% S. aureus AhpC 47|, &4 R & His-tag
FeZ AR AR A MY SEQ ID NO: 1 ¢447 & S R R> £ 4% S.
aureus &) PR3 b B R E .

23 “RPH” SEXLELERPET S, aureus &R 69T A2 R
KPWGFES. TARRHHBRE, Bl R F HE G L RPRR
PHRFE.

Aa, AZANE-ANFTERET S RLER, €45 SEQID
NO: 1% SEQIDNO: 1A B E Y 85% AR AEBAF, LT
&5 IR T AH3E S, aureus WRP B EE, FENESKERRAR
SEQ ID NO: 1# % k. #3) & RRARB4TA S, aureus R
SR .

23 @4 5 SEQ ID NO: 1 £ 85% AR 4 EEBFFI AN &
£ SEQ ID NO: 1848 KiKk, #ATRAAELCH S KRER. 5%
ZHFIHRA—HE S (LHFEITIRAERT) ABENZKRATE
AEAS BT ARZNEERTHARRARGHKARRNTLH, X
Ak B BREEZAF (Hlde, SEQIDNO: 1) ¥HRARES, RSB
Fh 100 w94 AN B RABEHEK,

AERHF—AFEHRET LER, L OSRBAT S, aureus &
BPBEEG SR, ABRARERBRAARS AL S KM

5
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B—AREALTC EERFES (moiety) , AP HFARRRFHI B L
BRARLAEV—HUTHAHERI KL BBLELL, AHATH
HRAE AT 2 RAE M.

®E “ELERERRIFS” AWULRFE T S. aureus AhpC K 3K ¢4 K 3K
RFS. HACERRFLSTUAR, ¥, REHERRKRIIEKE K.

AERAYA—ANFEMBAETEH AhpC-AhpF 28448 & 69 sh4b &9
%% B . AhpC A 46,4 %) 85%48F F SEQID NO: 145 % k. AhpC
156,42 85%48F F SEQ ID NO: 3 4% Bk, 323 shib ey £ A FF
RSP AELETHY —FHREFHTRELECSKRGHEY, FFELES
JKZ AhpC Az AhpF 52 R R AN EIREATHAENEZTOTHEY
2 10%.

Hiki, FrRASHRRER LML, “ERELMALEG” AhpC fo
AhpF AW B A TFHR YV TAHIKREKTRRAECE KRG T, AL
F 4% BZ AhpC #= AhpF % Bk 5 X X RbAn X 4.

BB “shibdy” R “RALLLY” RELS KRB HETLA,
TEA R, Blie, BARSELGLF ESRN S K.

AEPHH—AFEHRET REES T H 542 S. aureus 865
BEEHEALY. AL HOLLBHFETREIYBARLEAKE
By R4 2T S, aureus B R P H LR LB

S BARERRARA4S T S, aureus B FRPHEROKE.
GHEEYRABEWGI S, aureus B R THRERSEE.

AERAHF—AFTEHRTOATHAERGER, HRAETHALRE
BRI LA S, aureus I HRPHREBH IR, THAXRLSALAS K
HEABRABA TELYHZ I HADT A (A TREEHF
FofpEEAt) . TAABRTURITFRIABAAFE, R TURE
FRAAEEG—FL.

FTHBBRAEFINREBRXEARFRAENER. THERY
Bl F QI BmBR., AAAE—RRBET AR TFTARFARYHERY
AAREABBER, UAAREZIRARRALG—F RS FHBRE R
(Blde, EHRTHER) G50,

AEPHF - AFEOR/ETEASR. imieasETaXA,
Bk TR B BARGEAT S. aureus R P B LEH S K,

6
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AERAHH—AF@HAET A RBE4 AT S, aureus R H LR
MERG TR, AT EOERFCAGBTAEASZ RO EAHRNE
A, HehrTik % Ak,

AERAN G —AFEFET R4S, aurens GRPHELEH S
B, PSR TREILAET, HRAIBOEABIFRFCALRD
Bk 3R EUBBRAEMAMME, HMESZ K, TARATEH
BEmA.

AEBAHH—AFZEHAET 45 E4 AhpC-AhpF £ 4% 4. FiE L
4%%8 6,45 AhpC-AhpF B 6B L4 REKTEE,

£33 “088” AREXRREAAHBAXRTRANEX. HERRAF
XTIRE, Hliv, ERREAAF A RRAHGLEEF/IRRET LR
#, RREFEZAHEMOIETREALHE, LT ARG REBRMALS
E—, P, ABRLRAE, KT AXEARMEARLZE (CDR)
WIBENINAKIEL X £ (framework scaffold) E; XK, A+ k
BIRAZLZFGH— ARSI CDRFEBAINREAHERIRE, A&
R AERRALRIGFRAK, AP 208 TERGEAHMMAS
3 —se,

Rk, S BEHEQOEAALEA LRSS, ARLEALFES
HEORAETHREZXEXIAFTALFEROHIRRT.

AEPW S —AFEHRHAT 4TS, aureus B 2t & F kBT 8
Fik., FIRFROEOHABEEN—FREFUATHRG T R:

(a) REAKENSER, 1645 SEQID NO: 1 SEQ ID
NO: 1A EEY 85%MRAHMEALRAF, L FARES KRRH/T 45t
S. aureus &) PRI B R

(b) £, BB sY, 645 SEQIDNO: 1 £ 85%AaF &
% fkfel SEQIDNO: 3 £ 85%A8F & % BK; &

(c¢) A #%E4 AhpC-AhpF £ 4% 9.

BERTHRELRIER, RE R RATREZ —XHEH
H. AH, Hlde /R FRERATFREZI—RHEGTRRM.

R FARBYRES I “B2” AFFRAEITR. AHAE
Bldm “—ARIA" BEAREFAXRE—RAER R BBBMAE R
BT bk,
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RAEAHMER, BRI KEHe “a” X “an” REBRF—A4. #
o, “4afe (a cell) ” FRHBR “EA @M (cells) ” . A iHld “—
AREA” FRERATRASAGELEGTERME,

RFEELRPYGOCERR EXRVIGLCTHE, REARKELTHE
B RARY. REGEZAGGIBZTEZBRALXPBTHFAH TR R
AFeFrik., FHRGTRMNERRPGEA. REFLSTHLIF, B4k
BARAARTAEZARAX T ERAKLAH AHELE RS F k.

P B & B = BL oA

WE1 EFT7 SEQIDNO: 14 SEQID NO: 2R AXRAE7.
ZEH 7| SEQIDNO: 2, HARFHH45ZSEQIDNO: 1. F
& KRAZR His-tag RIRAFAR KRG ACARAR,

WME 28T x%kf S. aureus (SEQ ID NO: 1) #= S. epidermidis

(SEQ ID NO: 6, GenBank Accession No. AE016752) & AhpC & %)

ZEFFILE., REREFAHBEEKR T,

WE3IRAFTTHASEQIDNO: 2¥4#Z8 45 (SEQIDNO: 5).
H 4G His-tag e R X AR BB SR A BAKR T,

WE 4877 4%4 SEQIDNO: 3 # DNA 55| (SEQIDNO: 4).

BB SA A= 5B {7 T *%& § S. aureus: SEQ ID NO: 3 ( GenBank
A% No. U92441 ) . 9 ( GenBank &% No. AP004823 ) #= 10 ( GenBank
%32 No. BX57183 ) #= S. epidermidis, SEQ ID NO: 8 ( GenBank &3¢
No. AE016752) #) R F) AhpF F R Z A 8 F 7] ik, RAR X F B4
B,
WHE 6A fo 6B M THALFRANSARESEMN T SEQ ID
NO: 235 (B E) XELBHEN (ZAH) #FERNHEX.

KA @it

EFXRA4EH1E SEQID NO: 2 #5464+ B#& T SEQID NO:
1484 2 RBR/EPHLEENEESH . SEQIDNO: 2 £ SEQIDNO: 1
HITE W, £oA /A His-tag o ZABUSMY R X R E B, His-tag 7 #|
F 2 Bshfbf .

5ESEQIDNO: 1£#Liakeds ke it4 A KRF S. aureus B A%

8
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FHEARE R R RRLERKRGITEHN S K. SEQIDNO: 14
AARAFFORE 1 FOHORARRE-F. WA 1ZMF7T SEQID NO:
2 P AENRARX His-tag FBIMI R A BAR.

I. AhpC 5 3|

S. aureus AhpC &k 5 X A5 E. coli B R i A EHE KRR
A7z dg disiE LA AL (osmotic up shock) F-FHEE R

(AhpC) . (Amstrong-Buisseret et al., Microbiology 141:1655-1661,
1995.) RR A4y AhpC R BB ELE T RSB F R RRA G LY
%, GF%mEH#H+F. (Chae et al., Proc. Natl. Acad. Sci. USA
91:7017-7021, 1994, Yan et al., Helicobacter 6:274-282, 2001.)

S. aureus AhpC MR FFCEZEFRHAET XLKFTHRLHET KR
#h % #. & TIGR (SA0452) ; Baba et al., Lancet 359:1819-1827, 2002
(MWO0357 ) ; Kuroda et al., Lancet 357:1225-1240, 2001 ( SAV0381);
#= Ohta et al., DNA Research 1:51, 2004 ( SAV0381 and SAV0773) ¥
BT AR LARGHT. .

W& 23247 2 S. aureus( SEQ ID NO: 1) #= S. epidermidis ( SEQ
ID NO: 6) ¥ .4/4% S. aureus AhpC 48 £ /& 5| Z 8] 8 /- 5| tedk. *T2A
MFE AhpC A 5] @47 5 S e tudR.

TAMRIE S G4 AhpC ARG ENA T AR E L RAR
WAL, REXRRAELNHET AhpC F5|. REHREBRRBRT R
EH HE. AEXRWEXRFTR P, RRALEY AbpC AR E
Staphylococcus ¥ . 4% #) S. aureus ¥ XI5, A %= SEQ ID
NO: 1 ¥ E5 204, 2V 0AKEY SONELERER; P/AREFE
SEQ ID NO: 145 £ 85%F Fl ARk K B — .

TUABERBA G EERARBRA O ERRAB S TIRRE, —
B, TABLA AR RETRXBEARE—H, ZHFFAZL
—d s, RimfedBOHERRAH TR,

)4, 4& 8 #4254 lalign ( & Huang #= Miller 774, Adv. Appl.
Math. 12:337-357, 1991, «sim»#2 4 ) # R dRust T &, TRAAZF 5
A, ZAFKEEER: F—ARESKo -4 T (BA-14) ;
g# o HEALECEXNAAS (KiA4) , -sstr (SMATRIX) Tik
BRI SERIHHIHL. FTERARAF, BLRA-W #

9
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(LINLEN) & 7| estsrh &K E (60) k42 A PAM250,

IL. SEQIDNO: 148X % Ak

SEQIDNO: 148% % lk4-A 5 SEQID NO: 1 £ 85%48F &9 &
ABAs. 3 “BKR HAREHRDPIRRXKDRSA.

£ 85%AF F SEQID NO: 14 % %44 SEQIDNO: 14 %
EHBAREABKE. SANARABAT I REZREARER. BRK
i, EXRRAEEFXY, SEQIDNO: 1/AXEAKES 0%, £
94% 3, £V 99%48F F SEQIDNO: 1; 5 SEQIDNO: 1 RXF 0, 1.
2. 3. 4. 5. 6, 7. 8, 9, 10. 11, 12, 13, 14, 15, 16, 17, 18, 19
H2OOANMALMAE; REALEd SEQIDNO: 1484K.

