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Description

Field

[0001] The invention relates to a method of measuring
and/or analysing breathing data and to a device for car-
rying out the method.

Background

[0002] Monitoring the breathing and/or lung functions
of a subject provides data that is often useful for detecting
and/or diagnosing the presence of lung disease and/or
pulmonary obstructions and/or other conditions. Accu-
rate measurement and analysis of breathing and/or lung
functions generally requires the use of devices such as
masks or mouthpieces coupled to the mouth of a subject
to be monitored. These devices tend to be uncomfortable
and/or invasive and do not lend themselves to monitoring
difficult and/or frail subjects, for example neonatal sub-
jects.
[0003] Respiratory Inductance Plethysmography is
another method of monitoring the breathing and/or lung
functions of a subject, which is carried out by measuring
the movement of the chest and abdominal wall. This ap-
proach is based on the theory that the sum of the changes
in the anteroposterior diameter of the abdomen and the
rib cage correspond to changes in lung volume. Two elas-
tic bands that incorporate sinusoid wire coils are used to
measure this diameter. One of the bands is placed
around the rib cage under the armpits and the other
around the abdomen at the level of the umbilicus.
[0004] Expansion of the bands changes the self-in-
ductance of the coils, allowing the change in the antero-
posterior diameter to be measured. The bands are con-
nected to an oscillator and demodulation electronics,
which convert the readings into digital waveforms. These
waveforms are then used to analyse and/or describe var-
ious measures of complex respiratory patterns, for ex-
ample respiratory rate, tidal volume, minute ventilation,
peak inspiratory flow, fractional inspiratory time, peak
and/or mean inspiratory and/or expiratory flow measures
and the percent contribution of the chest and/or abdomen
to the tidal volume.
[0005] The fitting of the bands on the subject to be mon-
itored requires manoeuvring of the subject, which can in
some cases be problematic in difficult and/or frail sub-
jects.
[0006] Another known method and associated appa-
ratus for monitoring the breathing and/or lung functions
of a subject is disclosed in WO2010066824 together with
an apparatus for carrying out the method, the contents
of which are incorporated herein. This method involves
an optical measurement of the three-dimensional shape
of the body of the subject over time and derives breathing
volume data from the changes in shape. Breathing data
of the subject may be compared with breathing data as-
sociated with healthy and disease states in a statistical

database to diagnose the subject’s lung function.
[0007] It is desirable to provide a method of processing
the measurement data that allows a more accurate di-
agnosis to be made.

Summary

[0008] In accordance with a first aspect of the disclo-
sure, there is provided a method of analysing a data array
of at least three dimensions representing a shape of at
least part of a body of a subject as a function of time, the
data array relating to a 2-dimensional grid having grid
points, a position in space of the shape at each grid point
and points of time, the method including the steps of:

mapping the data array onto a 2-dimensional array,
decomposing the 2-dimensional array,
forming a signature of the subject from the decom-
posed 2-dimensional array representing a motion
pattern of the shape.

[0009] The decomposed 2-dimensional array allows
one to derive easily the principal modes of the movement
of the body, in particular of the chest or rib cage and / or
abdomen or of the left and / or right side or sides of the
trunk or chest or rib cage and/or abdomen. The principal
modes may relate to chest surface movement patterns.
The signature may be derived from the principal modes.
In breathing analysis, the signature represents the
unique breathing pattern of a subject.
[0010] Since a principal mode provides specific infor-
mation about the motion of a subject, it can distinguish
more accurately between disease states than a global
parameter such as the volume derived in spirometry. In
breathing analysis, the principal modes capture often
subtle and localised regional changes of the chest wall,
whereas volume, being a global derivative of movement
of the chest wall as a whole, does not capture these
changes. Therefore, principal modes allow a more accu-
rate diagnosis to be made.
[0011] Each row of the 2-dimensional array may cor-
respond to a grid point and/or includes a plurality of po-
sitions at the points of time. The decomposition may use
singular value decomposition. The decomposed 2-di-
mensional array may be USVT, U, S and VT being two-
dimensional arrays, and/or the signature may be derived
from the columns of U that give the largest contribution
to the measured motion and/or the signature may include
one or more frequencies derived from the first columns.
[0012] Another feature of the disclosure provides a
method of populating a database with signatures of dif-
ferent disease states, the signatures being measured us-
ing the method described above.
[0013] The method may include the step of comparing
the signature of the subject with signatures associated
with disease states and/or determining a distance be-
tween the signature of the subject and the signatures
associated with disease states. The signature of a dis-
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ease state may be derived from the signatures averaged
over a group of subjects having the same disease state.
[0014] In accordance with the invention, there is pro-
vided a method of identifying breaths in parameter values
representing a breathing pattern over time, including the
steps of:

forming a time average of the parameter values;
dividing the parameter in segments, each segment
lying between subsequent intersections of the pa-
rameter and the average;
determining an extreme value of the parameter with-
in each segment, the extreme value being a start of
an exhalation or an end of an exhalation.

[0015] The parameter may be a breathing volume. A
segment determined by the method includes either the
start or the end of an exhalation. If one segment includes
the start of an exhalation, the next segment will include
the end of that exhalation, the start and end defining an
individual breath. The parameter should provide a rea-
sonably accurate representation of the breathing pattern,
but it need not be accurate in terms of actual volume or
displacement. The method is robust in the presence of
errors in the average and to the method of averaging.
[0016] The time average may comprise a moving av-
erage, such as an exponential moving average and/or
may be formed using a low-pass filter, such as a Gaus-
sian filter. A breath may extend from one of the extremes
to the second subsequent extreme.
[0017] The method of identifying breaths may be used
in the above method of analysing a data array by forming
a signature over an integer number of breaths, thereby
reducing noise in the signature.
[0018] In accordance with a further aspect of the dis-
closure there is provided a method of monitoring and/or
analysing the breathing and/or lung functions of a sub-
ject, e.g. to produce a data array for use in a method
according to the first aspect of the invention and/or to
produce parameter values representing a breath pattern
over time for use in a method according to the second
aspect of the invention, the method comprising the steps
of:

projecting a pattern of radiation onto at least part of
a body of a subject;
recording at each of a plurality of instances in time
image data representing a three dimensional config-
uration of at least a portion of the projected pattern
at that instance in time; and
processing the image data to produce a data array,
e.g. of at least three dimensions and/or representing
a shape of at least part of the body of the subject as
a function of time, and/or to produce parameter val-
ues representing a breath pattern over time.

[0019] The method according to the disclosure may
further comprise dividing the data array into two or more

sub-arrays each representing a three dimensional con-
figuration of a respective part of the projected pattern or
of the subject. The method may also comprise process-
ing the sub-arrays to approximate a volume of each of
the parts of the projected pattern or of the subject over
time. Additionally, the method may include calculating a
comparative parameter representing the change over
time in the relative volume contribution of each of the
parts of the projected pattern or of the subject.
[0020] In some embodiments, the comparative param-
eter comprises a phase angle, which may comprise an
overall phase angle calculated from image data across
all of the plurality of instances in time or a windowed
phase angle calculated from image data across only
some of the plurality of instances in time. The compara-
tive parameter may comprise a breath phase angle cal-
culated from image data across the instances in time that
correspond to one breath. In some embodiments, the
windowed phase angle comprises a predetermined
number of breaths. The method may further comprise
categorising the breathing or lung function as synchro-
nous or asynchronous or paradoxical.
[0021] The comparative parameter may comprise a
principal angle and/or spread, which may be calculated
using principal component analysis, for example by cal-
culating a covariance matrix, e.g. and diagonalising the
covariance matrix.
[0022] The method may further comprise calculating
one or more of respiratory rate, for example the number
of breaths per minute, and/or tidal volume, e.g. the vol-
ume inspired and expired with each breath, and/or minute
ventilation, e.g. tidal volume multiplied by respiratory
rate, and/or peak inspiratory flow, e.g. reflecting respira-
tory drive, and/or fractional inspiratory time, and/or an
index of rapid shallow breathing and/or peak and/or mean
inspiratory and/or expiratory flow measures and/or the
percent contribution of the chest and/or abdomen to the
tidal volume.
[0023] The method may further comprise analysing or
determining or quantifying the regularity and/or unpre-
dictability and/or randomness of the measured data or
one or more of the calculated parameters. The method
may comprise calculating a value indicative of disorder
(or, in other words, complexity or randomness), prefera-
bly an entropy value, e.g. approximate entropy or sample
entropy, for one or more values or parameters, for ex-
ample any of the values or parameters described or listed
above, e.g. one or more values of the image data or data
arrays or the volume of one or each of the parts or an
aggregate volume of the two parts or the comparative
parameter.
[0024] It has been observed by the applicants that ap-
proximate entropy and/or sample entropy, or an equiva-
lent measure of disorder, can provide insight into the state
of the subject, for example wherein a predetermined en-
tropy value is indicative of a healthy and/or diseased
and/or athletic state of a subject. One specific example
of this observation is that entropy of windowed and/or
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per-breath phase angle appears to decrease in patients
with Chronic Obstructive Pulmonary Disease (COPD).
For ease of reference, the entropy value or equivalent
value may be referred to, for example, as an irregularity
value or a coefficient of variation. The disclosure also
provides an apparatus for carrying out the method, com-
puter software to perform the method and a data carrier
storing the software, which software and/or data carrier
may be comprised in the apparatus. The apparatus may
correspond to the device described in WO2010066824
or any other suitable apparatus. The skilled person would
also appreciate that some of the steps or aspects of the
methods described above may be carried out using data
acquired using Respiratory Inductance Plethysmogra-
phy.

Brief Description of the Drawings

[0025] Certain embodiments of the invention will now
be described, by way of example only, with reference to
the accompanying drawings, in which:

Figure 1 shows a block diagram of a measuring sys-
tem;
Figure 2 shows a flow diagram of the method;
Figure 3 shows six breathing modes of a healthy
subject;
Figure 4 shows six breathing modes of a subject suf-
fering from COPD;
Figure 5 shows the time evolution of the modes of
Figure 3;
Figure 6 shows the time evolution of the modes of
Figure 4;
Figure 7 shows a flow diagram of the breath detection
method;
Figure 8 shows a measurement of breathing volume;
Figure 9 shows an exemplary embodiment of the
measurement unit of Figure 1;
Figure 10 shows five measures of synchronicity be-
tween chest and abdomen volumetric contributions
to tidal breathing volume;
Figure 11 shows a first example of principal angle
and spread between chest and abdomen volumetric
contributions to tidal breathing volume; and
Figure 12 shows a second example of principal angle
and spread between chest and abdomen volumetric
contributions to tidal breathing volume.

Detailed Description of the Certain Embodiments

[0026] Figure 1 shows a block diagram of an embodi-
ment of a measuring system for measuring a 4-dimen-
sional data array of the shape of the body of a subject
and analysing the data. The measurement system in-
cludes a measurement unit 1 for measuring the shape
of a body as a function of time. The system may measure
movement of a subject using a method as disclosed in
patent application WO 2010/066824 or any other method