AEPYH—FERFXTASREER, LS EXALBEY)
85%. £ 95%X 100%48F F SEQID NO: 1 &) R % Bk 178-189 &) 4
ek, EF—EE#EFXF, €4 SEQIDNO: 1 &R KA 178-189
8% akw kRt 13, 15, 20, 25, 50, 100 X 150 A~ RSB 4 AK;
Fo/ R EA S KEY 85%. £V 90%HAAF F SEQIDNO: 1 KEBH &
4 SEQIDNO: 1 &£ A8 178-189, THAELEWICAREARECELE
4 SEQ ID NO: 1 REAMALTRARES,. RANACREABRER
AR FRAR.

23 “AALd” EAGREAR “AR” ANAEMRBORALR
FAATHALELCELR., ACRAEARTUAREREIRALARSR. &
ARG ELHEFTXE, H£ 1. 2. 3. 4.5, 6, 7. 8. 9, 10, 11, 12,
13. 14, 15, 16. 17, 18, 19 XK 20 A4 L€ REBR.

Azt SEQIDNO: 1 3 kXA K B#FTHE, REFHFF4HAS
aureus R HEFE MM ED. Hldv, TRARFEAEREFREFTH
S A3t S. aureus R BRLEFEH HITEN, RREFRT RU4EY
MEBEZIEEETALTAKZE G RRGITED.

WA 2 PR AET I Ff L5 AT S. aureus AhpC /- 7] &9 14k,
TR FREFEGABEGERET., i, TUAFEREARG R
AFRE.

— R, ERARAALBRARIEHGIEY, RHLAH M
BEGERABELEY. ¥ TRAEABRERZAT, TULRYBEfCHE
BRABAD. B, MHEARAK, TRMHALR R A RARHK

10
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R Y h AR Ay, (R, #l4e Ausubel, Current Protocols in
Molecular Biology, John Wiley, 1987-2002, Appendix 1C.)

AXBEABUEHEHYEILTY, ERAEAREBEA —FRZS
FrARL GG BT, Bk K 248 B & &5 Fo /B K Fa/ RALKFo/ KR AK M.
Plde, SRR ERAR. HABRTHAR. P RABRENSABEY
HHRETII RS KA R RITFHRE,

TR Z B AT QBRI AR F T 5 R4 XB ) A
B RPpAERGLEGRE, BEEAESTFTEAREANRKERS
F (Hlde, BRAFHRER) TUETFEIRET. TRAABRMETAA
i TR AR, Blde, BFIATHEARARBRA ALY
FRF) A E, TEAWRBI L.

TRABLALEBURHE RS KFFLRRELAKS . TARAR
Al R AR EL, EERS, FRAAEHIALRBLER
s MHC 2 F £k R, RARGK-MHC 445 T @RX
AR 4G 3£ Fo bk 49 AR 2, ( Berzofsky et al., Nature Review 1:209-219, 2001.)

Mk, Brd$ Bkt Bpk, “GibdiZ R AETHZ—
HAIHTRATSIROGRET, FHALTERARBE ZIMXF/K
AAENEEQFHEY Y 10%EE, EXRRAHEETXT, 40
SRAHSRHN BT REAEEANIVH50%. 2V H TSHRESH
95% .,

E—FrxaiyX ¥, $HhE “RARALHAMLN . ERXEHLH S
BRAEEFRYVEZRRMAGHAZIRSKLE S RHRET. #
du, RAEZAH S. aurens $KAETHRIHAAAKRSHKE S
aureus $ BRI RFEF . HKETARE, Hlde, HHRHlde.

1P “Hy” K ARAEALH” REESKREHEMENL,
ToA @3, bHlde, BAHRALHLE LSRG S K.

TRBEBEN S RAERBEARBRH RS KBTH., THNE
W HlFaaA RS RPAR, Flde, TBE. AKX, ToBRE.
XFEA. TERAFAR CTARLA; PRAKRRPL AR, Bk,
W BLE A TBURE.

EXREAY—FEHEFXF, BREERRTRELEROGRS,
Pk b BAE EEERBRALRS L AL S RENEBRYG AR

11



200680002556. 8 oM P /22|

BAECREBIHSY, EVYHEANARRRFS I ARLAE) —H
ATHREHAERIIFS: BBLEELLS, AATFTLAERA AT S KL
M., Hlde, BATUAAETREAIRAKRROGRAA LRI B, T
VAME 3% % RKAR B M.

TRBRIOERERBARKSEFmAR AR A FLARERE S KL
., TRARAATFHAALHERAGHFOLIERLEFLE FEHSK, F
AH FEGHFOLEAARR TS, rpE. SRHE KL FRLESE
a.

TRARABEREBREEELHEAAREBERTLELELEN
g£h., TAb 2 REZELREBHIEAZ RO LRLEGER GG T
€,3t B0 B F, 4)%e IL-2. ( Buchan et al., 2000. Molecular Inmunology
37:545-552.)

IIL. AhpC-AhpF %, % &

AhpC-AhpF % &R 4&# AhpC Fo AhpF 4694884 . AhpC
14+d SEQIDNO: 149% % k4. AhpC 224 SEQID NO: 3 48
% 3 R4,

SEQIDNO: 148% % k445 SEQIDNO: 1 £ 85%4aF &R
A8 A7, SEQ ID NO: 1% 3K RAME®F XA LI H ¥
A T#E,

SEQID NO: 3 4% % k44 5 SEQIDNO: 3 £/ 85%ABF #H &
ABAF. SBARABRATEIRARLREHR. MRRFM., £X
A L#FX+®, SEQID NO: 3MAZHKEY 90%. £ 94%. £
W 99% X A8 F) F SEQIDNO: 3; 5 SEQIDNO: 3 xR 0. 1. 2. 3.
4. 5. 6. 7. 8. 9. 10, 11, 12, 13, 14, 15, 16, 17, 18, 19 & 20
AMEABREE; JEAKLEdR SEQIDNO: 3 48,

#F SEQ ID NO: 340 3 st 7 T £ % 4F 5 SEQ ID NO: 144
L3 RAB—RRANTES. Hlie, TRARFTRE, RRFRFT
#S4r3L S. aureus HEPHREBRHANTEALY, IRKRFRTR
PR M EEZISEEATUEAKZ D (G ERGTELEDN.

T A F B 8hi% 3 AhpF 44k ¢ R F & AhpF £ 5l 6941 FT AR E SA
FaSB R IRAE, FANSKNHKTHAMBFALA LY T T PRHET.

AREHAEEL KPS, aureus AhpF X FFI LT AR N L

12
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#. Z£ TIGR (SA0451) ; Baba et al., Lancet 359:1819-1827, 2002

(MWO0356) ; Kuroda et al., Lancet 357:1225-1240, 2001 ( SAV0380
and SA0365) ; #= Enright et al., PNAS 99:9786-9791, 2002 ( SAS0357
and SAR0398) . R4 T KR & & 61-F .

Hoid o, 45 ) RGK BAS B4 R My Ak E 48 5 & AhpC A= AhpF 424
4. Blde, E. coli 4T A4 L4240k 3£ &KX ahpC #= ahpF, k4
# AhpC #= AhpF £20%. (A F3RAEFHACRERHTAETIH
IV 3 o & 44,

IV. 3 k4 >

SHRTABAFRARARET, QCHTFENLFERNFET R
MEEFAES R MR LHARE, 5t RATHFERAHEARARL
HBA%ty. (A, #14= Vincent, Peptide and Protein Drug Delivery,
New York, N.Y., Decker, 1990.) A F &% 4 F A sbfLiy AR L
2 RARIBAF 8. (£, #l4o, Ausubel, Current Protocols in Molecular
Biology, John Wiley, 1987-2002.)

BRAEHBRERARTESKEANTAGBRERFSEKR. AT A
PHUTABRBEARCKE: EERYIARTLRAMESZ KRG TA
RRAFRRATES K,

FULABAA A ROBRUARATFERAAYADIAH. &
BMARTAALETF@ELARA Y, RAEARBABRKNHS.

T EHRLABNFIAEANATAHCHRARLFHES KA
BEFIARENAE, ABRKXRRE FTES KRG 748X 65T R 6 H
Hatk. HBAFTASE (AL BLEHT) A TEARIRETREE
MABRARZARHRFRAAYG. — Kb, THAEXR hAEGRT
AAAQEHFEDHTF. HBEAEASEE. HETARERR, BEN
#4\F (present operator) . A FAB@MB YT HREALZS R
TS,

AR AAEK, AATEAAREBE T HREA, Hik,
REAARZI, AABRKRESAATARI®ORYT R EEHGEH
g, HRBEMIRIL. ARKENA A GRE AL EARZHHE R
BTN, RASANGTFALESRAK. 26N LERK. 1
Al g ok R

13
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O TFRAEFTAGP IR, XEGFRRRBERAFITARNTHAD
BREAHIK. aFILFHAYARARD AR GEFR=ZKAAEGR “F
AT %A, ANaFATRAFTARTE. ESATFHRHAYARXR L
TF:

A=Ala=F A B : FHAF GCA, GCC, GCG, GCU

C=Cys=¥ Bt £ B: F&F UGC, UGU

D=Asp=R XL & B: F&AT GAC, GAU

E=Glu=%#8: F#AT GAA, GAG

F=Phe=¥ & A &&: %£#&F UUC, UUU

G=Gly=H &8 : FAF GGA, GGC, GGG, GGU

H=His=41 A 8 : F#ATF CAC, CAU

I=lle=F &£ A8 : FaAF AUA, AUC, AUU

K=Lys=#i&8: #/BF AAA, AAG

=Leu=%£8: F#AF UUA, UUG, CUA, CUC, CUG, CUU
M=Met=F 78 & : codon AUG
=Asn=R & BtH:: FHATF AAC, AAU

P=Pro=f £8: #%#&F CCA, CCC, CCG, CCU

Q=GIn=% & Bt/l:: F#AT CAA, CAG

R=Arg=# £8: #&BF AGA, AGG, CGA, CGC, CGG, CGU

S=Ser=# £8: ®#&F AGC, AGU, UCA, UCC, UCG, UCU

T=Thr=#£8: FAF ACA, ACC, ACG, ACU

V=Val=% £ 8. %#8F GUA, GUC, GUG, GUU

W=Trp=E& & B : codon UGG

Y=Tyr=B6 R 8&: %FAT UAC, UAU

#4FF SEQ ID NO: 13 SEQ ID NO: 34X $ k) ELHER
AANmBEAREEA DA AEY. REmRGH T et E. coli;
Staphylococcus & &) & i , #l4= S. aureus; Lactobacillus BB R, 4
4o L. plantarum; Lactococcus & # & i , #14= L. lactis; Bacillus X4
AR, #l4e B.subtilis, Ames ReleBLDH @K, TR
B¢ 48 ft,, ¥)4= Saccharomyces & & 8L ( #]4=, S. cerevisiae) . Pichia
Bt MR R (#lde, P. pastoris) . Hansenula B& s R (4=, H.
polymorpha ) . Kluyveromyces &# & i (#3=, K. lactis & K. fragilis )

14
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#= Schizosaccharomyces & &) & i (#)3=, S.pombe) .

FHARXARFE. FAGRFEAEXRARAGERZRFRA 40
., ERAFXH PR/ TXEFZKGHF, #ld= Ausubel, Current
Protocols in Molecular Biology, John Wiley, 1987-2002 $= Sambrook et
al., Molecular Cloning, A Laboratory Manual, 2" Edition, Cold Spring
Harbor Laboratory Press, 1989,

WREENE, TABLESTRAARSBHEIFLITHRE,
FAFRCCEENAERANEST. EXRABLITHESTHRMAR
REFGR NS0,

3RS A BMF BB, ﬁl&u, N-#ZZ AL, O-EBME
A, RO, RIESKY “FHR” X “REAR” FFEES K,
E4AROBIME (HlRFEL) . —ARSARABRFEHS
My s RAR,

BEEEHTUNFRFARAIRAESNBETE. Hld,
£ S. cerevisiae ¥, BHKE A RARGHAARARET N-R# T
REMRETHBR ., wib, BREARLARGBAZRET N-K%
S EMR TR N°-T 844 (Huang et al., Biochemistry 26:8242-8246,
1987) . AEHF R THIRNER (HefETR) ALk
RSk, AP EAKE N-ZREGK O- 2R GBEALBNH.