providing similar measurement data. The measurement
data of the measurement unit may be stored in a meas-
urement storage 2 for later use or use at a different lo-
cation.
[0027] The measurement system further includes an
apparatus 3 for analysing the measurement data. The
analysis is carried out by a processing unit 4 of the ap-
paratus; the analysis may be carried out independently
from the measurement. The processing unit may receive
the measurement data from the measurement storage
2, for example when the measurement unit and the ap-
paratus are at different locations or measurement data
is analysed at a time after the measurements were taken.
It may also receive the measurement data directly from
the measurement unit 1, for example when the measure-
ment unit is located near the apparatus or the measure-
ment unit and apparatus are integrated in a single device.
The processing unit can store data in and retrieve data
from a data storage 5, such as disc drives or Solid State
Drives (SSDs). The data storage may include a signature
database 6, which can be used for classifying measured
subjects. Results of the analysis can be output to and
shown on a display unit 7.
[0028] The processing unit 4 and the data storage 5
may form part of a computing device. Its components
may be interconnected using a systems bus. Other com-
ponents may be a volatile memory such as a random
access memory; an input/output interface; input devices
such as a keyboard; one or more interfaces for commu-
nicating with e.g. the measurement unit 1 and the meas-
urement storage 2.
[0029] The measurement unit 1 measures movement
of a part of the body, in particular of the chest wall and /
or the abdomen. Normally, the anterior part of the body
is measured; alternatively or in addition a posterior or
more or less lateral part may also be measured. When
measuring the breathing of a subject, such as a human
or an animal, the movement of the chest wall is usually
measured. Instead or in addition the movement of the
abdomen may be measured. The method produces re-
liable results both for tidal breathing and for forced ma-
noeuvres; the classification of the subject is consistent
between measurements on tidal breathing and forced
manoeuvers, where the latter might contain movement
artefacts. The present method allows classification of a
subject on respiratory diseases using tidal-only breathing
data. Prior art methods, using for example flow-volume
loops, require the subject to perform a forced breathing
manoeuvre. The method is therefore suitable for deter-
mining the breathing pattern of healthy and sick subjects,
even of unconscious subjects.
[0030] The shape of the body is measured using a
measuring grid having a 2-dimensional pattern of grid
points. Such a grid can be realized by illuminating the
body with a chessboard pattern as disclosed in the above
mentioned patent application WO 2010/066824. The 3-
dimensional position of the body is measured at each
grid point as a function of time. The grid has n1 by n2 grid
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points; n1 x n2 may be 10 x 15, resulting in ng=150 grid
points. When images of the body are captured with a
video camera operating at 30 frames per second with a
measurement time of 4 seconds, the position of the body
for each grid point will be measured at nt = 30 * 4 = 120
points in time. The present analysis method, providing a
decomposition of the body surface movement into
modes, requires only a relatively short period of meas-
urements, usually only a few seconds in duration, without
the need for the subject to perform a forced manoeuvre.
An analysis of breathing modes can be made on just a
small section, e.g. 6-10 seconds, of tidal breathing. As a
consequence, the method can be applied even to sub-
jects that are not capable of forced manoeuvres and al-
lows a quicker measurement of patients.
[0031] The data of a measurement of a subject output
by the measurement unit 1 includes nt frames of n1 * n2
3-dimensional positions. If a position is represented by
three spatial dimensions (x,y,z), the data output is nt * n1
* n2 * 3 numbers. The data can be organized in a 4-
dimensional array A, two dimensions being for the grid,
one dimension for the position and one dimension for the
time. Alternatively, the data can be organized in a 3-di-
mensional array, one dimension being for the grid, one
dimension for the position and one dimension for the time.
The grid can be represented by a 1-dimensional array
having elements 1 to ng, where each element relates to
one grid point of the grid. The data may be input to the
measurement storage 2 or to the processing unit 4.
[0032] It should be noted that the word ’dimension’ is
used in two different contexts. When used in the context
of an array, it refers to the array dimension. When used
in the context of position, it refers to the spatial dimension.
[0033] The processing unit 4 analyses the data array
A by carrying out the three steps of mapping, decompo-
sition and signature formation, shown as steps 10, 11
and 12, respectively in the flow diagram of Figure 2.
[0034] The first step is mapping the data array A onto
a 2-dimensional array M(i,j). The mapping may be carried
out such that each row of M corresponds to a grid point.
When the different rows of the 2-dimensional array cor-
respond to different grid points, the principal modes that
can be derived from the decomposition of M correspond
to properties of the chest wall movement as a function
of the grid point. Such spatially separated information is
useful in diagnosis. If the grid includes ng= n1 * n2 grid
points, the 2-dimensional array will have ng rows relating
to the grid points. The index i of the array M(i,j) relates
to the grid points and numbers from 1 to ng.
[0035] The data array may be mapped onto M such
that each row includes a plurality of positions at the points
of time where the measurements were taken. In this em-
bodiment, the data array includes positions for each grid
point at nt moments in time and each position represents
a point (x,y,z) in 3-dimensional space. These nt positions
are mapped onto the rows of the 2-dimensional array M
such that M will have 3nt columns. The index j of M(i,j)
runs from 1 to 3nt. If n1=10, n2=15 and nt=120, the matrix

M is 150 x 360. When the rows correspond to the grid
points and the columns to the position of these grid points
on the body as a function of time, the principal modes
will be surface modes of the measured subject, repre-
senting breathing patterns. Many lung diseases have
characteristic surface modes, making the modes partic-
ularly useful in diagnosis.
[0036] The data array may be mapped onto M in other
ways. For example, it may be mapped onto an array M
of nt x (3*n1*n2), Each of the nt rows corresponds to a
particular point of time and gives the n1*n2 positions of
the grid at that moment in time. The resulting modes will
represent time signatures.
[0037] The second step in the analysis is the decom-
position of the array M into principal modes by the
processing unit 4, shown as step 11 in Figure 2. Several
methods for decomposition may be used, of which Sin-
gular Value Decomposition (SVD) is a fast method that
works efficiently on very large matrices; see e.g. ’A mul-
tilinear singular value decomposition’ by Lathauwer et al.
in Siam J. Matrix Anal. Appl., Vol. 21, No 4, pp.
1253-1278. Matrix M of ng rows by 3nt columns is de-
composed so that M = USVT. U is a unitary matrix of ng
x ng, S is a diagonal matrix of ng x 3nt, and VT a unitary
matrix of 3nt x 3nt. VT is the conjugate transpose of V.
The columns of U are the eigenvectors of MMT; they are
orthogonal and normalised. The diagonal values of S are
the square roots of the non-negative eigenvalues of both
MTM as well as MMT. The columns of V are eigenvectors
of MTM. The elements of U and S are independent of
time. The time dependence of the measured motion is
included in the matrix VT.
[0038] The third step of the analysis carried out by the
processing unit 4 is the formation of a signature of the
subject, shown as step 12 in Figure 2. The signature may
be stored in the data storage 5 of the apparatus 3. The
columns of the matrix U represent the principal modes
of the breathing pattern of the measured body. When the
motion of the chest wall of a subject is measured, the
principal modes are the breathing patterns of the subject.
The measured motion is best characterized by low-num-
bered columns of U, i.e. by the modes that give the largest
contribution to the measured variation of the surface dur-
ing breathing.
[0039] The first columns of U may represent a static
orientation of the body, which may not be relevant for
classification of a subject. For example, the first two or
three columns represent the main planar orientation of
the subject. The columns representing static orientation
may be omitted from the signature. The number of col-
umns of U selected for the signature can be determined
by choosing those columns of U that correspond to di-
agonal elements of S which are above a predetermined
value, possibly excluding columns relating to static ori-
entation. In the analysis of breathing patterns 2, 3, 4, 5
or 6 modes are normally sufficient for classification. High-
er order modes can usually be ignored, because they
provide a very small contribution to the breathing pattern
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and may represent only noise.
[0040] In addition to using columns of U for the signa-
ture, parts of the matrix S and / or V may be used. For
example, the weight in the matrix S may be included in
the signature, which could be done by weighting the col-
umns of U with the corresponding eigenvalues of S. The
method of combining the information in U, S and / or V
may be dependent on the type of classification used.
[0041] Since U is time independent, it is useful for form-
ing the signature. Moreover, measurement data taken at
different times or taken from different subjects do not
have to be normalised to a specific, predetermined
breathing rate before deriving the eigen modes, as is
necessary in some prior art analysis methods. The im-
portant surface movement patterns of the chest are con-
tained in the first few principal modes of U. Therefore,
more information is obtained about the subject than from
a volume measurement using a prior art method, as the
latter does not distinguish between modes. In determin-
ing the volume, all localised surface movement informa-
tion is discarded. It is this information that is used in a
classification. The modes are the most important parts
of the breathing pattern and are therefore included in the
signature.
[0042] Figure 3 shows a graphical presentation of the
first six breathing modes of a healthy subject during tidal
breathing and the first part of a forced expiration. The
order of the modes in the Figure is from left to right and
top to bottom. Grid rows go from abdomen to chest with
ascending row number. Grid columns go from the left
side of the chest wall to the right side, with ascending
column number. The presentation can be displayed on
the display unit 7. The visualisation is obtained by taking
a column of U and unwrapping it by distributing its ng
elements over an n1 x n2 array. The result is shown in
the Figure as a surface on an n1 x n2 grid. The example
shown in Figure 3 has a grid of 15 x 10 grid points. The
vertical axis shows the dimensionless, normalised posi-
tion of the mode. Figure 4 shows the first six breathing
modes from the matrix U of a Chronic Obstructive Pul-
monary Disease (COPD) patient during tidal breathing
and the first part of a forced expiration. The first two
modes of both Figures 3 and 4 represent static orientation
of the body.
[0043] The importance of each breathing mode is rep-
resented by the corresponding eigenvalue of the matrix
S. The six eigenvalues corresponding to the six modes
of the healthy subject in Figure 3 are: 134.78; 93,36;
16.57; 5.30; 0.73; 0.29. The small eigenvalues for the
last two modes indicate that these modes are less im-
portant because they contribute only a very small amount
to the measured chest motion; these modes may be at
least partly noise. The six eigenvalues for the six modes
of the COPD patient in Figure 4 are: 160.19; 109.11;
18.56; 4.71; 1.42; 0.57.
[0044] The columns of V give a normalised time series
of how the modes move in the x, y and z direction. Figures
5 and 6 show plots of the first six columns of V corre-

sponding to the six breathing modes shown in Figures 3
and 4, respectively. The horizontal axis of each of the six
plots represents the frame number from 1 to 1500, sub-
divided into three parts for the coordinates x, y and z.
The vertical axis of the plots represents the number by
which the coordinate must be multiplied to obtain the time
evolution of the mode. The first 500 frames represent the
value with which the x coordinates of all grid points of a
corresponding mode must be multiplied. The next 500
frames represent the values for the y coordinate and the
last 500 frames for the z coordinate.
[0045] The time evolution of each of the modes or a
combination of modes can be visualised on the display
unit 7 by combining the one or more mode shapes of U,
the one or more corresponding magnitudes of S and the
one or more corresponding time dependences of V. The
combination can be made by calculating M = USVT for
the relevant modes.
[0046] Instead of or in addition to using the modes of
U in the signature, features extracted from U may be
used in the signature. One such feature is the 2-dimen-
sional frequencies of each mode, which may be formed
via a 2D Fourier transformation of a mode. The 2-dimen-
sional frequencies of certain modes are characteristic for
specific disease states, such as disorders of the lungs,
and are therefore suitable for classification.
[0047] The features extracted from the decomposed
matrix A and combined in a signature of a measured sub-
ject may be used to classify the subject. The classification
is shown as a step 13 in Figure 2, which can be included
or can be omitted from the method. In the classification
step the signature of the subject is compared to previ-
ously generated signatures stored in the database 6.
Each of these previously acquired signatures is repre-
sentative of a particular disease state, including, but not
limited to, COPD, asthma, pneumonia, or a healthy state.
The result of the classification is an association of the
breathing signature of the subject with a particular dis-
ease state or the healthy state or the closeness to such
a state.
[0048] The database 6 stores the signatures of a large
number of subjects, each labelled with its disease or
healthy state. The disease state may include the disease
progression. The measurement data arrays of the sub-
jects are analysed, usually offline, and the signatures
formed.
[0049] A clustering algorithm forms clusters of signa-
tures for each of the disease labels and stores them in
the database. A simple form of classification consists of
reducing each of the cluster members to an average val-
ue and an approximate radius, for example a standard
deviation. The result is a representative signature for
each disease class and an expected spread of the mem-
bers of this class from the representative signature. In
another form of classification the labelled cluster mem-
bers or their extracted feature vectors are kept in the
database for use in a subsequent classification via a k-
nearest neighbours method. The database can be up-
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dated and refined when additional labelled signatures
become available. The larger the number of labelled sig-
natures, the more accurate is the classification. Good
results are obtained when each cluster has at least 40
signatures. The classification is improved if the signa-
tures in the database have been obtained under similar
conditions, such as lighting environment, breathing ma-
noeuver, grid coverage, grid size and patient position.
On the other hand, the population of signatures should
capture as wide a range of conditions in which the system
is to be expected to perform.
[0050] The actual classification of a subject is carried
out in the processing unit 4. The distance of the signature
to the representative signature of each cluster is deter-
mined, known as classification or k-mean search. Alter-
natively, the label of the signature can be assigned as
the most common label among its k nearest neighbours,
where ’nearest’ implies ’smallest distance’. The output
of the classification step can be that the subject is in the
disease state corresponding to that of the representative
signature his signature is nearest to, or, for each disease
label, a probability that subject is in that particular disease
state.
[0051] The method as shown in Figure 2 includes map-
ping, decomposition and signature formation, together
forming the analysis of the data array. The results of the
analysis may be stored and used later for classification
by a physician or for other purposes. The analysis may
also be followed by a classification using a signature da-
tabase, forming a four-step method shown by elements
10-13. In a special embodiment the analysis is preceded
directly by a step in which a subject is measured and the
data array is filled; the analysis may again be followed
by a classification.
[0052] Rows and column of a matrix can be inter-
changed in the composition of the matrices U, S and V.
Although the above described embodiments refer to a
rectangular coordinate system (x,y,z), any other coordi-
nate system may be used, e.g. a cylindrical coordinate
system having its axis along the longitudinal axis of the
body.
[0053] The signature formed from the measured data
becomes more accurate if the data on which the signature
is based relates to a whole number of breaths. It could
be regarded as ’normalising’ the data input to the signa-
ture decomposition. This can be achieved by analysing
the data and manually selecting the desired integer
number of breaths. The following method allows to au-
tomate the selection of breaths, making the analysis less
time consuming.
[0054] Figure 7 shows a flow diagram of a breath de-
tection method for identifying individual breaths or a se-
ries of breaths. Measured parameter values representing
a breathing pattern over time are input to the method.
The parameter can e.g. be a measured breathing volume
or a chest wall motion over time. The breathing volume
may be obtained from a spirometer. If the method of Fig-
ure 7 is used together with the method of Figure 2, the