( Kukuruzinska et al., Ann. Rev. Biochem. 56:915-944, 1987. )

V. 4z

BARATAEEESEAA T B RERGBR. EHTARL
FRA GRS RER, Pl TRHAG—FHASH: REARGENF
AeEFEEM RERRASRAZIR@MEHEE, KERRERM
BB mIf2id; AAFFLERATERB T L. (Vogel,
Clinical Infectious Diseases 30 ( suppl. 3) :S266-270, 2000.)

TARAEFHRAHEQERN RN ZELRRE. fRALR
BIFaEa A, BRERENETH, S84S5, DNA CpG /7.
BREBARKE A, EALEFE. E coli Rt RMmEE. OREX. Jie B Bk
—Jk. Freund’s K& 44EH . MF59, SAF., %ER# I 44, RRAAK.
A TRRGHEA. LAF. B TFRERYD. REBRKEMUS.
%2 5% gt ( polyphosphazene) . & &% $ ¥ M. IFN-y. IL-2. IL-12

15
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#2 ISCOMS. (Vogel Clinical Infectious Diseases 30 ( suppl 3) :S266-
270, 2000, Klein et al., Journal of Pharmaceutical Sciences 89:311-321,
2000, Rimmelzwaan et al., Vaccine 19:1180-1187, 2001, Kersten Vaccine
21:915-920, 2003, O’Hagen Curr. Drug Target Infect. Disord.,
1:273-286, 2001.)

VI &%

“BE” RIBEEM S aureus B A shdh. A TUABMMEG B
WEEFBBLE, AHEHAEBRBATRASHRPBEERERK S,
aureus B R W THBI S EE. LML ETARBFTRER S
aureus B th B EAE.

MG HERTARASAAL T HEG LR RGL G RBT, X
AR EREEAR LB, B TUARERN L L EHK, ALTRS
& S. aureus & FE T e AR A,

EARZHH S aureus R ARYACEPEIAY, ERES;
BEABRBHAERANES, BAFANES, BIRBHEADNE
¥, HleSFARERE; O FRABOLRBYGETNES; o
B BA & RS 2 45 S 445 89k kWA, (The Staphylococei in
Human Disease, Crossley and Archer ( ed. ) , Churchill Livingstone Inc.
1997.)

T S. aureus B AR E L QRL. B HE LF R
o.M, B B k&I R. FEALEEFNLETA TR ESD
FoRE, AEIRARHEZLEHK.

VIL 44%H

AXTREGLERTAEERERA, RE5ACLERASRA,
kESEAAE. TABAEKWACREROH: —HASHALEH S
aureus %% B, Bl EEXHEAFFFIIMAGRLE; h—HH3
# £ & Staphylococcus 4 #4k (4#)4= S. epidermidis. S. haemolyticus.
S. warneri &, S. lugunensis) ¥ —H XS FLAR; AL ELRE
Wkt —F R E IR

VI sh#ARR £ %

SRR % Gk A T R4 B R & A 4TsT S. aureus R B K
BANKS. IUBRALEBGDHFRTEER, QEARERY
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AL F &6 S. aureus, E HRIFHE, HEFHKRAXER. XFATHR
BRA N FRETRBANEN FTRELEGHLEFmBHEE (4]
4o, 10 R RZ 24 )H) .

a2 BeY S. aureus 20 T VAT ST B4R3E R K Lég Mo k7.
CMETANREER, RuoBAZFREALRFODROLERERAE
. A0 A ZE Bl ARIE SR K LAk R 3b3E R iT . #lde, S. aureus
AL 453 0 R) A £ 20-30 4F 69 o TARSE R4S 18 B4 24 N0,

S. aureus TAE A AR RS H § BARRBRAIERE, UEHS.
aureus K . #ld=, 2 F 45 S. aureus TARAE F-70C, A LE4H W
HBREEFTERTHEREFEEAEZTR (5109 REBREL4
(CFU) /mL) #f&#4.

S. aureus 3 & (challenge) ELXEHF —RKE_RF %84 7
5) 10 X HAiR) A Sh AR PR 2 80%3F) 90% =R K. TAERA 3
HERAITRR LR B ARG S. aureus BFHEHSH. FHELEE
A AT R AT 29— 3] | B #AT.

IX. 4k

47 SEQIDNO: 148% % tkfe AhpC-AhpF 4864 &) & 5 /R =T VA
BAFEELELSSERRS aureus HELFG., IHLLEFORARE
A&, B3k %K. S aureus X R A4 S. aureus & R M
BREFLETEM. ik, FIRLELZFOERLEALFES.

BAEQOLF —TEERF-_TER, MATERAEARAE
BABBRORAATERSEH. RATERBETERSAREIIER
t=AEHRER, ZAARREN FRAAKZRALEAA ZENIE.
RAZSFOWHATFOIELATK, RERK, KB RETLED.

REHRBLELAZORALLBRAE. RE “LLBHRAE” TR
HHRAY. IEAALARANHEIARZRERESKFFHG—ERK, ¥
AERAPHERAXIHOTRF: RERAANARGHEZRTERLR
SRE.

Bldm, TAMBZHEIRE, ABAASHHBREG—FREH
FHEARGEAMRRFELLERAK. RATRAGRET—AFAL
B, £+, e, —AMEBALATH, —NMEABRHRARE.

LA FART R K #g4uik } K @36 Fv. Fab #= Fab2 R3X, &4 Fab

17
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REAAHTERERMBEZRARNBREARSATERAERERNE
BN, 2 EdBE Rd —AEEIE4., Fab RN EALTH
TERBB/TAHRRESH Fv KX,

AARTERELTARSATERGZQM, btk iil
Ak (minibody ) ¥y —¥ 4. R4 RALABTR L AR E—RNE
BT TER., £LTUAR, Hld, 45316 ANARER. BBHRAK
R¥4-CH3 B4%H, LAXAERY 80kDa oy —Hr K4,

TERORHFHGAZTER (LHHYEL44REZE) kE, €N
BAREFRFHOMNERR (LAHERR ) XA, 7Trhde Kabatet al.,
Sequences of Proteins of Immunological Interest, U.S. Department of
Health and Human Services, 1991 ffi&, st H5ERREfe L 4bkE K48
# W RARBAITLR T AR,

FARBELEO (Flotdik,. REXREKAIER) HERZ
A, XERAGHFLERHARRTEARAGRA. hH
A ARG R AR, vAZIER XenoMouse & Trans-Chromo AN
g A AXKMK. (E.g, Azzazy et al., Clinical Biochemistry
35:425-445, 2002, Berger et al., Am. J. Med. Sci. 324(1):14-40, 2002. )

SHARTARARAN, TAERARARA 4t H A4 CDRs H
AALRAERE, ALHATRESHIARRAERLE, #RE
B8z, BFE—FHEHRARLAT AR, EREFEHFEZERR
#AT T —f M. (#)4e O’Brien et al., Humanization of Monoclonal
Antibodies by CDR Grafting, p 81-100, From Methods in Molecular
Biology Vol 207: Recombinant antibodies for Cancer Therapy: Methods

and Protocols ( Eds. Welschof and Krauss ) Humana Press, Totowa,
New Jersey, 2003.)

Rk EARBRPARIALEALIBRTERRESEZD.
FUMBEACKEMEATEARSANEREK. RIABASER
BRagbEahRkEtmiER.

RAREELZFONEAERTUABEEIMR Y RA, ERBE
MPEHREASTHBHWEARGL] . TABRTARMB ALK
AWM ELAAR, RAAaiAATFRIMBRARAZS), KARAR
ImpeXBaniRa.

18
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FHABALALAEARYERAEAATEARKEHGAT L
#., —HmE, TAARTAEGRIARCERRZILEYT. BRA
ok, RETURERRALAARIT. ATEABEE T ML
HRETHRSBRERAUES. ETUAEERKBXGAST. AT
FARRRARR BREFHARENHTRRKAER NS, (H]3, Persic
et al., Gene 187:9-18, 1997, Boel et al., J. Immunol. Methods
239:153-166, 2000, Liang et al., J. Immunol. Methods 247:119-130,
2001.)

BRAAABAEATFEAEARAMOFHRE, Kk, REA
ARZ, ARBRELAATAGIART AZLSGILRRA,
BRI, A RMKEQGH D GRS A B S A FH 3 R TRE
B, BFHRAfRARBREEHQREEKRG ST RARIHER NS,

(E.g., Persic et al., Gene 187:9-18, 1997, Boel et al., J. Immunol.
Methods 239:153-166, 2000, Liang et al., J. Immunol. Methods
247:119-130, 2001.)

R EEHE, TRRALAABALHBERERBREGHRE
Siksid ek, (£X, Ausubel, Current Protocols in Molecular
Biology, John Wiley, 1987-1998, Mark et al., U.S. Patent No.
6,743,622.)

TRRASHAANAREATEARREESEARE, QHER
G B AW (#l4=, E.coli. Bacilli f= Streptomyces) ¥A Bk f A
& 3 (#l4e, 8. Baculovirus =7 $L3h 4 ) ¢ AF & . (Breitling et al.,
Recombinant Antibodies, John Wiley & Sons, Inc. and Spektrum
Akademischer Verlag, 1999.)

AFERRBLELFOAANRABEIRMSERAZLNEF
EBMORBRELEONBRLDI D@L, MFEEH QERRET K
Falp A, F—HERGMFSEHRLTRAR.

& G eg 3 At TR TR EZ4). (Yoo etal., Journal of
Immunological Methods 261:1-20, 2002.) ARBAHRARLSARET
FHWGE Y —A N-BRGHEALSY. (1d) FE N-RBE RS
WFe O-EBHBRLSHTHRAL, FAFTREDETHRAEE
&. (Id.)
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FRAERNGHIS M E T TUAR FTREFRGBFEEH.
B BEmenslTetr B AR (CHO) . HeLa, C6, PC12
FoFHBmi. (Yoo et al., Journal of Immunological Methods
261:1-20, 2002, Persic et al., Gene 187:9-18, 1997.)

T A 4% A 4] 4o /£ Ausubel Current Protocols in Molecular
Biology, John Wiley, 1987-1998, Harlow et al., Antibodies, A
Laboratory Manual, Cold Spring Harbor Laboratory, 1988 = Kohler et
al., Nature 256, 495-497, 1975 +#X FE Kk F L R R,

X. 76 A

1R AL RIS FUABRRABR N0 E AR, TARMNLER A
HAOZGHEALEE. — G B HEM RN EH H= Vaccines Eds.
Plotkin and Orenstein, W.B. Sanders Company, 1999; Remington's

Pharmaceutical Sciences 20™ Edition, Ed. Gennaro, Mack Publishing,
2000; #= Modern Pharmaceutics 2" Edition, Eds. Banker and Rhodes,
Marcel Dekker, Inc., 1990 F &4, BT 7] A¥F—HHAKRL.

BFETRLHBAEHNTFRERGFRAFOELGERN. HF
FTTRESHBEARTURESARRGESY, HlErk. RAEZHK. £
B KKBREZFEAR, BB, 488, SR LM,

SERAELZOTUALLTRAGER, FloRTH. LARY
SHMBHEZERERN . KT HRIA RN GHER TR 6 ot K %
HEHN B REAT.

FREAMBAFHEE, QHEZFGER. KE. BAPEFR
Wy BB, PEHER, RRANFEIAESY, RAERAZSE
BT, RERILEAGTOATUAREIMNEH LN, RRANGE,
FERFH 1.0pg 3 1.0 mg ¥ 3 ARGEHAR, ERXATRAN LS
KX¥, PR EZ 0.01 mg % 1.0 mg # 0.1 mg 2| 1.0 mg.

BHGRIRETAABRA LGB E. EMRENIE, TUK
BHaA—ARRERBANEFRERIABULAKRBE., 2H5FTX0H6T
BR: B1R.FIAR.AEFA. 6 NR2AANHE=ZREH, ARV
B & & i 1) J) R AT 8 1 &AL
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5 76,4

FTERB/ LA, AE—FTHERLAH TR FIE, X & TEH
AHATERALXANARG Tk, TELHEH I EZRRPOLA
Fe VA P4 .

L#hH 1. RPLHRE

EATLHAHFLT SEQ ID NO: 148% % A WER FRHEK
PHEFEKESH. SEQID NO: 2, SEQ ID NO: 1 ¢ His 47269474
W, WA TFREFPHLLE.

SEQID NO: 2 4 Kfekik

W COL SA0452 %A% & R Huk %M pET16b # 4k (EMD
Biosciences, Madison, WI) &i&, & &RLA N-RRARARKEF
HEABDHLIEFATF T hiEHARDYLLRAR tag EHNANFH
S EAR, REBREARBHZAFIGRAER, KT PCRIIHRY
3 COL SA0452, AH — AL AMRFEL T, ARRFERRALL
e LEFEBFIHER., EARRA I HaHNA:
5'GGGAATTCCATATGTCATTAATTAACAAAGAAATCTTACCY’

( SEQ ID NO : 7 ) Fo
5'GGGCTCAGCGATTTTACCTACTAAATCTAAACCAG3’ (SEQ ID
NO: 11), AF AT WM BEE (TRIZLY ), BF Ndel (E@35]4)
#= Bpull021 I (&A1 314 ) 4= GC % (clamp) A #IF @ R A KA T
.

M S. aureus COL ##k MB5393 4u4b X B 48 DNA ¥ A A% A
PCR & 44 . 4 Difco Tryptic Soy Broth (Becton Dickinson, Sparks,
MD) % & 37°Cxf 50 mL 3 i it &, S kKM, £5mL
10 mM Tris pH 7.5, 25% &8 ¢ hikmpe—Kk, € &% T4 50 pg/mL
w ¥ By £ (Sigma, St. Louis, MO) #jARIERT. E3TCHER
A1 0, ME#KMm25mL0.25MEDTApHS8.0. AKX LEF 154
42 &, Him7.5mL 2% sarkosyl, $##3b%ae (swirl) BRAY, H4
AR EFHRE 30 248, Hiw 0.1 M BB T 5 mg/mL & 150 pL
RNAse, BA%A3ITCHBET— . KE, H/in25 mg/mL & 0.6 mL
EOB K, 24nT 20N, 22 E4CHRTIR. BLEAEERTE
2% 5 30 4, ) 15 mL KABH 0 KB R RBUER W .
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AT HH4, AFETFTAE4000 rpm 3BEHE < 10 54k, IEK
A, XERREIAAREZ K. RE, AFEARGEHRERAKA 10
K, EREHRRZE, KEAKE, BEEAR, Sh—FAKRNHTSM
LR 4.

Wit Fm AR RAR G 100% L BE kI DNA, Bt AEB R LR
k. HDNAETAH 4 pL BB —CE8G S0 mL TEY, £4
CidA. LHARELAHARKES K,

AA—X B &4 50 pL kRE L% Filit PCR 3% ahpC X
B. 4k Z4A 250 ng £ A4 DNA. 125 ng S EAFLE ] H. 1
%4 10 mM dNTPs, 2.5 £/ KRR Plu R4 8f 1X Plu 4%
( Stratagene, La Jolla CA) . #&AHKFHIT: 94C S540)— 114
R; 94°C 45 %7, 56C 45%F. 72°C 14449 30 AM4E3K; 72C 10 54¢
B—ABIR. AAEHREM A L8N 1Y 3% 6 DNA 7] (584 bp) ,
3 9 %.9 £/ Gene Clean II®° (QBIOgene, Carlsbad, CA) #47
SR, AR ITEAE PCR 74+ Ndel/BpullO2l 4i &3
DNA #4323 pET16b # 4k, 55 A E. coli NovaBlue & % A& /e (EMD
Biosciences ) .

s A A 37C A4k Lennox L Broth 388 -F48 L& il
K, AR EKRAASE 100 pg/mL 9 RFFEX. IPTG 4= X-gal,
R R $44 A imMediaTM Amp Agar ( Invitrogen, Carlsbad,
CA)4| % . 5%, £E4 50 pg/mL £F % E %4 Luria Broth(LB)
b2t AT, &4 DNA #&#|44% (miniprep) (Promega) , i
RSN LR AL SENEAY. kA H GRIEHGR
# DNA #4785, RBERSANRNEFF 4 DNA REHLE, Ho
4 % pAhpC5,

1 pAhpC5 # 4 E. coli BLR (DE3) &% & @M (EMD
Biosciences ) , HESHRFFEE (100pg/mL) & LB FHR LA K,
% T ;K ahpC &k, ¥5 B WA EHEH3 5 mL &K LB (RFH
T4) %, £37C. 220rpm BF 6 I, BHRBAACRIFLR, K
H4:#%) 200 mL LB A% (RFHFEF) ¥, #F-4% OD600 F T
0.02, 334 /& 37°C. 220 rpm & w9 )\ 5+ 3| OD600=0.8, £ =FF R Fl
B E T kA MiES. 3 4544 100 mM IPTG FHm3) = A~ 4.5 mL
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BAHEBRT (IPTGALRE 1mM) , FAE3ITCHE 3w, 25CTK
18°C 24 /BF, FiA 69484 220rpm £ 3h, A FER W&, BLH
SIKER A RIFF O RE TR Mo 4 1.5 mL A= 1.0 mL 3% 5k
wE, FHEE%F 300 mL BugBuster HT (EMD Sciences) # 3 mL
Proteinase Inhibitor Cocktail ( Sigma, St. Louis, MO) ¥, R&%E
REBRB SO, MEREZLRI0H, FRELRBITAN. HATEHE
“TTEE” Ao CRTEH” HH, RASMA 4CHE 14,000 rpm FEIE
-4k, LiERAMARA THEY” , FEAHAE &F A 300 mL BugBuster HT
#2 3 mL Proteinase Inhibitor Cocktail ¥, F##% “FRTHEey” . @il
BIO-RAD Protein Assay Dye Reagent % %t ( BIO-RAD, Hercules, CA),
BESTROAAPRNZRERKREK.

3 T i@ it SDS-PAGE # ik 49 Coomassie 3 & 447 ahpC( & SEQ ID
NO: 3 %m) ik, AERAEREHT, £ 1xTris HAB SDS
4 %% (BIO-RAD) %, A 4-15%# & Tris-HCI Criterion % /& #)
(BIO-RAD) L, st &i#tfrdik. HTHRHHZaRXD, & 15 #=
250 kDa Z 4 #4574 (BIO-RAD) 5 >4 F470i&E4T (run) .
BB Rty 5% A Bio-Safe Coomassie — — Coomassie G250 Z #
(BIO-RAD) katsti# &.

FE NPT S8 5 AR 5 ) & 69 B0 5 2 P AR A R S AR
3|7 24 kDa BQf. AFAZARETRET RIFH KA, ahpC X
BB TERATEGESIT. 25CHEFAFETE ahpC HREE
)

SEQ ID NO: 2%k4k

AT FRE&: BLRIABFRIES K2 20 Fr 2 HHRE
PricdE R SR (30 AH44E) . A4 S0mL Luria-Bertani (LB) 3&3f
A (MmAFHEE) 4250 mL By ZHEF+H, A1 mLAKSGH
Fix ki, 3 6 . 1 mL XFAFRM FEEFSH 500 mL
LB AL (MBFFEL) W2 BHMK, FBHF 165, A 205 LB
AL (WMAFFEL) BAAABEEE (30 ARMR) . AHBH
EBEAKR. EH-5psig, Bk E=300rpms. LA=T5 /AR
BE=37C.¥mimy 3 600 nm K Kkit 1.3 AFEFEHAFR(OD),
AR ALA-BK-AKEES (IPTG) A 1 mM e REHF. IPTG
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FHRZH ., ELEBERKE ISCRKEDR, EdFL
500KMWCO % &4 4 £ kR4, vA 8,000 42 & H A 4T E S 20 47 %
B, Bl EER, BFEAE coi BmRRKEA-T0CAKk.

KAhAGEME colimed (24 %) Bk, FHFERFTHERY
B Rsg Ak (50 mM BEBi44. pH 8.0. 0.15 M NaCl. 2 mM #4b4E.
10 mM =ket . 20 mM 2-3i A 2.8 . 0.1% Tween-80 F= & & B37 4| % %
44 (Complete™, % EDTA, Roche #_1873580--& 50 mL Z %% A
#%—HK ) . Benzonase (EM #_1.01697.0002 ) 2 125 ¥-43/mL #/m %)
MIERT) . AMARKAFEER . £ ACHER T HBH =)
M, @it/ 4CA 10,000 x g F 5 10 4Pk EFH. LFRB2EIA-H
R EMIL, ASM EEERZRE NaCl HmB) 0.5 M 48R E . 4
8 L 4k EAE3) Ni-NTA 32088 EAr# 08 ( Qiagen #_30250) , R &
EACTRATE. $EMRBHREREINENE, BLEHIREE K
EAELNES. A 10 FEARGREZE TR (50 mM 3884 . pH
8.0. 0.5 M NaCl. 2 mM §4t4E. 10 mM =ked, 20 mM 2-3 K T8,
0.1% Tween-80 F2 & & 537 4| 3 %44 ( Complete™, £ EDTA, Roche
# 1873580--% 50 mL AR F & — K ) sTHEBATRE. ARBETR

(50 mM #8544 (pH 7.4) . 0.3 M sked, 2 mM §4b4%. 0.1% Tween-80
F220 mM 2-# K 2.8 ) A #ATRBL. @EiLA M Ponceau-S & 45
WEBBEFEFHPERERSAZARNGES, BEARBEORK
BB HSAH%F4E Ni-IMAC 4. Ni-IMAC F# i it SEC 5-14.
i% it Coomassie £ & &5 SDS/PAGE 2 X 24K ZHEa Mty SEC K
. HSA EHeg SEC Bak 4 SEC 4. % SEC FHAHL
#&, vA 0.2 mg/mL &K RERNESALSREBLMN L.

S. aureus 3 & &9 # &

S. aureus £ 37C /& TSA F4 L3 Hfid &, #idHm SmL PBS 3|
FAmERM TSA FHETEE, AALBYARFF (spreader) B84
F&:%mi. 8 Sorvall RC-5B & AL (DuPont Instruments ) ¥ 48
B &%k A 6000 rpm %45 20 54F. AL E 16%H T EEF, 4H
S AE-TOT A KR A

BRI, BEAHEE, SHRHEBEHFATERE. BARFTH
REYV 3 ARBRAAIRIATHFFEBRORTH A FHEENA
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. HERLEAMBEBRF AR (803 90%RTR) RkARERH
FAM., EAKLEEZBRHNTX, —210 RAxrBhd (ARG ERN L
B ) HAERBAMN.

st SEQID NO: 2 3 k&R P AR

EFBRR:EEY, =+ 2 BALB/c s A ¥ 5 R A A AR 4844
F (450 ug FRE4) ) L# SEQID NO: 2 $ Ak (20 png H#RIEH)
ZRMEERLE, 20 AP RHFERPAABNAEREBAN (450 ng HFRE
M) ok, 888K 4ELEN (AHP) & Klein et al., Journal of
Pharmaceutical Sciences 89:311-321, 2000 $5i£, £% 0. 7 F=2 21 XA
AL 50 pL pLBy A REAHH. £F 28 R Ak h, #Eif ELISA
it Akt SEQIDNO: 2 )R .