breathing volume or chest wall movement over time may
be derived from the above matrix M or from USVT. In the
latter case, noise in the method can be reduced by using
only the most significant modes of U in the calculation of
the motion. The parameter can also be an average of the
z-position over the measurement grid.
[0055] Figure 8 shows a measurement 30 of breathing
volume V over time t of a subject; the measurement in-
cludes tidal breathing and one forced manoeuvre. The
vertical axis shows the volume in litres, the horizontal
axis shows time in frame numbers, taken at 30 frames
per second. A measurement of chest wall motion would
have resulted in a similar plot. The measured parameter
values are used as input for the method of Figure 7.
[0056] In the first step 20 in the method of Figure 7 an
average value of the parameter values is formed. The
average may be an exponential moving average. When
the parameter values V are given at discrete points of
time i, the average A can be determined as A(i) = (1-
α)A(i-1) + αV(i). Alpha can have any value in the range
[0,1]. Good results for a wide range of input are obtained
using a value of alpha equal to 0.008. The moving aver-
age is shown in Figure 8 as line 31.
[0057] The average may be determined by other algo-
rithms, e.g. using a low-pass filter having a Gaussian
response function. In a specific embodiment the filter can
have a size of three times the sample rate and a sigma
equal to the sample rate, where the sample rate is the
number of frames per second of the measurement unit.
[0058] In the second step 21 of the method the param-
eter is divided in time segments. Each segment lies be-
tween subsequent intersections of the parameter and the
average. Figure 8 shows three consecutive intersections
32-34, defining two successive segments 35 and 36. The
method is not sensitive to the way in which the intersec-
tions are determined. An intersection may be defined as
the point in time where (V(i) - A(i)) changes sign.
[0059] In the third step 22 of the method an extreme
value of the parameter within each segment is deter-
mined. An extreme value may be determined by com-
paring a value of the parameter with its two neighbouring
values. The method will find the maximum 37 as extreme
values for segment 35 and the minimum 38 for segment
36 as shown in Figure 8. If the extreme value of a segment
is a maximum, it corresponds to the end of an inhalation
and the start of an exhalation. If the extreme value is a
minimum, it corresponds to the end of an exhalation and
the start of an inhalation. The method can be made more
robust by checking whether the extreme value V(i) is larg-
er than the average A(i) for a maximum and whether the
extreme value is smaller than the average for a minimum.
Alternatively, the signed area of (V(i) - A(i)) over the seg-
ment can be determined; an extreme value in a segment
having a positive area is a maximum, corresponding to
the start of an exhalation and an extreme value in a seg-
ment having a negative area is a minimum, correspond-
ing to the start of an inhalation.
[0060] Since each segment has only one extreme val-
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ue of the parameter, it must include either the start of an
exhalation (being the end of an inhalation) or the end of
an exhalation (being the start of an inhalation). Hence, if
a segment includes the start of an exhalation, the next
segment will include the end of the exhalation. An indi-
vidual breath, including an inhalation and an exhalation,
corresponds to the period between two successive max-
imum values or between two successive minimum val-
ues. A selection of measurement data extending over a
certain number p of whole breaths can be made by start-
ing the selection at the point of time of an extreme value
of the parameter and stopping the selection at the 2pth

extreme value of the parameter following the starting
point.
[0061] The method can be carried out in an apparatus
similar to apparatus 3 in Figure 1 including a processing
unit 4 and a data storage 5, forming a computer device.
In a real-time implementation the apparatus is connected
to the output of a measurement unit and measured values
are fed into the apparatus. The data may be input in
frames at regular intervals, e.g. 30 frames per second.
The measured values are pre-processed if necessary to
obtain the parameter values required for the method, e.g.
a breathing volume or a chest wall motion. In an embod-
iment in which the above moving average method is
used, the moving average is updated at each frame being
input into the apparatus, the check for start of a new seg-
ment is carried out, and the moving extreme value is up-
dated.
[0062] The method of Figure 7 can be used to deter-
mine the start of a signature decomposition by monitoring
the breathing of a subject under test, The breath detection
method performs an on-line scan of the breaths until it
has detected a sufficient number of good quality contig-
uous breaths, upon which the apparatus 4 is signalled to
commence signature decomposition without additional
operator intervention.
[0063] In on off-line implementation of the method the
apparatus is connected to a measurement storage, from
which the measured values are retrieved. The processing
can be carried out similar to the on-line implementation.
[0064] The method of identifying breaths can be used
for ventilator settings in respiratory treatment, e.g. for de-
termining volume drift over time in patients with an ob-
structive disease. It can also be used in the context of
ventilator triggering, where the detection of an inhalation
(i.e. the end of an exhalation) triggers the administration
of oxygen.
[0065] The method can also be used for analysing the
shape of individual breaths, as is common in the veteri-
nary field. The method is used to segment the measure-
ments in whole breaths.
[0066] The method is suitable as a step in forming a
signature in the method of Figure 2. The method may be
applied to the data array output by the measurement unit
1 in Figure 1, e.g. by using the average z-position over
the measurement grid as parameter. The steps of map-
ping, decomposition and signature formation can then