EBERLRGE 35 X, it S. aureus #y# kA E 4 (1 F 7x10°
CFU/mL) &% & &. £ 11 RFYBRIANAEER, EF—AZE
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H1/1250

<110> Merck & Co., Inc.

<120> ATH SN ERAEARBNRI T RENENZ K

<130> 21722 PCT

<150> 60/645, 811
<151> 2005-01-21

<160> 11

<170> FastSEQ for Windows Version 4.0

210> 1

<211> 189

<212> PRT

<213> S. aureus

<400> 1

Met Ser Leu Ile Asn Lys

1

5

Asp Pro Lys Lys Asp Gln

20
Gly Ser Trp Ser
35
Cys Pro Thr Glu
50

Val Val

Leu Glu

Lys Leu Gly Val Asn Val

65

70

His Lys Ala Trp His Asp

85

Thr Met Ile Gly Asp Pro

100

Leu Asp Glu Ala
115
Pro Asp Gly Val
130

Arg Asp Ala Ser
145
Arg Lys Asn Pro

Thr Gly

Val Gln

Thr Leu

150
Gly Glu
165

Glu Ile

Phe Lys

Cys Phe
40

Asp Leu

55

Phe Ser

His Ser
Ser Gln
Leu Ala

120
Ala Ser
135

Ala His

Val Cys

Leu Pro Phe Thr
10

Glu Val Thr Gln

25

Tyr Pro Ala Asp

Gln Asn Gln Tyr
60
Val Ser Thr Asp
75
Asp Ala Ile Ser
90

Thr Ile Thr Arg
105

Gln Arg Gly Thr

Glu Ile Asn Ala
140
Lys Ile Lys Ala
155
Pro Ala Lys Trp
170

26

Ala Gln Ala Phe
15
Glu Asp Leu Lys
30
Phe Ser Phe Val
45
Glu Glu Leu Gln

Thr His Phe Val
80
Lys Ile Thr Tyr
95
Asn Phe Asp Val
110

Phe Ile Ile Asp
125

Asp Gly Ile Gly

Ala Gln Tyr Val

160

Glu Glu Gly Ala
175
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&R H2/120

Lys Thr Leu Gln Pro Gly Leu Asp Leu Val Gly Lys Ile
180

210> 2

211> 213
<212> PRT
213> A3

220>

185

<223> SEQ ID NO: 1 FIHE IR CHITEY

<400> 2

Met Gly
1

Tle Glu

Thr Ala
Gln Glu
50
Asp Phe
65
Tyr Glu
Asp Thr
Ser Lys
Arg Asn
130
Thr Phe
145
Ala Asp
Ala Ala
Trp Glu
Lys Ile

210

<210> 3

His His

Gly Arg
20

Gln Ala

35

Asp Leu

Ser Phe

Glu Leu

His Phe
100

Ile Thr

115

Phe Asp

Ile Ile

Gly Ile

Gln Tyr
180
Glu Gly
195
Ala Glu

His
5
His
Phe
Lys
Val
Gln

85
Val

Tyr
Val
Asp
Gly

165
Val

His
Met
Asp
Gly
Cys
70

Lys
His
Thr
Leu
Pro
150

Arg

Arg

His His

Ser Leu

Pro Lys
40

Ser Trp

55

Pro Thr

Leu Gly
Lys Ala
Met Ile
120
Asp Glu
135
Asp Gly

Asp Ala

Lys Asn

Ala Lys Thr Leu

Gln

200

His His
10

Ile Asn

25

Lys Asp

Ser Val

Glu Leu

Val Asn
90

Trp His

105

Gly Asp

Ala Thr

Val Val

Ser Thr
170

Pro Gly

185

Gln Pro

His His
Lys Glu
Gln Phe
Val Cys
60
Glu Asp
75
Yal Phe
Asp His
Pro Ser
Gly Leu
140
Gln Ala
155
Leu Ala

Glu Val

Gly Leu

27

Ser
Ile
Lys
45

Phe
Leu
Ser
Ser
Gln
125
Ala
Ser
His

Cys

205

Ser
Leu
30

Glu
Tyr
Gln
Val
Asp
110
Thr
Gln
Glu
Lys
Pro

190
Leu

Gly
15

Pro
Val
Pro
Asn
Ser
95

Ala
Ile
Arg
Ile
Ile
175

Ala

Val

His
Phe
Thr
Ala
Gln
80

Thr
Ile
Thr
Gly
Asn
160
Lys

Lys

Gly
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<211> 507
<212> PRT
<213> S. aureus

<400> 3

Met Leu Asn Ala
1

Met Glu Gly Asn

20
Ser Lys Glu Leu
35
Arg Leu Ser Leu
50

Val Asn Arg Pro

65

Leu Gly His Glu

Gly Arg Ala Pro

100

Glu Gly Ser
115

Leu

Lys

130
Pro
145
Ser

Phe
180

Ser
195

Leu
210

Ala
225
Gln

Thr
260

Tyr
275

Asp Leu Lys Gln Gln Leu Lys Gln Leu Leu Glu

5

10

15

Val Glu Phe Val Ala Ser Leu Gly Ser Asp Asp

25

30

Lys Asp Leu Leu Thr Glu Ile Thr Asp Met Ser

40

45

Ser Glu Lys Ser Leu Lys Arg Thr Pro Ser Phe

55

60

Gly Glu Glu Thr Gly Val Thr Phe Ala Gly Ile

70

75

Phe Asn Ser Leu Val Leu Ala Ile Leu Gln Val

85

90

Lys Glu Lys Gln Ser Ile

1056

Phe His Phe Glu Thr Phe

165

245

150

230

135

215

120

200

185

Cys Pro Asp Val Val Gln Ala Leu Asn

Asn Ile Thr His Ser Met Ile Asp Gly

Glu Asn Ile Met Ala Val Pro Ala Val

170

Gly Asn Gly Arg Met Thr Ile Gln Asp
Thr Ala Asp Ala Ser Glu Phe Glu Asn
Ile Val Gly Gly Gly Pro Ala Ser Gly
Arg Lys Gly Leu Arg Thr Gly Ile Val

Val Asn Asp Thr Ala Gly Ile Glu Asn
250
Thr Gly Ser Glu Phe Ser Ser Asn Leu Ala Ala His Ile Asp
265
Asp Ile Asp Ala Met Thr Gly 1le Arg Ala Thr Asp Ile Glu
280

95
Ile Asp Gln Ile Lys
110
Ile Ser Leu Thr Cys
125
Leu Met Ser Val Ile
140
Ala Val Phe Arg Glu
155
Phe Leu Asn Gly Glu
175
Ile Leu Ser Lys Leu
190
Lys Glu Pro Tyr Asp
205
Ser Ala Ala Ile Tyr
220
Ala Asp Arg Ile Gly
235

Phe Ile Thr Val Lys

265

270

285

Thr Asp Glu Ala Ile Lys Val Thr Leu Glu Asn Gly Ala Val Leu

290

295

300

Ser Lys Thr Val Ile Ile Ala Thr Gly Ala Gly Trp Arg Lys Leu

28

Leu
Lys
Pro
Ser
Pro
80

Ser
Lys
Gln
Asn
Glu
160
Glu
Gly
Val
Thr
Gly
240
Glu
Gln
Lys

Glu

Asn
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305

Ile Pro Gly

His Cys Asp

Gly Gly Asn
355
His Val
370

Leu

Asn

Val
385

Asn

Gln

Ala Lys

Arg Tyr Glu

Gly Tle Phe
435
Ala Val
450

Asn

Asp
Asn Thr
465
Gln

Lys Asn

Ala Leu Asn

<210> 4
<211> 1521
<212> DNA

310

Glu Glu
325
Gly Pro
340
Ser Gly

Thr Leu

Asp Arg

GlIn

Leu

Val

Phe

Leu

Leu

Phe

Ile Asn

Glu Asn

315
Lys Gly
330

Lys Asp

345

Glu Ala
360
Glu Phe
375

Arg Ser

390

Thr Thr
405
Asp Met
420
Val Gln

Glu Leu

Asn Val

Glu

Asn

Ile

Asn

Pro

Val Val

Thr Gly

Ala

Ala

Leu

Gly

Glu

Ile Asp

Ser Glu

Asn
395
Asp

Ser

Glu
410

Glu His

425

Leu
440
Arg

Gly

Glu
455

Gly Ile

470

Gln
485

Lys

Ala Phe Asp

500

213> NILF3)

<220>

Ile

Ile Ile

Tyr Ile

Leu

Gly

Phe Ala

Ser Met

Pro Asn

Glu Ile

Ala
475

490

Ile Arg Asn

005

<223> #%H% SEQ ID NO: 3 ff) cDNA %

<400> 4

atgcttaatg
gttgaattcg
acagaaatta
ccaagtttct
ttaggtcacg
aaagaaaaac
acattcatta

agtgtgatca

ctgatttaaa
ttgccagecet
ctgatatgte
cagtcaatcg
agtttaactc
agtcaatcat
gtttaacgtg

accctaacat

acaacaactt
tggttcagat
acctagacta
tcectggegaa
acttgtttta
tgaccaaatt
tcaaaaatgt

cacgcattet

aaacaactat
gataaatcca
tetetttetg
gaaacaggtg
gcaattttac
aaaaaattag
cctgatgtcg
atgattgatg

29

Val Ala Phe

Val Ala Val
350
Ala Gly
365

Lys

Leu
Leu Ala
380
Val

Asp Ile

His Val Thr
Asn
430

Trp

Leu Leu

Thr Ser
445
Val Ile
460

Gly Asp

Asp

Val

Gly Ala Gly Ala Asn

tagaactaat
aagaacttaa
aaaaatcttt
taacatttgce
aggttagtgg
aaggttcatt
ttcaagcact

gtgcagtgtt

320
Cys Pro
335
Ile Gly

Ile Val

Asp Asn
Thr
400
Ile

Lys

Gly
415
Leu Asp

Leu Asn

Arg Asn

Thr Asp
480
Ala
495

ggagggcaac 60

agatttgttg 120
aaaacgtaca 180
aggtattcca 240
tcgtgecacct 300
ccattttgaa 360
taacttaatg 420
ccgtgaagaa 480
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H5/1251

tctgaaaaca
cgtatgacaa
gaaaataaag
gegatttaca
caagttaatg
gaattttctt
atacgtgcta
getgtcttag
attccaggtg
cctctatttg
gcaattgacc
aaagcagaca
aatgccaaaa
atgaacaccg
cttccaaaca
attgatcgta
cagaagaaca

tttgactata

<210> 5
<211> 642
<212> DNA

tcatggcagt
tccaagatat
aaccttatga
cagcacgtaa
atactgetgg
ctaacttagc
cagatatcga
aaagtaaaac
aagagcaatt
aaaataaaga
ttgetggtat
acgtgttaca
ctactgaagt
gcgaagaaca
catcatggtt
acaataatac
aacaaattat

ttatcagaaa

213> NIFF%)

220>

<223> #wF5 SEQ ID NO: 2 MR %

<400> 5

atgggccatc
catatgtcat
aaagatcaat
ttctatectg
tatgaagaat
gtacacaaag
getgacccat
gctcaacgtg
gctgacggaa
gttcgtaaaa
caacctggtt

<210> 6
<211> 189
<212> PRT

atcatcatca
taattaacaa
ttaaagaagt
ctgacttcte
tacaaaaatt
catggcatga
cacaaacaat
gtacattcat
ttggeegtga
accctggega
tagatttagt

<213> S. epidermidis

ccetgetgte
tctttcgaaa
tgtcttaatce
aggtttacgt
tattgagaac
agcgcacatt
aaagactgac
agtcattatt
gattaataaa
cgtagcagtt
cgttaatcat
agatcgttta
tgtcggagaa
tctacttaac
aaacgatgct
gaatgttecct
catttcaatg

(o]

tcatcatcat
agaaatctta
tacacaagaa
attegtttgt
aggcgtaaat
ccattcagat
cactcgtaat
tatcgaccca
cgctagtaca
agtatgccca

aggtaaaatc

tttttaaatg
ctaggcagta
gttggtgetg
actggtatag
ttcattactg
gatcaatatg
gaagcaatta
gctactggtg
ggtgttgeat
atcggtggeg
gttacattat
cgttctttat
gaccatgtta
ttagatggta
gttgaattaa
ggaatatttg
ggegetggtg

catcacagca
ccatitacag
gatttaaaag
ccaactgaat
gtattctcag
gcaattagca
tttgatgtat
gacggtgttg
ttagctcaca
gctaaatggg
gctgagcaat

30

gcgaagaatt
cggecagatgce
gtectgetag
ttgetgatceg
ttaaagaaac
acattgatgce
aagttacgtt
caggttggeg
tctgeectea
gtaactctgg
tcgaattcge
caaatgttga
caggtatacg
tctttgttea
acgaacgtgg
ctgetggega
caaatgcagc

gcggecatat
cgcaagcttt
gttettggag
tagaagactt
tatcaactga
aaatcactta
tagatgaagc
tacaagcatc
aaatcaaagc
aagaaggcge

aa

tggcaatggt
atctgagttt
tggtagtgca
tatcggtgge
aactggttct
aatgacaggt
agaaaacggt
taagctaaac
ctgtgacgga
ggttgaageca
tagcgaatta
tatcaaaaca
ttacgaagac
aattggttta
tgaaattgtg
tgtcacagat
attaaatgcc

cgaaggtegt
cgatccaaaa
cgtagtatge
acaaaaccaa
tactcactte
cactatgatt
tactggttta
tgaaattaac
agctcaatat

taaaacattg

540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
15621

60

120
180
240
300
360
420
480
540
600
642
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<400> 6

Met
1
Asp
Gly
Cys
Glu
65
His
Ser
Leu
Pro
Arg
145

Arg

Glu

Ser
Pro
Ser
Pro
50

Leu
Lys
Met
Asp
Asp
130
Asp

Gln

Ser

210> 7
<211> 40

<212> DNA
<213> ANIF3

<220>
<223> PCR5|¥

<400> 7

Leu
Lys
Trp
35

Thr
Gly
Ala
Tle
Glu
115
Gly
Ala
His

Leu

Ile
Lys
20

Asn
Glu
Val
Trp
Gly
100
Glu
Val
Ser

Pro

Gln
180

Asn
Asp
Val
Leu
Asn
His
85

Asp
Thr
Val
Thr
Gly

165
Pro

Lys
Glu
Val
Glu
Val
70

Asp
Pro
Gly
Gln
Leu
150

Glu

Gly

Glu Ile

Phe Lys

Cys Phe
40

Asp Leu

55

Tyr Ser

His Ser

Ser Gln

Leu Ala
120

Ala Ala

135

Val Asn

Val Cys

Leu Asp

Leu Pro
10

Glu Val

25

Tyr Pro

Gln Asn

Val Ser

Asp Ala
90

Thr Ile

105

Gln Arg

Glu Tle
Lys Ile
Pro Ala

170

Leu Val
185

Phe Thr Ala

Thr Gln Glu

Ala Asp Phe
45
Gln Tyr Ala
60
Thr Asp Thr
75
Ile Ser Lys

Thr Arg Asn

Gly Thr Phe
125
Asn Ala Asp
140
Lys Ala Ala
155
Lys Trp Glu

Gly Lys Ile

gegaattcca tatgtcatta attaacaaag aaatcttacc

<210> 8

<211> 507
<212> PRT
<213> s. epidermidis

31

Gln
Asp
30

Ser
Lys
His
Leu
Phe
110
Ile
Gly

Gln

Glu

Ala
15

Phe
Phe
Leu
Phe
Glu
95

Asp
Ile
Ile

Tyr

Gly
175

Tyr
Lys
Val
Gln
Val
80

Tyr
Val
Asp
Gly
Val

160
Ser

40
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<400> 8

Met
1

Met
Ser
His
Val
65

Leu
Gly
Leu
Lys
Pro
145
Ser
Phe
Ser
Leu
Ala
225
Gln
Thr
Tyr
Thr
Ser
305

Ile

His

Leu
Glu
Asn
Ile
50

Asn
Gly
Arg
Glu
Cys
130
Asn
Glu
Gly
Thr
Ile
210
Arg
Val
Thr
Asp
Asp
290
Lys

Pro

Cys

Asn Ala

Gly Asp
20

Glu Leu

35

Thr Ile

Arg Pro

His Glu

Ala Pro
100

Gly Pro

115

Pro Asp

Ile Thr
Asn Ile
Asn Gly
180
Gln Asp
195
Val Gly
Lys Gly
Asn Asp
Gly Ser
260
Ile Asp
275
Ser Ala
Thr Val

Gly Glu

Asp Gly

Asp Leu
5
Val Glu

Lys Glu

Thr Glu

Gly Glu
70

Phe Asn

85

Lys Glu

Phe His

Val Val

His Thr
150
Met Ala
165
Arg Met

Ala Ser

Gly Gly

Leu Arg
230

Thr Ala

245

Glu Phe

Thr Met

Ile Arg

Ile Ile
310

Asp Arg

325

Pro Leu

Lys
Phe
Leu
Lys
55

Glu
Ser

Lys

Phe

Gln

Val

Leu

40

Ser

Thr

Leu

Gln

Glu
120

Gln Ala

135
Met

Val
Thr
Glu
Pro
2156
Thr
Gly
Ser
Thr
Val
295
Ser

Leu

Phe

Ile
Pro
Val
Phe
200
Ala
Gly
Tle
Ser
Gly
280
Thr
Thr

Ile

Glu

Gln
Ala
25

Asn
Leu
Gly
Val
Ser
105
Thr
Leu
Asp
Ala
Gln
185
Asn
Ser
Ile
Glu
Asn
265
Ile
Leu
Gly

Asn

Asn

Leu
10

Ser
Glu
Lys
Ile
Leu
90

Tle
Phe
Asn
Gly
Val
170
Asp
Asp
Gly
Val
Asn
250
Leu
Arg
Glu
Ala
Lys

330
Lys

Gln
Leu
Ile
Arg
Thr
75

Ala
Ile
Val
Leu
Ala
155
Phe
Ile
Lys
Ser
Ala
235
Phe
Ala
Ala
Asn
Ser
315

Gly

Asp

32

Gln
Gly
Ala
Thr
60

Phe
Ile
Asp
Ser
Met
140
Val
Leu
Leu
Asp
Ala
220
Asp
Ile
Glu
Thr
Asp
300
Trp

Val

Val

Leu
Ser
Glu
45

Pro
Ala
Leu
Gln
Leu
125
Ser
Phe
Asp
Thr
Pro
205
Ala
Arg
Thr
His
Asn
285

Ala

Arg

Leu
Asp
30

Met
Ser
Gly
Gln
Ile
110
Thr
Val
Arg
Gly
Lys
190
Tyr
Ile
Ile
Val
Ile
270
Ile

Val

Lys

Ala Phe

Ala Val

Glu
15

Asp
Ser
Phe
Ile
Val
95

Lys
Cys
Ile
Glu
Gln
175
Leu
Asp
Tyr
Gly
Lys
255
Ala
Glu
Leu
Leu
Cys

335
Ile

Leu
Lys
Ala
Ser
Pro
80

Ser
Gly
Gln
Asn
Glu
160
Glu
Gly
Val
Thr
Gly
240
Glu
Gln
Lys
Glu
Asn
320

Pro

Gly
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340
Gly Gly Asn Ser
355
Lys His Val
370
Val Leu Gln
385

Ser Ala Lys

Thr
Glu
Thr
Ser Tyr Glu Asp
420
Gly Ile Phe Val
435
Asn Ala Val
450
Asn Ala Thr
465
Gln Lys Asn

Glu
Asn
Lys
Ala Leu Asn

Ala
500

210> 9

<211> 507

<{212> PRT

<213> S. aureus

<400> 9
Met Leu Asn Ala
1
Met Glu Gly Asn
20

Glu Leu
35

Ser Leu

Ser Lys

Arg Leu
50

Val Asn

65

Leu Gly

Arg Pro
His Glu
Ala Pro

100
Gly Ser

Gly Arg

Leu Glu

Gly
Leu
Arg
Thr
405
Met
Gln
Leu
Val
Gln

485
Phe

Asp
Val
Lys
Ser
Gly
Phe
85

Lys

Phe

Val Glu

Phe Glu
375
Leu Arg
390
Glu Val

Thr Thr

Ile Gly
Glu
455
Gly

Asn

Pro
470
Ile Ile

Asp Tyr

Leu Lys

Glu Phe

Glu Leu

Glu Lys
55
Glu Glu
70
Asn Ser

Glu Lys

His Phe

Ala
360
Tyr
Ser
Ile
Gly
Leu
440
Arg
Ile

Ile

Ile

Gln
Val
Leu
40

Ser
Thr
Leu

Gln

Glu

345
Ala

Ala

Leu

Gly

Glu

425

Val

Gly

Phe

Ser

Ile
505

Gln
Ala
25

Thr
Leu
Gly

Val

Ser
105

Thr Phe Ile Ser

Ile Asp Leu Ala

365

Glu Leu Lys

380

Asn Val
395

Asp Tyr

Ser

Pro Asp

Asp Val
410
Ser

Gln Val Val

Asn Thr Ser
445
Ile

Pro

Glu Val Met
460

Ala Gly

475

Gly Ala

Ala Asp

Met
490
Arg

Gly

Asn

Leu Lys Gln Leu
10
Ser

Leu Gly Ser

Glu Ile Ser Asp
45
Arg Thr Pro

60
Thr Phe
75

Ala Ile

Lys

Val Ala

Leu Leu
90
Ile

Ile Asp Gln

Leu

33

350
Gly

Ala
Ile
Thr
Asn
430
Trp
Asn

Val

Ala

Leu
Asp
30

Met
Ser
Gly
Gln
Ile

110
Thr

Ile Val

Asp Ser

Lys Thr
400

Gly Ile

415

Leu Asp

Leu Gln

Arg Asp

Thr Asp

480
Asn Ala
495

Glu Leu
15
Glu Lys

Ser Pro

Phe Ser

Ile Pro
80

Val Ser

95

Lys Asn

Cys Gln
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Lys
Pro
145
Ser
Phe
Ser
Leu
Ala
225
Gln
Thr
Tyr
Thr
Ser
305
Ile
His
Gly
Asn
Val
385
Asn
Arg
Gly

Asp

Asn

Cys
130
Asn
Glu
Gly
Thr
Ile
210
Arg
Val
Thr
Asp
Asp
290
Lys
Pro
Cys
Gly
His
370
Leu
Ala
Tyr
Ile
Ala