be applied to a part of the data array corresponding to
an integer number of breaths.
[0067] Each of the methods of Figure 2 and 7 can be
carried out by a computing device in which software is
stored in a memory and is coded to execute the method
when running in the processing unit. The software may
be stored on a data carrier.
[0068] Referring now to Figure 9, there is shown an
exemplary embodiment of the measurement unit 1 of Fig-
ure 1. The measurement unit 1 includes first and second
cameras 100, 101 and a projector 102 attached to a
mounting frame 103. The projector 102 projects a pattern
of radiation onto the chest and abdominal area of a sub-
ject 104 laying prone on a surface 105. The cameras
100, 101 are mounted either side of the projector and are
angled toward the subject 104 at an angle of between
about 10 degrees to about 40 degrees, depending on the
spacing between the frame 103 and the subject 104.
[0069] In use, the measurement unit 1 acquires across
a predetermined time period from the cameras 100, 101
at each of a plurality of instances in time image data rep-
resenting a three dimensional configuration of the pro-
jected pattern at that instance in time. The image data is
then processed to produce an array of breathing data
representative of the shape of the subject 104 as a func-
tion of time. This data may then be used in accordance
with the methods described above.
[0070] The data array may also be divided into two or
more sub-arrays each representing a three dimensional
configuration of a respective part of the subject 104, for
example the subject’s chest and abdomen or the left and
right sides of the subject’s trunk region. The sub-arrays
may be processed to approximate a volume of each of
the parts of the subject over time and may be displayed
through the display unit 7, for example to assist a clinician
with diagnosing a condition in the subject 104.
[0071] The sub-arrays or volumes may also be proc-
essed to calculate one or more comparative parameters
representing the change over time in the relative volume
contribution of each of the parts of the subject 104.
[0072] Figure 10 illustrates one such comparative pa-
rameter, namely the phase angle φ between chest or rib
cage measurements RC and abdomen measurements
AB, where: 

[0073] It will be appreciated by those skilled in the art
that the phase angle φ may be calculated across the en-
tire time period (i.e. an overall phase) or across a subset
of the entire time period (i.e. a windowed phase). The
subset may correspond to a single breath (i.e. a per-
breath phase) or a predetermined number of breaths.
[0074] Figures 11 and 12 illustrate examples of two
further comparative parameters, namely the principal an-
gle θ1, θ2 and spread S1, S2 between chest or rib cage
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measurements RC and abdomen measurements AB.
[0075] These parameters are calculated using princi-
pal component analysis by calculating a 2x2 covariance
matrix, where M = Cov(AB - mean(AB), RC - mean(RC))
and diagonalising the covariance matrix, where: 

[0076] The principal angle θ1, θ2 is the angle (in de-
grees) between the x=y line and p1, while the spread is
the ratio: 

[0077] The angle change is also useful to track, which
is done by taking three successive points p0, p1, p2, treat-
ing these two-dimensional vectors as three-dimensional
by making the z-coordinate 0 and performing the three-
dimensional cross product: 

and making the product of its sign and magnitude the
angle change.
[0078] Further parameters that may be useful to cal-
culate and display on the display unit 7 include respiratory
rate, tidal volume, minute ventilation, peak inspiratory
flow, fractional inspiratory time, peak and/or mean inspir-
atory and/or expiratory flow measures and/or the percent
contribution of the chest and/or abdomen to the tidal vol-
ume.
[0079] One particularly useful analysis to carry out is
to determine or quantify the entropy of one or more of
the measured values or parameters described above.
Specifically, the approximate entropy or sample entropy,
or an equivalent measure of disorder, of some of the
aforementioned parameters have been found to be use-
ful in determining a comparative state of wellness or ill-
ness.
[0080] In particular, it has been found that the entropy
associated with breathing data derived from a healthy
subject is higher, in many cases considerably higher,
than breathing data derived from an ill patient.
[0081] Entropy in the form of sample entropy (Sam-
pEn), approximate entropy (ApEn) or fuzzy entropy
(FuzzyEn) can be calculated as described, for example,
in section 2 of CHEN, W et al. Measuring complexity us-
ing FuzzyEn, ApEn, and SampEn, Medical Engineering
& Physics, 31(1), 61-68, 2009.
[0082] The above embodiments are to be understood

as illustrative examples. Further embodiments are en-
visaged. It is to be understood that any feature described
in relation to any one embodiment may be used alone,
or in combination with other features described, and may
also be used in combination with one or more features
of any other of the embodiments, or any combination of
any other of the embodiments. Furthermore, equivalents
and modifications not described above may also be em-
ployed without departing from the scope of the accom-
panying claims.

Claims

1. A method of identifying breaths in parameter values
(30) representing a breathing pattern over time, in-
cluding the steps of:

forming (20) a time average (31) of the param-
eter values;
dividing (21) the parameter into segments (35,
36), each segment lying between subsequent
intersections (32, 33, 34) of the parameter and
the average;
determining (22) an extreme value (37, 38) of
the parameter within each segment, the extreme
value being a start of an exhalation or an end of
an exhalation.

2. A method of monitoring and/or analysing the breath-
ing and/or lung functions of a subject (104), the meth-
od comprising the steps of:

projecting a pattern of radiation onto at least part
of a body of a subject;
recording at each of a plurality of instances in
time image data representing a three dimen-
sional configuration of at least a portion of the
projected pattern at that instance in time;
processing the image data to produce a data
array representing a shape of at least part of the
body of the subject as a function of time and/or
to produce parameter values representing a
breath pattern over time; and
using a method according to claim 1 to identify
breaths in the parameter values.

3. A method according to claim 1 or 2, in which the time
average is a moving average, such as an exponential
moving average.

4. A method according to claim 1 or 2, in which the time
average is formed using a low-pass filter, such as a
Gaussian filter.

5. A method according to any preceding claim, in which
a breath extends from one of the extremes to the
second subsequent extreme.
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6. A method of analysing a data array of at least three
dimensions representing a shape of at least part of
a body of a subject (104) as a function of time, the
data array relating to a 2-dimensional grid having
grid points, a position in space of the shape at each
grid point and points of time, the method including
the steps of:

mapping (10) the data array onto a 2-dimension-
al array,
decomposing (11) the 2-dimensional array,
forming (12) a signature of the subject from the
decomposed 2-dimensional array representing
a motion pattern of the shape,

wherein the signature is formed based on a part of
the data array corresponding to an integer number
of breaths, the part of the data array being deter-
mined using a method according to claim 1.