450

Asn

115
Pro Asp Val Val

Ile Thr His Ser
150

Asn Ile Met Ala

165
Asn Gly Arg Met
180

Ala Asp Ala Ser

195

Val Gly Gly Gly

Lys Gly Leu Arg
230

Asn Asp Thr Ala

245
Gly Ser Glu Phe
260

Ile Asp Ala Met

275

Glu Ala Ile Lys

Thr Val Ile Ile
310

Gly Glu Glu Gln

325
Asp Gly Pro Leu
340

Asn Ser Gly Val

355

Val Thr Leu Phe

Gln Asp Arg Leu
390

Lys Thr Thr Glu

405
Glu Asp Met Ser
420

Phe Val Gln Ile

435

Val Glu Leu Asn

Thr Asn Val Pro

Gln
135
Met
Val
Thr
Glu
Pro
215
Thr
Gly
Ser
Thr
Val
295
Ala
Leu
Phe
Glu
Glu
375
Arg
Val
Thr
Gly
Glu

455
Gly

120
Ala

Ile
Pro
Ile
Phe
200
Ala
Gly
Ile
Ser
Gly
280
Thr
Thr
Ile
Glu
Ala
360
Phe
Ser
Val
Gly
Leu
440

Arg

Ile

Leu Asn

Asp Gly

Ala Val
170

Gln Asp

185

Glu Asn

Ser Gly

Ile Val

Glu Asn
250

Asn Leu

265

Ile Arg

Leu Glu

Gly Ala

Asn Lys
330
Asn Lys
345
Ala Ile

Ala Ser

Leu Ser

Gly Glu

410
Glu Glu
425

Leu Pro

Gly Glu

Leu
Ala
155
Phe
Ile
Lys
Ser
Ala
235
Phe
Ala
Ala
Asn
Gly
315
Gly
Asp
Asp
Glu
Asn
395
Asp
His
Asn

Ile

125
Met Ser
140
Val Phe

Leu Asn

Leu Ser

Glu Pro
205

Ala Ala

220

Asp Arg

Ile Thr

Ala His

Thr Asp
285

Gly Ala

300

Trp Arg

Val Ala

Val Ala

Leu Ala
365

Leu Lys

380

Val Asp

His Val
Leu Leu
Thr Ser

445

Val Ile
460

Val
Arg
Gly
Lys
190
Tyr
Ile
Ile
Val
Ile
270
Ile
Val
Lys
Phe
Val
350
Gly
Ala
Ile
Thr
Asn
430

Trp

Asp

Ile
Glu
Glu
175
Leu
Asp
Tyr
Gly
Lys
2585
Asp
Glu
Leu
Leu
Cys
335
Ile
Ile
Asp
Lys
Gly
415
Leu

Leu

Arg

Phe Ala Ala Gly Asp Val Thr

34

Asn
Glu
160
Glu
Gly
Val
Thr
Gly
240
Glu
Gln
Lys
Glu
Asn
320
Pro
Gly
Val
Asn
Thr
400
Tle
Asp
Lys

Asn

Asp
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465

470

475

480

Gln Lys Asn Lys Gln Ile Ile Ile Ser Met Gly Ala Gly Ala Asn Ala

485

490

Ala Leu Asn Ala Phe Asp Tyr Ile Ile Arg Asn

500

<210> 10
<211> 507
<212> PRT
213> S. aureus

<400> 10

Met
1
Met

Ser
Arg
Val
65

Leu
Gly
Leu
Lys
Pro
145
Ser
Phe
Ser
Leu
Ala

225
Gln

Leu Asn Ala

Glu Gly Asn
20
Lys Glu Leu
35
Leu Ser Leu
50
Asn Arg Pro

Gly His Glu

Arg Ala Pro
100
Glu Gly Ser
115
Cys Pro Asp
130
Asn Ile Thr

Glu Asn Ile

Gly Asn Gly
180
Thr Ala Asp
195
Ile Val Gly
210
Arg Lys Gly

Val Asn Asp

Asp
Val
Lys
Ser
Gly
Phe
85

Lys
Phe
Val
His
Met
165
Arg
Ala
Gly

Leu

Thr

Leu
Glu
Glu
Glu
Glu
70

Asn
Glu
His
Val
Ser
150
Ala
Met
Ser
Gly
Arg

230
Ala

Lys
Phe
Leu
Lys
55

Glu
Ser
Lys
Phe
Gln
135
Met
Val
Thr
Glu
Pro
215

Thr

Gly

Gln
Val
Leu
40

Ser
Thr
Leu
Gln
Glu
120
Ala
Ile
Pro
Ile
Phe
200
Ala

Gly

Ile

505

Gln Leu
10

Ala Ser

25

Thr Glu

Leu Lys

Gly Val

Val Leu
90
Ser Ile
105
Thr Phe

Leu Asn
Asp Gly
Ala Val
170
Gln Asp
185
Glu Asn
Ser Gly

Ile Val

Glu Asn

Lys Gln Leu

Leu Gly Ser

Ile Ser Asp
45
Arg Thr Pro
60
Thr Phe Ala
75
Ala Ile Leu

Ile Asp Gln

Ile Ser Leu
125
Leu Met Ser
140
Ala Val Phe
155
Phe Leu Asn

Ile Leu Ser

Lys Glu Pro
205
Ser Ala Ala
220
Ala Asp Arg
235
Phe Ile Thr

35

Leu
Asp
30

Met
Ser
Gly
Gln
Ile
110
Thr
Val
Arg
Gly
Lys
190
Tyr
Ile

Ile

Val

495

Glu
15

Glu
Ser
Phe
Ile
Val
95

Lys
Cys
Ile
Glu
Glu
175
Leu
Asp
Tyr

Gly

Lys

Leu
Lys
Pro
Ser
Pro
80

Ser
Asn
Gln
Asn
Glu
160
Glu
Gly
Val
Thr
Gly

240
Glu
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Thr
Tyr
Thr
Ser
305
Ile
His
Gly
Asn
Val
385
Asn
Arg
Gly
Asp
Asn
465

Gln

Ala

Thr
Asp
Asp
290
Lys
Pro
Cys
Gly
His
370
Leu
Ala
Tyr
Ile
Ala
450
Asn

Lys

Leu

Gly Ser
260

Ile Asp

275

Glu Ala

Thr Val
Gly Glu
Asp Gly
340
Asn Ser
355
Val Thr
GIn Asp
Lys Thr
Glu Asp
420
Phe Val
435
Val Glu

Thr Asn

Asn Lys

245
Glu

Ala
Ile
Ile
Glu
325
Pro
Gly
Leu
Arg
Thr
405
Met
Gln
Leu

Val

Gln
485

Phe
Met
Lys
Ile
310
Gln
Leu
Val
Phe
Leu
390
Glu
Ser
Ile
Asn
Pro

470
Ile

Asn Ala Phe Asp

500

<210> 11

<211> 35

<212> DNA
213> ANILF3

<220>
<223> PCR 3141

<400> 11

Ser
Thr
Val
295
Ala
Leu
Phe
Glu
Glu
375
Arg
Val
Thr
Gly
Glu
455
Gly

Ile

Tyr

Ser
Gly
280
Thr
Thr
Ile
Glu
Ala
360
Phe
Ser
Val
Gly
Leu
440
Arg
Ile

Ile

Ile

250

Asn Leu Ala Ala His

265
Ile Arg Ala

Leu Glu Asn

Gly Ala Gly
315
Asn Lys Gly
330
Asn Lys Asp
345
Ala Ile Asp

Ala Ser Glu

Leu Ser Asn
395
Gly Glu Asp
410
Glu Glu His
425
Leu Pro Asn

Gly Glu Ile

Thr
Gly
300
Trp
Val
Val
Leu
Leu
380
Val
His
Leu

Thr

Val
460

Asp
285
Ala
Arg
Ala
Ala
Ala
365
Lys
Asp
Val
Leu
Ser

445
Tle

Phe Ala Ala Gly Asp

475

Ser Met Gly Ala Gly Ala

490
Ile Arg Asn
505

36

Ile
270
Ile
Val
Lys
Phe
Val
350
Gly
Ala
Ile
Thr
Asn
430
Trp

Asp

Val

255
Asp

Glu
Leu
Leu
Cys
335
Ile
Ile
Asp
Lys
Gly
415
Leu
Leu
Cys

Thr

Asn
495

Gln
Lys
Glu
Asn
320
Pro
Gly
Val
Asn
Thr
400
Ile
Asp
Lys
Asn
Asp

480
Ala
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MGHHHHEHRHHHHS SCHIEGRHMSLINKEILPFTAQAFDPKKDQPKEVTQREDLKGSWSVVCFYPADFSFVCPTELE
DLONQYEELQRLGVNVFSVSTDTHFVHKAWEDHSDAI SKITYTMIGDP SQTITRNFDVLDEATGLAQRGTFIIDP
DGVVQASEINADGIGRDASTLAHKIKAAQYVRRNPGEVCPAKNEEGAKTLQPGLDLVGKIAEQ

E 1

SEQ ID NO: 1  MSLINKEILPFTAQAFDPKKDQFKEVTQEDLKGSWSVVCFYPADFSFVCPTELEDLQNQY
SEQ ID NO: MSLINKEILPFTAQAYDPKKDEFKEVTQEDFKGSWNVVCFYPADFSFVCPTELEDLONQY

o

SEQ ID NO: 1 EELQKLGVNVFSVSTDTHFVHKAWHDHSDAISKITYTMIGDPSQTITRNFDVLDEATGLA
SEQ ID NO: 6 AKLQELGVNVYSVSTDTHFVHKAWHDHSDAISKLBYSMIGDPSQTITRNFDVLDEETGLA

SEQ ID NO: 1  QRGTFIIDPDGVVQASEINADGIGRDASTLAHKIKAAQYVRKNPGEVCPAKWEEGAKTLQ
SEQ ID NO: 6 QRGTFIIDPDGVVQAREINADGIGRDASTLVNKIKAAQYVRQHPGEVCPAKWEEGSESLQ
SEQ ID NO: 1  PGLDLVGKI
SEQ ID NO: 6 PGLDLVGKI

ATGUGCCATCATCATCATCATCATCATCATCATCACAGCAGCGGCCATATCOAAGGTCATCATATGTCATTAATT
ARCAAAGAAATCTTACCATTTACAGCGCAAGCTTTCGATCCAAAARAAGATCAATTTAAAGAAGTTACACAAGAA
GATTTAAAAGGTTCTTGGAGCGTAGTATCCTTCTATCCTGCTGACTTCTCATTCGTITGTCCARCTGARTTAGAA
GACTTACAAARCCAATATGAAGARTTACAAARATTAGGCGTAAATGTATTCTCAGTATCAACTGATACTCACTTC
GTACACARAGCATGGCATGACCATTCAGATGCAATTAGCAAAATCACTTACACTATGATTGGTGACCCATCACAA
ACAATCACTCGTAATTTTCATGTATTAGATGAAGCTACTCGGTTTAGCTCAACGTGGTACATTCATTATCGACCCA
GACGGTGTTGTACAAGCATCTGAAATTAACGCTGACGGAATTGGCCATGACGCTAGTACATTAGCTCACAAAATC
ARAGCAGCTCAATATGTTCGTAAAAACCCTGGCGAAGTATGCCCAGCTAAATGGGARGAAGGCGCTAAAACATTG
CAACCTGGTTTAGATTTAGTAGGTAAAATCGCTGAGCAATAR