7. A method according to claim 6, including the step of
comparing the signature of the subject (104) with
signatures associated with disease states.

8. A method according to claim 2, further comprising:

dividing the data array into two or more sub-ar-
rays each representing a three dimensional con-
figuration of a respective part of the projected
pattern or of the subject (104); and
processing the sub-arrays to approximate a vol-
ume (RC, AB) of each of the parts of the pro-
jected pattern or of the subject over time.

9. A method according to claim 8 further comprising
calculating a comparative parameter (φ) represent-
ing the change over time in the relative volume con-
tribution of each of the parts of the projected pattern
or of the subject (104).

10. A method according to claim 9, wherein the compar-
ative parameter comprises a phase angle (φ) or a
principal angle (θ) and/or spread (S).

11. A method according to any one of claims 2 and 8 to
10 further comprising:

calculating a value indicative of disorder for one
or more values or parameters of or calculated
from the data array.

12. A method according to claim 11, where the value
indicative of disorder is an entropy value.

13. A measurement system comprising:

a measurement unit (1) for measuring a shape
of at least part of a body of a subject (104) as a

function of time; and
a processing unit (4) for analysing measurement
data of the measurement unit;

wherein the measurement system is configured to
perform a method according to any preceding claim

14. A measurement system according to claim 13 when
dependent upon claim 2, wherein the measurement
unit (1) comprises first and second cameras (100,
101) and a projector (102) attached to a mounting
frame (103), wherein the projector is configured to
project the pattern of radiation and the first and sec-
ond cameras are configured to obtain the image da-
ta.

Patentansprüche

1. Verfahren zum Identifizieren von Atemzügen in Pa-
rameterwerten (30), die ein Atmungsmuster über die
Zeit darstellen, einschließlich der folgenden Schritte:

Bilden (20) einer Durchschnittszeit (31) der Pa-
rameterwerte; Unterteilen (21) des Parameters
in Segmente (35, 36), wobei jedes Segment zwi-
schen nachfolgenden Schnittpunkten (32, 33,
34) des Parameters und des Durchschnitts liegt;
Bestimmen (22) eines Extremwerts (37, 38) des
Parameters in jedem Segment, wobei der Ex-
tremwert ein Beginn einer Ausatmung oder ein
Ende einer Ausatmung ist.

2. Verfahren zum Überwachen und/oder Analysieren
der Atmung und/oder der Lungenfunktionen eines
Subjekts (104), wobei das Verfahren die folgenden
Schritte umfasst:

Projizieren eines Strahlungsmusters auf min-
destens einen Teil eines Körpers eines Sub-
jekts; Aufzeichnen von Bilddaten an jedem einer
Vielzahl von Zeitpunkten, die eine dreidimensi-
onale Konfiguration von mindestens einem Ab-
schnitt des projizierten Musters an diesem Zeit-
punkt darstellt;
Verarbeiten der Bilddaten, um ein Datenfeld zu
erzeugen, das eine Form von mindestens einem
Teil des Körpers des Subjekts abhängig von der
Zeit darstellt, und/oder um Parameterwerte zu
erzeugen, die ein Atmungsmuster über die Zeit
darstellen; und
unter Verwendung eines Verfahrens gemäß An-
spruch 1, um Atemzüge in den Parameterwer-
ten zu identifizieren.

3. Verfahren nach Anspruch 1 oder 2, wobei die Durch-
schnittszeit ein gleitender Durchschnitt ist, wie z. B.
ein exponentiell gleitender Durchschnitt.
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4. Verfahren nach Anspruch 1 oder 2, wobei die Durch-
schnittszeit unter Verwendung eines Tiefpassfilters
gebildet wird, wie z. B. ein Gaußscher Filter.

5. Verfahren nach einem vorherigen Anspruch, wobei
sich ein Atemzug von einem der Extreme zu dem
zweiten anschließenden Extrem erstreckt.

6. Verfahren zum Analysieren eines Datenfelds mit
mindestens drei Dimensionen, das eine Form von
mindestens einem Teil eines Körpers von einem
Subjekt (104) abhängig von der Zeit darstellt, wobei
sich das Datenfeld auf ein zweidimensionales Ras-
ter mit Rasterpunkten, eine Position im Raum der
Form an jedem Rasterpunkt und an den Zeitpunkten
bezieht, wobei das Verfahren die folgenden Schritte
enthält:

Zuordnen (10) des Datenfelds auf ein zweidi-
mensionales Feld, Zerlegen (11) des zweidi-
mensionalen Felds,
Bilden (12) einer Signatur des Subjekts aus dem
zerlegten zweidimensionalen Feld, die ein Be-
wegungsmuster der Form darstellt, wobei die Si-
gnatur beruhend auf einem Teil des Datenfelds
entsprechend einer ganzzahligen Anzahl von
Atemzügen gebildet wird, wobei der Teil des Da-
tenfelds unter Verwendung eines Verfahrens
gemäß Anspruch 1 bestimmt wird.

7. Verfahren nach Anspruch 6, enthaltend den Schritt
eines Vergleichens der Signatur des Subjekts (104)
mit Signaturen, die mit Krankheitszuständen asso-
ziiert sind.

8. Verfahren nach Anspruch 2, ferner umfassend:

Unterteilen des Datenfelds in zwei oder mehr
Unterfelder, das jeweils eine dreidimensionale
Konfiguration eines jeweiligen Teils des proji-
zierten Musters oder des Subjekts (104) dar-
stellt; und
Verarbeiten der Unterfelder auf ungefähr ein Vo-
lumen (RC, AB) von jedem der Teile des proji-
zierten Musters oder des Subjekts über die Zeit.

9. Verfahren nach Anspruch 8, ferner umfassend ein
Berechnen eines Vergleichsparameters (Φ), der die
Änderung über die Zeit im relativen Volumenbeitrag
von jedem der Teile des projizierten Musters oder
des Subjekts (104) darstellt.

10. Verfahren nach Anspruch 9, wobei der Ver-
gleichsparameter einen Phasenwinkel (Φ) oder ei-
nen Hauptwinkel (θ) und/oder eine Streuung (S) um-
fasst.

11. Verfahren nach einem der Ansprüche 2 und 8 bis

10, ferner umfassend:

Berechnen eines Werts zur Angabe einer Stö-
rung für einen oder mehrere Werte oder Para-
meter des Datenfelds oder berechnet aus dem
Datenfeld.

12. Verfahren nach Anspruch 11, wo der Wert zur An-
gabe einer Störung ein Entropie-Wert ist.

13. Messsystem, umfassend:

eine Messeinheit (1) zum Messen einer Form
von mindestens einem Teil eines Körpers eines
Subjekts (104) abhängig von der Zeit; und
eine Verarbeitungseinheit (4) zum Analysieren
von Messdaten der Messeinheit;
wobei das Messsystem konfiguriert ist, ein Ver-
fahren gemäß einem vorherigen Anspruch aus-
zuführen.

14. Messsystem nach Anspruch 13, wenn abhängig von
Anspruch 2, wobei die Messeinheit (1) eine erste
und zweite Kamera (100, 101) und einen Projektor
(102) umfasst, der an einem Montagerahmen (103)
befestigt ist, wobei der Projektor konfiguriert ist, das
Strahlungsmuster zu projizieren, und die erste und
zweite Kamera konfiguriert sind, um die Bilddaten
zu erlangen.

Revendications

1. Méthode d’identification de respirations dans des va-
leurs de paramètre (30) représentant un modèle de
respiration en fonction du temps, y compris les éta-
pes de :

formation (20) d’une moyenne temporelle (31)
des valeurs paramétriques ;
division (21) du paramètre en segments (35, 36),
chaque segment se plaçant entre des intersec-
tions subséquentes (32, 33, 34) du paramètre
et de la moyenne ;
détermination (22) d’une valeur extrême (37, 38)
du paramètre au sein de chaque segment, la
valeur extrême étant le début d’une expiration
ou la fin d’une expiration.

2. Méthode de contrôle et/ou d’analyse de la respiration
et/ou des fonctions pulmonaires d’un sujet (104), la
méthode comprenant les étapes suivantes :

projection d’un modèle de rayonnement sur au
moins une partie du corps d’un sujet ;
enregistrement à chacune de la pluralité de cas
en données d’images en temps représentant
une configuration tridimensionnelle d’au moins
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une partie du modèle projeté à cette instance
temporelle ;
traitement des données d’image pour la produc-
tion d’un ensemble de données représentant
une forme d’au moins une partie du corps du
sujet en fonction du temps et/ou pour la produc-
tion de valeurs paramétriques représentant un
modèle de respiration en fonction du temps ; et
utilisation d’une méthode selon la revendication
1 pour identifier des respirations dans les va-
leurs paramétriques.

3. Méthode selon la revendication 1 ou 2, dans laquelle
la moyenne temporelle est une moyenne mobile, par
exemple une moyenne mobile exponentielle.

4. Méthode selon la revendication 1 ou 2, dans laquelle
la moyenne temporelle est réalisée à l’aide d’un filtre
passe-bas, par exemple un filtre gaussien.

5. Méthode selon une quelconque des revendications
précédentes, dans laquelle une respiration s’étend
d’un des extrêmes au deuxième extrême suivant.

6. Méthode d’analyse d’un ensemble de données d’au
moins trois dimensions représentant une forme d’au
moins une partie du corps d’un sujet (104) en fonc-
tion du temps, l’ensemble de données se rapportant
à une matrice bidimensionnelle présentant des
points de grille, une position dans l’espace de la for-
me à chaque point de grille, et des points dans le
temps, la méthode comprenant les étapes
suivantes :

mappage (10) de l’ensemble de données sur un
ensemble bidimensionnel,
décomposition (11) de l’ensemble bidimension-
nel,
formation (12) d’une signature du sujet à partir
de l’ensemble bidimensionnel décomposé re-
présentant un modèle de mouvement de la for-
me,
la signature étant formée en fonction d’une par-
tie de l’ensemble de données correspondant à
un nombre entier de respirations, la partie de
l’ensemble de données étant déterminée en ap-
pliquant une méthode selon la revendication 1.

7. Méthode selon la revendication 6, comprenant l’éta-
pe de comparaison de la signature du sujet (104)
avec des signatures associées avec des états pa-
thologiques.

8. Méthode selon la revendication 2, comprenant en
outre :

la division de l’ensemble de données en deux
ou plusieurs sous-ensembles, chacun repré-

sentant une configuration tridimensionnelle
d’une partie respective du diagramme projeté
ou du sujet (104) ; et
le traitement des sous-ensembles pour appro-
cher un volume (RC, AB) de chacune des parties
du diagramme projeté ou du sujet en fonction
du temps.

9. Méthode selon la revendication 8, comprenant en
outre le calcul d’une grandeur de référence (Φ) re-
présentant le changement en fonction du temps
dans la contribution relative du volume de chacune
des parties du diagramme projeté ou du sujet (104).

10. Méthode selon la revendication 9, la grandeur de
référence comprenant un angle de phase (Φ) ou un
angle principal (θ) et/ou une extension (S).

11. Méthode selon une quelconque des revendications
2 et 8 à 10, comprenant en outre :

le calcul d’une valeur indicatrice d’un désordre
pour une ou plusieurs valeurs ou paramètres de
l’ensemble de données, ou calculé d’après ce
dernier.

12. Méthode selon la revendication 11, la valeur indica-
trice d’un désordre est une valeur d’entropie.

13. Système de mesure comprenant :

une unité de mesure (1) pour mesurer une forme
d’au moins une partie d’un corps d’un sujet (104)
en fonction du temps ; et
une unité de traitement (4) pour analyser des
données de mesure de l’unité de mesure ;
le système de mesure étant configuré pour exé-
cuter une méthode selon une quelconque des
revendications précédentes.

14. Système de mesure selon la revendication 13, lors-
qu’il est tributaire de la revendication 2, l’unité de
mesure (1) comprenant des première et deuxième
caméras (100, 101) et un projecteur (102) fixé sur
un bâti (103), le projecteur étant configuré pour pro-
jeter le modèle de rayonnement, et les première et
deuxième caméras étant configurées pour obtenir
les données de l’image.
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