E 3

38
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ATGCTTAATGCTGATTTAAAACAACAACTTAAACAACTATTAGAACTAATGGAGGGCAACGTTCAATTCGTTGCC
AGCCTTGGTTCAGATGATAAATCCAARGARCTTARAGATTIGTTGACAGAAATTACTGATATGTCACCTAGACTA
TCTCTTTCTGAAAAATCTTTAAAACCTACACCAAGTTTCTCAGTCAATCGTCCTGGCGAAGARACAGGTGTAACA
TTTGCAGGTATTCCATTAGGTCACCGAGTTTAACTCACTTGTTTTAGCAATTTTACAGGT TAGTGATCGTGCACCT
AAAGARARACAGTCAATCATTGACCAAATTAAAAAATTAGAAGGTTCATTCCATTTTGAAACATTCATTAGTTTA
ACGTGTCAAAAATGTCCTGATGTCGTTCARAGCACTTARCTTAATGAGTGTGATCAACCCTAACATCACGCATTCT
ATGATTGATGGTGCAGTGTTCCGTGAAGARTCTGANAACATCATGGCAGTCCCTGCTGTCTTTTTAAATGGCGAA
GAATTTGGCAATGGTCGTATGACAATCCAAGATATTCTTTCGAAACTAGGCAGTACCCCAGATGCATCTGAGTTT
GAAAATARAGAACCTTATGATGTCTTAARTCGTTGGTGGTGGTCCTGCTAGTGGTAGTGCAGCGATTTACACAGCA
CGTAAAGGTTTACGTACTGGTATAGTTGCTGATCGTATCGGTGGCCAAGTTAATGATACTGCTGGTATTGAGAAC
TTCATTACTGTTAAAGAAACAACTGGTTCTGAATTTTCTTCTAACTTAGCAGCGCACAT TGATCAATATGACATT
GATGCAATGACAGGTATACGTGCTACAGATATCGAAARGACTGACGAAGCAATTAAAGTTACGTTAGAAAACGGT
GCTGTCTTAGAAAGTAAAACAGTCATTATTGCTACTGGTGCAGGTTGGCGTARGCTAAACATTCCAGGTGAAGAG
CAATTGATTAATAAAGGTGTTGCATTCTGCCCTCACTGTGACGGACCTCTATTTGAAAATAAAGACGTAGCAGTT
ATCGGTGGCCGTAACTCTGGGGTTGAAGCAGCAATTGACCTIGCTGGTATCGTTAATCATGTTACATTATTCGAA
TTCGCTAGCGAATTAAAAGCAGACAACGTGTTACAAGATCGTITTACGTTCTTTATCAAATGTTGATATCAAARCA
AATGCCAARACTACTGAAGTTGTCGGAGAAGACCATGTTACAGGTATACGTTACGAAGACATGAACACCGGCGAA
GAACATCTACTTAACTTAGATGGTATCTTTGTTCAAATTGGTTTACTTCCAAACACATCATGGTTAAACGATGCT
GTTGAATTAAACGAACGTGGTGAAATTGTGATTGATCGTAACAATAATACGAATGTTCCTGGAATATTTGCTGCT
GGCGATGTCACAGATCAGAAGAACAAACAAATTATCATITCAATGGGCAGCTGGTGCARATGCAGCATTARATGCC
TTTGACTATATTATCAGARAAC
E 4

1l 50
SEQ ID NO: 8 MLNADLKQQLQOLLELMEGDVEFVASLGSDDKSNELKELLNEIAEMSARI
SEQ ID NO: 3 MLNADLKQQLKOLLELMEGNVEFVASLGSDDKSKELKDLLTEITDMSPRL
SEQ ID NO: 9 MLNADLKQQLKQLLELMEGNVEFVASLGSDEKSKELKELLTEISDMSPRL
SEQ ID NO: 10 MLNADLKQQLKQLLELMEGNVEFVASLGSDEKSKELKELLTEISDMSPRL

51 100
SEQ ID NO: 8 TITEKSLKRTPSFSVNRPGEETGITFAGIPLGHEFNSLVLAILQVSGRAP
SEQ ID NO: 3 SLSEKSLKRTPSFSVNRPGEETGVTFAGIPLGHEFNSLVLAILQVSGRAP
SEQ ID NO: 9 SLSEKSLKRTPSFSVNRPGEETGVTFAGIPLGHEFNSLVLAILQVSGRAP
SEQ ID NO: 10 SLSEKSLKRTPSFSVNRPGEETGVIFAGIPLGHEFNSLVLAILQVSGRAP

101 150
SEQ ID NO: 8 KEKQSIIDQIKGLEGPFHFETFVSLTCQKCPDVVQALNLMSVINPNITHT
SEQ ID NO: 3 KEKQSIIDQIKKLEGSFHFETFISLTCQKCPDVVQALNLMSVINPNITHS
SEQ ID NO: 9 KEKQSIIDQIKNLEGSFHFETFISLTCQKCPDVVQALNLMSVINPNITHS
SEQ ID NO: 10 KEKQSIIDQIKNLEGSFHFETFISLTCQKCPDVVQALNLMSVINPNITHS

151 200
SEQ ID NO: 8 MIDGAVFREESENIMAVPAVFLDGQEFGNGRMTVQDILTKLGSTQDASEF
SEQ ID NO: 3 MIDGAVFREESENIMAVPAVFLNGEEFGNGRMTIQDILSKLGSTADASEF
SEQ ID NO: 9 MIDGAVFREESENIMAVPAVFLNGEEFGNGRMTIQDILSKLGSTADASEF
SEQ ID NO: 10 MIDGAVFREESENIMAVPAVFLNGEEFGNGRMTIQDILSKLGSTADASEF

El 5A

39
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SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
8EQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

201 250
8 NDKDPYDVLIVGGGPASGSAAIYTARKGLRTGIVADRIGGQVNDTAGIEN
3 ENKEPYDVLIVGGGPASGSAAIYTARKGLRTGIVADRIGGQVNDTAGIEN
9 ENKEPYDVLIVGGGPASGSAAIYTARKGLRTGIVADRIGGOVNDTAGIEN
10 ENKEPYDVLIVGGGPASGSARIYTARKGLRTGIVADRIGGQVNDTAGIEN

251 300
8 FITVKETTGSEFSSNLAEHIAQYDIDTMTGIRATNIEKTDSAIRVTLEND
3 FITVKETTGSEFSSNLAAHIDQYDIDAMTGIRATDIEKTDEAIKVTLENG
9 FITVKETTGSEFSSNLAAHIDQYDIDAMTGIRATDIEKTDEAIKVTLENG
10 FITVKETTGSEFSSNLAAHIDQYDIDAMTGIRATDIEKTDEAIKVTLENG

ol 350
8 AVLESKTVIISTGASWRKLNIPGEDRLINKGVAFCPHCDGPLFENKDVAV
3 AVLESKTVIIATGAGWRKLNIPGEEQLINKGVAFCPHCDGPLFENKDVAV
9 AVLESKTVIIATGAGWRKLNIPGEEQLINKGVAPCPHCDGPLFENKDVAV
10 AVLESKTVIIATGAGWRKLNIPGEEQLINKGVAFCPHCDGPLFENKDVAV

351 400
8 IGGGNSGVEAAIDLAGIVEHVTLFEYASELKADSVLQERLRSLPNVDIKT
3 IGGGNSGVEAAIDLAGIVNHVTLFEFASELKADNVLODRLRSLSNVDIKT
9 IGGGNSGVEAAIDLAGIVNHVTLFEFASELKADNVLQODRLRSLSNVDIKT
10 IGGGNSGVEAAIDLAGIVNHVTLFEFASELKADNVLODRLRSLSNVDIKT

401 450
8 SAKITEVIGDDYVIGISYEDMTTGESQVVNLDGIFVQIGLVPNTSWLQNA
3 NAKTTEVVGEDHVTGIRYEDMNTGEEHLLNLDGIFVQIGLLPNTSWLNDA
9 NAKTTEVVGEDHVTGIRYEDMSTGEEHLLNLDGIFVQIGLLPNTSWLKDA
10 NAKTTEVVGEDHVIGIRYEDMSTGEEELLNLDGIFVQIGLLPNTSWLRDA

451 500
8 VELNERGEVMINRDNATNVPGIFAAGDVTDQKNKQIIISMGAGANAALNA
3 VELNERGEIVIDRNNNTNVPGIFAAGDVIDQKNKQIIISMGAGANAALNA
9 VELNERGEIVIDRNNNTNVPGIFAAGDVTIDORNKQIIISMGAGANAALNA
10 VELNERGEIVIDCNNNTNVPGIFAAGDVTIDOKNKOIIISMGAGANAALNA

501
8 FDYIIRN
3 FDYIIRN
9 FDYIIRN
10 FDYIIRN

oB

40

LI VA H3/4
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patsnap

ERATROF) ATESHNSECEERENRPERERNENZIK
DF(RE)F CN101432017A DF(E)A 2009-05-13
HiFs CN200680002556.8 RiFH 2006-01-17

RE(EFR)AGE) L VNG

HAHRBHEIRAGE) RRLF

FRIRBAA RELF
LDEF/RZK
MAK )
MDER#&
TEREF
REAA R-#LF
L-D-&FR%E
M-A-KEh
M-D-EB#%
TERER
IPCHZES A61K39/09 C07H21/02 C12Q1/68 C12N15/00 GO1N33/53
CPCH %S A61K39/00 C07K14/31 A61P31/04
RIEA(F) £
i 54X 60/645811 2005-01-21 US
B 0 FF S0k CN101432017B
SNEBEEE Espacenet  SIPO
ﬁg(&) Met Ser Leu Ile Asn Lys Glu Ile Leu Pro Phe Thr Ala Gln Ala Phe
1 5 10 15
Z'K&EH‘;&&@%ESEQ ID NO : 12%*@J:$E;‘eﬂ’g‘§§&ﬁ§ljﬁ'g§ﬁk§jzg\)# Asp Pro Lys Lys Asp Gln Phe Lys Glu Val Thr Gln Glu Asp Leu Lys
. . . 20 25 30
Eﬁ‘ S.aureus AhpC - AhpFéﬁé% ’ L)\&lttgégﬂj&*uéﬂéwmﬁﬁﬁ° Gly Ser Trp Ser Val Val Cys Phe Tyr Pro Ala Asp Phe Ser Phe Val
SEQID NO : 1EH4£KS.aureus AhpCF5l, EFEEHis - tagfl=4 35 40 45
gﬁ%?ﬁEﬁE@E’JSEQ D NO : 1mﬁf$w1ﬁﬁi}qﬁﬂz_ﬁiq83ureusﬂ’gﬁ Cys l;(r)o Thr Glu Leu Glu .‘;;p Leu Gln Asn Gln ’gz')r Glu Glu Leu Gln
*F’I’iﬁgmgo Lys Leu Gly Val Asn Val Phe Ser Val Ser Thr Asp Thr His Phe Val
65 70 75 80
His Lys Ala Trp His Asp His Ser Asp Ala Ile Ser Lys Ile Thr Tyr
85 90 95
Thr Met Ile Gly Asp Pro Ser Gln Thr Ile Thr Arg Asn Phe Asp Val
100 105 110
Leu Asp Glu Ala Thr Gly Leu Ala Gln Arg Gly Thr Phe Ile Ile Asp
115 120 1256
Pro Asp Gly Val Val Gln Ala Ser Glu Ile Asn Ala Asp Gly Ile Gly
130 135 140
Arg Asp Ala Ser Thr Leu Ala His Lys Ile Lys Ala Ala Gln Tyr Val
145 150 155 160

Arg Lys Asn Pro Gly Glu Val Cys Pro Ala Lys Trp Glu Glu Gly Ala
165 170 175
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https://worldwide.espacenet.com/patent/search/family/036692798/publication/CN101432017A?q=CN101432017A
http://epub.sipo.gov.cn/tdcdesc.action?strWhere=CN101432017

